Supplementary Tables

Table S1. Primer information of 61 candidate SNPs of black porgy.

SNP Mutated Primer
Base
scaffold2-2815335 T—-G F: ACGTTGGATGTGAACCCCAGTGTGATTAGG

R: ACGTTGGATGTGAACCCCAGTGTGATTAGG
Extension: ACAGCTGAGAGAGCCCT
scaffold2-3426830 T—-C F: ACGTTGGATGCACTCACACTGCTTGTAAAC
R: ACGTTGGATGCCTGCAGTTGTCAAAACCAC
Extension: ACACGGCTTGTAAACATCGTTGAC
scaffold2-13687576 A—T F: ACGTTGGATGATGCTGTTGCCATTACAGCC
R: ACGTTGGATGAAGTTGTCCCCAGGTTGATG
Extension: CAGCCTATTGCCTTTCAGT
scaffold3-16652593 T—C F: ACGTTGGATGAACTGTTAAAGGCACAGCCG
R: ACGTTGGATGATACCATCACCGATGGACAG
Extension: GGATAAGATCCTGGGAGCTGACAC
scaffold3-16653046 C-T F: ACGTTGGATGATTGTAGATGTGCCTGTCGG
R: ACGTTGGATGTGTACCTTTCCATCAATAGC
Extension: CGAAGAGCTTCTGGGCCGCGT
scaffold4-10430350 A—G F: ACGTTGGATGGGTAAAAGGTAAACATGCTCC
R: ACGTTGGATGACACCATTGTTGAGGCAAGG
Extension: AACTTTTGTTATTTTTCAGACAAATG
scaffold5-12042944 T—C F: ACGTTGGATGGGACCTCTTAAACTGACACG
R: ACGTTGGATGACTGCACACAGGACAGATAC
Extension: TCCACGCTTTGCGCTCCGC
scaffold6-5210078 A—C F: ACGTTGGATGTGCTTGATTTCGGACATGCC
R: ACGTTGGATGAGAGCCCCATGATGTACCC
Extension: GGGAGCAACTGGCGGGACAGGGC
scaffold6-9258715 T—C F: ACGTTGGATGAGGTGATGATGTGCAGACAG
R: ACGTTGGATGCAACTCCATGTTCGACATCC
Extension: CCGAAGCTGTCTCTTGTACTC
scaffold6-15802194 C-T F: ACGTTGGATGCACCATGAATGGAGAAGCTG
R: ACGTTGGATGTCTCCTCTTGTTGTTCAGGG
Extension: TTATCCCACACACCGGCCTC
scaffold7-15455173 A—-G F: ACGTTGGATGTGTTTCAGACGTGCAAGCTC
R: ACGTTGGATGAAAAGCCTCCGGAGCAAATG
Extension: TGCCTCTTCTCTGCTCTCATCTT
scaffold7-15455275 C—T F: ACGTTGGATGGAAACAAGCTCTGAGTCTGG
R: ACGTTGGATGTTGATCTTGTCAGCTGGCAC
Extension: GAAGTGGAAGCCATCATGACTGA
scaffold7-20336421 T—C F: ACGTTGGATGTACCTATAGTTGGACACCGC
R: ACGTTGGATGTCCCGTGCTTCAGCTATGAG
Extension: TTGACGCACTGTCCTTT
scaffold8-9389475 T—-C F: ACGTTGGATGTTTTTCAGCACGTCGCGAAG
R: ACGTTGGATGTCAGAGGTCTCCCTTCATTG
Extension: AGGCTCGAAGCCTCTTCTTCTC
scaffold8-12482471 T—-C F: ACGTTGGATGACTTACTTGGACAGGCCGTG
R: ACGTTGGATGTTCTCCCAGATTCTGGAGAG
Extension: AGATGTCCTTGGTCATGGTGCC




scaffold9-8466307 T—C F: ACGTTGGATGCCTCGTAAGCAGGATTCCAG
R: ACGTTGGATGTCTGTAGATGGACCAGTAGC
Extension: TGAGTCCAGCGCCCTCTATCAATGC
scaffold9-8467739 G—A F: ACGTTGGATGATTGAGTTCCAGGGATCCTC
R: ACGTTGGATGACAGGAAGCTTCGCAGTATG
Extension: TCCTGTTACTAAACCACAGTCAATCAT
scaffold10-3011393 T—-C F: ACGTTGGATGAGACCAAACAGCTGACGGAG
R: ACGTTGGATGGAACTGTTCCGCCAGTTTGC
Extension: GGACCAGCTGACGGAGATGCTTCC
scaffold11-8650275 A-G F: ACGTTGGATGTTGATGCGACTGACAGAGAC
R: ACGTTGGATGGTTCTCGTCTTTGGTCTCAG
Extension: AAATGCGGGCCTTCGCGGA
scaffold12-12226863 A—-G F: ACGTTGGATGTTCTTCTGCTGCTGGTCCTC
R: ACGTTGGATGAGTGTCCTGCTGCACCCTGA
Extension: AGGGTGCGGTGCTGCTGCCGGCG
scaffold12-12716321 T—C F: ACGTTGGATGTCGTGGAGCTCATAGAGAAG
R: ACGTTGGATGTCTCCGCTTGTTTGACTGTG
Extension: AGAAGAACTTGGACACGTC
scaffold12-12772854 A—G F: ACGTTGGATGTTGGCATCAACCTGGACAAC
R: ACGTTGGATGACTCCTTCTCAAAGGCATGG
Extension: CAGCCCTATAAGATGCC
scaffold13-4787950 A—-C F: ACGTTGGATGTACCCTTTGGAACCACAAGC
R: ACGTTGGATGTTTGTACCCCATCCTTCCAC
Extension: CACAAGCCCATTTATCTC
scaffold13-4805623 G—A F: ACGTTGGATGGTITGCTTTCTGCTTTGCTCC
R: ACGTTGGATGGAAGTCTGTGACAGACTTGG
Extension: CTGCTTTGCTCCAGCTTT
scaffold13-5790209 T—-C F: ACGTTGGATGACTCGTGAACGATGAGTGAC
R: ACGTTGGATGGCTACATGCTGGACAACTAC
Extension: AGGGACCCCCAGGTGGCAATCTG
scaffold13-6616349 C-T F: ACGTTGGATGTCATCCTGAGACCGGAGAAG
R: ACGTTGGATGTGTCGACTAGTCTGAGGAAG
Extension: GGGGTCATCTGGATCAAACTGGA
scaffold16-5142266 T—C F: ACGTTGGATGAGAACCATTGCAGCCAGATG
R: ACGTTGGATGGAAGTCTTGCTGGTTTCTCC
Extension: AGGTGAGCCCCAGCAGAGTG
scaffold16-5142293 A—-G F: ACGTTGGATGTAGGCCTCACCTITTGATCTG
R: ACGTTGGATGTACCTGTGTGGTCACTCTGC
Extension: GGTTCAGTGGAGAGAACCAT
scaffold17-796332 T—C F: ACGTTGGATGCCTAGAGCCAGGATCTITATC
R: ACGTTGGATGCCCTGGAGTTCCACAAAGAA
Extension: CCTCATAACCATCAAAAATAAGGTC
scaffold17-796939 T—-C F: ACGTTGGATGACAGAGCGTAGTGTATAACC
R: ACGTTGGATGCTATGACAACACAACAGTGC
Extension: CCCCTGTGTGTCAGCTTCCT
scaffold18-2467783 T—-C F: ACGTTGGATGACACTCCTGCCTGTGTGGTC
R: ACGTTGGATGACTTGCACACACTCCATGAG
Extension: CCTGTCCGGAAACCAGGC
scaffold19-709400 T—-C F: ACGTTGGATGACAATATCACTGGGTGGCTG
R: ACGTTGGATGGGCCAACAGCTTGTTTGAAG
Extension: TGGTGGCTGGACAAGAACAA
scaffold20-453978 G—A F: ACGTTGGATGGTCCCTCAATACAGGCTATG
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R: ACGTTGGATGCACATGTCGATACTTGTCTG
Extension: TATTTGATCGTTTGCTGACCATC
F: ACGTTGGATGAACGTCAGGACGAGCCTGTG
R: ACGTTGGATGATCCCCTCAGAGTCTTTTGC
Extension: GGTGCAGGACGAGCCTGTGAGAGTGG
F: ACGTTGGATGGTGTCCAGAACCTTCTGACC
R: ACGTTGGATGCTTCAGGTGAAAACACGGTC
Extension: ACACCAGACCCTCTGTGCC
F: ACGTTGGATGCTTCCCCCGCATCACTTTAC
R: ACGTTGGATGTCAGAGAGATGAGGTGTGTG
Extension: GGTCACGCATCACTTTACCTCAGAA
F: ACGTTGGATGGTGCTTGTTGCTCACCTTTG
R: ACGTTGGATGCCCAAGCTCAGACCTTGAAA
Extension: GCTCACCTTTGTCTTTCTT
F: ACGTTGGATGTGTTGACAGCGTCTGCAATG
R: ACGTTGGATGGGCCAATCGTAACATTCAGC
Extension: TCCCGGTACTCGTCGGGATTTCT
F: ACGTTGGATGCTGACGACATGGAGATGAAG
R: ACGTTGGATGGTGTTGACATTTACCTCTCC
Extension: CCCTGAGTATTCTGTGCACCCG
F: ACGTTGGATGAAACTCACCTGCAGTTTGGC
R: ACGTTGGATGGTTGATTCCTGTTTGTGTGC
Extension: GATATCAGCCAGCTCTTT
F: ACGTTGGATGCTGAGGACCATACAGCCATC
R: ACGTTGGATGCTCTGTTCTGTCCTTAGTCG
Extension: GCCTTGCAGCACATGGTACTCCGC
F: ACGTTGGATGTCTCACCACACATGACGTTG
R: ACGTTGGATGACCATATTCATGGGTCACGG
Extension: ATGACGTTGTATAATTCTATATTTTC
F: ACGTTGGATGAGCTGGTGGATCGACCTGTG
R: ACGTTGGATGGGTTTAAACCTACGCCAGAG
Extension: AGCTTGTGGATCGACCTGTGGGACCC
F: ACGTTGGATGTCAGAGCCCTGATGAGGAAG
R: ACGTTGGATGGTGTCTTACTTCAGCTCCTG
Extension: AACAGGACAGAGTTGAGCAGAT
F: ACGTTGGATGGAGGCTGGTTTCTTTGTACG
R: ACGTTGGATGTGTTCATCACCCTCTCTCAC
Extension: GGTCAGGTATACAATCCAGTC
F: ACGTTGGATGACTGTCGAGTGCTACATGTC
R: ACGTTGGATGGAGAAAGAGAGAGATGCAGG
Extension: TTCATCCTCTTCATGCT
F: ACGTTGGATGTGTATTTGCAGAGACCAGCG
R: ACGTTGGATGCTGAGGACCACATGAAGAAG
Extension: TGCGTAGAAAGGCATGTC
F: ACGTTGGATGAGTCTGACACTCTGCAACTG
R: ACGTTGGATGCTTTGCTTTCCTCAGGTTTC
Extension: GATCCATGTTCTCTCACCAAG
F: ACGTTGGATGAATCCTGCGCCTGAGAAGAC
R: ACGTTGGATGTTCTGCTCAGATTTGGGACG
Extension: CCATCCCGCTCGGGCATCGCTGCCTCC
F: ACGTTGGATGCCAGATTAAAGCTGTGGTCC
R: ACGTTGGATGAAAGTGGCTGTGTAGCGTTG



scaffold111-391534

scaffold141-357706

scaffold155-255306

scaffold164-155638
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Extension: AAGCTGTGGTCCATAACTA
F: ACGTTGGATGAAGGAAAAACTGCAGCCGAG
R: ACGTTGGATGCTTACTTTGTGAGGCAGCAG
Extension: TCGTAAAGAGCTGGAGGC
F: ACGTTGGATGTGATGCGTGACTGCAGTTTC
R: ACGTTGGATGCAGGCCTGGCATCAAGATCA
Extension: CTGCTCTTGTTCTACAGGAGG
F: ACGTTGGATGTGTAACTTCAGGTGGGTCAG
R: ACGTTGGATGTGGAGAAGATGGGTTTGCAC
Extension: ATATCGAGGTGCGGCCTGGTAT
F: ACGTTGGATGACAAGCTGCTAGTAGGCAAC
R: ACGTTGGATGATGTCGTCITACCTTCGCTG
Extension: CTCACAACGAAGAAGGT
F: ACGTTGGATGTGACTAACAGAAGACCGACC
R: ACGTTGGATGAAGCGTTTCTTCACCGTCAC
Extension: AACAACCGGCTCGCTTCTCCCC
F: ACGTTGGATGAAGAAGAACCCAGAGCAGTC
R: ACGTTGGATGGTCTGTTTGTCTCACCTTCC
Extension: CCCATCAGTCGGTCAACTTCGC
F: ACGTTGGATGCCTTTAGGTGGGATGTAGTC
R: ACGTTGGATGCAGCTGGTGATAAGAAGTGC
Extension: GGGATGTAGTCGCTCAT
F: ACGTTGGATGTTGTCCTGCAGACATTGCTC
R: ACGTTGGATGTCGACAACAGTAACGGTGAG
Extension: GGCCGGAAGTTTCATCAGCTGCACCA

F: ACGTTGGATGCCTCTGCTGAACTATTCACC
R: ACGTTGGATGGTACATCTGGGAGTCTCTTC
Extension: ATGTGTGATTCAGGTAAGGA

F: ACGTTGGATGACACCTTCTACAACGAGCTG
R: ACGTTGGATGTCTTCTCCCTGTTGGCCITG
Extension: TACCACGAGCTGCGCGTGGCCCC
F: ACGTTGGATGCCAAATCTCAAGACCGTAGC
R: ACGTTGGATGACACATCCITTGGGCTCATC
Extension: CCCGGACTGGGAAAGACAT

Table S2. Genetic polymorphisms of black porgy SNP markers in the population.

SNP Genotypes Genotype Allele Ne He PIC X2
Frequency Frequency

CcC 0.867 C:0.927 1.156 0.135 0.131 1.879
scaffold10-3011393 CT 0.120 T:0.073

TT 0.013

CcC 0.392 C:0.592 1.935 0.483 0.533 4.824
scaffold10-3011393 CT 0.399 T: 0.408

TT 0.209

CcC 0.943 C: 0.946 1.113 0.102 0.100 138.966
scaffold102-1223941 CT 0.006 T: 0.054

TT 0.051

AA 0.032 A:0.177 1.412 0.292 0.926 0.0004
scaffold11-8650275 AG 0.291 G:0.823

GG 0.677

CcC 0.759 C:0.858 1.323 0.244 0.235 6.114
scaffold111-391534 CT 0196 T 0,142
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Note: x2 value corresponds to P value P0.05(2) = 5.99, P0.01(2) =9.21.



