
Table S1. Information on target genes and NGS coverage data for proband. 

Gene RE-lerenee seqLJeno.:m %ROI Gene Re-rerenoe sequenceJS %ROI Gene Reie.rence tieqLJence/$ %ROI 
Ccr-iered b)' CO't'@reClt,y CovereCID)' 
NGS �Oep:h NGS(Oej,:ll NGS(llep:ll 
:,,31lx) a-J[l,x) >31lxl 

ABCA4 NM_0OJJ50.2 99.6 GRK1 NM_002.929.2 98.9 PRPF8 NM_00544S.4 9!U!, 
Af:IH012 NM_01.5600.4 GF .... NM_OOC16:B.3 PRPH2 NM_000322.4 

NM_001042472.2 100 93.5 100 
ADAM& NM_003816.2 GUCA1A NM_000409.3 RAB.28 NM_001D1H79.2 

NM_0�2d9.3, 

95 100 NM_0011596(11.1 100 
A.fPl.1 NM_O 1�336.3 99.5 GUCA1B NM_002096.5 100 RAX2 NM_03275:3.3 66A 

ARl..4! NM_0321d6.3 7&7 GUCY2D NM_000180.3 97.5 RBP3 NM_002900.2 99.6 
sas, NM_0�649.4 tO.H'JB NM_006899.3 R.BP4 NM_0O:i744.3 

NM_001256384.1 

100 NM_17<1!855.2 100 1<0 
BE.ST1 NM_Oo.:!163.3 NPDHf NM_OO<J833.3 RD3 NM_18J059.2 

NM 0011 �3. 1 99.1 NM 001 Hl2605.1 100 Hl-0 

C1QTHF5 NM 015645.3 96.9 NPG:2 NM 016247.3 9!l6 RDH12 NM 152443.2 mo 

C20RF71 NM_OD1D29RaJ.1 97.9 tQCB1 NM_001023571l.2 94.5 R.DH5 NM_001199771.1 96.9 
C80HF31 NM_ 1 TT965.3 KCNJU NM_002:M2.4 RGR NM_ 002921.3 

94.9 NM_001172416.1 99.2 mo 

CAl NM 000717.3 96 KCNV:Z NM 133497.3 100 RHO NM 000539.3 Hl•J 
CABP.l NM_14.5200.3 Kl.Hl.7 NM_001031711l.2 RMS1 NM_01�969.5 

NM_001172d28..1 NM_001168407.1 

100 100 NM_001168d10.1 96.S 
CACNA1F NM_0051e3.2 LCAS NM_00112276 9-2 Rt.BP1 NM_0OJ326.4 

NM_001256790.2 97.S 94.1 99.3 
CACNA2D4 NM_ 172364.4 9&.2 lRAr NM_00.:!!7�4.3 100 ROiif NM_0OJ327.3 .... 

CAPH5 NM Oo.,:!055.4 99.7 t.RfT3 NM 19a506.4 99.1 RPf NM 0O:i:269.1 99.2 
CC2D2A NM_0010605-22.2 t.RPS- NM_0023J5.3 RP2 NM_0O:i915.2 

NM_020765.2 
NM 001164720.1 96.6 97.2 92.7 

COHR1 NM_OJ-3100.2 M'AK NM_001:M2957.1 """ NM_200268.1 
NM_001171!J71.1 91}.9 92A BD.7 

CEP290 NM_025114.3 90..5 IIERTK NM_006�3.2 96.1 RPE65 NM_0OJ329.2 95.7 
CER.Kl NM_0010J0311.2 NOP NM_00(1266.3 RP<.R NM_00103J.e.5.3.1 

91,.7 100 NM_0OJ328.2 95A 

CHM NM_00039Cl.2 NIINAT1 NM_C2:2787.3 RPGRfP1 NM_0W.366.3 
NM_00114.5414.1 95.5 97.5 99_5 

CLRHI NM_0011%"794.1 NR2E:J NM_C1�249.2 RP-GRfP1L NM_015272.2 
NM_052995.2 
NM 00125611, 19. 1 99.7 99.1 97.7 

CN'GA.1 NM_0011425o4.1 97.6 NRL NM_006177.3 97_9 RSf NM_000330.3 1<0 
CN'GA3 NM_001298.2 100 NYX NM_C2:2557.2 64 SAG NM_0OJ541.4 .. 

CNGB'f NM_0012!t:7.4 99.6 om, NM_M.3611.2 99.4 SEM'A4A NM_0Z2.367.J 100 
CNGB3 NM_O 19056.4 o,u NM_021726.3 Sr.C2'.A1 NM_Q�727.2 

9U 100 NM_0012547�0.1 96 

CRB1 NM_20125J.2 98'4 POE"6A NM_QOO,i..tJ0.2 99A SNRNP'200 NM_(l 1tl014.4 99.1 
CR)( NM_000554.4 PDe6B NM_OO-J2a3.3 SPArA7 NM_018418.4 

100 96.6 NM_001040426.3 95.9 
C

Y

P4V2 NM_2D7352.3 99.6 PDE"6C NM_006204.3 94.5 TOF'ORS NM_00.SBD2.4 100 
DHDDS NM_0:2!1667.3 PDE'6G NM_002602.3 TRPlll1 NM_001252[)20.1 

NM_00125211'24.1 
NM_001252000.1 

99.£ 100 NM 002420.5 95_9 
EYS NM_C011421it.l0.1 PDE"6H NM_006205.2 1"SPAN12 NM_C12338.3 

NM_19a263.1 
NM 001142Ra1.1 9'7.3 100 96.9 

FAM18"1A NM_001201�3.1 9S.9 PITPHM3 NM_031220.3 97.7 TTC8 NM_1U!5!36.3 97.3 
FLVCR1 NM_0 1il053.2 99.6 POC1B NM_172240.2 99.1 TTPA NM_CIOJJ7D.J 89.2 
FSCllt NM_001077182.2 89.J PRCD NM_001077621l.2 93.3 TUl.P1 NM_0OJ.322.3 96.6 
FZD• NM_012193.3 PROM'1 NM_006017.2 UNC119 NM_00514B.3 

.,., 91.2 NM_0�035.2 99.1 
GHAT1 NM_1�499.2 PR.PF3 NM_�6g8_2 US.H2A NM_205933.2 

100 ., NM_007123 .5 99.2 

GN?ffi NM_032521J.4 96..2 PRPF.31 NM_D15629.3 100 WDR1i NM_025132.3 97.9 
GPR1111 NM 001 0D43J4.2 99.9 PR.PF8 NM 012469.3 100 �F-513 NM 015069.2 95.9 




