
Figure S5. Curvature propensity and bendability plot of DNA sequences of SIwt, SHwt, and SH9 (see nucleotide 
sequences in Figure 2). Predicted curvature and bendability are shown in red and green, respectively. TATA-like, A, 
and B boxes are shown as rectangles on the X-axis. Positions of transcription start sites (TSSs) are indicated with 
black arrows. The peak of bendability corresponding to the TATA-like box in SIwt and SH9 constructs is marked by 
blue arrows. The next sites in order of bendability are marked by dark blue arrows. 


