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Figure S1: UbiD co-localization with predicted archaeal aconitase AcoX.

For each locus, species name, genome accession number and the respective nucleotide coordinates are indicated.
The genes are shown by arrows. The scale of an arrow is roughly proportional to gene length.

The arrow indicates direction of the respective gene. Homologous genes and domains are color-coded.
Abbreviations and gene names: UbiX and UbiD — decarboxylase system components;

AcoX_1 — predicted aconitase, enzymatic subunit; AcoX_2 — AcoX_1 associated swivelling domain;

AcoA — aconitase A; GItA — citrate synthase; HD — HD family hydrolase.




