Figure S2: Manhattan and Quantile-Quantile Plot of quantitative GWAS. The top SNP p-value does not reach the significance threshold (Bonferroni correction = 5.8x107;
shown as a purple line), however, there were identified many SNPs on chr8 (colored in green) in a close proximity to each other. We consider these association suggestive.
Lambda value shows that stratification correction worked well.

QQ plot - QGWAS
Manhattan plot - QGWAS a
[y
S
7 - £ 5
g d
2
o
6 -
L] T T T T T T
5 - ] 0 5 10 15 20 2
% . Expected 10g10(P)
: 2 Expected distribution: chi-squared (2 df)
. 2 L L]
I .
® o = .
o A LS : : : . i
e; . A " L] . . L] L ) =
= % .
5 N - : ° : - . . ° ° . . N N .
i) » . . . . . @ .
l : i . : g e . . 3 LY { L £
3 :. s . ® : '. H t
L4 = > $
2 4 X '..o ‘:g
1 ot
0 il

0 1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 20 22 24 26 28 30 32 34 36 38 39 41

Chromosome



