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Figure S1. Correlation among continuous
demographic variables. Gestational age and
birthweight are significantly, positively
correlated with one another (p<0.01)
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Figure S2. Differential gene expression
analysis comparing preterm and term
controls. Volcano plot depicting Log?2 fold
change values on the x-axis and -Log10 p-
values on the y-axis. Points falling above the
dashed horizontal line indicate genes that are
significantly differentially expressed based on
an FDR < 0.05. No differences in gene
expression levels are observed comparing
normotensive placenta delivered preterm and
at term.
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Figure S3. Differential imprinted gene expression analysis
comparing male and female placentas from normotensive
pregnancies delivered at term. Volcano plot depicting log2 fold
change values on the x-axis and -log10 p-values on the y-axis. Points
falling above the horizontal dashed line indicate genes significantly
differentially expressed based on an FDR < 0.05. No significant sex

differences in gene expression levels are observed.



Figure S4. Differential placental imprinted gene expression analysis

! -
i i between late onset cases and term controls, restricted to those who
i i underwent labor. Points falling above the horizontal dashed line indicate genes
3T N significantly differentially expressed based on an FDR < 0.05. No genes are
0 i i differentially expressed between cases and controls.
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Figure S5. Differential placental imprinted gene expression analysis

st i between early onset cases and preterm controls, restricted to those who
i i underwent labor. The volcano plot depicts log, fold change values between
< I — : ‘DNi‘“"i‘ “““““““““ cases and controls on the x-axis and -log,, p-values on the y-axis. Points (in
0 | : red) falling above the horizontal dashed line indicate genes that are significantly
08) i di differentially expressed based on an FDR < 0.03. Two genes, MEST and NDN,
02 o et . .
7 | 5 are differentially expressed between cases and controls.
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Figure S6. DLX5 gene expression levels across
preeclampsia cases and controls. DLX5 gene expression
Is upregulated among early onset cases compared to
preterm controls (FDR=0.15).



