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Figure S1. Principal component analysis of goats and sheep. (A) Yunshang black goats. (B) Finnsheep
(FIN) and Romanov (ROM) sheep. (C) Finnsheep. (D) Romanov sheep. HG: high-yield group; LG: low-

yield group.
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Figure S2. Top 10 KEGG terms of differentially expressed genes from luteal phase (LP) and follicular
phase (FP) in Yunshang black goats.



