Genotyping by RAD sequencing analysis assessed the genetic distinctiveness of experimental lines and narrowed down the genomic region responsible for leaf shape in endive (Cichorium endivia L.)
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Supplementary Figures
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Figure S1. Definition of the number of ancestral parental lines based on the SSR marker dataset. The mean ∆K is calculated as |L” (K)|/(SD(L(K)), following Evanno et al. [22]. The blue line represents the ∆K values.
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Figure S2. Pairwise genetic similarity matrix of 32 endive lines (reported as percentages) based on Jaccard’s coefficient. The high genetic similarity values are labeled in red, the low values in green, and intermediate values are colored on a scale from red to green. Moreover, the percentage of observed homozygosity (Ho) of the 32 plant accessions is reported.


[image: ]Figure S3. Definition of the number of ancestral parental lines based on the SNP markers. The mean ∆K is calculated as |L” (K)|/(SD(L(K)), following Evanno et al. [22]. The blue line represents the ∆K values.
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