Supplementary data to: Genome-wide association study reveals genomic region associated
with beneficial mite recruitment phenotypes in the domesticated grapevine (Vitis vinifera)
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Figure S1: QQ plots for the five mite-recruitment phenotypes.

MLM.DomatiaRadius

Observed -log;o(p)

MLM.Bristles

Expected -logio(p)

oo

Expected -log,o(p)



MLM.DomatiaRadius

@

~log1o(p)

1 2 3 4 5 6 7 8 9 11 12 13 14 16 18 19

MLM.PitDepth

<t [ J

~log1o(p)

~log1o(p)

1 2 3 4 5 6 7 8 9 11 12 13 14 16 18 19
Figure S2: Manhattan plots for domatia size, depth, and leaf hairs.



