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Figure S1: UMAP embedding of single omics data for data set 1. (A) gene
expression (B) DNA methylation (C) DNA accessibility. Default setting
other than custom.configdn neighbors=100 are used.
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Figure S2: UMAP embedding of single omics data for data set 2. (A) gene
expression (B) DNA methylation (C) DNA accessibility. Default setting
other than custom.configdn neighbors=100 are used.
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Figure S3: Two-dimensional embedding of singular value vectors, wuy,;, com-
puted by HOSVD applied to xj in dataset 1. (A) ug,j, 1 < fo < 20 when
only gene expression and DNA methylation (k = 1,2) are integrated. (B)
ug,j, 1 < ¢y < 20 when only gene expression and DNA accessibility (k = 1,3)
are integrated. Default settings other than custom.config$n_neighbors=100
were used.



UMAPSlayout[,2]

UMAPSlayout[,2]

Figure S4: Two-dimensional embedding of singular value vectors, uy,;, com-
puted by HOSVD applied to xj in dataset 2. (A) ug,j, 1 < fo < 20 when
only gene expression and DNA methylation (k = 1,2) are integrated. (B)
ug,j, 1 < ¢y < 20 when only gene expression and DNA accessibility (k = 1,3)
are integrated. Default settings other than custom.config$n_neighbors=100

were used.

10

X
X X,
b, % X
HoR % LI 0 E45-55
RO 0% & X ony ¥ W% 2 €65
%S 2%% . % %&g\(m E6.75
EE Xx% el % E.5
RS0
T T T T T T T
-3 -2 -1 0 1 2 3

UMAP$layout[,1]

(B)

-5

o E4.5-5.5

A E6.5
E6.75

x E7.5

UMAPS$layout[,1]




