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Anopheles crawfordi

mitochondrial genome

15,421 bp

ribosomal RNAs
transfer RNAs
other genes
ATP synthase
complex III (ubichinol cytochrome c reductase)
complex I (NADH dehydrogenase)
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Anopheles junlianensis

mitochondrial genome

15,407 bp

ribosomal RNAs
transfer RNAs
other genes
ATP synthase
complex III (ubichinol cytochrome c reductase)
complex I (NADH dehydrogenase)
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Anopheles kleini

mitochondrial genome

15,416 bp

ribosomal RNAs
transfer RNAs
other genes
ATP synthase
complex III (ubichinol cytochrome c reductase)
complex I (NADH dehydrogenase)



ND5

COI

ND4

rRNA-16S

C
Y

TB
ND2

N
D

1

rRNA-12S

C
O

III

C
O

II
A

TP
6

ND
6

ND3

ND4L

A
TP

8
trn

K
(c

uu
)

trnV(uac)

trnM(cau)
trnQ(uug)

trnW(uca)

trnI(gau)
)cug(

Dnrt

trnF(gaa)

trnS(gcu)

trnN(guu)

trnG(ucc)

)a
gu

(S
nr

t

trnE(uuc)

trnA(ugc)

trn
Y(gua)

trn
L(

ua
a)

trn
P(u

gg
)

trnL(uag)

trn
T(

ug
u)

trnH(gug)

trnR(ucg)

trnC(gca)

Anopheles kunmingensis

mitochondrial genome

15,403 bp

ribosomal RNAs
transfer RNAs
other genes
ATP synthase
complex III (ubichinol cytochrome c reductase)
complex I (NADH dehydrogenase)
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Anopheles lesteri

mitochondrial genome

15,405 bp

ribosomal RNAs
transfer RNAs
other genes
ATP synthase
complex III (ubichinol cytochrome c reductase)
complex I (NADH dehydrogenase)
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Anopheles liangshanensis

mitochondrial genome

15,475 bp

ribosomal RNAs
transfer RNAs
other genes
ATP synthase
complex III (ubichinol cytochrome c reductase)
complex I (NADH dehydrogenase)
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Anopheles peditaeniatus

mitochondrial genome

15,413 bp

ribosomal RNAs
transfer RNAs
other genes
ATP synthase
complex III (ubichinol cytochrome c reductase)
complex I (NADH dehydrogenase)
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Anopheles sinensis 
mitochondrial genome 

15,418 bp

ribosomal RNAs
transfer RNAs
other genes
ATP synthase
complex III (ubichinol cytochrome c reductase)
complex I (NADH dehydrogenase)
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Anopheles yatsushiroensis

mitochondrial genome

15,406 bp

ribosomal RNAs
transfer RNAs
other genes
ATP synthase
complex III (ubichinol cytochrome c reductase)
complex I (NADH dehydrogenase)
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