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Supplementary File 1. Representative photos of analyzed neoplasms. 

Hematoxylin and eosin staining of: neuroblastoma subtypes A- poorly differentiated (400x), B – undifferentiated (600x), C –

differentiating (400x), D – ganglioneuroblastoma (200x), E – ganglioneuroma (400x), F, G – dysgerminoma (400x), H – yolk sac 

tumor (400x), I, J- teratoma (200x), K – alveolar rhabdomyosarcoma (200x), L – embryonal rhabdomyosarcoma (400x). 

 

 
 



 

Supplementary File 2. BARD1 FL and beta isoforms expression level in neuroblastoma samples. 
A - no clustered heatmap for tested genes mRNA expression with division based on INSS scale (International Neuroblastoma Staging 
System Criteria); B - clustered heatmap. 
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Supplementary File 3. BARD1 isoforms and TERT expression level of all teratomas samples. 
 A – no clustered heatmap for tested genes mRNA expression.  B – clustered heatmap. AT – adjacent tissue; NE – no expression. 
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Supplementary File 4. BARD1 isoforms and TERT expression level of all yolk sack samples. 
 No clustered (A) and clustered (B) heatmaps for tested genes mRNA expression of all tested samples (tumorous and adjacent tissue 
– AT). NE – no expression. 
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