Table S3. Prioritized splice-disrupting variants found in teratozoospermic individuals. Variants not
found in the 1000 Genomes Project are highlighted because they were also searched in the gnomAD
database. Ref; Reference allele, Obs; Observed allele
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TATATA genomes)
TATATG
TA
3:75834065-
rs58564752 75834065 ZNE717 C T 0.0290 12.78
3:135825050- CAATC  CAATC
rs200024034 135825056 PPP2R3A N AATCA 0.0260 -
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