Table S1. Characteristic of primers applied in this study.

Primer Sequence G+C Content Reference
1247 5-AAGAGCCCGT-3' 60% [1]
1290 5-GTGGATGCGA-3' 60% [2]
RP2 5-AAGGATCAGA-3' 40% [3]
RP4-2 5-CAGATGCTTC-3' 50% [4]
SOY 5'-AGGTCAGTGA-3' 50% [3]
OP-AO3 5'-AGTCAGCCAC-3' 60% [5]
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Figure S1. Amplification profiles for chosen primers performed for Candida parapsilosis (F31_T2_OC_CP) in a 2%
agarose gel. M — marker, lanes 1-21 — amplicons obtained for different individual primers and their combinations,

NC - negative control.
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Figure S2. Dendrogram derived from the Dice similarity coefficient (2%) showing the relationship between tested
Candida parapsilosis (CP) isolates according to our previous study [6]. Strains described according to the following
pattern: number of family_member of family_source of isolation_species.
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