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Supplementary figure 1. Expression of selected antiviral host response genes in CAlu-3 cells
infected with SARS-CoV-2. Expression data from Calu-3 cells (SRX8089279, SRX8089280, and
SRX8089281) compared to control calu-3 cells (SRX8089276, SRX8089277, and SRX8089278).
Data were aligned to hg38 in CLC genomics workbench 20.0. Data are presented as scattered
plot with the mean and SD indicated (n=3). ***P< 0.001



