Figure S5: Linkage disequilibrium (r2) plots for top SNP on chromosomes 19 and 8 from the case/control GWAS. The plots
show LD among the top SNP on the chromosome and other SNPs within 2Mb or 4Mb (black-no LD; blue — weak LD, green —
intermediate LD, yellow — moderate LD; red — strong LD).
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