
Supplementary Figure S2: The observed 16S rRNA gene coverage by the multiplex approach. The figure shows the 
different coverage of the 16S rRNA gene produced by multiplex raw reads (“Multiplex”) and pASVs (“Multiplex ASV”). 
Only the species identified by both multiplex raw reads (18/20) and pASVs (12/20) are shown.  
 
 

 
 


