Name
CamHMA1
CamHMA2
CamHMA3
CamHMA4.
CamHMAS
CamHMAS
CamHMAT
CamHMAS
CamHMAY
CamHMA10
CeoHMA1
CooHMA2
CcoHMA3.
CooHMAS
CcoHMAS.
CcoHMAS.
CooHMAT
CcoHMAS.
CeoHMAS
ClaHMA1
ClaHMA2
ClaHMA3,
ClaHMAS
ClaHMAS
ClaHMAS
ClaHMA7
ClaHMAB
ClaHMA9
ClaHMAT0.
CmuHMA1
CmuHMA2
CmuHMA3
CmuHMA4
CmuHMAS
CmuHMAS
CmuHMAT
CmuHMAS
CmuHMAY
CmeHMA1
CmeHMA2
CmeHMA3
CmeHMA4.
CmeHMAS
CmeHMAS
CmeHMAT
CmeHMAS
CmeHMA
CmeHMA10

CsaHMAS.

CmaHMA1
CmaHMA2
CmaHMA3
CmaHMA4
CmaHMAS
CmaHMAS
CmaHMAT
CmaHMAS
CmaHMAY
CmaHMA10
CmaHMAT1
CmaHMA12
CmoHMA1
CmoHMA2
CmoHMA3
CmoHMA4.
CmoHMAS

CmoHMAT
CmoHMAS

CmoHMA10
CmoHMA11
CmoHMA12
CpeHMAT

p-value

000640

637e-15

0.00e+0
3280206
161e-197

0.00e+0
2640253
2056203
5020245
2560207

0.00e+0
1590205
1.91e-187

000040

0.00e+0
4510253
9.320:202
2410244
5.150-204

000840

0.000+0
7.580-206
2750203
7550243

0.00e+0
4950253
5516205
3570245
2366207

000e+0

0.006+0
7.580-206
1.150-197

0.00e+0
4950253
1750202
1410243
2390207
2350205
2150197
4.10e-254
7410144
9.760-204

000840

000040
1.300-243
4.180-206
8.17e-198
8.950-204
3776199

2776251
0.000+0
0.00e+0

3.280-203

7.090-200

6.306-290
0.00e+0
0.00e+0
0.00e+0

1.046-200
601e-203
0.00e+0
0.00e+0
1.000-231

5.146-203

4400205

5.750-201

4240201
0.00e+0
0.000+0
0.00e+0

8.67e-197

9430202
0.000+0
0.00e+0

1820253

6.836-203
0.00e+0
0.00e+0

2316291

241e-149

3320205

3.04e-170
0.00e+0
0.000+0

8.05e-191
1.84e-118

4120213

1730200
0.00e+0
000040
0.00e+0
0.00e+0

531e-145

1950219

3776200
0.000+0

1206201

2380201

Motif Locations.
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Figure S1. Position of the ten common motifs in protein sequences of Cucurbits. Sequence name
is shown in the left side of each sequence and the legend of each motif with the typed sequence is

presented below all sequences.



