Supplementary Table S1: DNA amount and DNA integrity number for primary tumors that
recurred (P; n=11); recurrent tumors (R; n=9) and primary tumors that did not recur (P’; n=15)

Sample Amount (ug) | DNA Integrity Number
P1 0.31 54
R1 1.10 5.6
P2 0.18 4.7
R2 0.55 4.5
P3 0.09 3.2
R3 0.14 4.2
P4 0.88 4.4
R4 0.06 4.9
P5 0.11 4.7
RS 0.13 4.5
P6 0.50 4.4
R6 0.18 4.4
P7 0.22 4.4
R7 0.49 4.9
P8 0.06 34
R8 0.13 4.9
P9 0.19 4.1
R9 0.02 2.7
P10 0.06 3.5
P11 0.12 4.1
PI’ 0.24 3.5
P2’ 1.15 54
P3’ 0.48 4.0
P4’ 3.24 4.8
P5’ 0.25 5.0
P6’ 1.40 4.4
P7 0.22 3.5
P8’ 0.41 4.4
P9’ 0.88 4.1
P10’ 0.31 4.0
P11’ 1.58 4.8
P12 0.18 4.2
P13’ 0.48 4.0
P14’ 0.10 3.5
P15’ 1.35 4.6




Supplementary Table S2. Summary of SNVs and indels in paired primary (P; n=9) and
recurrent (R; n=9) tumors
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Supplementary Table S3. Summary of SNVs and indels in primary tumors that recurred (P;
n=11) and primary tumors that remained recurrence-free (P’; n=15)
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Supplementary Figure S1. MAF plot showing the top 10 most
commonly mutated genes in primary (A) and matched recurrent tumors
(n=9) and (B) in primary tumors with (n=11) and without recurrence (n=15).






