Table S1. Information on target genes and NGS coverage data for proband.

Geng Referance sequeneeds % ROi Gene Referanea sequence’s % RO{ Gene Referarce saqueneeis % ROI
Cevered by Ceverad by Ceverad by
NGS {Depin NGS (Depth NGS {Depth
>30x) >30%) =30%)
ABCA4 NM_0DJ350.2 99.8 GRKT NM_0C2928.2 SE.0 PRPF§ NM_0D5445.4 998
ABHD12 NM_015600.4 GRME NW._203843.3 PRPHZ NM_0D1322.4
NM_0D1042472.2 100 83E 1ca
ADAMZ NM_0D3&16.2 GUCATA NM_000439.3 RAB28 NM_0D1017578.2
NM_1D4248.3,
8 10d NM_0D1158E01.1 104
AL NM_014336.3 95§ GUCAIB NW_202098.5 1Ca RAX2 NM_1327E3.3 384
ARLE NM_032146.3 78.7 GUCY2D NM_2CJ180.3 e RBPI NM_0102900.2 5.8
8BSt NM_022649 4 IDH3B NM_0058998.3 RBPE NM_0D5744.3
NM_001258284.1
100 NM_174855.2 100 100
BESTT NM_0DL183.3 WPDHT NW_000233.3 ROI NM_133D58.2
NM_0D1138443.1 951 NMW_0C1 1028051 10a 1d
C1QTNFS NM_015645.3 6.5 WPG2 NM_015247.3 9BE RDH12 NM_152443.2 1ca
C20RF71 NM_QD1D28E53. 1 975 1QCB1 NM_OC1023570.2 845 ROHS NM_0D1199771.1 )
C8ORF37 NM_1779€E5.3 KCNJT3 NM_002242.4 RGR NM_0D2%21.3
94.5 NM_0C1 1724161 952 i
Cad NM_aDI717.3 E KCNV2 NM_133437.3 100 RHO NM_1DJ538.3 103
CABP4 NM_145200.3 KLHL7 NM_001031710.2 RMS1 NKI_D128E8 5
NM_0C1 1724251 NM_1D1 168407 .1
100 10a NM_aD116841D.1 5.5
CACNAIF NM_0D51B3.2 LCAS NW._0011227682 RLBP1T NM_1D0326.4
NM_ID12E679D.2 97.5 84.1 99.3
CACNAZD4 NM_1T2384 4 48.2 LRAT NM_00aTa4.3 10a ROM1T NM_0D3327.3 4
CAPN5 NM_0D4DES.4 957 LRIT3 NM_1539506.4 951 'T’t NM_0OD5268.1 452
CC2D24 NM_0D1DB0E22.2 LRPS NM_002335.3 RP2 NM_0D5%15.2
NM_020785.2
NM_aD1184720.1 SEE a72 27
COHR1 NM_033100.2 MAK NM_001242967.1 RPY NM_203268.1
NM_QD1171571.1 95,9 az4 BOLT
CEP290 NM_025114.3 0.5 MERTK NM_005343.2 6.1 RPESS NM_000329.2 57
CERKL NM_0D1D30211.2 NDP NM_003256.3 RPGR NM_OD1D3ES3.1
3.7 100 NM_002328.2 54
CHM NM_100350.2 NMMATT NM_022737.3 RPGRIPT NM_J120366.3
NM_0D1145414.1 5.5 arE 95,5
CLRMI NM_0D1155734.1 NR2E3 NM_012248.2 RPGRIPIL NM_d15272.2
NM_09e955.2
NM_0D1256819.1 w07 9.1 a7
CNGAT NM_0D1 142564 1 aT.E NRL NM_0Ca 1773 ) RST NM_000330.3 100
CNGAS NM_0D1258.2 100 NYX NM_022557.2 %) SAG NM_101541 4 .
CNGB1 NM_0D1257 .4 958 OFD1 NM_003611.2 994 SEMALA NM_0223E7.3 1cd
CNGBI NM_013058.4 orxz2 NW_021728.3 SLC24A1 NM_04727.2
93.E 104 NM_0D125474D.1 13
CRB1 NM_2D1283.2 9B.4 PDEBA NW._00044D.2 95.4 SNRNP200 NM_014014.4 451
CRX NM_IDJS54 .4 PDERB NMW_003233.3 SPATAT NM_013418.4
100 9B.E NM_0D1040428.3 a8
CYP4V2 NM_207352.3 95.6 PDESC NM_005204.3 4.5 TOPORS NM_ODS302.4 104
DHODDS NM_Q222E7.3 PDESG NM_002602.3 TRPMT NM_0D1252020.1
NM_ID12E2024.1
NM_JD12E203D.1
95.§ 104 NM_002428.5 SE.B
EYS NM_0D1142800.1 PDESH NM_005205.2 TSPAN12 NM_012338.3
NM_183283.1
NM_001142801.1 913 100 B 5
FAM161A NM_0D1201543.1 95.% PITPNMI NMW_031220.3 sl T7C8 NM_144556.3 7.3
FLVCR1 NM_012D53.2 ) POCIB NM_17224D.2 5.1 TTPA NM_10037D.3 8.2
FSCN2 NM_0D1077182.2 §9.3 PRCD NM_0C107TE20.2 93.3 TULP1 NM_003322.3 SEE
FZDi NM_012193.3 PROMT NM_0C5D17 .2 ONCTT9 NM_0D5148.3
5.4 a2 NM_054036.2 851
GNATT NM_142499.2 PRPFI NM_004638.2 USH2A NM_2D3833 2
- 7 NM_007123.5 LY
GNPTG NM_03252D.4 982 PRPF31 NM_015629.3 10d WOR1S NM_025132.3 75
GPR178 NM_0D1004334.2 95,9 PRPFE NM_012458.3 100 ZNF 513 NM_015DE8.2 850






