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Table S1. Clinical and histopathological data of study participant who died during the observational period of the study. 

Patient ID 
Age at PAM50 

sampling 

Sample 

type 

Survival time 

(month) 

Primary or 

recurrent 
TNM stage IHC subtype PAM50 subtype 

ROR score 

(risk category) 

10-year recurrence 

risk score 

Patient 3 66.6 Surgical 39.6 Primary T3N2M0 Luminal B HER2-positive 81 (high) 43 

Patient 10 84.6 Surgical 54.7 Primary T1N1M1 Luminal B Luminal B 39 (moderate) 15.33 

Patient 27 60.9 Surgical 28.4 Recurrent T1N0M1 HER2-positive HER2-positive 67 (high) 19 

Patient 39 62.9 Core biopsy 40.3 Primary NA HER2-positive HER2-positive 66 (high) 28 

Patient 40 33.1 Surgical 18.8 Primary T1N2M0 Luminal B Basal-like 9 (high) 43 

IHC: immunohistochemistry; PAM50: Prosigna® Prediction Analysis of Microarray 50 gene expression testing kit; ROR: risk of recurrence; TNM: tumor – node – metastasis. 


