Table S1. Analysis of variance for the grain yield and its contributing traits for the studied genotypes under three irrigation regimes (6 days, 9
days, and 12 days).

Days to heading (D)

SOV df Plant height (cm) No. of Panicles/plant
6D 9D 12D 6D 9D 12D 6D 9D 12D

Replications 2 0.01 0.01 0.02 6.8 6.2 3.7 1.7 3.6 2.3
Genotypes 37 86.3%* 84.6%* 97.6%* 454.7** 193.7** 270.9%* 38.9%* 28.5%* 30.9%*
Parents (P) 13 173.9%*  189.3**  216.0** 549.4%* 179.8%* 279.5%* 8.6%* 6.4%%* 12.0%*
P. vs. Crosses 1 636.8%* 303.0%** 96.8%* 1073.7%* 615.7** 445 .9%* 276.2%* 172.8%* 35.8%*
Crosses 23 12.9%* 15.9%* 30.6%* 374.3%* 183.2%* 258.4%* 45.7%* 34.8%* 41.5%*
Lines 1 14.4%* 19.7%* 17.4%* 2045.3%* 1994.1%* 1618.0%* 4.0 7.8 26.2%%*
Tester 11 24.6** 30.3%* 60.9%* 512.7%* 139.0%** 356.1%* 27.5%* 17.1%* 31.3%*
Line x Tester 11 1.0%* 1.2%* 1.6%* 83.9%* 62.8%** 37.1%* 67.8%* 54.9%* 53.0%*
Error 74 0.3 0.1 0.1%* 9.8 12.2 7.8 2.1 2.6 1.9

S.OV. df Panicle length (cm) No. of spikelets/ panicle No. of filled grains /panicle

6D 9D 12D 6D 9D 12D 6D 9D 12D

Replications 2 0.7 0.2 0.2 42.9 30.9 58.4 43.7 85.9 113.0
Genotypes 37 13.8%* 9.9%* 11.8%* 7376.4%* 4916.3** 3783.1%* 7085.3%* 4691.6** 3486.5%*
Parents (P) 13 15.0%* 11.0%** 10.3%* 3262.2%* 2545.9%* 1843.2%%* 2871.1%* 1773.6%* 1369.8%*%*
P. vs. Crosses 1 92.6%* 85.9%* 6.1%*  92420.0**  52996.8**  41551.7**  79017.7**  45506.8**  33309.5**
Crosses 23 9.6%* 6.0%** 12.9%* 6004 .3** 4165.6** 3237.4%* 6339.8%* 4566.4%* 3386.2%%*
Lines 1 13.5%* 7.5% 0.6  44135.2*%*  32749.7**  20591.8**  36059.6**  23896.6**  10614.0**
Tester 11 17.27%* 10.6** 25.5%%* 5174.9%* 3288.4%* 3488.8%%* 6627.4%* 4877.6** 4471.9**
Line x Tester 11 1.7 1.2 1.5% 3367.3%* 2444 4** 1408.4%*%* 3350.3%* 2498.0** 1643.4**
Error 74 0.9 1.1 0.7 191.9 109.9 44.7 191.4 78.1 37.8

** : Highly significant at 1%

* : significant at 5

6 D: 6 Days, 9 D: 9 Days, and 12 D: 12 Days.



Table S1. Continue:.

SOV of Panicle weight (g) Spikelet fertility (%) 1000 grain weight (g) Grain yield/plant (g)

o 4 6D 9D 12D 6D 9D 12D 6D 9D 12D 6D 9D 12D
Replications 2 1.3 0.9 0.3 2.1 18.7 1.6 0.2 1.0 0.1 6.9 14.6 18.5
Genotypes 37 7.7** 4.8%* 3.5%% 42 3% T3.7%%  112.2%* 7.3%* 12.8%* 15.7%* 487.1%* 302.6%* 205.9%*
Parents (P) 13 2.6%* L.1** 0.7**  12.8%* 44.8%* 94.5%* 8.7** 12.9%* 13.1%%* 150.0%* 68.4%* 53.0%*

P. vs. Crosses 1 67.3**  50.0%*  353*%* 15.7 0.8 0.04  60.9**  158.0%*  233.3*%*  6040.4%*  4346.2*%*  1978.6**
Crosses 23 8.0%* 4.9%* 3.7%%  60.0%* 93.3%*  127.0%* 4.1%* 6.4%* 7.7%% 436.2%* 259.2%* 215.3%*
Lines 1 12.3%%* 7.4%* 8.7** 11.3 39.0  231.4%%  22.1%* 4.4%* 7.8%% 22.8 0.7 12.3

Tester 11 10.4%* 5.9%%* 4.7%%  99.1**  1458%%  165.2%* 5.2%%* 8.1%* 10.1%* 381.2%* 257.7%* 324.5%%*

Line x Tester 11 5.3%* 3.7%* 2.3%%  25.5%* 45.7%* 79.4%* 1.5%* 4.9%* 5.2%* 528.9%* 284.1%* 124.6%*
Standard Error 74 0.5 0.4 0.3 4.6 8.3 5.7 0.3 0.3 0.2 222 18.6 12.1

**: Highly significant at 1%

* :significant at 5%

6 D: 6 Days, 9 D: 9 Days, and 12 D: 12 Days.

Table S2. Analysis of variance for the grain quality traits for the studied genotypes under three irrigation regimes.

5.0.V. d.f 6D Hulli9nl§ ) 12D 6D Milli9n]g) oo 12D 6D Head;il;e ) 12D
Replications 2 1.8 1.9 0.6 1.9 1.9 1.4 0.5 24.7 17.3
Genotypes 37 3.3%*  33%x 5%k [34%F  [54%%  [7.2%F  [41.6%* 144.1%*  2]5.1**
Parents (P) 13 3.0%* 2.6%* 33%*  50%* 6.6**  13.3**  49.6%* 51.5%* 156.7**
P.vs. Crosses 1 11.6%* 27.3%*% 398** 2.6 10.3%*%  21.7%*  400.7**  211.4**  62.9**
Crosses 23 3.0%* 2.7%* 4.6%* 182*%% 20.6%* 19.3%*  [82.3%* [93.5%* 254 7**
Lines 1 1.1 0.4 0.01  209.4** 221.8%* 118.5%* 1247.3%* 1444.7** 1411.6**
Tester 11  3.5% 23 6.8%*  11.5%*% 15.5%* 18.9%*  149.7**  154.2%*  269.9%**
Line x Tester 11 2.7%*  33%% DR**  75%* 7.4%% 10.6%*  118.1%*  119.1**  134.4**
Standaed Error 74 0.9 1.0 0.8 1.1 0.7 0.7 1.8 10.3 6.8

** : Highly significant at 1%

: significant at 5%

6 D: 6 Days, 9 D: 9 Days, and 12 D: 12 Days.



Table S3. Ratio between K? GCA and K2 SCA for the grain yield and its contributing traits for the studied genotypes under three irrigation

regimes.

Traits Days to heading Plant height No. of panicles/plant Panicle length No. of spikelets/ panicle
Genetic components 6D 9D 12D 6D 9D 12D 6D 9D 12D 6D 9D 12D 6D 9D 12D
K2 GCA 0.39 0.55 0.48 56.5 55.1 44.7 0.1 0.1 0.7 0.3 0.18 0.0 1220.6 906.7 570.8
K2 SCA 4.1 5.0 10.1 83.8 21.1 58.1 42 2.4 4.9 2.7 1.59 4.1 830.5 529.8 574.0
K2 GCA /K2 SCA 0.2 0.4 0.5 24.7 16.8 9.8 21.9 17.4 17.0 0.3 0.04 0.3 1058.5 778.2 454.6

Traits No. of filled grains /panicle Panicle weight Spikelet fertility 1000 grain weight Grain yield/plant

Genetic components 6D 9D 12D 6D 9D 12D 6D 9D 12D 6D 9D 12D 6D 9D 12D
K2 GCA 996.3 661.6 293.8 0.3 0.2 0.2 0.2 0.9 6.3 0.6 0.1 0.2 0.02 -0.5 0.01
K2 SCA 1072.7 799.9 739.0 1.7 0.9 0.7 15.7 229 26.6 0.8 1.3 1.6 59.8 39.9 52.1
K2 GCA /K2 SCA 1053.0 806.6 535.2 1.6 1.1 0.7 6.9 12.5 24.6 0.4 1.5 1.7 168.9 88.5 37.5

Table S4. Ratio between K2 GCA and K2 SCA for the grain yield and its contributing traits for the studied genotypes under three irrigation

regimes.
Traits Hulling Milling Head rice
Genetic components 6D 9D 12D 6D 9D 12D 6D 9D 12D
o°GCA 0.01 -0.02 -0.02 58 58 33 346 39.8 39.0
o°SCA 0.4 0.2 1.0 1.7 1.7 3.0 246 24.0 439
K>GCA/K?>SCA 0.6 0.8 07 21 21 33 388 363 425




Table S5. Mean performance for the grain yield and its contributing
traits of the studied genotypes under three irrigation regimes.

GenotypesTralts 1000 grain weight (g) Grain yield /plant (g) RYI

6D 9D 12D 6D 9D 12D 9D 12D
L1* 26.3 233 20.3 32.8 26.0 21.2 20.7 35.4
L2* 25.6 22.8 20.3 41.5 29.6 25.6 28.7 38.3
T1 26.0 22.0 18.9 55.1 415 26.1 24.7 52.6
T2 27.2 241 224 53.4 38.1 30.9 28.7 421
T3 25.3 21.3 21.8 48.4 34.1 33.1 29.5 31.6
T4 26.1 23.5 22.6 52.4 36.9 30.3 29.6 42.2
T5 25.8 244 22.3 53.3 37.7 31.1 29.3 41.7
T6 25.0 22.0 17.9 39.4 29.4 249 25.4 36.8
T7 27.0 25.4 22.1 41.7 34.3 22.0 17.7 47.2
T8 27.3 24.2 221 421 34.4 23.6 18.3 43.9
T9 27.2 25.3 22.5 43.1 32.3 26.5 25.1 38.5
T10 24.5 229 23.3 49.1 31.1 21.0 36.7 57.2
T11 26.9 23.7 21.8 55.8 37.4 24.9 33.0 55.4
T12 20.7 17.1 16.0 40.6 25.1 19.9 38.2 51.0
L1xT1 26.0 23.7 21.4 50.2 38.0 23.7 24.3 52.8
L2xT1 26.0 23.7 214 59.1 44.3 28.1 25.0 52.5
L1xT2 28.6 26.2 24.9 74.5 53.9 33.4 27.7 55.2
L2 xT2 26.0 23.7 22.6 60.3 46.3 46.8 23.2 224
L1xT3 28.3 27.3 25.1 73.0 56.1 40.7 23.2 44.2
L2 xT3 26.8 25.7 24.5 59.1 44.1 43.5 25.4 26.4
L1 xT4 29.1 26.8 25.5 66.2 52.1 40.7 21.3 38.5
L2xT4 27.5 25.3 24.3 67.4 47.5 38.8 29.5 424
L1xT5 27.3 25.8 239 75.2 55.7 43.5 25.9 42.2
L2 x T5 27.3 26.3 24.0 38.7 28.0 23.3 27.6 39.8
L1 xTé6 28.7 24.9 21.0 50.4 38.3 33.1 24.0 34.3
L2 xT6 28.1 27.8 25.4 78.9 60.8 29.7 229 62.4
L1xT7 28.6 26.2 25.8 754 53.5 344 29.0 54.4
L2 xT7 28.3 27.9 25.1 70.3 55.2 25.0 21.5 64.4
L1xT8 27.4 25.4 25.5 60.1 49.4 33.5 17.8 44.3
L2 xT8 27.0 26.9 249 67.7 49.8 35.9 26.4 47.0
L1xT9 28.2 26.4 26.2 59.3 51.8 51.8 12.6 12.6
L2 xT9 25.5 24.1 23.5 68.4 53.5 46.9 21.8 314
L1 xT10 28.5 26.7 26.1 48.3 35.0 28.0 27.5 42.0
L2 x T10 26.4 24.7 24.2 80.6 56.1 40.2 30.4 50.1
L1xTi11 27.5 24.2 22.9 43.7 31.2 23.7 28.6 45.8
L2 xTi11 27.4 24.1 22.8 47.1 36.1 23.7 23.4 49.7
L1xT12 26.0 24.7 23.6 54.0 40.7 314 24.6 41.9
L2xT12+¢ 24.6 22.2 21.3 46.3 31.9 26.1 31.1 43.6
L.S.D 5% 0.8 0.8 0.7 6.6 6.1 4.9
L.S.D 1% 1.0 1.1 0.9 8.8 8.1 6.5

L.S.D.: Least significant difference. {: Control hybrid.
L1* and L2* : data recorded on the maintainer line



Table S6. Mean performance for the grain yield and its contributing
traits of the studied genotypes under three irrigation regimes.

Traits Hulling (%) Milling (%) Head rice (%)

Genotypes

6D 9D 12D 6D 9D 12D 6D 9D 12D
L1* 793 789 785 685 689 675 567 563 504
L2 804 797 792 696 709 687 624 621 558
T1 811 811 797 721 740 735 674 680 655
™ 801 805  8L0 708 724 736 682 637 594
3 791 809 814 694 725 726 638 598 618
T4 807 809  8L1 720 730 732 676 625 563
T5 8.6 82 813 736 754 750 708 583 478
T6 80.8 816  8L7 697 724 739 604 572 561
7 796 814 812 706 730 733 603 632 638
TS 794 811 807 714 726 729 673 539 428
T9 795 810 812 715 725 736 633 599 628
T10 817 826 826 725 734 729 686 613 667
T11 799 805 812 714 721 731 673 688 664
T12 807 813 813 721 724 704 685 622 570
L1xT1 815 812 798 729 722 719 697 701 686
L2 xT1 781 778 770 663 661 658 600 609 590
L1xT2 80.1 801 794 719 727 715 695 695 671
L2 x T2 788 790 785 694 701 689 576 547 415
L1xT3 773 788 798 740 758 739 712 692 666
L2 x T3 788 799 785 684 693 699 503 475 447
L1x T4 791 790 789 720 727 735 615 585 679
L2 x T4 799 8.1 800 708 715 712 618 588 664
L1xT5 80.9 805 796 738 749 744 626 591 587
L2 x T5 815 811 801 703 710 705 607 574 537
L1xT6 789 786 787 720 723 503 636 623  60.6
L2 x T6 797 799 800 691 695 685 558 545 533
L1xT7 798 803 788 714 718 709 523 501 487
L2 x T7 795 799 779 690 695 686 580 559 395
L1x T8 797 806 795 715 721 725 642 609 547
L2 x T8 787 796 790 704 707 711 438 405  37.9
L1xT9 798 807 806 740 750 722 633 609 508
L2 x T9 789 790 821 672 691 759 432 408 609
L1xTI0 797 803 803 777 791 768 674 589 575
L2 x T10 80.8 817 8.7 721 726 706 663 575 541
L1xT11 809 812 819 733 741 751 730 718 695
L2 x T11 801 804 811 704 712 721 629 617 592
L1xTI2 801 791 786 727 715 698 671 633  60.6
L2 T12+ 800 803 797 727 715 698 651 569 547
L.SD 5% 13 14 13 15 12 85 19 45 3.7
LSD 1% 1.7 19 17 19 16 113 25 60 49

L.S.D.: Least significant difference. }: Control hybrid

L1* and L2* : data recorded on the maintainer line



