Figure S5. Base frequency in motifs flanking the C>U substitutions. The source data are in Table $8. Nucleotide
frequencies were normalized to base (A,C,G,U) distribution in the SARS-CoV-2 genome.
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	Figure S5. Base frequency in motifs flanking the C>U substitutions. The source data are in Table S1. Nucleotide frequencies were normalized to base (A,C,G,U) distribution in the SARS-CoV-2 genome (Table S5).



