[bookmark: _GoBack]Table SVII 1. Details of the 17,559 SNPs loci and their specific RAD-tag sequences. 
	Locus
	SNP position
	Alleles
	RAD-tag

	1_31
	32
	[A/C]
	CAATTCTTCGCTGCAACTTGATGCTTCCTGTAAGAC

	10004_19
	20
	[G/A]
	CGTTCACCGTCTGCAAGTTGTTGCGGTTAAAACGAT

	10007_31
	32
	[G/T]
	TATCATGGTCTGGCATTGTTTTGCTGCATCTGGGCC

	10008_33
	34
	[C/T]
	GCACACACACATGCACAGTTTTGCCCTGCTGCTCTA

	10009_11
	12
	[G/A]
	GAAATTGAAGCGGCACAGATATGCAGCAGCATGCTG

	10014_20
	21
	[A/G]
	GGAGGCACATTTGCAATGGTATGCCAGAGCACACAC

	10015_24
	25
	[T/C]
	GAATGGAAACGAGCAATAAATTGCCCGACCGTCCCG

	10016_18
	19
	[G/A]
	CAGACAGGTGAGGCATCTGAATGCAGAGTTGCATTT

	10018_9
	10
	[G/A]
	CTGCGTCACGTCGCATTTCTCTGCAGGAAGTCTGAC

	10021_26
	27
	[C/T]
	AAGCAAAAACGTGCAGAGAGGTGCCTCCAGGACCAG

	10022_32
	33
	[C/T]
	GTGAGTAACACTGCAAAGTTTTGCAGCTGAGACACA

	10023_34
	35
	[A/G]
	AAGTGTACAGCAGCAACACTGTGCTTCAAGCACGAA

	10028_28
	29
	[G/A]
	ATCCGGACCAGCGCATCAGGATGCCGGTACGACGCG

	10032_17
	18
	[C/T]
	AACAACCCCGCTGCACTCGATTGCATTTGATGCACA

	10034_19
	20
	[A/G]
	GCTGCTTGTGTGGCAGCCGAATGCACACACATAGGG

	10035_16
	17
	[T/C]
	AAGAGGAATAGAGCAGTGCGCTGCAGTATGTTTACT

	10038_3
	4
	[G/A]
	AGGGATCTAATTGCACAGGTCTGCCCTTCGCCTCCG

	10041_2
	3
	[T/C]
	CTTTATCCTGGTGCAGTTGTCTGCGCTGTGTCTGCA

	100418_7
	8
	[C/T]
	GACACGACGCATGCAGACAAATGCAAAGTGTATTCT

	10044_20
	21
	[G/A]
	CAGAGGAAATTTGCACAGTCGTGCAAAAAACTCTTA

	10047_8
	9
	[G/A]
	AGAAAAGTGACAGCACAGCAGTGCATCATGTCCAAC

	10051_25
	26
	[C/T]
	CAAGACAAACAAGCACATCGGTGCCCGCCTTAACGT

	10053_24
	25
	[T/C]
	TTAGGGCAGATTGCAGTTAGGTGCTGCTAATGGTGT

	10055_25
	26
	[G/A]
	TGAGGTCAGAATGCATTAGCATGCAGCGACCAGGAG

	10060_3
	4
	[G/A]
	CTGGAGCAGCTGGCAGCCCAGTGCTTCCGAGGAATG

	10064_30
	31
	[C/T]
	AAGGACATATGTGCACAAGCATGCGGACACCCAACA

	10065_5
	6
	[G/A]
	GGTTCGCAACACGCATGCGACTGCGCTCGTAATCCG

	10067_25
	26
	[T/A]
	CTGCCTCGCTGTGCATCACTCTGCATAACACTGAAT

	10069_19
	20
	[G/A]
	CAACAATATTTTGCAACAAGCTGCCTTGTCAGCATC

	10074_4
	5
	[C/T]
	GCATCCTTAATGGCACCGTGCTGCTCGACATGAAGG

	10075_20
	21
	[T/C]
	GAGACCCGACGAGCAAAGCACTGCCTAAAGGAAGCA

	10080_24
	25
	[C/T]
	CCACAGACAAACGCACCCAGATGCCTGGAGCTGTGC

	1009_3
	4
	[G/A]
	TGAGAGCTCTGAGCAGCCCTGTGCCATTGTATGAGG

	10091_26
	27
	[G/A]
	AGGATAGGCAAGGCAGGCAATTGCTTGAGGCCCCAA

	10094_4
	5
	[A/G]
	ACCGACAGGCGTGCAACACCATGCACTAATATGTGG

	10097_4
	5
	[A/T]
	GGCAAGCTTTCAGCACTCGTTTGCTCAATGACTGAC

	10099_8
	9
	[C/G]
	AACATGCCCTTGGCACACAGCTGCGACGCTCTATCA

	101_5
	6
	[T/C]
	ATCTGTCATTCTGCAGTCAACTGCTGCCCTGCTGTT

	10100_3
	4
	[C/T]
	CGTCGCTGATCTGCATCAATGTGCAGTCTTATCCCG

	10101_26
	27
	[G/A]
	CACCCCAAGTATGCAGGTGCATGCTGGAAGATAACC

	10104_10
	11
	[G/A]
	TTTGATTTCGGAGCATTACACTGCCAGGATCATCGC

	10107_8
	9
	[T/G]
	CGCTCACCTACTGCAGAGAAGTGCGAGGTGAGGTGA

	10109_25
	26
	[T/G]
	TGCATGCCTTTTGCATTGCACTGCTGCCCCATAAAT

	10115_11
	12
	[G/T]
	TTGCCACCTATGGCAACACTATGCCACCTATTTTAT

	10147_16
	17
	[C/T]
	ACCACTGGTGAAGCAGCCACATGCAAACGGTCATAA

	10154_27
	28
	[T/A]
	GCTCAATCAGAAGCAAGTGGCTGCCGGTGAACAGAC

	10157_27
	28
	[A/G]
	GTGCAGAGCAGAGCAAAGTACTGCCTTAACTGGATA

	10168_30
	31
	[A/T]
	ACTGATCGTCTGGCATGTAATTGCACTCAAAGAGTG

	10171_17
	18
	[T/C]
	TTGGCTAATAATGCAGGTGCGTGCGCGCGTGCTTTA

	10172_31
	32
	[T/C]
	GCCGCCCTAATAGCACTGCTTTGCTCTGTTGTCTTG

	10183_26
	27
	[G/C]
	TACCGCCTCAGTGCAATAGACTGCAACCGTACGTGC

	10187_15
	16
	[C/T]
	TGTTTTTAACCTGCACGACCTTGCCATGTTTGGTTT

	101886_6
	7
	[C/T]
	TGACCCCGAAGGGCATTTGGGTGCGTGTTATGTCAG

	10189_34
	35
	[A/G]
	AAAAGCGTGTTTGCACGTGTTTGCGTGTGTGTGTAT

	10190_7
	8
	[G/A]
	TGCAAATAGACCGCAACCGATTGCAGCTTATACTAG

	101949_19
	20
	[A/T]
	TTTCTGTGCGAGGCAGGTTACTGCTCTGGTGCTCCA

	10201_17
	18
	[C/T]
	TTCACTGTCAAGGCACCCGGCTGCCAGGAAAGACTC

	10204_30
	31
	[T/C]
	TCTTCACCCTAAGCAGGTTGGTGCCTCGATTACACA

	10206_9
	10
	[C/T]
	CTCGTTTTCCGAGCAAACAAGTGCCAGTAAAGAGGC

	1021_33
	34
	[A/C]
	CCATCAGAGACAGCAGGTAAGTGCACTGGATATCCT

	10211_19
	20
	[A/T]
	CTTCTGAACTCAGCACATCACTGCTGCTGGACATCG

	10212_11
	12
	[C/A]
	AAGCTTCAGAACGCAAAAATCTGCCCGGATTACACT

	10216_34
	35
	[C/T]
	ATTCACATCCCAGCACCTCTATGCTGGACTGAACTG

	10220_6
	7
	[T/C]
	GAGGAATGGACAGCAAGCAAATGCATCTCTGTGTCT

	102231_16
	17
	[C/T]
	CCTGTCATTGCTGCAGCTTTGTGCTGTCTGTTAGGA

	10224_17
	18
	[A/G]
	CATTATCAGCAGGCAGCAAGATGCTTGAGCTCAGTT

	102267_2
	3
	[C/T]
	ACTGACCTAATGGCAGATCACTGCAGCTCTACTGCT

	102273_11
	12
	[C/T]
	TTGTGCCTTGACGCAAGGAAATGCCAACTGTTATCA

	10238_30
	31
	[T/G]
	GCGTTTGTGACTGCAGCGTGATGCATTCACGATATG

	10241_25
	26
	[C/T]
	GGGTGTACATCCGCAAAGGACTGCCCCCTTCTCACG

	10247_3
	4
	[C/T]
	TATTATGGCTGTGCAGCTGTTTGCAAGCTTTACATC

	10249_2
	3
	[C/T]
	TTCACTGATCCAGCACTCTGCTGCTCAGGCAGGAGT

	10255_26
	27
	[A/G]
	CACACACAACACGCATTTTCATGCAGACAACAGCCC

	10258_5
	6
	[C/T]
	GACCTCGTACATGCACCGCCGTGCCTCAGTAGCTTC

	10259_1
	2
	[C/T]
	TCTCTGCCTTTAGCACATTCGTGCAGTGAAACACCG

	10272_19
	20
	[G/A]
	GAGCTGTGGTTTGCAGCTCGGTGCTGACGACCTGAG

	10275_8
	9
	[A/G]
	CGAGTACAAAAAGCACTCATCTGCAGAACTGCTCAT

	1028_2
	3
	[C/G]
	TGCGGGCATGTGGCATGAATGTGCATGTCTGGCTTT

	10284_34
	35
	[C/T]
	GGGTCTTCTGCTGCATGCTGCTGCTCTGGTTCCTCT

	10286_4
	5
	[A/G]
	TAATAAAGGGAGGCACTGTGCTGCAGGTAATGCATG

	1029_24
	25
	[A/T]
	GATTTATGCATGGCAGGATGATGCATGTGGGTTGAT

	102963_3
	4
	[C/T]
	GTGCGTGCGTACGCAATCAGGTGCGGACCTGTCCGA

	10300_30
	31
	[G/A]
	AATTTGGGCACTGCACAAAAATGCAGACACGCAGCA

	10303_19
	20
	[G/A]
	TATCACAAAGCTGCAATGCGGTGCTGCTGTTAATCT

	10304_9
	10
	[T/C]
	TGACGAGGATGAGCACAGAGCTGCAGCTGGGCAGAA

	103051_32
	33
	[C/T]
	TGATCATCTAAAGCAACGTTTTGCTTAACGCGTGTG

	103056_3
	4
	[A/G]
	GACGGCACACTGGCACACTAGTGCGTCACATTCTCT

	10307_8
	9
	[A/G]
	GTGTCTGCATGTGCAACCTAATGCCCAAATAAAGCT

	10313_34
	35
	[A/G]
	TCATATTTCACTGCAGGTTCATGCAGCCTGCCTTAG

	10315_33
	34
	[T/G]
	CCCCACCCACTAGCATTTCACTGCCGCTCTTAGTCT

	10322_26
	27
	[G/A]
	GTGCACAATCTCGCAGAGGCCTGCTCGAACCAAGGC

	10330_9
	10
	[A/G]
	GCCCTGTCCAGGGCATATTCCTGCCTTATGCCCAAT

	10331_15
	16
	[A/G]
	TGTAAGATCTGAGCAAGGAAGTGCTAACCGCTACAG

	10337_7
	8
	[G/A]
	CACTAACGAACTGCACACAGATGCAGCACATGCAGA

	1034_19
	20
	[G/A]
	GTGACGTATGCGGCATATTGATGCCATCTGCACGTT

	10343_28
	29
	[G/A]
	CAGCCTGACTGTGCACGCTATTGCCACGGGCATCTA

	10344_29
	30
	[C/T]
	GTTTGGCTTGCTGCAAATTGCTGCATCTTCACTGAA

	10345_5
	6
	[G/T]
	TAGAAGGTGAGAGCACTTACTTGCTTGTGCATTTCG

	10362_18
	19
	[A/C]
	ATGTTTGCCCTTGCAGCAAATTGCCTCAGTAGATTT

	10363_19
	20
	[A/T]
	CTGAGATAAAATGCAACTCACTGCTGCCACTTGACG

	10366_33
	34
	[T/G]
	ACATGGTGACATGCAGTGTGTTGCATGTTAGTCTGT

	10369_24
	25
	[T/G]
	AATTTGGAACAAGCAGGGAGTTGCGGAAGCAGCCAT

	10378_18
	19
	[G/A]
	ATCAAGTAACCTGCACTCGGTTGCAACTGTACGAAG

	10386_15
	16
	[C/T]
	GGTCACTCATCAGCACGTGGATGCGGTTACTAAGCA

	10389_15
	16
	[C/A]
	TTGTGTGTGCTGGCACATTTCTGCATAAAACAACCT

	10393_28
	29
	[C/T]
	GAACCATCGCCTGCAGAGAGGTGCGTAACGCCCATA

	10394_32
	33
	[T/G]
	AGCATCCCCACAGCATGACACTGCCACCACCATGAC

	10395_30
	31
	[G/A]
	ACACACCTGATTGCACACACATGCAGTAGTGAACAC

	10398_29
	30
	[T/C]
	CACAAGCCAACTGCAATTTACTGCATCCTCGTGTGT

	10399_2
	3
	[G/T]
	AAGACAGAAAATGCAACCCAGTGCCGTTATCTTGTA

	104_2
	3
	[G/A]
	TGGAGCGATTTTGCATTGGTTTGCAGTTGTATGTCA

	1040_5
	6
	[A/C]
	GGGCAATTTAGGGCATCCAATTGCACCCTCATAGAC

	10408_5
	6
	[C/T]
	AAACCCCGGTGTGCATTGCATTGCACTCACTCACAC

	10411_6
	7
	[G/A]
	GGCAGCGGCAAGGCAATTTCCTGCACAGGAAAGTGC

	10412_17
	18
	[A/T]
	TCCTGACACCTTGCAGCAGCATGCACCTTAACGGTA

	10413_29
	30
	[G/C]
	TTGTGCCACCCGGCATCTTCTTGCACAAGGGGTGCC

	10416_33
	34
	[C/A]
	TACTGTTTTTCTGCATCGGGTTGCCATGTGTACCAA

	10419_8
	9
	[G/A]
	AACAAGGCGAATGCACAGGTTTGCGATGATTTAGCT

	10426_30
	31
	[T/G]
	CTGAACAATGAGGCAGCAACATGCATAGGGGTTTTT

	10427_27
	28
	[G/A]
	AAAGGTGATCCTGCATAACAATGCCTGGGCTCTCCT

	10431_34
	35
	[G/C]
	CTACATTTAGTCGCAGTGTCTTGCAAACTTCTCGGT

	10432_11
	12
	[C/T]
	GGTACCACATACGCACCCGTTTGCTTACAGCAGCTG

	10433_16
	17
	[A/G]
	TTTTTTTTTGGCGCAGATAATTGCAGTCGCTCTTAC

	10435_2
	3
	[G/A]
	TAGACACGTGGAGCAGAGTGCTGCATTTTAATAGAA

	104507_19
	20
	[C/T]
	CTGTATTTAATCGCAGGCATGTGCTAGGCATCCCGT

	10454_31
	32
	[C/T]
	GTTTTACTGGCGGCACCAAAGTGCTCGATTCCCGGT

	10464_17
	18
	[A/G]
	CTTTCTCTCTGTGCACAGTGCTGCAACAGTGGTAAG

	10469_30
	31
	[C/T]
	CATCATCCTAACGCAGGGTAGTGCCGGCAGCGTACA

	10477_6
	7
	[C/T]
	TCTCACCGAGATGCACTTAAGTGCTTTCCGTTGTGT

	10478_6
	7
	[A/C]
	GTGAGGAAAGGGGCAAGCTGGTGCTCTTGGAGCAGG

	10480_34
	35
	[A/G]
	GCCAATCCGAACGCACTCTACTGCTCTCTTGGCCAG

	10491_26
	27
	[C/T]
	TCTACTTTGGGTGCACTGACATGCATCCCTCACATA

	10492_34
	35
	[G/T]
	TGTGTAACATTGGCAGACTGATGCGGATCTGCGCGC

	10494_10
	11
	[G/A]
	TGCAACAGCTATGCAGGCACCTGCTAACAAATGCTT

	10495_8
	9
	[C/T]
	TGTGTGTACGGAGCAGCTTTTTGCTCCCACAGGCCA

	10498_31
	32
	[C/A]
	TTCATCCTCGCAGCACTCAAATGCTCCATGCCCTTT

	10502_28
	29
	[G/A]
	GTTTGTTTGTGTGCATGTGTGTGCGCACGTGCTATT

	10508_4
	5
	[C/T]
	TGTTCTCCAAGCGCACTGTGATGCTGTTAGTCAGCA

	10509_8
	9
	[G/A]
	CTGACTTTGACTGCATCCCAATGCACCAAATGTGCT

	10512_17
	18
	[C/T]
	CTGGGGTTCACTGCACTCCATTGCTGGAGAGCAGGT

	10517_25
	26
	[G/C]
	TATCTGACTCCAGCATCGTTCTGCTGTTACTATTGA

	10524_20
	21
	[C/T]
	GACTCCTGACTTGCAAATTCCTGCTTTCAACCCATC

	10525_17
	18
	[A/G]
	ATCACTGACAAAGCAGCACACTGCTCTCACAACTCT

	10526_18
	19
	[C/T]
	GTGTAACTGCCAGCACCATCATGCTGCTCTCTGTAT

	10527_5
	6
	[T/C]
	GTCTTTGGGTGTGCAAACTTTTGCACCTCATGCAGT

	10535_5
	6
	[G/A]
	TGGGAGGTCCCTGCAGAAATCTGCTGAATGGCCACT

	10536_1
	2
	[C/T]
	ACTGGCTGGAGCGCACCGGGCTGCCGCAGTACGAGA

	10539_19
	20
	[G/C]
	CCACGTGATGACGCACGGAGATGCTGCCACTGTCTG

	10542_15
	16
	[C/T]
	GCGGAGCTCTTTGCACTTTGCTGCCTCGTGTGGTCA

	10546_24
	25
	[T/C]
	GAACACACGCACGCACCAATCTGCTGTGCCGTTGTT

	10547_34
	35
	[C/T]
	CATGGAGTGACTGCAATATTGTGCTGCTGGGTTTCA

	10548_34
	35
	[A/G]
	AAAGTTGCTAAAGCACGCCGTTGCTAAGATACCGAC

	10550_8
	9
	[G/A]
	TCGGCTCAGGCAGCAGATACATGCCACGGACATTCT

	10551_17
	18
	[T/C]
	GTATGCACGTACGCACATACGTGCAGAGAGATGAAC

	10552_10
	11
	[C/T]
	CACACTGGTACGGCATGTCCATGCATCCATCATCTT

	10553_10
	11
	[C/T]
	TCTGTAATCCCGGCACCGTTGTGCAGTTTTCACTGT

	105534_30
	31
	[A/T]
	CAAATCTGTCCTGCATTGCTCTGCACCCAATGCTCA

	10556_33
	34
	[G/A]
	AGAGACAAAACAGCACCAGCTTGCCAAGAAATGGAG

	10558_7
	8
	[C/T]
	TTCTGTTCCATGGCAGTGTAATGCATTCCAAGGTTA

	10559_26
	27
	[G/A]
	TGGTGCCAGAGAGCAACAGTTTGCTGAAATATGTAT

	10561_32
	33
	[T/C]
	CACTACCCTGTGGCACCCCCATGCCACCCGCATGAT

	10565_2
	3
	[A/G]
	CGACGAGCGACAGCATCTTCATGCCTCACCGTAGCA

	10566_29
	30
	[T/C]
	CTCCAAAGAGCTGCAGCAAGCTGCAAGCATGCCACT

	10569_32
	33
	[G/A]
	TGAATCGTGAAAGCAGCAGTCTGCCGTTCCTGGAGC

	10570_1
	2
	[C/T]
	ACTTTGTCTTCTGCATGCTGCTGCTACAGTGAGAGG

	10571_17
	18
	[A/G]
	TTGGCAGGCTGAGCAAAAACCTGCAGAGGAACACGG

	10576_28
	29
	[C/T]
	GGCTGGGGCGGTGCATCACTCTGCGTTTCTCTCCCG

	1058_3
	4
	[G/T]
	TCGGCTCCTGCTGCACAGATGTGCGCGTAAACGTGC

	10583_19
	20
	[G/A]
	TGATAGTGACATGCACCTCGCTGCTCCAAGTCTTAG

	10586_29
	30
	[G/A]
	AGTGTTCCTGCTGCATCGTGATGCCCTTTGAAAAAT

	10588_18
	19
	[C/T]
	CAATAATCCGTCGCAGGACGTTGCATCGCGCATCAT

	10590_19
	20
	[C/T]
	ATGCTTCCTGCAGCACCGCCGTGCCGCCGTCCCTTT

	10594_31
	32
	[A/G]
	CCAAGAGCTCCAGCAGACTCGTGCTGACGCAAATGC

	10595_26
	27
	[C/A]
	GACGTGTTGGCAGCATGGACGTGCGGCAGATTCCCA

	10597_10
	11
	[G/A]
	AAAAGGCCCAGAGCATCACAGTGCCACCACCATCAT

	10600_33
	34
	[T/C]
	TGCCAGAGTTGAGCAAGGTGGTGCAAACATGAACGC

	10606_3
	4
	[T/C]
	GACTGATCACATGCAGAAATGTGCAGGTCATGCGAG

	10607_31
	32
	[C/T]
	CAATGACAGTCTGCATGATGATGCGATGATGCGCCG

	10610_11
	12
	[C/T]
	AAGAGCTGGTACGCATGAGACTGCGACAGGAGCTTC

	10614_4
	5
	[C/A]
	ATATCAAGTCATGCATGCTGGTGCCATTTGTACACA

	10621_2
	3
	[G/A]
	CTGAGACAGGGAGCATTATCTTGCTGAAAGAGGCTA

	10623_15
	16
	[T/C]
	CAGGCCCCATGAGCATGGCCTTGCCTTTAACCCTCA

	10624_24
	25
	[T/G]
	CATCAAAAGTGTGCAGGCTTTTGCTACTGTTTTGCA

	10626_10
	11
	[C/T]
	AGGTCAAGCCCGGCAGAGTGATGCGGATCTGTCACA

	10633_18
	19
	[A/T]
	GGACCGTAAAGTGCAGAAAGATGCTGCCGTGTCACT

	10634_7
	8
	[G/T]
	ATACTCAGTGATGCAGCACAATGCCCAAGAGCTTCA

	10637_20
	21
	[T/G]
	TGTCGCTGAATGGCACTGGTTTGCGACTGAGCGTGT

	10642_30
	31
	[C/G]
	TGTACAGACTCAGCAGAGCGTTGCTGAACACTGACA

	10643_24
	25
	[A/G]
	TTCCCCCCTGTAGCAGGGCATTGCAGTGGTTAAAAA

	10650_17
	18
	[C/A]
	CATGATCGGGTGGCATCCAAATGCTACGAGGCTCCG

	10653_25
	26
	[T/A]
	GCCTCAGCCTGCGCACATCAATGCATTTCATTTGTG

	10656_17
	18
	[T/A]
	TTTTCTTAGATAGCAAGTCACTGCCACTGAGCGCTA

	10658_25
	26
	[C/A]
	GTGTGTGTGTGGGCACGTACATGCAAGAACACAGGT

	10659_1
	2
	[A/T]
	AAGTCTAGAAAGGCATGTCTGTGCACCACAGAAGAG

	10669_25
	26
	[C/T]
	ATTAGTCAGTAAGCAAGTGAGTGCACGGCAAAATAA

	10674_2
	3
	[G/A]
	CTGGGGGCACGTGCATATGTGTGCATGTGGGTGTGT

	10677_31
	32
	[G/T]
	CAATTATGTTGTGCATGGACGTGCAAAACAGGTAGT

	10678_8
	9
	[T/G]
	GCCTGACCTGCTGCATGCTGCTGCGGATAGAGCTAG

	10680_31
	32
	[C/T]
	GAATGACCTGCAGCAGCTGTTTGCATTTTCTCATGA

	10681_28
	29
	[G/A]
	ACTGGCTGTCTTGCACACACCTGCATTCGTTTGGTG

	10685_25
	26
	[T/C]
	CCAAACATTACGGCATCAAGGTGCTTGTCCCATTCT

	10689_28
	29
	[T/C]
	ATGTTGCACACTGCAGTATATTGCTCAATGTTCCCC

	10691_9
	10
	[C/A]
	CTGCCTTAACTAGCATCCTACTGCCCTACACTAAGC

	10694_19
	20
	[C/T]
	ATAGGGTCATGTGCACTTACGTGCTTAAGGGTGTAA

	10695_7
	8
	[A/C]
	CTTTAGCATAAGGCACCAGAGTGCCACAAGTGATGT

	10697_17
	18
	[G/A]
	AGCATGGTGGTGGCAGCGTTATGCTGTGGGTACGCT

	1070_18
	19
	[A/T]
	TCCGCTGAACGAGCAGCGATCTGCTTAAGCTACGCC

	10701_16
	17
	[G/A]
	ACTGCCATCTTAGCAGGCTGGTGCTGACTGAAAGAC

	10703_4
	5
	[C/G]
	GGCACACGCCCAGCACATTTGTGCACATCTTTTCAT

	10708_24
	25
	[A/G]
	CTGGGTAGATAAGCAGAAGCCTGCACTGGTCAGTGG

	10709_10
	11
	[A/G]
	ACATGTACAGACGCACTGCACTGCTGCGAGCTCAAC

	10710_25
	26
	[G/A]
	GATAGTTTGCCTGCATGTGCATGCTGATCTGGCATG

	10713_20
	21
	[A/T]
	ACACACCCTGATGCAGTGCTATGCGCACTACATGCA

	10714_30
	31
	[C/T]
	ATTAATAGATGAGCAAAGCCGTGCCAGTCACGCTGG

	10715_24
	25
	[A/G]
	ATGGACGAACATGCAAATTTGTGCATACAGACGTTA

	1072_31
	32
	[C/T]
	ACAAAGATGTTTGCAAGTATCTGCAGCTCCGCAACT

	10723_6
	7
	[C/A]
	ATCATCCTTGGTGCAAAGGCATGCTAAGGGTAACTG

	10729_1
	2
	[C/T]
	CCGTAACGGAGAGCATGACACTGCGAAGGCACACCG

	10733_4
	5
	[G/A]
	CCGCGTCCGCACGCACAAGCATGCCGCTTTACTGTG

	10736_10
	11
	[T/C]
	AGCGCGCATCTGGCACGCGTGTGCGCGCCTGCTCTA

	10739_18
	19
	[A/G]
	TCCACAGAACTTGCACTGAGTTGCCTCTGTGCCTTG

	10743_11
	12
	[G/T]
	TCTCCCTTCATGGCAATAAGCTGCGTCTCAAACAAC

	10746_32
	33
	[G/A]
	AATGGTTTCAGAGCATTAAATTGCCAGTGCATGGAC

	10754_2
	3
	[T/C]
	CATTCGACCTGAGCAGACAGCTGCACTCCATGTGCA

	10757_11
	12
	[C/T]
	CGCAGTTGACTCGCAGAGGCCTGCAAGGTCAGCAGG

	10758_27
	28
	[T/A]
	AGCTAACTGGGTGCATTTTCCTGCTGCAAGTTCACC

	10759_32
	33
	[G/A]
	AAACTGTCATCAGCAATCAACTGCTCATCTGTGGGG

	1076_34
	35
	[T/A]
	ACACTACCTGCAGCATCATCGTGCCACAACACAGTT

	10766_33
	34
	[T/A]
	CATGGCTGGCCTGCATTTCTCTGCTCCACTGGATAT

	10768_16
	17
	[A/G]
	TGAGTTTGGGTAGCACAGTGTTGCCGCAGGTAGTGT

	10772_8
	9
	[C/T]
	TGCAAAGCCCTGGCAGATTTCTGCTTTCAGATGAGA

	1078_26
	27
	[T/A]
	AGGCACGGATCTGCATTCCAATGCGTTTTTAATTCT

	10780_4
	5
	[C/G]
	CAGTCAATAATGGCAACTCCCTGCCTGTGCCCACAG

	10783_32
	33
	[A/G]
	GTAAAAACAGCAGCAGGACTTTGCCAAGTTCAAGGT

	10784_2
	3
	[A/G]
	GCACAGCAGTCAGCAAAAAAATGCATATCTGGCAGC

	10786_7
	8
	[A/T]
	TTGCAAAAGGTTGCAACGGTTTGCTATACGGATGTC

	10787_19
	20
	[G/T]
	TCATAGCATGCTGCAGCTCGGTGCTCAGCTCGCTAT

	10791_27
	28
	[C/T]
	ACAGCCTATCGGGCACTTCATTGCATTCTCTTACAT

	10792_3
	4
	[G/A]
	GTTGTGTGGGCAGCACGGTTATGCCTGTATCATATG

	10798_33
	34
	[C/T]
	TACGAGTCATTAGCACTGATCTGCAGGAGATCTCCT

	10803_15
	16
	[G/A]
	CTGCCTGCTTTGGCAGAAACCTGCACTCGGTTCCCT

	10818_1
	2
	[A/G]
	CAGGTTCATTAGGCAGGAAGCTGCTGGCCCAAACCT

	10822_5
	6
	[G/T]
	TCTTTGTTGGTTGCACACCATTGCAGGAGTGCTTAC

	10824_29
	30
	[A/G]
	GGAGCTTTACTTGCAGCCTCTTGCCCGCGAAAAAAA

	10826_3
	4
	[T/C]
	AGATTTAAGACAGCAGGGAACTGCAGGGCTATTTAC

	10828_2
	3
	[A/G]
	GGAGCCCACTTTGCATCTTTGTGCGCAGGTCATGGA

	10830_19
	20
	[G/A]
	GCAGAAAGTCTAGCAGTCGGCTGCAAGGAAAAAATA

	10832_27
	28
	[C/A]
	CGTGATTGGCTAGCATCACTATGCTAGCCAGGAAAT

	1084_33
	34
	[T/A]
	ACAAATGCACAGGCAGCATGCTGCAGCTTCTCTTCA

	10843_16
	17
	[G/C]
	TGGAAAGGGAATGCACGATGCTGCCTGACTCTGCCC

	10845_8
	9
	[T/C]
	TCTGTCTCTTTCGCATTCTGTTGCATGCTCTATTTC

	10848_25
	26
	[T/A]
	GGTTCTCCTGTGGCATGAAGCTGCGTGGGAACGTGC

	10849_10
	11
	[C/A]
	TCATACTGCTCGGCAGCCGGATGCCATGGAAACAGA

	10851_30
	31
	[G/A]
	GCACTAGCTATGGCACCACTGTGCCACCCTGCTTTT

	10854_34
	35
	[G/A]
	ACTTCCCATTGTGCAACTTTGTGCTTGCGCTGCAAA

	10857_7
	8
	[T/A]
	TGAGGGATTTCTGCACCGGGCTGCGTGTCCCGATTG

	10860_2
	3
	[G/A]
	TGGGATAAAACGGCATCCTATTGCGTCGCATCTGCC

	10861_34
	35
	[G/A]
	TGTAGAGAGTCAGCAAGCTGCTGCTGTTAATGTTGT

	10862_5
	6
	[T/C]
	TTTTCTGGATGGGCATCAACATGCACAATGCCTGCG

	10866_15
	16
	[T/A]
	GATGGCAATTATGCATAGTACTGCCACCACAGACTA

	10867_6
	7
	[T/C]
	AACACACGCGGCGCACACGGCTGCTGTGCCTAATGG

	1087_26
	27
	[C/T]
	GTCCCCCCAGAGGCACTGATCTGCCTCAGACATGTT

	10874_4
	5
	[T/A]
	CGGTTAACTTCAGCACCACACTGCTCACCTTAAAAA

	10877_30
	31
	[G/A]
	ACGGATATCTGGGCAGGTCTGTGCGTTCATGCATGC

	1088_15
	16
	[T/A]
	CAATCCTGTAGTGCATGGGCGTGCTGTATGTGCTTT

	10880_19
	20
	[C/G]
	TCCTGCAGTAGTGCAGCGCCGTGCAGCCCCAGACGC

	10883_5
	6
	[G/A]
	ACATTGAACTTAGCATCACACTGCCTGGTGCCATGC

	10884_32
	33
	[G/A]
	TCTCTTTCTCAAGCACAGATGTGCACCGACTCGCTC

	10885_1
	2
	[G/T]
	TGTGTTGGTGTTGCATTTTTATGCCCGAGGAGGTCC

	10886_15
	16
	[C/T]
	GAGTCTATTTCAGCACATTCTTGCCTCCAGCCAACA

	10890_33
	34
	[G/A]
	GTAGGCGACAAGGCAGGGTGGTGCAGTGTGTACGTG

	10892_11
	12
	[T/C]
	CAAGCAATCCCTGCAGCTACCTGCCATCGTTTCTTT

	10902_32
	33
	[C/T]
	GATTGGCTAGGAGCAGTCATGTGCAGAAAGAGCCAA

	10904_1
	2
	[G/A]
	TGATCTAATCTGGCACACACATGCACACACACACAC

	10908_18
	19
	[C/T]
	TTGTGAAATGGTGCATTACCCTGCTAGAAGTAGCCA

	10909_18
	19
	[G/C]
	GGACACACGTGAGCAGGCGGCTGCACTGGTGACGTG

	10912_5
	6
	[T/C]
	TTAACTGCCCAAGCATGAAATTGCGGGCCTGCAAAA

	10916_33
	34
	[G/A]
	GATATTGCTACAGCATCACAGTGCACACACAACGCA

	10920_11
	12
	[C/T]
	TATAAATCCAACGCATGACCGTGCATCGTAGCCCAG

	10925_32
	33
	[G/C]
	TGTGGCAGGCTGGCACTCTGTTGCCCGATCGTGAGT

	1094_7
	8
	[T/C]
	CTTTTTGTCACAGCATTTCTTTGCATGGCCCACAGT

	10946_34
	35
	[C/T]
	CACTGACGTTCCGCATCGCAGTGCGCGTCCTGCTCG

	10947_9
	10
	[G/A]
	AAAACAAATGAGGCACTCGGATGCAAGCTTGAGAGA

	10948_5
	6
	[G/A]
	CGCTCGTATTGTGCAAGTAGGTGCACGTAAGCCTAG

	10950_19
	20
	[G/A]
	ACTGTGCGGGTGGCACGGCGCTGCTGCTGCAGCGAG

	10953_9
	10
	[G/A]
	TAGTTTTCTGCAGCAAGCACATGCGACCTGTGCTAG

	10955_24
	25
	[C/T]
	GCATGCCATCCAGCACCCGACTGCCAACAGCATCAT

	10959_15
	16
	[G/T]
	ACTACAGACGGAGCAGCCCACTGCTCAGTGCATGTG

	10961_26
	27
	[C/G]
	ATCTCCCCATTAGCACTGACCTGCCGCACACGGTTG

	10966_33
	34
	[A/T]
	ATCATGGTGTGGGCAGCATCATGCTGTGAGGGTTTT

	10968_19
	20
	[A/G]
	AGTGCCCAGAGAGCAATTAAGTGCCTTGCCCAAGGA

	10969_32
	33
	[G/A]
	TCATACACCTGAGCAGACCGCTGCCGTGGAGCGTGT

	10970_32
	33
	[C/T]
	AGCAGACAAACGGCATCGACCTGCCTCCAGCTCAGG

	10976_18
	19
	[C/T]
	CCAGAACACTTGGCAATTCAATGCTACAGCTCTGCA

	10981_10
	11
	[C/G]
	CCCAGCTGCGCCGCACAAAATTGCTTCAGAGTGGAA

	10984_32
	33
	[T/A]
	CCAGTATGGCTTGCATTTTTCTGCCTCCTCCCTGCT

	10985_6
	7
	[G/C]
	GAACCAGACACTGCATCACCATGCCACCTGCAAAGT

	10989_31
	32
	[T/C]
	GGAATAGAAAACGCAGAAAAATGCACACTCGTGCTT

	10990_2
	3
	[A/T]
	AGATCAAATGCAGCAGGGTCGTGCAGTTCCTGAACT

	10994_28
	29
	[C/T]
	CATTAGTGCCGAGCAGTGGGCTGCATTCCTGGGCAC

	10997_33
	34
	[G/T]
	GGTGATGTTTTGGCACTGATCTGCTTGTCCTTCGGA

	10999_4
	5
	[T/C]
	GTTCTTTAGAAAGCAGTGTGGTGCCGCTTTTTCTTT

	1100_4
	5
	[C/T]
	CACACCAGTCTAGCACAAGACTGCAGAAAAACATGA

	11003_8
	9
	[T/C]
	CTTTCTGCTCCAGCATCAATCTGCCAGCATGATATT

	11004_33
	34
	[A/T]
	TGAACCAAGTAAGCAGCTGAATGCAGAAAGACAAGG

	11005_3
	4
	[C/A]
	TCTAATGGCGGCGCAGAAGGGTGCATTTAGTTTTAT

	11009_15
	16
	[C/T]
	ATGTCCAGGAGAGCACGACCGTGCCGTGTCAGACCT

	11010_32
	33
	[G/A]
	TGTAATGCTACAGCAGCGAAATGCGACATGCTGAAT

	11015_26
	27
	[G/A]
	GTGAGTGTCGGAGCAGCGACGTGCCAGCAGAGTGGC

	1102_25
	26
	[G/A]
	GACTCACCAGGTGCATTTACATGCTGATCCACAGTT

	11020_8
	9
	[C/T]
	AAAAAGCTCGCGGCACCCTGCTGCATTTACACGCTA

	11025_10
	11
	[T/C]
	AAGATAGAGATGGCACGAAGATGCCAGAGGCTACAT

	11026_30
	31
	[G/A]
	CGTATGGTGGTGGCAGCATCGTGCTGTGGGGAGGTT

	11028_33
	34
	[G/C]
	AAACATGTTCTAGCATGACAATGCCCCTGTGCAGAA

	11033_3
	4
	[G/C]
	GTGGGAGGACATGCAGATCTTTGCTGTGTGTTTGTG

	11035_8
	9
	[T/G]
	TGTGTGTGTGGGGCACTTTACTGCAGTGCTGGTCTC

	11040_1
	2
	[C/A]
	ACTGGAGGCAGAGCAGTGATTTGCAATTCCATAGCT

	11041_4
	5
	[A/G]
	TTAGAGAGTCTGGCAGATGTCTGCTGAAGTATGAAA

	11043_11
	12
	[C/T]
	TCATGCAGCAGCGCACAAATCTGCTAAGGAAAGATA

	11049_8
	9
	[A/T]
	TGAGTGCGATTTGCATTTCGCTGCATGCCTTTTGGC

	11055_34
	35
	[A/T]
	CCGACTTCAGAGGCATGGGAATGCTTGGGCTGGTAA

	11059_1
	2
	[C/T]
	CTACCATCAGGAGCACCAGAGTGCCCGGTGTTCATC

	11071_27
	28
	[G/A]
	CCTGTTATTGATGCAGGCCTCTGCCTGGGCGTAGAG

	11075_4
	5
	[T/G]
	CAAGGTTAACTAGCAGTCTGGTGCCAGACAGTCTGC

	11082_27
	28
	[C/T]
	TGTATGTACTCAGCATTTCACTGCTGTCGACTACAC

	11085_18
	19
	[T/G]
	TAGACCGAAATGGCACATTCATGCATACAACCTTAT

	11086_2
	3
	[C/G]
	TTCAATCCTGTAGCACTTCTCTGCTGTCTCTCTCTA

	11094_27
	28
	[C/G]
	GCAGCGTCGGTTGCAGTTAATTGCTCGCTTTAATGG

	11096_9
	10
	[G/A]
	GTGACCACAGTGGCACAGTGGTGCTCTGGGTCTTGC

	11097_26
	27
	[A/G]
	TTCGGCAGGGCTGCAGGCTGTTGCGCACGCCAGTAG

	1110_32
	33
	[T/C]
	TGGCGACGTGATGCATAGCACTGCTGCTGCTCTGTG

	11100_29
	30
	[A/G]
	GCCAAAGTGCCTGCACCTGTTTGCCAGTGACTGCAC

	11111_28
	29
	[T/C]
	GACGGTGTGAGAGCACACATCTGCAACCCGACACAC

	11119_2
	3
	[G/T]
	CAGTACATCCCAGCACAGCCATGCCAGGCACCAACG

	11120_30
	31
	[T/C]
	GTGTCTACAGCTGCAACCTACTGCTGTTCTTTACAG

	11122_15
	16
	[G/A]
	TCTCAAAGTCTTGCAGAACGCTGCACATGCCAGCCT

	11123_10
	11
	[G/A]
	AAGAACAGACGTGCAGCTGTGTGCTACAGCTATCTC

	11132_2
	3
	[C/G]
	GTCCTACATGCAGCACCACTATGCAGCCAAGATTAT

	11137_24
	25
	[G/A]
	ACAGATATCACCGCAAAGGAATGCGCCATTGTGTAC

	1114_3
	4
	[A/G]
	ACAAAGTGACATGCAGGGGAATGCACATAACGAGCA

	11141_8
	9
	[G/A]
	GCGGGTCCGAGCGCATGGTGCTGCTCAGCTCAGCTC

	11145_7
	8
	[G/A]
	ATCCTTGGATTTGCATCCAGTTGCTTAGCCAATCAG

	11148_28
	29
	[C/T]
	AGAGCACACTGAGCAGCAGATTGCTCCTCTTCCACT

	11151_33
	34
	[G/T]
	TTTTCATAACAGGCAAATCGCTGCAAGATTTCCGCT

	11155_34
	35
	[A/C]
	AGAATGAGTGCTGCATGAACCTGCAGATGTGCCGAC

	11157_28
	29
	[G/A]
	TACCAGTTTTTGGCACAGCTGTGCAGGTGAATGTTG

	11165_4
	5
	[G/A]
	GTTCGGCTGTTTGCAGAATGCTGCAGTAATGATCTA

	11166_2
	3
	[G/A]
	CAGACCTCTGTGGCACAGTGATGCCTCACCAGAGGC

	11167_5
	6
	[G/A]
	AATGCGCGCACCGCAAACCACTGCAGTCCCAGTGGC

	11168_28
	29
	[G/A]
	ACACTACCTGCAGCAGCACTGTGCCACCGCTACTTG

	11175_3
	4
	[A/T]
	GGCAGGGATGACGCATAGTGTTGCTGTACAGATCCG

	11176_15
	16
	[A/G]
	TGGTGGAGAGCCGCAAAGCGATGCTGAGGAAGAGCA

	11182_7
	8
	[G/A]
	TGGGTCTGAGCAGCATTTGTATGCTTGCTGTAGACT

	11189_34
	35
	[T/A]
	TCTAAACCGAAGGCATCCGTGTGCTATGATCACGTA

	1120_20
	21
	[A/T]
	CGAGGCATTGTAGCACGGCTATGCAATTTACATCAG

	11203_4
	5
	[G/A]
	GGCCGGAGCATGGCAAGAGCATGCCAGGCTACAGTT

	11204_2
	3
	[G/A]
	ACGGACAGACAGGCAGAAACATGCCTCAGCTCAGCT

	11214_19
	20
	[C/T]
	GCAAGTCAGCCAGCAGGCTCCTGCTTTAAACGGCCC

	1122_33
	34
	[A/T]
	ACACACGAGCGCGCACAGAATTGCCTGCCAACTAAG

	11220_7
	8
	[G/A]
	GCACCCTGAAAAGCACTGTGCTGCTGGAGATACTGT

	11228_34
	35
	[T/A]
	CACTGCATGTAGGCATGCAAGTGCAATACAGACTTA

	11230_17
	18
	[A/G]
	AAAGCTGAACCTGCATTAGCATGCGTCTCCTGCGAC

	11231_31
	32
	[A/G]
	TATGCTGGCCTGGCAGCATTATGCTCTGGGGATGCT

	11233_19
	20
	[A/T]
	TACGGTAGGAGGGCAGTGTAATGCCCTCAGAGGAAA

	11234_11
	12
	[G/T]
	GCCTTAAGGTGGGCAAGACCCTGCTGTAAGTCTTAG

	11238_11
	12
	[C/T]
	ATGATAATGCACGCATGCAAATGCAGCTCAAATGCT

	11240_31
	32
	[T/C]
	TTTAGTATTAGCGCAGGTAGCTGCGATTAGATGCGG

	11242_19
	20
	[G/T]
	CTAACCCTAACCGCAGAGTGTTGCTTGGTGATGGAC

	11243_27
	28
	[C/T]
	AGCTGCAGGCCAGCAAATTTCTGCTTTCTGCAGAGT

	11248_8
	9
	[C/A]
	AAAGGAAACGTAGCATGGCTGTGCAACTGTGCAATT

	1125_11
	12
	[A/G]
	AGAGTCTGGAGAGCAGCTCCATGCCCATGGGACTCA

	11252_3
	4
	[T/A]
	GAATTGCACATGGCATGGGACTGCAGAGATGTGACG

	11255_16
	17
	[T/G]
	GTCACGAGATCAGCAAGGTCATGCGAAGGCTTCGTT

	11260_19
	20
	[A/G]
	ATCATGCATCCAGCATCACACTGCTACTGACAACGC

	11261_18
	19
	[C/T]
	AGCACCCCACTAGCACAGCTCTGCTCTTTTCATGGA

	11264_1
	2
	[G/A]
	TGAAGCTCTGCTGCAATCTGCTGCTGATAAAACATT

	11266_11
	12
	[C/T]
	ATGCATGTTGACGCATGCAGGTGCATTTAAGTTGCT

	11275_32
	33
	[T/G]
	CTACATTATGGTGCATTTTGCTGCTGTGAAGGTTTT

	11278_10
	11
	[C/T]
	ATCGATTCCCCAGCACACGTCTGCTCAGGCCAAGTC

	1128_1
	2
	[C/T]
	TCAAGATGAAGGGCAGTGGTTTGCTGTCAGCAGGGT

	11281_19
	20
	[C/T]
	CGGTGCTATTTTGCAAACACGTGCTCCGTGCAGGCG

	11282_2
	3
	[T/C]
	TGTGGAGTGTGTGCAGCGTGTTGCATAAACCAGATT

	11284_6
	7
	[G/A]
	ATGATGGAGAGTGCATTTTGCTGCTCGGGTGTCGCT

	11299_33
	34
	[T/A]
	AGTCATCCCTGAGCACGAGTTTGCCGCCGGTCCTGT

	11303_26
	27
	[G/A]
	ACGGCCTGCAGAGCACGCAGCTGCTCGAGCTTTTAA

	11307_19
	20
	[C/G]
	AAACAGGAAAAAGCACTTTCCTGCTTCATCCGGACT

	1131_29
	30
	[C/T]
	CCAGAAGGCTAAGCAGGTGACTGCTGCTGCGGCTGA

	11318_11
	12
	[T/G]
	GAACAGCTGGAGGCAGCTGGATGCAACGTTTCTCTG

	11319_17
	18
	[C/T]
	ATGGGTGTGTAAGCAAGCGTGTGCATGTGTCTGTAA

	1132_11
	12
	[A/G]
	AAATGTTGTTCAGCAGCCCGTTGCTGGCCCTGTCAT

	11321_4
	5
	[C/T]
	CTCACGGTTTAGGCAGGTGTGTGCCTTTCCAAATCA

	1133_17
	18
	[T/A]
	CGGCTAACGCTGGCAAATCGCTGCTCTTTTTTTGAG

	11333_15
	16
	[G/A]
	CACAAAATTTGTGCAGAAACCTGCAGAGCCTGTTCT

	11340_34
	35
	[G/A]
	GGAAACGCAGCAGCATTAACATGCGACCCAGCGAGT

	11344_24
	25
	[G/A]
	AAAAAGGCACCAGCAAACACCTGCGTAGCAAACCAG

	11346_2
	3
	[G/A]
	GTGATGCTCTAGGCAATGTTCTGCTCAGAAACCTTG

	11347_1
	2
	[C/T]
	TCAGCAATTATAGCACTCCATTGCTCTGTCACACTG

	11351_30
	31
	[A/T]
	GGCAGACTGACAGCACAAAACTGCTGTGATAGACTC

	11353_17
	18
	[C/T]
	GCATAGTACCCAGCATGCGCCTGCTCTTGGTCACAT

	11354_19
	20
	[G/A]
	CTGTAGCACGTGGCAAAGTGTTGCTAAAGGTCACCA

	11362_26
	27
	[G/A]
	GCAAAATGTACCGCATGTGAATGCCTGACCATCACA

	11363_2
	3
	[C/T]
	ATCATGTCCTGTGCATGATGATGCCCGTTGGGCTCC

	11365_25
	26
	[C/T]
	AGTTCCTTATGCGCAGTGGAATGCTCACTCCAGACC

	11367_25
	26
	[G/A]
	ATTTTCACAGTGGCAGGGTGGTGCTGCAGGTAGTGC

	11370_1
	2
	[C/T]
	TCGTTTATTAAAGCACTGAGCTGCTGGAATGTCTCG

	11383_25
	26
	[G/A]
	CCTGGAGGAGACGCAACACTCTGCAGCTGCACCGTT

	11388_5
	6
	[T/G]
	GAGTTTTGGCAGGCAGCCAGATGCACATAAGCTGAT

	11401_30
	31
	[A/T]
	TAAAGTTCACAAGCAAAGCTGTGCTTCCACACAGAC

	11407_1
	2
	[T/G]
	GTCGCATCGTGAGCATTGTAATGCAGTGGCGTCTCC

	1141_4
	5
	[G/T]
	GAACGTCACGAGGCACCGCTGTGCTGCTGTACGTGT

	11412_1
	2
	[A/C]
	CAAAAGAAAGACGCACCTCCATGCCAAGGCGTATAT

	11413_11
	12
	[C/G]
	GATCAGCGCCGCGCATGGCACTGCAGTGAGTCTCTA

	11415_3
	4
	[C/T]
	CCCCGCGGCAGTGCATCAACATGCCCTAACGAGTTA

	11419_10
	11
	[G/A]
	CCGTTTCTACGGGCAATGTTTTGCATTCTTTCGTTA

	11422_7
	8
	[A/G]
	TGGGCAAGACCAGCAGGATGTTGCAGAGCACCAGCG

	11423_26
	27
	[C/G]
	TGACCTTCCGATGCACCAATTTGCTTCATGCATCTT

	11429_29
	30
	[T/C]
	ATGTAAGGATTGGCAGGCCAATGCCTTGCTGGAAAA

	1143_1
	2
	[T/A]
	GTGCCACTCAGAGCAAGGTTTTGCATGTCTTCTTTG

	11434_8
	9
	[G/C]
	TTAGAAACGAGGGCAGAAATCTGCCTGTTGTACAGT

	11439_4
	5
	[A/G]
	AAGTAATAGGTGGCATGGTCATGCTGCAGGTACTGT

	1144_18
	19
	[G/A]
	CAGACTAAGTGCGCATTCAAATGCGCCAGGATTCAA

	11440_4
	5
	[G/A]
	ACTTGTGACCTGGCAACACTTTGCTGGCTTTACTTG

	11442_25
	26
	[G/A]
	TGATGGGTTACTGCATCTGGCTGCAGCTTCACAAGC

	11444_27
	28
	[T/G]
	AAACACACATAGGCACTGCCATGCAGGTTTTTTTTC

	11447_5
	6
	[T/A]
	TGTGTTAAAGCAGCATGTCTGTGCAGGTCTCAGATG

	11450_7
	8
	[C/T]
	TTTGCTCCGAGTGCAGGTAGTTGCTCAGGTAGAAGA

	11451_32
	33
	[T/G]
	CAACAATACTCAGCAATGAGTTGCTATGAGCTTAGC

	11454_15
	16
	[G/A]
	ATACGCATGTACGCAGAAATATGCATATGCACACAC

	11458_24
	25
	[G/A]
	GTCAGCTTACTGGCAGGAGACTGCGGAGGGGGAACG

	1146_31
	32
	[C/T]
	ATCTAGAGAGCAGCATGACTTTGCGTCTCTACGGTC

	11463_33
	34
	[C/T]
	TGGAGTGAAGATGCAGTTAAGTGCTTGTGCTCGCTG

	11466_4
	5
	[C/T]
	TGTACGCAATGAGCAAAGTGCTGCAGCAGCACATTT

	11468_5
	6
	[G/A]
	TGCATGAACCAAGCATTGTGCTGCTTCTGTCGGCTG

	11472_17
	18
	[G/A]
	TGTTACTGTGGAGCACCGAGTTGCCGGGGGTTCCTG

	11473_27
	28
	[G/A]
	GTGACTAAAGCTGCATGTGATTGCTTCGGGGGGAAA

	11477_19
	20
	[T/C]
	CCACAGTATTATGCATCGATCTGCCGTTCCTAATAA

	11479_16
	17
	[T/C]
	CAACCCTGCACTGCAGTGAGCTGCTGGTGCCATCCC

	11487_32
	33
	[G/A]
	CTATAGCTAATCGCACACATCTGCCGAGTGCCGAGT

	11489_6
	7
	[C/A]
	AAGATCCATATCGCAACTCCTTGCAACTGGATCAAT

	11490_26
	27
	[T/A]
	TCGTTTCCGTCAGCACCCCATTGCAATAATGTGTGA

	11492_32
	33
	[C/T]
	ACACAAGGGGAAGCAGTCGAATGCCAGCTTCTCACT

	11494_6
	7
	[T/C]
	CCTTTCTTGACTGCAGTGAGTTGCCTGACCTGGGGC

	11495_11
	12
	[C/T]
	TTGCTTCACTCCGCACGTCTATGCTCTCCACTCCGT

	11496_32
	33
	[C/T]
	ATACAAAGAGTCGCAAACAGATGCAAAATGTGCGTG

	11499_2
	3
	[A/C]
	ACATGGTGCAGTGCATGTAGCTGCCAGGTGCAGGTG

	115_1
	2
	[A/G]
	GAGACACTGTAGGCACACAAATGCACTCAAACATTC

	11502_17
	18
	[G/A]
	CAGTCCACAACCGCAGTGAAATGCAGAGACACCATA

	11504_16
	17
	[G/A]
	AGACATGTTCCAGCATGAGTGTGCTGCTAACAGAGG

	11505_19
	20
	[C/T]
	GTCCTCTAGGTGGCACCGTCGTGCTACCAACCAGCC

	11506_16
	17
	[T/C]
	GCTGTGGCTTTGGCACTGAAATGCACAGATGTTTCC

	11509_7
	8
	[C/G]
	AAGCACTCTCCTGCAAAATGCTGCAGGATCTATAAG

	11510_11
	12
	[A/T]
	CGCTGACCTCCAGCAGTAATCTGCAACAATGTCTGG

	11513_31
	32
	[C/T]
	CACACCATCGTGGCAACCGCCTGCTCTGTCACGGCT

	11515_32
	33
	[C/A]
	GCTGAGATGGTGGCACGCTGCTGCTGCTGCTGCTGC

	11516_24
	25
	[C/T]
	GGAGAGGGTCTCGCAGCTGTGTGCCGAACTCGAACG

	11520_17
	18
	[A/T]
	GTTAATCGTGTTGCAGAAAGATGCTATCGTACCTGC

	11522_11
	12
	[A/G]
	CCAACATCGGTAGCAAAAAAATGCTTCACGAAAGAG

	11523_24
	25
	[G/C]
	TCACCAGCTCCTGCAAAACAGTGCGATTTGTGTCTT

	11524_11
	12
	[A/G]
	GTCAGTCTTCCAGCACGTTCATGCTGCCGACCGGCT

	11528_29
	30
	[G/C]
	GAAACTGCCCTAGCAACAAGATGCTGAGTGATGTAA

	11533_28
	29
	[A/C]
	GCAGAGCAACAGGCAGACCCATGCCACCAAATTCCT

	11546_1
	2
	[T/A]
	CTGCTTCCACTGGCATACAAATGCACACTGATGCAA

	11548_32
	33
	[C/A]
	AAAAACACATGCGCACTGGACTGCTACTACATCCCT

	11552_28
	29
	[C/T]
	GAATATTTGCTAGCAGCCAATTGCGTGACGCCGGTG

	11554_15
	16
	[C/G]
	TTACTAGAAGGTGCACTCAGGTGCACTTTTCTCTCA

	11559_1
	2
	[C/A]
	GCAGAGCTCCCTGCAGGAAAATGCAGAAATGAGAAA

	11562_19
	20
	[C/T]
	GACAAACGAGAAGCAACAGCCTGCATCCCTTTTCTG

	11565_31
	32
	[C/T]
	GAGCAGGGATGAGCACACACCTGCGTCTCCTCAAAT

	11569_5
	6
	[C/A]
	ATATGCAATGTAGCATACAACTGCAGGGCATCAGAC

	11571_26
	27
	[A/T]
	TTGGTCTAGAATGCACCAGACTGCAAATGCTAGACG

	11572_8
	9
	[G/T]
	ATCCTACAGGGTGCAGGTATCTGCTGCGTATCTCTC

	11576_4
	5
	[A/G]
	CCCAATGGCAAAGCAAGTTCATGCAATCTTTGCTTT

	11580_24
	25
	[G/A]
	GCAACACTCATCGCATGGCTTTGCGATGGTCGGCTG

	11581_1
	2
	[T/A]
	CTGCTTCAGGCTGCAGTATCATGCACTCTGACCCCA

	11582_11
	12
	[G/A]
	TGGCATGTCGTAGCACAGCGCTGCAGTGGGTTGCAC

	11584_26
	27
	[T/C]
	TTTTTCTTCGACGCATCAAGCTGCCCTCAGCTAGAG

	11593_6
	7
	[C/T]
	TTACTTCTCAGTGCAAGGCCTTGCTTGAGTTTGCAC

	11597_31
	32
	[G/A]
	TTGCAGAACACAGCAGTGAGCTGCAGAAGGAGGACT

	116_2
	3
	[T/C]
	CTTCAGGACGCTGCACATAGCTGCTGTTCTCCAGAG

	1160_20
	21
	[C/T]
	TGTCAGATATAGGCAGGTAGCTGCAGCTGGATTTAC

	11601_11
	12
	[T/C]
	CTCTTGAGTAATGCATCTGTCTGCTCGCTGGGAACT

	11604_32
	33
	[T/A]
	CACTTCTGGAGTGCATTACGATGCGTCTGTTCTGCT

	11605_28
	29
	[G/A]
	CCTAGCAGACAGGCATCACTGTGCCAACGCGCACTC

	11609_11
	12
	[A/G]
	GGTCACATTTAAGCACCCCAATGCCCCCATGGTCAC

	11612_8
	9
	[C/A]
	GGCATGTCCAGTGCATTTTACTGCAGTTTTGCATAT

	11614_33
	34
	[C/A]
	TGGAAGGTTAGTGCAAATTCATGCAAGTCGGGTCAG

	11617_27
	28
	[T/C]
	AGTCGAGCCACTGCAAATCGCTGCAAGTCGCTTAAA

	11618_32
	33
	[A/C]
	CACAAACCAGTTGCACAGACATGCAGGTGGAAAACT

	11622_18
	19
	[C/T]
	TCTCCCCCTGTAGCAGCGCGTTGCATAAAGGCCCGA

	11623_11
	12
	[T/A]
	TAGTAGCATGATGCAGTACTGTGCACAAGTCTTAGG

	11633_29
	30
	[G/C]
	AATAGTGGAAAAGCAGGGCATTGCTGCATGGTAAGA

	11634_2
	3
	[C/T]
	AACCCGCGTCCGGCACCGACGTGCGTTCTCCAGACG

	11636_11
	12
	[C/T]
	CACGCGAGGCTCGCAAACGACTGCGCGCTCCGGAAG

	11643_31
	32
	[A/C]
	CAGTGTAGCAGGGCACAGGGCTGCTCAGTGCAGCCT

	11647_28
	29
	[T/G]
	CAGTCTTACACTGCAGTACTGTGCGGTTGGGGCTTT

	11648_33
	34
	[G/A]
	CAAACCAAATATGCATTTCTCTGCTTTGGCCCTGAG

	11654_33
	34
	[C/T]
	GACACGGCAGCTGCAGGTCTCTGCATGCTCATACGG

	11655_2
	3
	[A/G]
	TTAAGAATCCCTGCAAACAGATGCTGTCCGGAGTGT

	11659_6
	7
	[G/A]
	TGCCTGGGATTTGCAAAACTTTGCTCGTTCTTCTCC

	11661_11
	12
	[G/T]
	CTCCGTCGACAGGCAATGCTCTGCGGCAACCCGTCA

	11664_1
	2
	[A/T]
	TACTCTTTAGTAGCAGAGTGCTGCTCTGTCAGACAG

	11672_28
	29
	[G/T]
	TGTGACATGTTAGCATGCTGTTGCTGCTGGACAGAC

	11673_16
	17
	[C/A]
	CTGATTACAGCTGCATCTGTCTGCGTTACGTCACTG

	11682_2
	3
	[C/T]
	TTCAGTAAAGCTGCAGTTACTTGCTGCTGAAGTGAT

	11683_30
	31
	[C/T]
	CTACTTTGAGCTGCAGAAGAATGCAGACCCCGAGCG

	11684_26
	27
	[A/G]
	TTTTAAGCCTCGGCAGATTGATGCACAGGCTGTCTG

	11702_2
	3
	[G/A]
	GGGAAAACCTTGGCAGAGGGCTGCATATCTGTAGAC

	11709_4
	5
	[G/A]
	GTGTGTACGAACGCATTCAGATGCGAGGATGTGCTT

	11713_25
	26
	[T/C]
	CTGGATGTATGTGCAGAGTTCTGCATGAATACGAGA

	11714_34
	35
	[G/A]
	AACTGTCAGTCTGCACTGAGCTGCAGATTCATGAGA

	11715_8
	9
	[C/T]
	CTTCGGATCTGGGCAGCAGGATGCCGTTGTAGATAT

	11718_15
	16
	[A/G]
	GATCTACTGTTTGCAAATGGCTGCAACATTCGAACG

	1172_4
	5
	[T/A]
	AAACTAGATTGTGCATGGCAATGCCACTGTACACAA

	11720_20
	21
	[C/G]
	CTTTCTGAACCAGCAGCACACTGCAGAAGGGGTTTA

	11725_9
	10
	[G/A]
	AACAGCTGGGTGGCACCGCTGTGCTCCCATCTTAGT

	11727_31
	32
	[A/C]
	CTTGCACACACAGCATCCTGATGCATGTAAAAACCT

	11728_9
	10
	[G/A]
	TTCCTCAGCGTAGCAAATGAATGCAAAGGACATGCC

	11736_4
	5
	[G/A]
	CACTGCATGGTGGCATCTGTGTGCTGACATTCAAAG

	11738_9
	10
	[C/T]
	TAAGGCTCTCCTGCATCTTGGTGCCAGTTAGCATAG

	1174_2
	3
	[G/A]
	TTGATACTAAGCGCAAATATTTGCCAGGCCTGTGAG

	11749_25
	26
	[T/G]
	AGCATAATGACTGCAGATTACTGCCTCCAGATGGTG

	11757_26
	27
	[G/A]
	TGTTCTCGTCCAGCAGCTGCATGCCTGAGGACAGGA

	11758_17
	18
	[C/T]
	CTCAGTGTCACAGCAAACCAGTGCACTGTTCATCTT

	11759_27
	28
	[G/A]
	CTTACTATATTCGCACCGCGCTGCCGCGCATAGGGA

	1176_26
	27
	[A/G]
	TCATCTGACGCTGCAGCAATTTGCCCGAATAAACGA

	11761_19
	20
	[C/T]
	CCATGCACAACTGCATGTGCGTGCAACAGGAAGAAG

	11764_27
	28
	[C/T]
	AATGCAATCTGCGCATGGATTTGCGCGTACGAACGC

	11766_7
	8
	[C/T]
	GCTCTTTCCTGTGCAATGTGTTGCTAATCTGTCCAT

	1177_27
	28
	[A/G]
	ACGTCTGTTCCGGCATGGTTGTGCTCCAGCGCACAA

	11770_33
	34
	[C/T]
	ACTATGAGACATGCAATGACATGCCTACACCCACAC

	11773_6
	7
	[G/A]
	GATGTCGCAGGGGCACAGTCCTGCTTGCTTTTGTGT

	11777_9
	10
	[C/T]
	CTGCCTTCACCTGCATGCTCATGCCACCATAGTAGG

	11783_31
	32
	[G/T]
	CACATGGACAGTGCAGATTACTGCCAGACAAGCAGC

	1179_31
	32
	[A/G]
	CAAAGCGTCTCTGCAGGAAGCTGCTCCAAATAGAAC

	11796_3
	4
	[T/C]
	TGACGCTCTCAGGCAGCTCAATGCCTCAAAATGCAT

	11797_19
	20
	[G/A]
	AAAGGGTACACAGCAAGTGGGTGCATGCCGTTATAT

	11800_18
	19
	[C/T]
	CACCAACCCTTAGCATGATGCTGCCACCAGCCTGCT

	11805_20
	21
	[C/A]
	CACATCCTTATTGCATCTGGCTGCTTGGTCAACACC

	11807_10
	11
	[G/A]
	CACTACCACTGAGCATCAGAGTGCTACATGCACACC

	11808_25
	26
	[C/T]
	AACCAGGTCCGGGCAGTGTCGTGCTCTTCAGCGAAC

	11809_32
	33
	[C/T]
	GCCGAAGTGACTGCAGTGACTTGCCTGCAGTACGTT

	1181_3
	4
	[A/T]
	AATAAAAAAACAGCAGCAGAGTGCGAACAGCAGAGC

	11815_34
	35
	[C/T]
	CGCTGCTATTGTGCAGGAGACTGCTGATGTCTGGCT

	11816_25
	26
	[G/A]
	TGGGGACATACCGCAGTGAAATGCAGATATCACCAA

	11820_1
	2
	[G/T]
	GGTGGAAAAAGTGCAGAAGACTGCATGCCTTGCCCT

	11825_32
	33
	[C/T]
	ACACACAAGCATGCATGGGAATGCATGAACACCTCA

	11827_24
	25
	[T/C]
	GAAGAACGTGAAGCACAGTGATGCTACAGCGGTACT

	11828_2
	3
	[G/A]
	CCGTCTCCAGAGGCATGTCTCTGCTTTGACCTTCGT

	1183_33
	34
	[G/A]
	CAGCAGCCCAAAGCACAGCAGTGCAAAGAAAACGCT

	11830_11
	12
	[T/A]
	GAGGAAGCTTGTGCAAAGATCTGCAGAAGGTCAGAG

	11833_27
	28
	[C/T]
	TTTGCATATGTTGCAGAACATTGCCCCCGTCTGCAG

	11836_3
	4
	[C/A]
	ACCCATGCATCAGCAAAGTCCTGCTCTCTCGCTCTC

	11837_27
	28
	[C/T]
	TCACTACCTGCAGCACCATGGTGCCACCCGATATAG

	11840_17
	18
	[A/T]
	TGCTGCCAGGCTGCAGAAACATGCAGACCACACTGG

	11844_5
	6
	[C/A]
	TCTGGCTGTGAGGCAACACCGTGCCACCTGACGAAA

	11845_5
	6
	[C/A]
	GATGTCTAAAGTGCAGCACAGTGCAGGAAAACAAAG

	11853_8
	9
	[A/G]
	TCCCCACCATGTGCAGCAGAGTGCCCATGAACTTGT

	11854_34
	35
	[G/A]
	GATTTGAGTCTGGCATTGTGGTGCTGTGGGACTTGA

	11855_18
	19
	[T/C]
	ATGTCTTTTTAAGCACGTTGGTGCGAACATCCATGA

	11856_24
	25
	[C/T]
	CAGCAGGAAGTAGCAGGAGTATGCCTGCCAGATGAA

	11864_34
	35
	[G/A]
	TATCCAGAGACAGCAGGCTCATGCCCTCCAGGCTGA

	11865_25
	26
	[C/A]
	GAATCGTCTTGTGCAAACTGCTGCCCGAGTGACTGT

	11867_10
	11
	[T/G]
	GCTCAAAGCCTGGCATGCAGGTGCAGGATCCCACAG

	11877_24
	25
	[G/A]
	TCCATTAAGGACGCAGCGGAGTGCGGTGTGGCCCTT

	11882_8
	9
	[G/A]
	ATTTCTACGAAGGCACGATGATGCCACGATTATACA

	11883_10
	11
	[T/C]
	GGTCCAACAGTGGCAGTTTGGTGCTGAGCAAATCAT

	11886_3
	4
	[G/A]
	CCGGGCATGACCGCAAATTCGTGCGAGTGGATTTGG

	11887_27
	28
	[G/A]
	ATTAAAAAGTCAGCAGCACCTTGCCCAAAGGACACA

	11889_17
	18
	[G/C]
	GTCTCTCTCTCAGCACCGCTATGCCTTAATTGGAGG

	11890_3
	4
	[T/A]
	ATGTAACTGCTAGCACATGGGTGCACATGGCTTATT

	11891_15
	16
	[C/A]
	TTGAATGGACAAGCACTGTAATGCCTACATCGTCTG

	11897_10
	11
	[G/C]
	TTATAGTTTGGTGCAATTTCGTGCCCACGGTCCGAC

	11902_15
	16
	[C/T]
	AAGGATCAGCCTGCATGGCCCTGCCACCCTCACCGA

	11905_9
	10
	[C/T]
	AAAAACAAGCGTGCATGCACTTGCACAAAACACACA

	11906_27
	28
	[T/C]
	GCGTCTCATCATGCAAAAATTTGCATGCCGTACATT

	11909_16
	17
	[T/G]
	CTTTTCAGAGCAGCATTGTGGTGCATTGTTGTTGCC

	1191_32
	33
	[G/A]
	AAATGATTGAGTGCATAATCGTGCGCCTCTGCGAAG

	11910_20
	21
	[G/A]
	TGGCAGCCTGCAGCAAACTGGTGCCCTACCCTGGGG

	11913_5
	6
	[A/C]
	GAACAAACACTGGCAGCATCATGCTCTGGGGTGCTT

	11914_30
	31
	[G/A]
	GTGAGCTACATGGCATTCTTGTGCGGGCGGAAGCCT

	11916_18
	19
	[G/A]
	ACATGGTTGTTGGCAGGCGCTTGCTGTTTTCCTTTG

	11920_19
	20
	[G/T]
	ATGACACTGCTGGCACAATGCTGCTGGGTTCTTCCC

	11922_18
	19
	[C/A]
	TACGAAGAGAAAGCACCACCTTGCTGGTATCGTAAA

	11925_5
	6
	[T/C]
	GTAAATGTGCACGCATCCTGCTGCCATCCAGGGTAT

	11937_1
	2
	[A/C]
	CAAAGGTTTCCAGCATTGCACTGCCACTGTGCAAAA

	1194_32
	33
	[C/T]
	AAATGAGTCATGGCACTAACATGCGTCTGGAACTTT

	11945_29
	30
	[C/T]
	TGCCACCTCCCTGCAGAACATTGCCAGATCTGAACA

	11952_25
	26
	[G/T]
	TTGTGCAGTTGTGCAGCTCGCTGCGGTTTGGCCTAG

	11965_8
	9
	[C/T]
	ATCCTTCTCGAGGCAGGATCTTGCTTAAATGCTCAG

	11966_5
	6
	[G/A]
	CTTTGGTGGATTGCAGTCTGGTGCACTAGATGTTGT

	11971_31
	32
	[A/G]
	TGTACTGTTTACGCAAGCTCATGCCCTCGTCAGAGT

	11973_34
	35
	[A/T]
	ACAGAACGGTCCGCATGGTTCTGCCAGCAGGACAAA

	11976_16
	17
	[C/T]
	CAGCTCCCTCTGGCATCGCACTGCCTATGGGGACAT

	1198_30
	31
	[C/T]
	CAGGAGAAATGCGCAGCACAATGCCTTTTTCATCAA

	11980_28
	29
	[G/A]
	CTCTCAGTGGACGCAGGTTAGTGCAAGAGCAGTTTG

	11998_30
	31
	[C/T]
	GAGCTTTGTGCAGCAGGCACGTGCAGAACCCATCAG

	12000_24
	25
	[C/T]
	GGCGAAGGCGGAGCAGCTCGGTGCCGAGGGAAACGT

	12001_10
	11
	[G/A]
	TTGCGCAACAGAGCATTGTCATGCTGGAACTGGTTT

	12003_10
	11
	[T/A]
	GCAGGTAGTTTAGCAGCTCGGTGCACTGCGGCATGC

	12006_31
	32
	[G/A]
	GACGCTTCAGTGGCACGAAGCTGCTCGTCACGCAGG

	12007_8
	9
	[C/T]
	GTACAGGCCCGAGCAGCTGGATGCGAGCAAAAAGAA

	12009_27
	28
	[C/T]
	GCACGAGCCACAGCAGATCACTGCGGGCAACCCACT

	12013_28
	29
	[A/T]
	ACCAGTTACATTGCATCAGTCTGCATTCACACTGGG

	12014_24
	25
	[G/A]
	GTATTTACAGTTGCAGCGCATTGCGTTGTTGGTGAA

	12015_4
	5
	[G/A]
	AGCTGCCGAAATGCAGATTACTGCTCCTCGTGTTCA

	12021_17
	18
	[G/A]
	CTCATCTTGACTGCATTGAGCTGCTCTTTGCGATCT

	12030_28
	29
	[T/C]
	CAGATCCCTAAAGCAACACTGTGCTGCTTCGCTAGT

	12032_34
	35
	[C/A]
	GCAGCCTGCTTTGCAGCGTTCTGCAGGAAATGTTCA

	12039_7
	8
	[A/G]
	GAAATCTAGGCTGCAGCTTTGTGCTAATGAGGAGAG

	12040_11
	12
	[C/T]
	GTAACCCCTGACGCAGGGACTTGCGGTACGTCTCTA

	12042_28
	29
	[G/A]
	CATGCCATCACTGCAGGCAAATGCACACGTTTACAA

	12043_30
	31
	[T/C]
	AAAAGGAAAAGAGCAAACGACTGCTCGAATCCGCCA

	12044_11
	12
	[C/T]
	TCATGACATTTCGCAAAAACCTGCCCTCGACCCCCA

	12049_31
	32
	[C/T]
	TGGCTGCAGCCCGCAGTCGAGTGCCAGGCTTCCTCG

	12055_15
	16
	[C/T]
	CTACACTCCCCTGCACGCCGCTGCCGCCAGCGGACA

	12058_31
	32
	[C/T]
	TGTGATGTAAACGCACCATGATGCCAGTCAGCAGAC

	1206_28
	29
	[G/A]
	GAAGGAGGAAGAGCATTAGTATGCAGGTGAACTCGT

	12066_17
	18
	[G/A]
	GAGTAGAAGGTGGCACTGTTGTGCAGTGGTAGTGTT

	12069_3
	4
	[A/G]
	CGTACGGCGGACGCAAACGCATGCCTCTGGTTAATC

	12070_15
	16
	[T/C]
	CCACTAAAGTGAGCATGCTCGTGCTCGGTCAATCCG

	12072_1
	2
	[C/T]
	TCGCGTTCTCTTGCAGAAACTTGCGGAATTTGTTGA

	12074_6
	7
	[C/T]
	CAGATTTTTACAGCACAGACATGCCAACTGGCTGAA

	12075_8
	9
	[G/T]
	GCAAATCAGTCAGCAGAACCGTGCCACAGTTTCACT

	12078_11
	12
	[G/A]
	GTGACCTGGCTGGCACAGGGCTGCTCTGGTGACGCA

	12083_6
	7
	[C/T]
	AACCTCCTACATGCAGAATGCTGCTCTGTGGGTACT

	12086_6
	7
	[G/C]
	ACAAAAGTTTGTGCATTTTAATGCAGGATGCCGGGT

	12089_26
	27
	[C/T]
	CAAGCACTACCAGCATCCCCATGCCTCCTGGATGAA

	1209_29
	30
	[A/G]
	AGACCCCAGGAAGCATCAAAGTGCCTTTCATTTATC

	12090_2
	3
	[T/A]
	TCTGCTCAGCTGGCAGTGAAGTGCTCAGAAACAGTG

	12098_34
	35
	[T/C]
	GGTGCAGTTTTGGCAGAGTGGTGCTAGAATGTGGTT

	1210_25
	26
	[C/T]
	ATGAACCTCAATGCAAAACACTGCTCATGTGGGTGC

	12100_16
	17
	[G/A]
	CTTTCCCTGGACGCAGGAAATTGCTCAAATATCTCC

	12102_1
	2
	[T/A]
	TTCTACCCTTGTGCAAGAGATTGCCCACATGTATTG

	12108_32
	33
	[C/T]
	CTTGCCAACGTAGCATGTAAGTGCCACGGCGTCTCC

	12120_10
	11
	[C/T]
	GCAGCACCAGCGGCAATACGCTGCTCAACATCACAG

	12124_20
	21
	[G/A]
	GTCTCACAGGCAGCATGTGTGTGCTGCTGAATGTCT

	12128_6
	7
	[G/C]
	ACACAGGACTGGGCAGGAAACTGCATAATCCAGAAA

	12129_31
	32
	[A/G]
	GGTGTGGGTGATGCAGGTGCCTGCTTACTCTAGTGG

	1213_31
	32
	[A/G]
	TACTTACTGTGAGCAGATGCCTGCCCTGTTTAAAGT

	12139_15
	16
	[C/A]
	CTCAGGCAATTAGCACACCACTGCTGCTTGTTGAAC

	12140_26
	27
	[G/T]
	CCAATGCTTCAGGCACGTGTGTGCACGGTTCACTAG

	12146_4
	5
	[G/A]
	TGATGGAGGTGTGCATCATAGTGCTGCTTGCTACAC

	12149_16
	17
	[C/A]
	GTCTTCAGGTCAGCAACATGATGCTCTGAGTCTGTA

	12151_17
	18
	[G/A]
	CTTTAAAACTAAGCACAAAGCTGCACAATGAGGCTT

	12156_17
	18
	[G/A]
	TAGTGTCGAACAGCAATGAGCTGCTAACATGTAATC

	1217_34
	35
	[G/T]
	ATAAAGGTTCCAGCATCAATCTGCTCTTTACTCGGT

	12171_25
	26
	[C/T]
	TCGGCTGAAAGAGCACATCGGTGCTCAGGGTGTGCT

	12174_1
	2
	[G/A]
	CATAACTTACTTGCAGCATGTTGCCGCGGCTCTGAT

	12178_31
	32
	[C/T]
	GTCATGACCCTGGCACCGGTTTGCTGGTTGTCCTTC

	12180_28
	29
	[G/A]
	GGATCATGGTTTGCAGGTCGATGCTGGCGTCTGACA

	12181_1
	2
	[T/A]
	ATGGCTGAGAGAGCATCTTCTTGCAGGTGATTAAAC

	12183_27
	28
	[C/T]
	AACGTCCCTCCAGCACTATCCTGCTCTTCGGGTCAT

	12185_8
	9
	[A/T]
	TTTTTGGCAGTAGCAGTTACCTGCTGGTTGGGAAAA

	12194_34
	35
	[T/A]
	CTAAATTGCACAGCACTTATCTGCGCCCCTTGTATA

	12197_30
	31
	[T/G]
	CTGCCTGGTTGTGCACAGCCATGCGAATCCTAGTTC

	12200_20
	21
	[A/G]
	CCTCCTCTGAGAGCAAATCAATGCAGGTGGTCATTT

	12204_24
	25
	[T/C]
	GGAGAGGCGAGGGCAACGGTGTGCTGGGCATGACCG

	12210_26
	27
	[T/A]
	CGTCCAAAATAGGCAAGCGAATGCTATTCGTTGCCA

	12216_11
	12
	[C/G]
	TATTTCAAACACGCACATGTGTGCACACAAGCTTTT

	12220_31
	32
	[C/T]
	CGCAGTGTCACTGCACAGGTGTGCACAATCTCAAGA

	12221_19
	20
	[C/T]
	CAAAGTTACGCCGCAGCTTCTTGCGTGGAAAGTGGA

	12225_20
	21
	[C/T]
	GCCTGCTGCAGTGCATGGCCCTGCCACACCTTTCCT

	12227_3
	4
	[A/T]
	ATTAAGTGCATTGCAGACCCTTGCACCCAGTATATA

	12228_15
	16
	[A/G]
	CGGGTACTAGAAGCAAAAATCTGCCAGACCTAGCAA

	1223_17
	18
	[C/T]
	TTCAGGTCACGAGCATCCGTCTGCACGAAGGACCGC

	12230_26
	27
	[G/A]
	GCTCAGCCAGATGCAGAGTGCTGCAGGGAAGCAAGA

	12232_2
	3
	[C/T]
	CTCTTGCTTTTTGCAGGGTGGTGCTGATGAAATGAG

	12234_26
	27
	[T/C]
	TAGTACTTGTGAGCAGTACAATGCTTTGGCCTTGTG

	12239_6
	7
	[G/A]
	GTATTCGTTGATGCAGTGCAGTGCTGCAACATGACT

	12245_18
	19
	[G/A]
	CATTATGGAGGAGCATGTGAGTGCATGTTTTAGTAA

	12246_1
	2
	[T/A]
	ATACAAAAGGGAGCACAATGGTGCAGTCTGAGTGAC

	12247_8
	9
	[C/T]
	CACCACTTCAAAGCAGCAGGTTGCACAGCCCTGAGG

	12255_30
	31
	[C/G]
	GATTTCAGTTTTGCATTACCGTGCGTACTTCTGGGT

	12272_25
	26
	[G/A]
	GTGGGCAGAGAGGCATGGACATGCAAAGCTCCTTTT

	1228_1
	2
	[G/A]
	GGAAGCACTGAGGCAGATTTGTGCCTCGTCTATTTT

	12281_2
	3
	[A/G]
	CAAGACTTTTGCGCAGTACTGTGCTTACATATGCTA

	12283_10
	11
	[C/T]
	GGTATAATTACGGCAGTGATTTGCTACGGTGGCCCG

	12284_11
	12
	[T/C]
	AGCTACCTCTTTGCAGGTAATTGCCTTGTCAGCAGA

	12288_9
	10
	[C/G]
	ATTTTAAGCCGGGCATCCACATGCATGAAGCTGACA

	12291_4
	5
	[A/G]
	TGGTAGAGCCGAGCAGCATTGTGCCAAACCAGGTGA

	12294_5
	6
	[C/T]
	CAGTTCACGGCTGCAGAAATTTGCTCCTTTGCCGCT

	12307_30
	31
	[A/C]
	GCACATGCATGTGCACATGGGTGCAGAACACAATCT

	12309_16
	17
	[T/C]
	TGGATAAGTGCTGCACTGTGCTGCTCATTATAACAC

	12317_16
	17
	[C/T]
	AATACACTGATAGCAACGACCTGCATGCGGTTATTG

	12319_31
	32
	[G/A]
	CGGCGCTACTGCGCACCTGCCTGCAGGGGGTGATGC

	1232_26
	27
	[G/A]
	AGAACGAGAACAGCATTGCATTGCAGGCAGCTGGGA

	12321_6
	7
	[G/A]
	CTCGGCGAAGATGCAGCCGGCTGCCCACATGTCAAT

	12323_24
	25
	[G/A]
	TTAGGTAGAAAGGCAGTGCGTTGCGACAACACTAGT

	12330_11
	12
	[G/C]
	AGCGTACGCTCGGCAAATGGCTGCTTTAAATCTTCT

	12331_25
	26
	[C/T]
	GGATGGCGCCGCGCAGGCGTGTGCCCGTGCGGTAGT

	12333_29
	30
	[A/G]
	CTGAAGCCCCTTGCACGCACATGCGAAACACGCATT

	12337_8
	9
	[G/C]
	TGGCTGTCGCCTGCAGACACCTGCACTACCTTCTCC

	12339_27
	28
	[C/A]
	TACTGACCCCCTGCACATGGATGCTACCTACAGATC

	1234_11
	12
	[G/T]
	CACAATAGGGCGGCACAGTGGTGCCACAGGTAGAAC

	12353_18
	19
	[C/T]
	CCACTACCTGCAGCACCACCGTGCCACCTGAGATGG

	12357_11
	12
	[G/A]
	TGGAACATTGCGGCAGCAATCTGCCAGTTTCATTAC

	12358_19
	20
	[A/G]
	GCTATAGCGGTCGCATGTCAATGCACCAGTGCTACT

	1236_18
	19
	[C/T]
	AAATATCTCGACGCACAGCGTTGCCAGAGTCGATAC

	12361_25
	26
	[G/A]
	CCTGAAGTTCAAGCAGTCCTTTGCTGAAGGATGCAT

	12364_16
	17
	[G/A]
	TTCATGTCACTGGCAGGCTTCTGCCTAATTCTCATT

	12367_9
	10
	[C/G]
	TAGCTATATCACGCACCGTAGTGCCTTGTTCTGTCT

	12368_31
	32
	[A/G]
	TTTGCTGAGCTAGCACGCTTTTGCGCCTGCAACCAC

	12374_15
	16
	[C/T]
	ATAGCCACAACCGCACACCACTGCTACACAATCCCG

	12377_30
	31
	[G/A]
	TACAGACCAAACGCAAGCTTCTGCAAGGCTGAAGGG

	12379_34
	35
	[C/T]
	CCACCAACGAAGGCAGCAGGATGCTCTCTCTCTCCG

	12386_27
	28
	[A/G]
	AACCTTCTGCTGGCACCAACATGCTAAAATGGCTGT

	12388_16
	17
	[C/T]
	GCCAGTCCCGATGCAACGTGCTGCCGACTTGCTAAT

	12398_9
	10
	[G/A]
	GAATACAAAGGCGCATTTGGCTGCTGCTGCCGCTGT

	1240_4
	5
	[T/C]
	GTTTTGCAGTTGGCACAGTGGTGCGCTTTACCTGTA

	12403_27
	28
	[C/T]
	AGTGCTGTGTGGGCAAGAGTGTGCCATCTTTTTATA

	12405_24
	25
	[C/T]
	ACACTACCTGCGGCACCACCATGCCGCTCGAACCAG

	12407_9
	10
	[G/A]
	TAGGCCCACGAGGCACAGTGGTGCTGAGCTAGTGTG

	12408_9
	10
	[T/C]
	GCAAAGTGGTGTGCAAGAAGATGCGACTGAAAAGTT

	12410_16
	17
	[C/G]
	CTTTTAGGCAGAGCAACAGGCTGCTCATAGTGGTTA

	12412_4
	5
	[A/G]
	CTTAAGTGCGCCGCACACTCCTGCCTTTCATACACA

	12413_24
	25
	[T/C]
	TTGGCCTTGAAGGCATCCGCTTGCTCACAGGCATCC

	12416_2
	3
	[G/T]
	TCGTGATCCATGGCAGCTCCATGCTGACATCTGGTG

	12417_25
	26
	[C/T]
	CCAGTTTCCTGAGCACTAGTCTGCTCCCACAAGGAA

	1242_32
	33
	[A/G]
	ATTCAACGTGATGCATTCTTCTGCCACACAGTAAAA

	12420_26
	27
	[T/C]
	ACCCCGTACGACGCAGCATTGTGCAGCGGGATCAGA

	12425_27
	28
	[C/T]
	GTAAAGGCACAGGCAACTGCTTGCTTTCTGGCAAAT

	12426_30
	31
	[C/T]
	CCAAAATCTTACGCAAACACATGCACTCCCCCTGCT

	12427_16
	17
	[A/G]
	AGTCCACAGTATGCACATCCTTGCTGTTCAGCTGGA

	12428_16
	17
	[G/C]
	AAGAGAAACTGGGCAGGAGACTGCAGATGGTGACCG

	12430_6
	7
	[T/C]
	CGGGGGTTGGCGGCAGGGAGATGCCGGAGAAAACAG

	12434_20
	21
	[T/C]
	AAAATGCTCCTGGCAAAATGTTGCCTGGTGAAGTAT

	12440_2
	3
	[G/A]
	TTGAGAACTGCGGCACTCTTTTGCCTTCCAGGCACG

	12441_28
	29
	[T/C]
	ACACACTGACCTGCAACACTCTGCATCCTAACTTAT

	12449_9
	10
	[T/C]
	AAATGCTCTCATGCAAAGCAATGCAAAGCTGCCACT

	12452_29
	30
	[A/T]
	CAAGAAAAGGAGGCAGCAGCCTGCTTTGTAGAAAGA

	12458_34
	35
	[A/G]
	TTAGCAGCAGCAGCAATTTTCTGCAGGTAATTGTAC

	12463_18
	19
	[T/C]
	TCCTGCACGGCTGCATGCTGCTGCTGGCACGGCATG

	12465_28
	29
	[G/A]
	AATTCACCGAATGCAACAAGATGCTGTCAGAAACAT

	12486_33
	34
	[C/T]
	GAAAAGCCTGTTGCAGAAAGGTGCCGAGCCCAACAC

	12487_3
	4
	[C/T]
	ACGCGTTTTAAAGCACACTCATGCTCCAGTCCTCGT

	12491_30
	31
	[G/A]
	GAATTTTCCCGAGCAAGTGAATGCGTAAACGTGGCT

	12492_27
	28
	[T/A]
	TTAAGTTTTGATGCATGTGGGTGCACTTCCAGTGAC

	12493_19
	20
	[C/T]
	CTGTTAGGCGCCGCAGGCCCTTGCCAGCTGTTTTCC

	12509_31
	32
	[G/C]
	TGTGTAGGACCTGCACAAACATGCACTTGTCGCCGG

	12518_1
	2
	[T/C]
	TTGCACAGATCAGCAGAACTTTGCGCTCTGTTTTGC

	12529_3
	4
	[G/A]
	TGTGTGCAGCCAGCATGGCCATGCTATTGGCAGACC

	12536_34
	35
	[C/A]
	TGTCCACCAGCCGCAATTCGCTGCCTCTTTCACCCC

	12538_10
	11
	[C/T]
	TAAAGCTGTACGGCATTCCTGTGCGCAGGAAGAGGG

	12540_32
	33
	[C/T]
	CAGAACCTGATAGCAGTCGGCTGCTACTGCCTCATC

	12553_17
	18
	[A/G]
	TGTGGAAGCCATGCAAGAAAATGCTGCAAAATGAAG

	12556_17
	18
	[G/A]
	ACATGTGTGGTCGCATTGAACTGCAGCTACATTCTC

	12558_16
	17
	[T/C]
	CAGTACAGCCAGGCAGTATAATGCCACGTTGCACAT

	1256_31
	32
	[G/T]
	ATACAGGACTGTGCAGTCTCATGCAAAGAAAGGACA

	12562_5
	6
	[C/A]
	GGGAACAGCAGGGCAAACAGGTGCTTCCTCTGAGAC

	12566_30
	31
	[T/C]
	GCCGGCCACCCAGCATGAATATGCCAAACATCATTC

	1257_26
	27
	[C/T]
	CTCTGACCCAGAGCAAATTCTTGCTTCCAACACATT

	12573_33
	34
	[G/A]
	GGTTAGTTCGGAGCAGCAACATGCTCTCTTTAAGAC

	12581_34
	35
	[T/A]
	TAAAGTGCCTGGGCACATTTCTGCCCTGTCTTTATA

	12584_30
	31
	[A/G]
	CCCAAAATTTCAGCAGGAAGCTGCCGTCGAAAAAAA

	12596_7
	8
	[C/T]
	GCGATCCCTTCTGCAGCGCGATGCCGTATCCCGTAG

	12599_34
	35
	[A/T]
	GCCCTGTAGGCTGCAGGTTCTTGCCTTTGGTCTTAT

	12600_30
	31
	[A/G]
	AAGGCTACATTGGCATCCCAGTGCACTGGCAGCACA

	12604_25
	26
	[G/A]
	TCACGTGCATTTGCAAAGCCATGCCGCAGAATTTGG

	12616_16
	17
	[C/T]
	GCGTGCTGTTCTGCATTGTTGTGCTCAGGCAGACAC

	12617_16
	17
	[G/A]
	ACACACGCTTGCGCACGCATTTGCCGTCTATGCACT

	1262_25
	26
	[C/G]
	ACACCTACTGTAGCACTCAACTGCTCCCCAGACACT

	12627_28
	29
	[C/T]
	GACTAGCTATGTGCAGCCAGGTGCCCCTCGTTGCTC

	12628_1
	2
	[G/A]
	TGGGGGAAACCTGCAACCTGCTGCACCACTGCACCA

	12631_17
	18
	[G/A]
	TAACCTTGGTTGGCAAGGTGGTGCTGCAGGAAACTT

	12633_17
	18
	[C/T]
	TTGAGTTGATTCGCATTCCCATGCTGATCTACTGAG

	12636_19
	20
	[G/A]
	CCGTTGCAACCGGCATTCAGTTGCACTTTGAAGTTA

	12644_6
	7
	[C/T]
	CTGTCCCATGCAGCAGACTGTTGCAGCAATATGAAC

	12645_5
	6
	[C/T]
	TCTACCGTGTTCGCAAGTTGCTGCATTTTTAGAAAC

	12649_18
	19
	[A/G]
	ACGCTGGACAGTGCAGGAACTTGCTCACTAACAGAC

	1265_15
	16
	[T/C]
	GTTTTCACTGCTGCATGGCTCTGCGTGTGATATTAC

	12651_32
	33
	[C/T]
	GCAATGCTGACCGCACTCCTGTGCCTGCCTTTCAAA

	12652_32
	33
	[A/G]
	CGGGTGGGGAAAGCAGGAGACTGCTGAGATGAAGTT

	12656_30
	31
	[T/G]
	GAAAGCCTGCCTGCACACCAATGCCTGTAGTGCTGG

	12658_3
	4
	[T/A]
	GAGTCTCATTGCGCAGTGCAGTGCATGAGAGATCTG

	12661_26
	27
	[T/C]
	TGTGATGGATAGGCACCCTAATGCCTTGTGGGTATT

	12663_1
	2
	[A/C]
	GCTGTATCACCTGCAGGTCCATGCTGGTAGACAATA

	12668_1
	2
	[A/G]
	TAGAATTCAAATGCAGTGGAATGCTTTTCGACCAAG

	12678_29
	30
	[C/T]
	TTGCCCTTCTGAGCAACAGCATGCAACGGCTGAAAT

	1268_4
	5
	[G/T]
	GCACGATATGCAGCACCACCATGCTGCCAAACTCAT

	12680_16
	17
	[G/A]
	TTTGGATGAATGGCATGAGCTTGCAGATGTACACAC

	12687_15
	16
	[G/A]
	TTTCTGTACAGTGCAGGTTCATGCCCGGGCTGTCCT

	12690_34
	35
	[C/T]
	TACTATAAGTGTGCATGCGGCTGCTATTCCCACACG

	12691_10
	11
	[C/T]
	ATAGTGTGTTCGGCAAACTCCTGCACCGTAGTGAGT

	12692_20
	21
	[T/A]
	TGCACTGACACTGCAGCTCATTGCTTTCCGCTGGGC

	12698_18
	19
	[G/T]
	GGTTTAGGTTCAGCAACCGTGTGCTCAAAGAATGAG

	12700_28
	29
	[C/T]
	GAGAGAAAAGCAGCACTGTCCTGCCGGACGTCTTAC

	12703_18
	19
	[T/A]
	CGCTTTATTGATGCAAATTGCTGCCAGGCTCTGTGA

	12709_29
	30
	[G/A]
	TACGTGTAAGAGGCATGGCTTTGCAGAAAGCTGCGT

	1271_29
	30
	[G/A]
	TCGCTTTTTGGAGCAGAAACGTGCAAAACGCTTCCA

	12712_32
	33
	[G/T]
	GTGTGTGTGTGTGCAATAGGATGCATGTTTGTGTAG

	12714_30
	31
	[T/C]
	CTATCAACTCAAGCACGTCTGTGCTGCTTGTGTGAT

	12719_1
	2
	[T/C]
	GTCCCATCTCTAGCATAAACCTGCTCACCTCCACAG

	1272_19
	20
	[C/T]
	CGGGCTGTAAACGCAGCCTCGTGCATTCTTCTCCGT

	12720_5
	6
	[C/T]
	AGGTCCGATACTGCATAGAAGTGCGAATCATCCTCG

	12723_5
	6
	[G/A]
	TGATCGTGAGTGGCAGAAGCTTGCTGGACTCATAAC

	12725_7
	8
	[C/T]
	ACACAACCTCTCGCATTTTATTGCCTGAAGCATTCA

	12726_9
	10
	[A/T]
	GGGAAAGCTAAGGCACTTTGTTGCTTTGGATGACCT

	12728_28
	29
	[G/A]
	CTGCAGTGCCCAGCACCGCTTTGCCAGAGAAAGGCA

	12729_28
	29
	[C/T]
	TCAGCACACAATGCAGAGTAATGCACCTCACCTGGG

	12731_10
	11
	[G/A]
	CTCTCTGTCTAAGCAGGACTATGCGAGACAACACTG

	12736_19
	20
	[G/A]
	AGAACAGACAAAGCATTGCGATGCCACGGCTCTTGG

	12752_24
	25
	[T/A]
	CCAAATTTCATGGCAGTTTGATGCTGAAGCTGATGT

	12753_18
	19
	[G/A]
	TGCGACTTGCTCGCATGCGTCTGCCAAAACAGGAGC

	12756_34
	35
	[A/G]
	ATGGGTGATGAAGCACATGGATGCGTAACGTTACAC

	12759_3
	4
	[A/G]
	TTCAGTGTTCATGCAGGCCGCTGCGTTTTCATGGCT

	12769_20
	21
	[G/C]
	TGGTATTCAATAGCAATGGTGTGCGAAGGCCTTAAG

	12770_32
	33
	[G/A]
	AAACACATTTCAGCATGGCAGTGCTTCTGTACGCAG

	12773_8
	9
	[C/T]
	AGGTGTCACCAGGCACACTGCTGCTAAAGGGTGACC

	12777_19
	20
	[G/A]
	CAGCTGGGTTACGCACAATGATGCTGCTACCACAAT

	12779_10
	11
	[G/A]
	TAAGACGCGCAAGCAACAACTTGCCAGAACATCCCT

	12785_32
	33
	[G/A]
	GTCTTACTTTCTGCAGTGTCTTGCTGGTCTTGGGCT

	12789_11
	12
	[A/C]
	GTTATTAAAGCAGCAATGGCTTGCCCATCCAAGAGC

	12791_34
	35
	[A/G]
	GGTGATGTGATGGCAGGTTGTTGCGTAATCATTTAG

	12793_2
	3
	[G/A]
	AGGATTCTCACTGCACTTTTCTGCAGTTCTGCAGCA

	1280_26
	27
	[A/T]
	GACAGCAAGTGAGCACAATCATGCTCACACACACAC

	12802_16
	17
	[C/A]
	ATTAGAGGAGGTGCAGCAGAGTGCTCAGCAGGAGAA

	12805_15
	16
	[G/A]
	CCCAGTGTCTGTGCAGCTTTCTGCCAAGGGTTGTAA

	12809_18
	19
	[C/T]
	ATCTGTGTATAGGCACTTCCATGCACTCGTTTTCAG

	12810_3
	4
	[C/A]
	CTGAACGCGCTAGCAGTCTCGTGCACCACCAGTTAT

	12811_11
	12
	[C/T]
	CACTTTCCTGACGCATCAGCCTGCACACACACACAC

	12812_2
	3
	[A/G]
	CTAGTGGGCTGGGCAACCTAATGCCAATGAGCTTGG

	12820_11
	12
	[T/G]
	GTGTGTCATTCTGCATCAAAGTGCATCAGCATTTAA

	12826_4
	5
	[G/A]
	AAGCGTGTACCAGCACCATGCTGCTTTTCCCACAGG

	12827_5
	6
	[C/T]
	TTCGACCCCGCAGCAGAACGGTGCCGACAGATTTTT

	1283_20
	21
	[A/G]
	GAACTACCGCCTGCACCGACATGCTGCCCAGATTGA

	12839_30
	31
	[G/C]
	TTTAATAAGCCTGCAGGACCCTGCGCTTTTGATTGA

	12840_32
	33
	[C/T]
	ATTGTGTACGTTGCACACTGTTGCTATGGAGACGAT

	12841_10
	11
	[C/T]
	ATCCACTTTTCTGCACGCGCATGCCGGAGGCCGCCG

	12842_32
	33
	[A/C]
	TGGCACGCTGTAGCACAGGCCTGCCGAAACCCACAC

	12847_15
	16
	[T/A]
	TAATCTAATTGAGCATCCCACTGCGAAACCCCTTGC

	12853_16
	17
	[G/A]
	CAAAGGCAGGAGGCACGAATATGCAACTAAGAGGAC

	12859_18
	19
	[C/T]
	AAATGCCAGCCTGCAGGTCAGTGCTTACTCATACAC

	1286_34
	35
	[C/T]
	TACTATGGCACTGCACTAACCTGCTGGTTTCTTTCT

	12861_30
	31
	[C/T]
	ATTTATTTTCCTGCACGATGATGCTTGACTCCTGCC

	12864_33
	34
	[C/T]
	AAGTGCCCATGGGCAAGTGATTGCTACCCAGGACGC

	12870_2
	3
	[A/T]
	AAAGTCCCAGGTGCATTTTGATGCTGATGCTGCCTG

	12874_1
	2
	[G/T]
	TGGTGCATTAGGGCAGTTGTGTGCTCACCGTTCAGC

	12881_5
	6
	[G/T]
	GTCTGGCCCTCTGCAGCACAGTGCCTTGTTCCTCAG

	12883_32
	33
	[A/G]
	CAGTACAACCCTGCAGATCCCTGCAGAACCCAATAC

	12886_31
	32
	[A/T]
	GTTTTGATGTCAGCAACCGTCTGCGTTCCGCTGCAG

	12899_11
	12
	[G/T]
	GGCTGTTATCAGGCACGCACCTGCAGAAAGTCTTGT

	12904_32
	33
	[C/G]
	TTGTCGCCCACTGCACCACCATGCTGTCCTGTCAAC

	12908_27
	28
	[C/T]
	AGCGGAAACTTCGCATCATCCTGCTAGCTGGCCTCA

	12910_16
	17
	[G/A]
	TACTGCCGTTCAGCAGGTTCTTGCTCATATCCACCA

	12911_25
	26
	[G/A]
	AGCAGAGCTATAGCAGTGGAATGCAGAGGTGCATAC

	12913_7
	8
	[G/A]
	CAGAAAGGGATTGCAGAGTAATGCCTTTGTTCGCTT

	12914_26
	27
	[C/T]
	TCCTTTCTTGCCGCACTTCCCTGCCTCCTCTGTTCT

	12919_16
	17
	[G/T]
	CATCCTGTCCAGGCATGTTCCTGCCCAGTGCCTGAA

	12920_31
	32
	[G/A]
	CTGTGGACAATGGCAGAAACATGCAGCCAGGGCAAT

	12922_33
	34
	[G/A]
	CTTTCCGGATCTGCAGTGTTCTGCCGCAAATTTGGT

	12923_34
	35
	[G/A]
	AGACAAACTACTGCAACTAAGTGCATGCACTGCTAA

	12924_19
	20
	[T/A]
	CCAGCATTCCGAGCAGAAGTCTGCCAGCTAGGAAGC

	12941_15
	16
	[A/G]
	CCTCCATTAAGGGCAGAGCAATGCCCTTGTGCTTTC

	12946_1
	2
	[T/C]
	CTGGTTCCTTTGGCATACCCATGCAAAAACACTTGA

	12951_5
	6
	[G/A]
	TGTATGAGCTCGGCAGGCGTCTGCGTGCACGGTGAA

	12957_25
	26
	[A/C]
	GAGGCGTATATTGCACGAGCGTGCAATTCCAGACCT

	12959_9
	10
	[A/G]
	GGGACTGAGACAGCAGCACTTTGCCTTTCTTTATCT

	12960_32
	33
	[A/G]
	CCCTCAGGGGCAGCAGACTGGTGCCCACAGAAATGT

	12962_2
	3
	[A/G]
	GTGAGATTTGGAGCACCTGCTTGCTGAACCTTCACA

	12963_8
	9
	[G/A]
	TCTGGCACGTTGGCAGAGGGCTGCCACTCACCCCCT

	12964_3
	4
	[A/C]
	GGAAGGAGGTGTGCAATGGAGTGCGCTTGAGTTCAA

	12974_30
	31
	[T/A]
	CGTGTGCTTTGGGCACATTGCTGCACAGAATTGTGA

	12976_5
	6
	[G/A]
	CTTCAGTCTACTGCAGGCATCTGCCTTTGATTCACA

	12977_30
	31
	[A/T]
	AGACTTGAACCTGCAACACACTGCTGGTTCACTGAG

	12980_16
	17
	[A/G]
	GGGAGGAAGGACGCACACGGGTGCCGTAAATGGATT

	12994_29
	30
	[C/T]
	GTGTTTTACAGAGCAGAAGGTTGCGGGTTTGATTCC

	12995_26
	27
	[C/G]
	TCTCAACTAAGAGCACTAAAATGCAGCAAGGTGCAT

	13000_2
	3
	[G/A]
	ACGCACGCACACGCACATCTGTGCCGGGTTCTTCTC

	13002_33
	34
	[C/T]
	GACAGCTGAATCGCATCACCGTGCGAGTCCCTTCAT

	13006_30
	31
	[C/T]
	GGAGGGAGGGGAGCAAATCGGTGCTCTGTTCAGGAT

	13008_31
	32
	[C/T]
	AAGAAAGCATAAGCAGACGCATGCGCTGTCATGCTG

	13010_29
	30
	[G/A]
	CCTAGACAGCTAGCATTTACCTGCTGCGAGAAAGGG

	13011_19
	20
	[C/T]
	ATAGTTGGTTTTGCACTGGCCTGCTGTTTCCTTAAA

	13013_4
	5
	[C/T]
	ATTACCAATCTGGCAGTTCTCTGCGCTTTTGTTGTG

	13014_9
	10
	[G/T]
	ACTTCATGAGGTGCAAGCATCTGCCAAGTTTTGCCA

	13015_4
	5
	[G/A]
	CCTTGAGGTGCTGCAGCTGTCTGCGATCGTCCTCCA

	13020_19
	20
	[G/A]
	TGTTAGATGATGGCAGGCTGATGCATTTCCGTTTAA

	13022_3
	4
	[C/T]
	GTACGGCAAAATGCACTCATCTGCATAGCTGTCACA

	13027_8
	9
	[G/A]
	GGACCATGGAGAGCAAGACCTTGCCGCTCGAAAAGA

	13030_4
	5
	[C/T]
	CTGGCAGATTCGGCAATGCAATGCAGTCAATGGTAT

	13036_4
	5
	[G/A]
	ATCTGATACTTTGCATACGGCTGCAAATGTTGCCAT

	13039_7
	8
	[C/A]
	TTCTTAGCAACAGCACGAACGTGCCGAGTAGAAAAA

	13040_28
	29
	[C/A]
	TGGTAAAAGCCAGCAAAACAGTGCCATACCAACCAG

	13041_24
	25
	[G/C]
	TCGGGTGCACTGGCATGGTGTTGCGCTTGGGCAACA

	13043_20
	21
	[C/A]
	ACCAAGAAGCTTGCATGCCTCTGCTACGAGACGCAT

	13051_16
	17
	[A/C]
	TCACACTAAATTGCAAAATATTGCGCACGCTCTCAC

	13056_8
	9
	[G/A]
	GCTGTTATGAGTGCAGCTGAGTGCAAAGAGACTGGA

	13059_11
	12
	[T/C]
	TTGCCACGCCCCGCAAATCAATGCCATTCATTTGCA

	1306_18
	19
	[C/G]
	AGGTCATCCAATGCAGAGCACTGCAAAATTTCTGGG

	13067_19
	20
	[A/G]
	CAGTGGACGGACGCAGCCGATTGCCCACTCCAACTA

	13068_10
	11
	[C/T]
	GGCCCACTAGTAGCAGGCTGTTGCATGGGCAAAAAA

	13071_31
	32
	[G/T]
	TGGCTCCTCTCAGCACTGATGTGCCCATTCTGTCCT

	13075_33
	34
	[T/A]
	CATACGACACCAGCATGTCTCTGCTGTTACATTTAA

	13078_34
	35
	[T/C]
	ATTTCTGTACTCGCAGACATTTGCATATGACAGCTC

	13083_31
	32
	[C/T]
	GGTTCTCCTCCTGCAGACACTTGCACTTGAGCCGGA

	13087_20
	21
	[C/T]
	CGGGGCGAGTCGGCACCTGACTGCTCGACAAAAGCC

	13091_31
	32
	[A/G]
	CATTCAGCCTGTGCATGTCTTTGCATGCTTTATTGG

	13105_6
	7
	[T/A]
	TTTCGCTTTTTCGCACCATTCTGCGTACCCTCTTGA

	13106_24
	25
	[T/C]
	GCTGATCGCGTTGCAAAAATGTGCTGCACTGAATGT

	13113_8
	9
	[C/T]
	CGTCCACCCCGAGCACCTTACTGCGTGTAAGCAGAT

	13119_6
	7
	[C/T]
	GAGATACGTGTGGCACAGACGTGCTCCACATCTGCT

	13122_31
	32
	[G/C]
	TAGATGATACTAGCAGCTTGTTGCTGTCAGTGCAAT

	13125_34
	35
	[C/T]
	ATAGTGCAAGCAGCACCCGCGTGCTGCTCTGATCCA

	13131_19
	20
	[G/A]
	TGGCCCACAGGTGCACTCAGTTGCCTTTAACATGAA

	13132_34
	35
	[C/A]
	ACTGTGCGGCTCGCAGCCCTGTGCCATTTGACCGCC

	13134_32
	33
	[T/G]
	TACACATTAAGCGCACGTTTTTGCGTTTAACCTCAA

	13138_25
	26
	[G/A]
	TTGTTTTGAATTGCAGATGGATGCGGATCCTGCATG

	13140_31
	32
	[G/A]
	CTTCAGGAGACTGCACAAACATGCATGAGGAGAAGT

	13146_29
	30
	[C/T]
	TTCGTCTGTAGTGCATTCTATTGCGCTTTCTTGTTG

	13147_28
	29
	[C/T]
	GTGGAGATCAGAGCAGTTTGGTGCCTTACTTGTGTT

	1315_29
	30
	[A/T]
	GTGTGTGCACGTGCATACTCATGCATGTGAGTTGAA

	13156_25
	26
	[C/T]
	CATTGCTATGCTGCACAAGTATGCACACACACACAC

	13159_20
	21
	[G/A]
	ACATTTGCCATGGCAAGGGCGTGCTGTACTGCTTAC

	1316_11
	12
	[A/G]
	ATATGAATTCTAGCAGTGGCGTGCACAGACATTTTG

	13169_1
	2
	[A/G]
	GAGAGAGCAGTAGCAGCCGTTTGCCGGCTCTGTGTT

	13171_30
	31
	[C/T]
	CAACAGCCGCCCGCACTGCTGTGCAGTCTGCGGTAA

	13174_2
	3
	[T/G]
	TATATATGAGCAGCATGGTGGTGCCAAAGGTAGTTT

	13184_11
	12
	[C/T]
	AACCTGCCTTACGCACAAGAGTGCAGCTTACTGAAA

	13185_19
	20
	[G/C]
	AATCCCACGGAGGCATACTGCTGCAGGCTTGCGATG

	13187_17
	18
	[C/T]
	GTAACATCTCCAGCACCCCTGTGCCAACCACTGATC

	13188_9
	10
	[A/G]
	TGGCACTGTAGAGCAGATGTCTGCGTCTCAGCGGGG

	1319_33
	34
	[C/G]
	CAAACACCACTAGCATCAAAATGCCCCTCATTACCA

	13190_28
	29
	[C/T]
	GATTTGATCCTGGCACAAGCTTGCCATTCAGCCTCT

	13191_24
	25
	[G/A]
	AAGAAAGCACCAGCAACTATATGCGTGTGTGTACGT

	13192_10
	11
	[G/A]
	CACTGTAGCTGTGCACCTCTGTGCACCTTCTAATCT

	13193_10
	11
	[G/A]
	GTGACACAGAGAGCATGCATCTGCACAGCGTCTCAA

	13194_16
	17
	[C/T]
	GCGCAGCACAGCGCAGCACAATGCCAAAGCCAAATT

	13200_34
	35
	[G/A]
	GGTGACATATTTGCACACACCTGCTTACCGTGTCGG

	13202_9
	10
	[C/T]
	AAAGGGAAACGAGCAAATCTGTGCACGCCTGAACAT

	13205_15
	16
	[A/G]
	CATCCAGTCCTGGCAACATTTTGCTGAAACCTACAT

	13206_19
	20
	[G/A]
	GTCTGTGTATCTGCACTTCGATGCACTGGTGACCTG

	13207_27
	28
	[T/C]
	AGTAGAAGTGGTGCAGCTGCCTGCCAGTGTGAGATA

	13209_32
	33
	[T/C]
	TTTTTTTTCGCTGCAAGAGGGTGCTGCCATATTGGC

	13211_32
	33
	[G/A]
	TAGTAGTGGGCAGCACAGCAGTGCCACAAGTAGAGT

	13213_18
	19
	[A/G]
	GGAAGAACTCCGGCACAGAGCTGCTGCCTGACACAC

	13214_29
	30
	[C/T]
	AATAAAGGACACGCAAGTGGCTGCAGCTCCAGCCAG

	13224_33
	34
	[C/A]
	TTTGATTGACAGGCATCAGCATGCAATTCCATACAT

	13227_26
	27
	[G/A]
	CTATGCTAATCAGCACTTTACTGCTGGCACAAGGTC

	13228_15
	16
	[C/T]
	GAAAGGAAGTTGGCACGCTGCTGCCGGTGTTGATGC

	13229_20
	21
	[G/A]
	TAAAAGATCTCTGCAGAAGCGTGCTCCAGTGACACT

	13237_32
	33
	[G/A]
	CTCACGGATGCTGCAGCAGCGTGCTGGTACACGTCT

	1324_2
	3
	[C/T]
	ATCACCAGTTTTGCATCAAATTGCTCTCCAGCCACT

	13243_2
	3
	[A/T]
	TTAAAACTGCTGGCACATACCTGCATGATTTTATGC

	13244_5
	6
	[C/A]
	TGTTGCTTTAGGGCAACACCATGCCATAGAGGGTTA

	13247_20
	21
	[G/A]
	AAACGCTACCATGCAGTGGCGTGCCTCGACCAGAAG

	13252_6
	7
	[C/T]
	GCGGTTCATATGGCAATGCGTTGCACAAGTGCAATC

	13253_30
	31
	[A/G]
	TATATCTCACAGGCAGACTGGTGCACGTGTATTGAG

	13254_16
	17
	[G/T]
	CGTGGTGTATGTGCAGGAGGCTGCAGTTCCTCCTGT

	13264_7
	8
	[T/A]
	GAGGAAATTTCAGCAAAGGTGTGCACAAGTCAGTCC

	13265_27
	28
	[C/A]
	TCAGGCTGTCTTGCAATTCTTTGCCAACAGTGAATG

	13266_18
	19
	[G/A]
	CCTGCTACAGAGGCATAGGTTTGCTTGCCGACGAAT

	13267_32
	33
	[G/T]
	CATGGCGTGGGTGCAGATGTGTGCAGAGGCTCGGCA

	13268_4
	5
	[C/T]
	ACTACACCATCAGCACTGACATGCCCGGGCCAGTAC

	1327_17
	18
	[G/A]
	AACCTGAGACATGCAGAGAGATGCACAGAGACACAT

	13272_33
	34
	[T/C]
	CGTGGTCCCTGTGCACAGTTTTGCCCTTTTTACTCT

	13273_16
	17
	[G/C]
	CATGTCGAGACAGCAGGGTCCTGCTGAGAACTGCAC

	13274_31
	32
	[C/T]
	CTTTTCTTTACAGCATTTCGTTGCATGAGGGCGCTA

	13277_7
	8
	[A/T]
	TAGAGTCATACCGCAGTGCACTGCTGGGTTTTTCCA

	1328_11
	12
	[T/C]
	TAGAAACATTGTGCAACCTCATGCCCAAACCACAAT

	13287_10
	11
	[C/A]
	ACAGAAATAACGGCAGGAGTCTGCTGGCACAGGCAG

	13296_26
	27
	[T/C]
	TTATCGTGCCATGCAGTAACCTGCCGTGCATCACTC

	13298_33
	34
	[T/A]
	CACACGCAGATAGCACAGGTTTGCAAACCCTCCTCC

	13304_24
	25
	[A/G]
	CAGTAAACTCCTGCATTTTTATGCACACCCCGTCTC

	13305_26
	27
	[T/A]
	ATCTATGGCACAGCAGGCGTTTGCTCTCGCTCCGTC

	13309_10
	11
	[C/A]
	GGTGGTAAGGCAGCACAGTGGTGCAGCAATTGGTGC

	13310_25
	26
	[G/C]
	AGCTAGACTCCCGCAGGTCACTGCAGCACTTGATGG

	13311_29
	30
	[G/A]
	CAGTGTCGCCATGCAAATCCCTGCGTATCGCGGTTA

	13319_34
	35
	[G/C]
	ATGTGTGGAATGGCACGGTGGTGCCACAGGCACTGA

	13320_16
	17
	[C/T]
	GGGCCTTCGAGCGCACCGGCCTGCTGCGCTTTTTTG

	13322_25
	26
	[A/T]
	GTGTAGGAATGAGCATGACGATGCCTGGGACCTGCA

	13324_26
	27
	[C/T]
	GGCAAAGAACTGGCACCTGGATGCTCCCACGGGTAC

	13325_24
	25
	[A/T]
	TATGGACTTAACGCAGGAATGTGCAATGGGCAGGGC

	13331_8
	9
	[C/T]
	AAAGCCACCCGAGCACCTGACTGCCCTTTGGACCCA

	13333_3
	4
	[G/T]
	ACTTAGACCAGTGCACAGGGCTGCTCACTGCTCTGG

	13342_33
	34
	[G/T]
	ATAGAACCAGTCGCATGGAGTTGCGTAACACCTGAA

	13349_16
	17
	[T/C]
	GGGCAGAAACGTGCAATAACGTGCTACACGTCTCAC

	13356_33
	34
	[C/A]
	GGTAATGTTGGGGCAAATTCCTGCACTGACAGACCG

	13362_24
	25
	[T/A]
	ACCATCACCATGGCAACATGATGCTCTTCGGTATGA

	13366_28
	29
	[A/G]
	TAAAGGGAAAACGCAAGCTATTGCATGCATGCAACG

	13369_4
	5
	[G/A]
	ATGCGTCCATTAGCACCATGCTGCTAACGATAACCA

	13372_28
	29
	[T/C]
	CACCCTCCTCTCGCACACGGATGCTCTGTAGGAGCT

	13377_16
	17
	[C/T]
	GGCGGGGTCGAGGCATCGCCATGCCGCCTGGATGAT

	1338_15
	16
	[G/A]
	TTTCGTATATACGCAGATTTCTGCACCGAGTCAATC

	13384_5
	6
	[C/A]
	TGGCACTAGGGAGCAGCTAGGTGCCTTGCTCAAGGG

	13385_33
	34
	[C/G]
	CGAAGCAGCAAAGCAGCATCGTGCATGCCCTGCCTA

	13386_18
	19
	[T/C]
	GTCATTTCTGCAGCACAATAGTGCCGTCCTTTGACT

	13388_33
	34
	[C/T]
	ATGTGTAACACTGCACTATCCTGCCATAGAACCCCA

	13389_26
	27
	[A/G]
	GACCCAGGTTGGGCAAAGTGCTGCGCATTTTAGCTT

	13395_31
	32
	[T/C]
	GAGTCATTCCAAGCAGGGTAATGCGATCCTGTACGT

	13398_25
	26
	[G/A]
	GCAGCCACTGGAGCATGATGCTGCCGGCACTTCAGT

	13402_2
	3
	[G/T]
	TCGCTCCGGAGCGCATCTGGTTGCCATGTCATCTGT

	13406_34
	35
	[G/A]
	GCAGTCCCTGAAGCACACTGCTGCGAGAGTGTGAGA

	13408_16
	17
	[T/C]
	GCACTTCCTGTGGCACTACTGTGCCACCCTATTATC

	13415_31
	32
	[G/A]
	CCTTGGCATTAAGCAGGGGTCTGCTCTTACCGAAAT

	13416_24
	25
	[C/T]
	ACACTACATGCAGCACCACTGTGCCACCCCAGCTAA

	13420_7
	8
	[C/T]
	GGCAGAGCCGCAGCAGGAATCTGCGAAGCATCACAG

	13421_30
	31
	[T/C]
	GCATGGTGCCCTGCAATGGAGTGCATCCTATTCAGA

	13424_30
	31
	[A/C]
	ACCAGACCCAAAGCAAAATGCTGCCACCACAGTGCT

	13426_31
	32
	[G/T]
	ATGAAAGCTTAAGCAGAGAGCTGCTCCAAAAGCAAC

	13430_31
	32
	[C/T]
	AGTTGAACATCGGCAATGTGTTGCCTGTTGGCGTCA

	13431_29
	30
	[A/G]
	TGGGTAGTAGAGGCAATGCCTTGCAACAGATCATTG

	13437_26
	27
	[T/G]
	ACCACATCCTATGCACCAGGCTGCACTGCTTAAATG

	13438_5
	6
	[T/C]
	TATATTGGGGAGGCACAGTGGTGCTGCAGGTATCAC

	13440_18
	19
	[T/C]
	ACCAGTATTAGTGCAGACCGATGCAGTCTCGTGGCA

	13448_6
	7
	[A/C]
	CACCAAAATAAAGCAAGCCCATGCACCAGACTACTG

	13450_15
	16
	[T/C]
	GGCACTAATCGTGCATCCTGGTGCCAGATCTTCCCC

	13452_28
	29
	[T/C]
	TCAGAAACGCAGGCAGAGCAATGCAGCCTAATGATG

	13456_33
	34
	[G/A]
	GAACCGAACGGCGCAGCTGCCTGCTCCTAATCAGCA

	13460_28
	29
	[A/G]
	TGTTTATCCCCGGCAGATTGATGCTTTCAGTCTAGA

	13461_9
	10
	[T/C]
	TGGTCTAAATCGGCACACTGCTGCAAAACTTCACGT

	13462_33
	34
	[C/T]
	ACTTGCCAGTGGGCATCATAGTGCCTGGGGATGCGT

	13471_16
	17
	[G/A]
	GCATGCGCGGTCGCAGGAGTTTGCTGGTCGGATGTT

	13482_30
	31
	[A/C]
	TGGTGACAGGGTGCAGTTGAATGCTGCAGGATGTTT

	13483_18
	19
	[C/A]
	AGCCCTTAAAGTGCACAGCACTGCCCCTACTCTCTT

	13485_18
	19
	[G/A]
	CTCTACGGTTTGGCACACGGCTGCAGGATGCATTTT

	13488_4
	5
	[A/G]
	ACACAACCTGTGGCACCGCAGTGCCATCTTATGTTT

	13491_11
	12
	[A/G]
	AGAACGGCCAAAGCAATAACATGCCATACGTGGTCA

	13498_33
	34
	[C/T]
	GTGTGGCACCCAGCAACAAATTGCCACCATGTCCCG

	135_30
	31
	[G/T]
	TAAACCTCAAAGGCACATTCCTGCTTTCAGGTTTTT

	13502_33
	34
	[T/C]
	AAGGGTGAGGAAGCAGCTCATTGCTTTGGAGGATGT

	13511_8
	9
	[G/T]
	AGGAACAAGACTGCAAACATCTGCTTCTGGGCTCTG

	13524_32
	33
	[T/C]
	CCAGAGGATCTGGCAAGCTAATGCTGGCTTCCTGTC

	13525_4
	5
	[C/T]
	ATTGCTGTCTGTGCAAAGTCTTGCATGTGCATCTAA

	13532_34
	35
	[G/C]
	GCTGATGGATAAGCAGAGACCTGCAATGTGCATGGT

	13536_33
	34
	[A/C]
	GATCATGCCCTGGCATTCGCATGCAGAGAACTCAGT

	13538_1
	2
	[G/A]
	GGCATCAGCACAGCATGTCATTGCTGAATGAAACGT

	13548_10
	11
	[C/G]
	ATTTGGCAGACGGCATTGATGTGCCCACATGCTGGA

	13552_18
	19
	[G/A]
	GTTTTGTGAAATGCATCCGAATGCAAATTCAGTCGC

	13562_17
	18
	[A/T]
	CAGGGCAAGAGTGCAGAAATGTGCATGCATTAGCAA

	13564_5
	6
	[C/A]
	TCCGCCTGTCTTGCACGACTCTGCTGCTGTCTGCTC

	13570_8
	9
	[T/G]
	AGTAGAGATGAAGCAGGGTTGTGCACTTTGACGAAA

	13571_9
	10
	[G/T]
	GCGCAGGCCGGAGCACCGAGGTGCTCAGCTCGGAGT

	13573_28
	29
	[C/T]
	TGGCACAGCGTGGCACGTGCCTGCATAGCAACAGCG

	13576_24
	25
	[C/A]
	TGACTAGGAGTTGCATGACGCTGCCTGAAGTTCAAA

	13581_25
	26
	[T/C]
	TGATTGAAAGAGGCAGAGAAGTGCGTGTGTGTGTGT

	13586_34
	35
	[G/A]
	CTTGGAAAAATCGCAGCACTCTGCAAACCCACTTGA

	13587_26
	27
	[A/G]
	GAGGCTGATCTGGCATGCTGTTGCGTAGTTCTGTCA

	1359_10
	11
	[G/A]
	TCTGATGACGGAGCATTACAATGCTGACAAAGACCA

	13591_7
	8
	[A/G]
	TGTCAGGACGCAGCAGGAGGATGCGCTGAACACCGG

	13594_25
	26
	[T/C]
	AGAAACCATTATGCAAAATGCTGCATGGCTGAAACA

	13596_9
	10
	[G/A]
	CCAACTTTGGATGCACTACAATGCGCTTGTTCTTCA

	13599_34
	35
	[C/T]
	ATGTTCAAGAGTGCAACAATGTGCCTCAGACAAACA

	136_33
	34
	[C/G]
	AGCACGAAAAAAGCACCTTTATGCACACAAGCACAG

	1360_17
	18
	[C/T]
	TAATGACGTAATGCATGCAAATGCACGGGTTCAGGA

	13600_32
	33
	[T/A]
	TCTGCAGCAGGTGCATGGTGTTGCTCCTTCAATCAC

	13604_34
	35
	[C/T]
	AGCGCAGGTCCGGCAGCGGCATGCCGAGCATCTTCT

	13607_31
	32
	[C/T]
	ACCCACAGGCATGCAACGCCATGCTGGACTGCGCCG

	13608_15
	16
	[T/C]
	GCCATTTGACTGGCATAGTCGTGCACCACAGACCCC

	1361_18
	19
	[G/C]
	GCAACGGCTGGGGCACGCGATTGCTCGAATTCATTC

	13610_11
	12
	[A/T]
	GACTGAGAGGCAGCAGGTCTTTGCTGACTAAACAGA

	13617_3
	4
	[T/C]
	ATCTGCCAAGCAGCAAACTTTTGCAACAGAGTGGTG

	13618_19
	20
	[G/A]
	TAGCACTGGGTGGCACGGTGGTGCCGCAGGTAGTGA

	1362_18
	19
	[C/T]
	GTGTACATCTCTGCACTGCCATGCTCATAGCCATGC

	13620_11
	12
	[G/T]
	AAGTCGAACGAGGCACTGTAGTGCTAGTGATAAACC

	13621_32
	33
	[C/T]
	CCAGTACATTTGGCACGGCGCTGCTGAAACGACTAG

	13623_1
	2
	[T/C]
	ATACACCACTCTGCATACACATGCCTGTAGCACTGC

	13624_1
	2
	[G/A]
	CGATTCACGCCAGCAACGGGATGCCTAAAACTAGAG

	13626_11
	12
	[G/A]
	CTATTGAGACCGGCATGAGGATGCAAGAGAATGGAG

	13628_19
	20
	[G/A]
	CTAGCCAGCTCTGCACAAGGCTGCGAAATATCATTC

	1363_24
	25
	[C/T]
	CTGTGTAGCGAGGCATTCGTATGCCGACAATTAAAC

	13632_27
	28
	[C/T]
	CCCTTACAGGGAGCAGGGAGGTGCAGTCAGTAACAT

	13635_26
	27
	[G/T]
	ATACAGAGACATGCAAGATCCTGCGTTGTCGTTTAG

	13636_8
	9
	[C/A]
	GGGCGGCTCGGAGCAAACACCTGCTGGAAAACAAGA

	13638_25
	26
	[A/G]
	AAGCTGAGATCTGCACTAAAATGCAACTCACCCACA

	13642_27
	28
	[C/T]
	CCTACCCACCCTGCAGGCTCGTGCCTTCGGCGGATC

	13645_18
	19
	[A/G]
	CCTGGGCACTGTGCACAGACATGCCCACCACTCTGG

	13648_28
	29
	[G/A]
	CCACTATGAGCTGCAGCCCGGTGCCCAGATTGTGCC

	13651_20
	21
	[C/G]
	AGGCGGGTAAGTGCACGGTGCTGCTGCCGTGGACGG

	13654_7
	8
	[C/A]
	CTCCACACACACGCACCGAATTGCTGGATGGCTCGG

	13659_33
	34
	[G/A]
	GGAGCAGGAGGAGCACTGGGCTGCTGAGGGTCCGGA

	13662_20
	21
	[G/A]
	AAAACCTCAAACGCAGCAGCGTGCCCTGACTTCAGG

	13663_1
	2
	[C/T]
	TCTTGGGCATTTGCATATTGCTGCACAGGTGTGTAC

	13664_16
	17
	[G/A]
	ACTGGATCGCAGGCAGGATTATGCTATTGACTAGAC

	13668_8
	9
	[C/T]
	TCATCATTCAAGGCATGTCTGTGCCAAATGCCACAA

	13672_31
	32
	[C/T]
	AAAATGATCGCAGCATCTTAGTGCACTTCGCCTAAG

	13673_29
	30
	[C/T]
	ATGTGTTGTGCTGCAGGGATTTGCCTCCTCACTGAC

	13675_1
	2
	[C/T]
	TCTTTACAGCCAGCACTCCTGTGCGCACTTCTCCTG

	13678_6
	7
	[C/T]
	ACGGGACAGCTGGCAACCCTATGCACGGCAGATCTC

	13679_19
	20
	[A/G]
	ATGCAGTCAATTGCAGTCAACTGCAGCAGTTTCCAC

	13689_4
	5
	[G/C]
	AACTGTGGGGTGGCATGGAAATGCAGGTGTTCATTA

	13692_17
	18
	[A/G]
	AGGTTTTAGCGTGCATCATGTTGCTGTGCTGCGTGT

	13694_7
	8
	[T/C]
	GGCAGCATGTTGGCACTGCACTGCTGAGGGACATGA

	13695_11
	12
	[T/A]
	CAAACAATGCAAGCAAAACAATGCGTCTGTACACAC

	137_33
	34
	[C/T]
	AAATACACACTTGCACATACATGCATGCGCTCACAC

	13702_32
	33
	[T/G]
	TGCACATACAGGGCACACGTCTGCCCTAAAAAGGAA

	13705_18
	19
	[A/C]
	TAAACCCAGGAAGCATTGAAGTGCTAAACTGTCACA

	1371_25
	26
	[T/C]
	CGGAGTTGATGAGCAGACGAGTGCGTCAGTATCTCG

	13712_4
	5
	[C/T]
	TATTCCAGGAGAGCAACAAGATGCATGGTAGCCACT

	13713_27
	28
	[G/A]
	GCTTAAGCAGTGGCAGCTTGATGCTGGGATTCGAGC

	13714_24
	25
	[A/G]
	GTGGAGTGAAACGCACATATCTGCACACACAAGTGA

	13716_24
	25
	[G/A]
	CTACAGGACACTGCACTGACCTGCGGGATTTATATG

	13719_34
	35
	[G/T]
	CAGCTGCGATCAGCAAGTATATGCACAAGCTTTCGG

	13720_24
	25
	[C/T]
	TCCTGCGTCTCTGCAAATTCCTGCCGCTCTTCGCAT

	13724_28
	29
	[G/C]
	GGCACCCTGACAGCAAATCACTGCATCTGTGTGTGT

	13732_26
	27
	[C/A]
	GTTCCTGGGCTGGCAAACAGATGCACCAGGCCATTG

	13735_28
	29
	[A/T]
	GGTGCAAAAGCTGCATCTTTGTGCTACAAAACGCAC

	13736_16
	17
	[A/G]
	GCACACCGTCCTGCACATTTCTGCTTATAACCATGT

	13742_16
	17
	[T/A]
	CTGAACTGTCCAGCACTCCGTTGCCGTCTCGGTCGT

	13748_33
	34
	[G/T]
	CAATGATTCATAGCACAATCCTGCCCTGTACGAGCC

	13755_24
	25
	[G/A]
	GCCCCTGTTGCGGCACTGTTCTGCAGGAGGGGTGAG

	1376_29
	30
	[T/C]
	TTGGCTACTTTAGCACAGCGCTGCTTGCCTTTCCAA

	13764_27
	28
	[A/T]
	TTTTCAAGTGCTGCATTACCTTGCCTTAGCACATGT

	13768_25
	26
	[A/G]
	ATCGAAAGCGATGCAACATCATGCGAAATACAAATC

	1377_32
	33
	[T/C]
	GTGTATACAAAAGCACTCAAGTGCAGCTGGGATGAA

	13772_27
	28
	[C/A]
	TCTGACATACCAGCACATGCATGCGCTCACACACAC

	13780_32
	33
	[A/G]
	ATGTCAGCCCAAGCAGATCTTTGCTGCTTTATATCA

	13790_18
	19
	[C/T]
	CAGACCCACAGCGCAAACCGTTGCGTAAACGGATGA

	13791_29
	30
	[T/G]
	ATTTGGGTCCCAGCAATAGACTGCCACTGTTGGACC

	13793_26
	27
	[G/A]
	TCACGACCCAGTGCAGCATAGTGCTGGAGCCCATTA

	138_8
	9
	[G/A]
	GTCAGGGTGAAAGCAAGGGAATGCTGGGATGGTTGT

	13800_1
	2
	[C/T]
	ACGGATTAAACTGCAATTAGCTGCGCGGTGGGTGAT

	13803_32
	33
	[G/A]
	GATTGCGACTTAGCAACATCATGCTGTTCGGTGTGG

	13809_7
	8
	[T/G]
	GTGAGTGGGAAAGCAAACATGTGCTTTTGCCAAAAA

	13815_29
	30
	[C/T]
	TCGCCTCCATCTGCACTCACCTGCCTCTGCCTTACG

	13820_18
	19
	[G/A]
	ATGTATATCACAGCACCAGCATGCAGTCAAGACACA

	13821_24
	25
	[C/A]
	TAGCTATGAGTGGCAAAAGTATGCCAACCTTTCCAT

	13827_10
	11
	[C/T]
	GTGGGGAACTCAGCAGGAACGTGCTGTACTTTAACA

	13828_8
	9
	[G/T]
	GCCCGTTTGCCAGCACTTATTTGCCGTTTTCTCTTG

	1383_17
	18
	[T/C]
	TCATAATGCACCGCATGTCGTTGCCAGTCCACATGG

	13830_28
	29
	[A/G]
	TCCCTATGATGCGCACAACATTGCGTTGAATCTTCT

	13832_17
	18
	[G/A]
	CCCTCGCACGCTGCAGCGTTCTGCACAACCGGCGGC

	13835_7
	8
	[G/A]
	GTACATCGCTGGGCAAGTGCATGCTGGGAAAAGGGG

	13841_17
	18
	[G/C]
	GGGCTTATTATGGCAGGGACTTGCAGCATATGGCAA

	13847_25
	26
	[T/G]
	TGGCATTTCAGCGCATTGTGCTGCTTTAATCAACAC

	13849_16
	17
	[C/T]
	GGAGGCCCGTGAGCAACGCACTGCAGACTCAGGCTT

	13851_32
	33
	[A/G]
	ACTGTTTTGGTGGCATGGTGATGCCAGAGATCACGG

	13852_5
	6
	[T/C]
	GCGTGCGCTCGGGCACCCACGTGCTGTGAGCGGATG

	13853_10
	11
	[G/A]
	GCGGTCACGGGAGCAGGGGACTGCGGAGGAGGTGCG

	13859_8
	9
	[C/T]
	TTTTGCACCGAAGCATAGTCATGCTGGAACAGACGG

	13865_33
	34
	[G/A]
	CAGCAATTAGCAGCAAACTGGTGCAAACAAACAGAG

	13868_24
	25
	[A/G]
	GATGGTGACTGGGCAACAATCTGCAATGACAAACAA

	13874_7
	8
	[T/C]
	GTGAGCGTGCGAGCACGCTAATGCGCAGCAGCGACG

	13876_33
	34
	[G/A]
	AGCACCCAGGGGGCAGTTATTTGCCTTGCCCAAGGG

	1388_18
	19
	[C/T]
	ATAACGTGAGCAGCATACCAGTGCCAATATCTCACA

	13883_32
	33
	[C/A]
	TAATGACAGAAAGCAGCAGTGTGCAGCAGTATCTCT

	13886_16
	17
	[T/C]
	AGACTTCCTGTGGCACTTTTGTGCTGGTGCTCAGGG

	13888_27
	28
	[C/T]
	GAGGAAACCGGTGCACTCAAATGCACTTTTGTATAT

	1389_27
	28
	[G/A]
	AGGCCTCGTGCTGCAGCTGCCTGCTCAGGCTTTCTT

	13892_4
	5
	[C/T]
	TCTCCACATAAGGCAACATCCTGCGTTTAGATGGCC

	13893_3
	4
	[T/G]
	ATTTTGCTTCATGCACTGAGGTGCAGTCATGCAGGA

	13900_17
	18
	[C/T]
	ATGATGAACTCAGCAAACGTTTGCTACTCTCGTGCA

	13901_16
	17
	[A/C]
	ATTTACTGTTCAGCACAAAGCTGCCAGTTTCTCCAT

	13902_27
	28
	[A/T]
	ATACACATGGCCGCAACTCAATGCATTATGTTGAAC

	13908_19
	20
	[C/T]
	GCAAGAGTCTGGGCAAGATCCTGCAACAAGGTAAAT

	13912_19
	20
	[G/A]
	TTGGCAAATGCAGCAAAATGATGCTTGTTTGTTGGA

	13916_4
	5
	[C/T]
	CCTGCGAGGCAAGCAGGCGCATGCCGTGCTGCAGCT

	13917_33
	34
	[G/A]
	ATTTCTGAGACAGCAGCTTGCTGCTATTGCCACGCA

	13922_28
	29
	[G/A]
	ACGGGGGTTCTGGCACGCTGCTGCTCATGAAGGATT

	13927_18
	19
	[T/C]
	TGTCCAGTTTGAGCAACGTTGTGCCCTAAATAGCTG

	13929_10
	11
	[G/T]
	GCCGTCGTCCGAGCACCTGCCTGCGAGCGGAGACAG

	13935_8
	9
	[G/A]
	GATTGAGGAGCGGCATGGTGGTGCTGCAGGTAGCGT

	13937_33
	34
	[A/G]
	TCTCTGCCGATGGCACACAGGTGCTCGGGGGGGAAA

	13940_28
	29
	[G/A]
	TGAACCTCGTTAGCACACATTTGCATGCGCGCTGGA

	13942_9
	10
	[G/A]
	CTTCACCTTGAAGCACGCAAGTGCTTTGGCACAGAA

	13945_1
	2
	[T/G]
	TTATGACAGGTCGCAAAGTCATGCACTCGATGACCC

	13960_1
	2
	[C/A]
	GCACTACCTGCGGCACCACCGTGCCTCAAAGTAAAA

	13963_7
	8
	[A/G]
	GAAGCAGACGCTGCATATCAATGCGTTTGTTGCGTG

	13965_29
	30
	[A/T]
	AAATTCCACACAGCATTTCCCTGCAGCACAGAAACA

	13966_3
	4
	[G/A]
	AATGAACAGTAAGCAGAATGTTGCTGCCTCAGAACT

	13970_28
	29
	[A/T]
	CTTTACACGATTGCATTCGAGTGCACATAAACGGGT

	13972_16
	17
	[G/A]
	TCAGCTCTCGGTGCAGGAGGCTGCTGTGAACTGCCA

	13979_19
	20
	[G/A]
	ACACACATGCATGCATTTGGGTGCATTTGTCTGTAT

	13982_29
	30
	[A/G]
	TGCAGGGCCTATGCATACAGGTGCTGCCAGTCAGCT

	13991_18
	19
	[C/T]
	GGATCTCATGATGCACATCCATGCCGACGTGTTCAC

	13992_33
	34
	[G/A]
	CAAACCTGGCATGCAGACCTCTGCTAGCAGCTTGAA

	13998_26
	27
	[G/A]
	GGGCATCTCTCAGCACACAGATGCACGCAACTAGCA

	140_15
	16
	[C/T]
	GTTGTCAGCGATGCACGAGGCTGCTTATGAAACTCA

	14006_18
	19
	[G/T]
	TTTAGTCGAGTTGCACTTGATTGCATGTTTGCATGT

	14010_1
	2
	[G/C]
	CGGATCTGTCCAGCAAAGATGTGCAGAGCGAATCAG

	14013_17
	18
	[G/A]
	TCAGTTTCGCACGCACGGGGTTGCAACCTGGAGTTT

	14015_16
	17
	[C/A]
	AGGGTTTGATCAGCAACCATCTGCAGTCAGCCAGAA

	1402_20
	21
	[T/C]
	TAACCTTTTTGGGCACCATTTTGCTGAACTGTAACC

	14022_30
	31
	[C/T]
	TGGACTAAAAACGCATCCAAATGCAGCAAACTGTAT

	14031_33
	34
	[G/A]
	GTGTTTAGAGAGGCATCTGTCTGCGCTTGAAGCGAA

	14032_24
	25
	[G/T]
	GGAGGTGGATGTGCAGTTGGGTGCGGCTGAGTCCGG

	14033_33
	34
	[A/T]
	TCTGAGCTGTAGGCATCTGGATGCCAGCTGAAATAG

	14034_25
	26
	[C/A]
	ATATATGCACTGGCAGATTCGTGCCCAATACTGCAC

	14047_4
	5
	[G/A]
	CTTGGAATGAACGCAGCATGATGCGTTTCAAAGAGC

	14050_7
	8
	[G/A]
	ACACGGAGCCCAGCAGCCCCATGCGCCTTCTGCGAA

	14051_8
	9
	[C/A]
	TCTTTGGACCTTGCAGTATCCTGCACATTGTCACGT

	14055_2
	3
	[C/G]
	TACAACTGCAGGGCAACGAAATGCAGTAAGCGTCTA

	14058_29
	30
	[G/A]
	CAGTGTGGACCTGCAGAGACCTGCTCACAGCCCCTA

	14062_29
	30
	[A/G]
	AGTATGGTGGAGGCAGTGTTATGCTGTGGAGTGTTA

	14065_6
	7
	[G/A]
	CTCCATGGAGCAGCAGATCACTGCGTCTTCCTTCAC

	14066_16
	17
	[C/T]
	ACTTTCCACAGAGCATCGAGTTGCCCTTGCCCTTCT

	14067_28
	29
	[A/G]
	ACTCTTCTGTATGCATCAGCCTGCACGCAAACGAGC

	14070_8
	9
	[C/A]
	GCACACTGCATGGCATCAAACTGCATGGCATCAAAT

	14072_34
	35
	[C/T]
	TGCAGCACTGCAGCAGCTGCATGCGTGTATTGTTCA

	14073_2
	3
	[A/C]
	GACACTGGCCCGGCACTACACTGCTGCAATGGAATC

	14076_5
	6
	[A/G]
	ACTGAGCATTTAGCAACCTCCTGCCCTGGGACTCTT

	14077_1
	2
	[A/G]
	CAACATTGAGGGGCAGACTGATGCCAAGACCTCAAG

	14081_4
	5
	[C/G]
	CCGGGTTTGCCTGCAGTGTTTTGCATGATACAGCGC

	14084_25
	26
	[C/T]
	ACATGCGTGCACGCACAGAGATGCACGTGCAAACAC

	14086_15
	16
	[C/T]
	GCACAACCTGCTGCACCACCGTGCCAGCCAGTAGTT

	14090_26
	27
	[A/G]
	GGGTCTTGGCATGCACTTGAGTGCGCACACACACAC

	141_1
	2
	[C/T]
	GCCAGTGTGCAAGCATGTATGTGCTTGTGTGTGTTT

	14103_1
	2
	[A/G]
	CACATAGGTGTGGCAAGGTGCTGCTGCAGGTAGTGT

	14105_25
	26
	[C/T]
	ATTGCTGAGCTTGCAAACTTATGCACATCAATTAGC

	14108_25
	26
	[C/T]
	AGCCAGCTGTAGGCACCAACCTGCTCGTCACTGCTA

	14109_6
	7
	[C/T]
	AATGTCCATGTGGCAGGAGGTTGCATGCAGCATCAC

	14115_29
	30
	[T/A]
	ATGGATTGGCATGCAACATTTTGCAATAGTCACAAA

	14116_25
	26
	[G/A]
	CTAAATACGTGAGCAGAGGTCTGCAGAGGCAGAACA

	14126_7
	8
	[C/G]
	CACTTCCCTGCTGCACTGGACTGCAAGTCTTTACTG

	14127_31
	32
	[G/T]
	TAGACTTCCTTCGCATACAATTGCTCACTTCGTCCC

	14128_18
	19
	[C/A]
	GCACTGTTGTTTGCACTGCAATGCACACTTGCATCA

	14130_17
	18
	[A/C]
	AAAGTGCACAGTGCATAAATTTGCACACAGCAAAAT

	1414_19
	20
	[T/C]
	ATCGATCACTGAGCAATTCTGTGCCTTACTCTCATA

	14143_33
	34
	[T/C]
	CAGTGCCAGGCTGCAGGCTGCTGCTTCCTCCCGTTT

	14144_11
	12
	[T/C]
	ACTGGAGCAGCTGCACTCGCCTGCATGCCTGCAGCG

	14147_29
	30
	[G/A]
	TAGCCTTTGCTTGCATTGTCCTGCCCATCGAACGCT

	14153_18
	19
	[C/T]
	ATGTTGACGGCTGCATTTCAATGCACTTTTTATCCT

	14157_34
	35
	[C/A]
	CAGTAAGGTAATGCATGTGCATGCACAAACACACAC

	14160_29
	30
	[G/A]
	CTCTGACCACATGCACAGCATTGCCTAATGTGCAAT

	14161_32
	33
	[C/T]
	AAAGGTTTATCTGCAGATTCCTGCACAGGCTCCTGG

	14163_19
	20
	[C/T]
	CTGTGTCCGATCGCAAGTCCCTGCAGCGGATAGTAA

	14169_7
	8
	[C/A]
	GTATGTGCAGTTGCATTGTATTGCCTTCGATTGCAG

	14171_31
	32
	[G/T]
	CTGAAAGCAGAAGCAGAGCTGTGCTGTAAAAGCACT

	14181_17
	18
	[C/T]
	ACAGTGGGACTGGCAGCCCTGTGCCAGTGACGGCCA

	14184_32
	33
	[T/C]
	GTGCACTGAGCAGCAGATATCTGCTCCAGGGTTTAT

	14188_5
	6
	[G/T]
	GAGTTGTTCTTGGCAGCTTAATGCAAGACCTTCATA

	14189_2
	3
	[G/A]
	AGGATAAGTTGAGCAGCAGTCTGCTTCGGAAAACCG

	14192_30
	31
	[G/A]
	ATGAAGTAGATTGCATTGTGGTGCAGTCTGGCCCAC

	14195_25
	26
	[C/T]
	AAGACTGAAGATGCAGCCATCTGCTCCTGCTTATGT

	14200_6
	7
	[T/A]
	TCGGCAATTTCAGCAGAGGACTGCAATAGGCATTTT

	14203_8
	9
	[C/G]
	AAAGGAGGCTGTGCACACTTATGCAGCAACTGGATT

	14204_10
	11
	[A/G]
	AAAGTTTTACACGCACCGCGGTGCTACGCCGCCACA

	14205_1
	2
	[G/A]
	AGACATAAACTGGCACTGACCTGCAGAAGGACCTAG

	14206_32
	33
	[C/T]
	GAGTGCAGCCGAGCATCCAGCTGCAGTCTCGCCGTG

	14209_4
	5
	[A/C]
	CATGACTGATTTGCATACTCATGCCCCGCCCTCTAG

	1421_16
	17
	[G/A]
	TCAATCAGGGTGGCACGGAGGTGCCGCAGGATGTGT

	14210_4
	5
	[G/C]
	TACTGCACAAGAGCAAATGCATGCTGCCATGCACAG

	14215_7
	8
	[C/T]
	GCTATCCCGATGGCAAGGACGTGCTGCGCGAAACCA

	14218_8
	9
	[C/T]
	CCATGTAGCAGGGCAATGCAATGCCAAAGCAAGTAG

	14222_25
	26
	[C/G]
	AAGCACAAGCCAGCATCAGCATGCACACTATTCACT

	14226_3
	4
	[C/A]
	TGCCACAGCAATGCAGCGTAATGCTTAGGATGCAAA

	14233_11
	12
	[G/T]
	AGGATGACGTCGGCATTCTTCTGCTCGCTCTCAGCG

	14235_17
	18
	[A/G]
	CTCCTCTCTGAAGCAGCAGAATGCACAGATAACCCG

	14237_7
	8
	[T/C]
	TTTCAGCTCGGAGCACTGACCTGCCTGTGAGTAACC

	1424_16
	17
	[G/A]
	CCTCCGAGATTTGCACGGCAGTGCTGGTGGAAATAC

	14242_32
	33
	[G/A]
	GTTTCCATGCATGCATGCGCGTGCTAGTGCTCGGTA

	14244_4
	5
	[T/A]
	GGTGTTGGGGAAGCAGCCAGCTGCTTTATACACCAG

	14252_30
	31
	[G/A]
	TCTACCTGGTGTGCAGACTTTTGCCAGGAAGCTTCA

	14260_15
	16
	[T/A]
	TTATGGCTGATCGCATACCGATGCCGTATATCATGT

	14262_9
	10
	[C/G]
	CTGCAAACTCGAGCATCTGGATGCCATCAGCGGTGA

	14267_17
	18
	[T/A]
	CCAGCCCGACGGGCAAGTCGGTGCCGTGCGTGGTGG

	14269_8
	9
	[G/A]
	TCGTGATGGATGGCATCATCATGCCAACCAAACAGG

	14274_10
	11
	[G/A]
	TGGACCAGTTGAGCATGAGGATGCTTTCCTCCTGCT

	14276_5
	6
	[G/A]
	TTGGAGAAAGAAGCATCACTCTGCCAGATCATGATA

	14283_17
	18
	[G/T]
	TCCAGCCTGCCTGCAAAGCTCTGCCACCGAGCACCT

	14284_1
	2
	[C/T]
	ACGGGCGCAGGCGCAGGTCGGTGCCCGAGCATCAGA

	14285_33
	34
	[C/T]
	TGTGTACAGACAGCACCTCTCTGCAGGAGAACACAA

	14293_28
	29
	[G/A]
	GTCGCCCGCTCAGCATCTCGGTGCACTGGAAGCCAG

	14294_20
	21
	[A/G]
	CAGGCAGCAGCAGCAGAAAAATGCCATCCGTCAGGA

	14297_29
	30
	[C/T]
	CGAACAGAGGGGGCATCATGATGCCCGGCCTGACAC

	14303_26
	27
	[A/G]
	GAAGATAAAATGGCACTGCTTTGCCCAGCTCTGTGG

	14306_17
	18
	[G/A]
	AGACCGCCGCGTGCATCGCACTGCAGCCTTTGTGAT

	1431_2
	3
	[T/C]
	CTTCCTGTGAGCGCAGATGTTTGCATTACACACAGC

	14310_11
	12
	[C/T]
	CCCGGGGCCAGCGCAGCTACATGCTACACAGCTAGC

	14312_18
	19
	[C/A]
	TGTGGTTTCTCAGCATGACGTTGCTCTTTGGCTCTT

	14316_33
	34
	[C/T]
	GGAAGAAGTACAGCACAGATCTGCACGATGCATCAG

	14317_3
	4
	[C/T]
	ACACGCACACACGCATGCACATGCTCACACACACTG

	14319_2
	3
	[A/G]
	AGAGGAACCAAAGCACCACAATGCCCCACTATACAA

	14321_25
	26
	[C/T]
	CACAGGGCAGGCGCAGGGTTGTGCGCTACACTAAAC

	14329_31
	32
	[T/G]
	GCGACTGCACAAGCACCTGAATGCCCTTCATTGTTT

	14332_4
	5
	[G/C]
	AGCTGTATGCTAGCACTTAGCTGCTATCCAGTCCAC

	14333_28
	29
	[G/A]
	TGCAACCAGGCTGCAGCGTGTTGCATATGAACATCA

	14342_29
	30
	[C/T]
	CCACCACCGATGGCAATCACCTGCGCATTCTGGAGC

	14343_8
	9
	[C/T]
	TTGGCCTCCAGAGCACTGTACTGCATGTTAAAAAGG

	14344_8
	9
	[C/T]
	GAAGATAACGGTGCAATGTGATGCAGCATGGTTAAA

	14345_30
	31
	[T/C]
	ACTCTGCGTGACGCATTCATGTGCTCTGTGTGACAA

	14351_19
	20
	[G/T]
	GATGCCCCCACAGCATGGCGCTGCCACCACCGTGCT

	14357_25
	26
	[T/C]
	CTGCAAGAACAGGCAGTTCCCTGCTTGCGTTTTGAT

	14358_11
	12
	[T/G]
	CTGGGTGCTGTTGCATTGGGCTGCTCTCAGGAAGTA

	14360_1
	2
	[T/A]
	CTTGTGCCCTGGGCAGCGGCATGCCTCTAGGAAAAG

	14363_5
	6
	[G/A]
	CCTTTGTACTTAGCAGGAGGCTGCCATTACTGTCCA

	14367_30
	31
	[A/T]
	AGACCTACATTAGCACTCGGTTGCTATGCTAACACG

	14375_8
	9
	[C/T]
	TACACTTTCAGAGCACACGTGTGCCACCGGAGGCAA

	14382_34
	35
	[C/G]
	CGAACACAATGGGCACTGTTGTGCACTGTCCCAGCG

	14386_3
	4
	[T/G]
	CCATCTTGGGTGGCATTGTGGTGCCAGAGGTGGTGT

	14391_4
	5
	[G/A]
	TTACGCATCCCTGCAGCTGGTTGCTGAATAGGCAGC

	14401_28
	29
	[G/A]
	TGTGATTGTGTTGCACTTGGGTGCATGTGTGCATGC

	14404_32
	33
	[G/A]
	ACACAGCCTAGGGCATGTTGGTGCCACCGGGAGAAT

	14408_9
	10
	[C/T]
	CAACGTCCCCGCGCAAACAGATGCGTTTTTCCAACA

	1441_30
	31
	[A/T]
	TCTATTAAAGCAGCAGTCTGATGCAGAAAGAGGCAT

	14415_20
	21
	[T/G]
	CTAGAGCCGCCAGCATGGTGTTGCGCACAAATATCT

	14422_28
	29
	[G/A]
	CAAAGTTTGTTTGCATAGTGGTGCAGTAGGCAGTGC

	14424_2
	3
	[C/T]
	TTCCCCCACACTGCAGTCTCTTGCTAAACTTGTGAA

	14425_31
	32
	[G/A]
	TGCTCACCTCAGGCAGGCCAGTGCCACTGACGCACT

	14426_16
	17
	[G/A]
	GAGAGAGAGACAGCAAGAAGATGCAATCAACAGGGA

	14428_18
	19
	[C/T]
	CTCCATTCTTATGCAGATCGCTGCGCCGTTAAAAGA

	14431_32
	33
	[C/A]
	TGAATTATACATGCATCCGTCTGCAGATCCGTCTCA

	14434_10
	11
	[T/C]
	ATTCTCTCTTTAGCATTGATCTGCCTCCGACACACA

	14435_5
	6
	[A/C]
	TTTTCAAGCGCAGCAAATTTTTGCACGTGTAGCTTT

	14439_24
	25
	[G/A]
	CAGGGGAAAATGGCACACGGTTGCGTAACTTTAAAA

	14448_31
	32
	[C/T]
	AGACCTGGACTAGCACGCTCTTGCCCTCTACCGGGC

	1445_29
	30
	[G/A]
	AATCAATCAGTGGCAAAAAGTTGCAGTAGGCATGCC

	14454_16
	17
	[C/T]
	CTTCTCATTTGAGCACCGTGGTGCGTAAAACGACAC

	14465_32
	33
	[T/A]
	TTGGGCATCCTGGCAGTCAGTTGCTTCACTCCTCAT

	14466_31
	32
	[G/A]
	TGTTTTCTGTTTGCACCATGCTGCAGCAGCAGATAA

	1447_27
	28
	[C/T]
	GTAAAATGCTACGCACTGGCTTGCTCATCTGGTCAG

	14472_2
	3
	[G/A]
	GCGCACACATGCGCAGAAACATGCATACACACTTCC

	1448_34
	35
	[G/A]
	ACATTACATGCAGCACCACCTTGCTGTCTGCATCGG

	14480_32
	33
	[G/A]
	ATGCTGTTGTCAGCAGGTTGCTGCTAACAACAGTGC

	14482_11
	12
	[C/T]
	GCCCTTCCTGTCGCAAAACTCTGCGCTCATACACAC

	14487_33
	34
	[C/T]
	CTGCGTGAAATCGCACACTAATGCTCATGAGTGCGC

	14489_6
	7
	[G/A]
	GACTACGGTGTGGCATTTTGGTGCCACTTGCCAACA

	1449_7
	8
	[A/G]
	TGATGTGAACTGGCAAAGTGTTGCTCATCTAGTCAA

	14494_11
	12
	[G/A]
	GTTCAATGCTGGGCACAGAGCTGCATATGTAAGCAG

	14495_1
	2
	[A/G]
	GACACAATACGGGCAATTTTCTGCAGACACGTTCAA

	14497_8
	9
	[G/A]
	TGTAATTGGGTGGCATCCTGGTGCAGTGGGTAGATT

	14501_4
	5
	[G/A]
	GAGCGCACATACGCACCCGGCTGCTTTGTGTTATTA

	14502_34
	35
	[G/A]
	TCCACCGTTTTCGCAGCGCTGTGCATGCACAGAGGA

	14506_10
	11
	[G/A]
	ATTGGGCAGAGAGCACTGCAATGCAGCAGCAACACT

	14510_5
	6
	[G/C]
	AAGTCCTAGAGTGCACTTGGGTGCCCAATTTTTCCT

	14515_28
	29
	[A/G]
	AGTACGAGCTGTGCAGGCTGCTGCAGCTACTGGCTG

	14520_26
	27
	[C/T]
	TAGGGCTTTGAAGCACAAAGGTGCCACCTACAGCTG

	14524_1
	2
	[C/T]
	TCAGTTTTCCCAGCAGAACATTGCCCAAAGCATTAC

	14526_33
	34
	[A/T]
	TAGTGTCCCAGAGCATCGTCCTGCTCTACAGGTATT

	14529_4
	5
	[G/A]
	TGATGAACTATGGCACGACTGTGCCGCCGAAAAACA

	14530_29
	30
	[T/G]
	GCATGCATGCCTGCACAGAACTGCAGGATTGCTGCA

	14532_33
	34
	[T/C]
	GCTGGTGCATGTGCAGGTGTGTGCGGTAAATCTTCC

	14534_18
	19
	[C/T]
	GAAGAAGATCCAGCACTCCAATGCCGTCACTCTCCG

	14540_31
	32
	[T/C]
	AGTACTTCAGCAGCAAAAGCCTGCGCTCCAGTGAGA

	14544_24
	25
	[G/A]
	GAAACTCAATTTGCAGGAGGCTGCGCCATAGACCTT

	14546_1
	2
	[C/A]
	CCCCGTTGACCTGCATCTATATGCTTCACGGACCCG

	14548_16
	17
	[T/A]
	CACATGGCCTGAGCATTTTGTTGCAATTGATGCAAT

	14552_8
	9
	[G/A]
	CCAGATGGGATGGCATGCCATTGCAGAACACTGTGG

	14558_16
	17
	[G/A]
	ACGCAAACAGCAGCAGGTAACTGCGCAGCATCCTCT

	14560_34
	35
	[G/A]
	TATTTTGGGCATGCATAATGATGCTGGTTGTCACGA

	14568_31
	32
	[G/T]
	GAAAGTTGATGAGCAAGCTTATGCTGTGTGTGTGTG

	14569_30
	31
	[C/T]
	GAGAGTGATGGAGCACCAGCATGCCGTCATCCAACA

	14571_6
	7
	[G/T]
	CTATGAGCAGTAGCAGAAAGTTGCTCACTCAGTTTG

	14578_20
	21
	[G/A]
	TTTCTTGGCCAGGCAGCCCAATGCTGGATAGGCCAT

	14589_31
	32
	[T/C]
	TTTATGAATGCTGCAATCTCCTGCTGAGCTCTTGAG

	14592_1
	2
	[A/G]
	GAAGTTATCGCTGCACATCGCTGCCTCCAAACACAT

	14596_3
	4
	[G/A]
	ACAGTCTCTTCTGCAAACTACTGCTGTCGTGCAGTT

	14602_25
	26
	[C/T]
	GTGAATCCAAGGGCAGTCATTTGCTCCCTCAAATAT

	14605_19
	20
	[C/T]
	CAGGTCTTCTTAGCAGAGGCATGCGACTGTTACAAC

	14607_27
	28
	[C/T]
	TTTCTTTCCCATGCAGACAAGTGCACTCGGTCACGT

	14608_10
	11
	[C/T]
	ACACAAAGCCCGGCAGTAGTGTGCAGTAGCTTCCTC

	14609_30
	31
	[T/C]
	GGTCCCTGAGCTGCAGGAGTATGCACCCAATGTTCC

	14611_31
	32
	[A/T]
	ACATGCCACCATGCACACACATGCAAACTCAATCAA

	14613_9
	10
	[C/T]
	GTCACAGTCCGTGCACATCTATGCTGTACGATTGGT

	14624_33
	34
	[C/T]
	TGGCAAGGCGATGCATATTGCTGCTATGGAAATCCA

	14632_3
	4
	[G/A]
	CAGGAAGAATCGGCACGCATATGCACAGGTAGTGCA

	14635_6
	7
	[G/A]
	CAGATAGCCCAGGCATCAGGCTGCAAATCAGGTCTT

	14636_7
	8
	[G/T]
	CAATTTGGGGTGGCATGGTGGTGCTGCAGGTAGTGT

	14643_19
	20
	[C/G]
	GAGGGACAGGTAGCATGCCCCTGCAACTGACCCAGA

	14651_28
	29
	[C/T]
	ACTGGCTGGCTGGCACCACGATGCGCAGCGTGACAG

	14652_5
	6
	[C/A]
	CTGAACATTTCGGCATTTTCTTGCCACAGCAGCTAG

	14653_6
	7
	[A/G]
	TGCGGCACTGTGGCAGCGTCCTGCTGAAATCTGCTG

	14656_16
	17
	[C/T]
	TCCTGGTGCTGTGCATCCTGGTGCTGATCTACGCCA

	14658_3
	4
	[C/T]
	CTGCTTAGCTAAGCAGTCATGTGCCAAATACCACAC

	14661_25
	26
	[G/C]
	GTAAAGAGATGCGCAGGCAGATGCTGGCTGGCGCAC

	14665_33
	34
	[A/T]
	CAGCGTCACTGAGCACTATAGTGCAATGTACACAGA

	14666_33
	34
	[C/T]
	TAAATGACGCTGGCATTTCCATGCTCCACTTTACTC

	14671_9
	10
	[A/T]
	CAACCACCCAGCGCAACAGGCTGCCCCACACCGTAC

	14673_2
	3
	[G/A]
	ACGCATTAGCAGGCATTAACATGCGCCGTGGGTGAT

	14674_29
	30
	[T/C]
	AAAACGTCAAGTGCACCGGAGTGCATCAATGTATCC

	14676_20
	21
	[T/C]
	GCTTAACCACAAGCACATGGTTGCCTGGCATACCTA

	14680_16
	17
	[C/T]
	AAGAGCTCTTACGCAGCACCATGCGCATTGAGGAGG

	14682_32
	33
	[A/C]
	GCTGGGACCAGGGCACAGGGGTGCTTGCCTTAAATT

	14684_6
	7
	[C/G]
	ATTTAGCCGAATGCACGACAATGCAATACGATCCAA

	14693_25
	26
	[C/T]
	AGCCACAGCTCTGCATCCTGCTGCTCCCTGATCCAT

	14695_16
	17
	[G/A]
	GCAGTAGATGGAGCAGAAGTGTGCTGGAGGGAGACC

	14696_4
	5
	[T/A]
	TATCTGTGAGCGGCATAGATGTGCCGCAGGTAGTGT

	14700_34
	35
	[G/A]
	AAAAACTACAGAGCATTGAACTGCAGCAGCAGCAGC

	14704_8
	9
	[G/A]
	GCGTTTATGAGGGCAGCCACATGCTTGTGGTTTAAA

	14705_7
	8
	[G/T]
	AAAAAGCTACTTGCAGCTGGCTGCTTCAGCGACGGT

	14708_18
	19
	[G/T]
	GTCGTTTCATCAGCAGCCTTATGCTTCCCGGTCTGC

	14710_2
	3
	[T/C]
	TGTGGGCATGATGCATCAGTCTGCTGATATCAGCCA

	14711_5
	6
	[C/T]
	AAAAACGACACCGCAGAATAGTGCTAGCCGGTGCAG

	14719_29
	30
	[T/G]
	ACTGCCAAGTCAGCATTCTGTTGCCCATCTTTAGCA

	1472_18
	19
	[T/G]
	ATTAGCCCAATAGCAGGGTGGTGCATATGATGTCAC

	14720_18
	19
	[G/A]
	ACAGCTCTCCACGCAGGCGGCTGCGAATCCGCTCGC

	14725_15
	16
	[G/C]
	CTGCATTATCTGGCAGCTCTGTGCAGATCCAGGAAA

	14726_8
	9
	[G/A]
	AAATCGTCGACAGCAAAACGGTGCGGTGCGAAAAAC

	14731_33
	34
	[C/T]
	TTGACCTTTAGGGCAGGGCTCTGCCCTGACCTCCGA

	14735_28
	29
	[C/T]
	GAGCCCTCAGTGGCAGCCCGGTGCTGTTCCTGATGC

	14738_18
	19
	[T/C]
	ACTCTGAACTGAGCAGCTTTATGCATTGATTCGTTT

	14740_6
	7
	[A/G]
	CACTGCATAGTGGCAAACAGATGCAGGTGGTGTTAA

	14742_31
	32
	[A/G]
	GAGAACGGAACTGCACCGCAGTGCACGCCTCAATCC

	14749_18
	19
	[T/G]
	ACCATGTCCGAGGCATATTCCTGCCCTGTGCCTGAA

	14750_3
	4
	[C/G]
	TGTCGTCATCGGGCACCTTTTTGCGGTTAGTTGCCG

	14751_10
	11
	[A/T]
	GGTGGATGCCAAGCAGTACAGTGCATAGTAACTGGA

	14756_3
	4
	[A/G]
	CAAAGAACCTTGGCACAAAACTGCCAGCATGTGATA

	14758_28
	29
	[C/T]
	TTTGGTACTGCTGCACCACCATGCCACCCCATATCA

	14763_7
	8
	[C/T]
	AGAGCCTTAGCAGCATGGGTCTGCCTGCCAAGGTGA

	14765_4
	5
	[G/T]
	TAGCTCTGAATGGCAAACCGTTGCTTATGCCTCTCA

	14766_1
	2
	[G/T]
	TGGTGCAATAAAGCAGAAGGTTGCCTCTGCGCTCTT

	14771_32
	33
	[G/C]
	GAATGAAGGGCAGCATGGTGGTGCCACAGGTAGTAT

	14773_1
	2
	[T/C]
	TTAACAACAAAAGCATGGCGGTGCTTTTTTCTCCAG

	14781_33
	34
	[C/T]
	TCAGACAGAACAGCACAGCCATGCCAGCTGTGATAA

	14783_6
	7
	[G/A]
	ATTGTGGCCTGTGCAGCTTAATGCTGTTTAAAGGCT

	14785_24
	25
	[A/G]
	TATGACAACATGGCACACTTGTGCGAATTCAGCAAC

	14787_7
	8
	[T/G]
	AAAGTGTTTTGTGCATAGGTTTGCCACCTAGGTCTG

	14788_20
	21
	[C/G]
	AACAGCCCCAAAGCATAATGCTGCTGCCACCATGCT

	14789_16
	17
	[C/T]
	AAGTGTCCAATGGCATCGAGGTGCAGGCTGCTTGAT

	14790_27
	28
	[T/G]
	ATGCAAATCTCAGCACATCGATGCTTTGGAATTAGC

	1480_8
	9
	[C/T]
	GAGCAGCTCCAGGCAGAGCAGTGCCTGAAGGAGAAC

	14801_3
	4
	[C/T]
	CGCCGGGACTCTGCACGTCGATGCCGTGACTCTCCA

	14802_8
	9
	[G/A]
	TGGACGGCGCAAGCAAAGATCTGCACTGGTTGGGGG

	14805_11
	12
	[T/C]
	GGCAGAGGACGTGCAAATAAGTGCGAACACACTGAA

	14806_32
	33
	[C/A]
	GTTAATTACCTGGCAAACTTGTGCTGGCTGAGCCCC

	14807_24
	25
	[G/A]
	ACGCACTAAACCGCATTCAAATGCGCCATTTCCAAA

	14809_31
	32
	[T/C]
	TCTATAAGCACTGCATGCATGTGCTCTCCGCTCCAT

	14810_7
	8
	[G/A]
	GAGGAGAGAAGGGCAGCAAAATGCAATGAGGCATAA

	14811_16
	17
	[A/G]
	TACGCTTACTTCGCAGATTTGTGCTCATTCAGCCAC

	14812_6
	7
	[C/T]
	AGCACTCTGTGTGCACTACAGTGCCAAATGCTTTGC

	14817_34
	35
	[T/G]
	AAAAGGAACTCCGCAGGATCTTGCCAGCTATTCGGG

	1482_16
	17
	[C/T]
	ACATGCAAATTAGCAGCGATTTGCATACGCTGCCTG

	14820_24
	25
	[C/T]
	CTGTACCTGCGTGCATGCCCATGCCCATGCCCGTAC

	14823_18
	19
	[C/T]
	CCATGAAGTAGCGCAACATCCTGCAGTGTGCGTTCG

	14833_24
	25
	[A/G]
	TGTTGTGACATTGCAGAAGCTTGCGGAAACAATTCC

	14834_20
	21
	[T/G]
	CTCATCGTGAGGGCATAAGCTTGCTCAGGCCCAGAA

	1484_31
	32
	[A/G]
	TCAAGTCCTACAGCAGCCGACTGCTGAAAGTACAGG

	14842_5
	6
	[T/C]
	ACTTTTCAATGGGCATCACGATGCCCCTTAAAGCCA

	14845_33
	34
	[T/C]
	GTTCACTGGGTGGCATGGTGGTGCTGCAGGTAGTGC

	14849_33
	34
	[C/T]
	GCAGAATGGCTAGCAGGAAAATGCTGAGTCACTCGC

	14850_9
	10
	[A/C]
	GAGGAACAGAGAGCAGGATTCTGCGAATCAAAGTTA

	14851_24
	25
	[C/T]
	TGCCACGAACCCGCAAACAGCTGCCGAGCAAAAACT

	14854_1
	2
	[C/A]
	CCCCCCACCCACGCATCCTCCTGCCCTCAACAGCCC

	1486_25
	26
	[T/C]
	AACAGTGAACCAGCAACAGACTGCATTGCTTGGAGG

	14862_6
	7
	[G/A]
	AATTGCGCGTGGGCATTCCGGTGCCTTCGTCGTGCA

	14863_15
	16
	[C/T]
	GGATAAACACATGCACAGCCGTGCACACCATGAGGC

	14865_11
	12
	[A/T]
	ACACAGCAGCCAGCAGAAATGTGCTCTTATTATCCC

	14866_19
	20
	[C/T]
	CGCAAGTGCAGAGCATTCGTGTGCACAAAGCTATGG

	14869_1
	2
	[C/A]
	GCACACATACTCGCACAGGTCTGCATGTGCACAAGG

	14872_16
	17
	[C/T]
	ACATTGCCTAGAGCATCACTGTGCATCAGCTGGCTT

	14876_18
	19
	[C/T]
	CTAGGTGATGAGGCAATGCTTTGCACTTCGACCACC

	14881_6
	7
	[A/G]
	AATGGTAATGCTGCAAAATGATGCAATCTGCTCCCC

	14883_9
	10
	[T/C]
	CATGTGGTCTTGGCACCCGTGTGCGTGCCTACATTA

	14888_15
	16
	[A/G]
	CACACACACACAGCAAAGCTCTGCACTGTATGGAGA

	14891_10
	11
	[C/G]
	CGAAATAACGCCGCACGTCACTGCTGATGAGCTCTG

	14896_15
	16
	[T/C]
	ACATGACCGCGAGCATTTTCTTGCTTCGTTGAAGTT

	14897_8
	9
	[G/A]
	CAATGAATGAATGCAGTGTGATGCTGGTGACAATGT

	14898_16
	17
	[C/T]
	TGTCACCACATGGCAGCGGCTTGCCACAGATCTTTC

	14900_1
	2
	[A/C]
	TAATTAAACATGGCACACTTCTGCCATTGATGCCAA

	14903_9
	10
	[T/G]
	AGGCAGACTTCAGCAGCGGCGTGCTCCAGTGCAGTG

	14905_32
	33
	[A/T]
	CCCGACCTCACCGCACATCACTGCAGTGATTTACTT

	14906_11
	12
	[T/C]
	GCTCTTTACCGTGCAGGGCTCTGCTGACGGAGAAAG

	14907_34
	35
	[C/G]
	TGATCAACGTACGCACGTCGGTGCAGACGGTCACCG

	14911_6
	7
	[A/T]
	GTTGCTAAGGTAGCACATTGTTGCGGTTTCACGTCA

	14918_34
	35
	[C/A]
	AGGAGACGCGCAGCATTGTGCTGCTCTCACATACCG

	14923_32
	33
	[G/A]
	GCACTTCCCAGAGCAATGCTCTGCCTGCCCTTGCAC

	14925_1
	2
	[A/T]
	CAGTCGACCACAGCATGTCTGTGCCACAGCTTCTCT

	14929_24
	25
	[G/A]
	CAGCATTTTTAGGCAGCATAATGCGTGTTCCCAAGA

	14934_10
	11
	[T/C]
	CAGTGTACTGTAGCATCTGTCTGCAGCAGAGTTGTA

	14937_29
	30
	[G/A]
	CAATGGAACTATGCAGGCAGCTGCAGAACAGACAAA

	14940_33
	34
	[C/T]
	TGTGTGTACGGGGCACCGTAGTGCTGCAGGCAGCGG

	14944_24
	25
	[T/A]
	TGCGTTTCCTGGGCAGCTCCATGCTGGATGCCATGC

	14945_2
	3
	[A/T]
	TAAACAAGATGTGCACCACCCTGCGTGTTTCCTTAT

	1495_8
	9
	[T/C]
	TTTTTATCCAATGCAGGCTGCTGCAGAATGCCAGTG

	14955_32
	33
	[G/A]
	TTTAATCCCCGCGCACAATATTGCGCATCAACGTTC

	14966_5
	6
	[T/C]
	TTCTTTTAGATAGCACACATGTGCCACCTCACACGC

	1497_16
	17
	[C/A]
	ACATCAAACTGTGCATCAGGATGCCAAGTTGTTCTC

	14973_31
	32
	[T/G]
	TTAGGATCAACTGCAGTCAACTGCAGCGACTTTAAT

	14976_19
	20
	[G/A]
	CGGGGAACCCGGGCACCGCGCTGCCGTAGCCGACAC

	14977_17
	18
	[G/T]
	TTACCAGCCCCTGCAGAGTATTGCAGTAAAACAGCT

	14985_5
	6
	[T/G]
	GCCCATAGGACAGCACTGTTATGCTGTTGGAAGCCA

	14989_26
	27
	[C/T]
	AATCAATGACAGGCATTTAGCTGCACCATGTCCAGC

	14992_20
	21
	[T/A]
	AATGGGTTGAGGGCATAATTTTGCTCACTTTCCAAA

	14993_19
	20
	[A/C]
	ACAAAGCAAGAAGCAGAGGAGTGCGGAATAAGGAGA

	14997_17
	18
	[A/G]
	ATCGTGACTCCGGCATTAGCATGCGTAATGGCAGGG

	15_9
	10
	[T/G]
	GAGCTGGAGTTTGCAATCGACTGCACAACACGCTCC

	15004_30
	31
	[G/A]
	ATTGCTGGGACAGCAGTCTGCTGCTGAGAGGAGGAA

	15007_32
	33
	[C/T]
	GGATTAGCCCATGCAGTTGTCTGCAAGAGCATCTAT

	15010_20
	21
	[G/C]
	GCGGCGGGCCTCGCAGCAGAGTGCTGGCCATGGACA

	15016_18
	19
	[A/G]
	GACACTACACTAGCATGTAGATGCCAGACAAACCCA

	15017_19
	20
	[G/T]
	TCCAGAGGGGAAGCAACAGGCTGCACCATACTGTCC

	15018_32
	33
	[C/T]
	CCAGTTTTTCTGGCACATCCGTGCATTCTAAGCCTT

	15020_34
	35
	[T/A]
	TGATCAGTACCTGCAGCTCTCTGCCAAACTTCCCTC

	15024_34
	35
	[T/G]
	GGTTCCCAGGAGGCATGGCGGTGCCGCAGGTAGTTC

	15025_6
	7
	[G/T]
	TATTTGGTTTTTGCACAGCTGTGCATCGGGGCTTGC

	15030_19
	20
	[G/C]
	CAGATTCCGGTGGCACGGTGGTGCCACATGTTTTGC

	15031_16
	17
	[C/T]
	AATGAATGGTTTGCAGCGTCCTGCTTTTCCAGCAAG

	15032_25
	26
	[C/T]
	CAGCCATTTTCAGCAGTCCATTGCACGTTACTCAAA

	15035_8
	9
	[T/C]
	ATCTTAAATGACGCAGTACCTTGCTGCCCGTCTGTC

	15036_25
	26
	[C/G]
	CTTGGCACCTCTGCAGCTGATTGCTCAACTAGTGAC

	1504_25
	26
	[G/A]
	GATTGTGTGGAGGCACAGATCTGCAGAACAAAAACA

	15041_5
	6
	[C/T]
	AACAGCTTTAGTGCACTTTAATGCCCCTGCCTTTCT

	15042_9
	10
	[A/G]
	GGCCAGCCTAAGGCACACCTGTGCTGTCTAAACAGT

	15059_28
	29
	[G/A]
	GCCTCACTCTTGGCAACGTCATGCTGCCGCTCACGC

	1506_15
	16
	[G/A]
	TGCCCTAGCTGGGCAGACTTCTGCCTTGTCCAAGTA

	15066_1
	2
	[C/G]
	CCTCACTTACACGCACACGACTGCAACAAGAGATGA

	15067_26
	27
	[C/T]
	ACTGCTGCACTCGCAGGTTGATGCTTCTTCAGTTGC

	15069_11
	12
	[C/T]
	TCCCAGGCTCCCGCAGCGTCCTGCCCACACAAGTGT

	15071_28
	29
	[G/A]
	GTCGGTGCATGTGCACGCACGTGCATACGATGTGTG

	15073_6
	7
	[C/T]
	TCACATCAGGTTGCATCACACTGCACATTGGTCATT

	15076_25
	26
	[G/A]
	ATCCTGAGCTCCGCAGGTTGCTGCCGATCATGCTGT

	15079_32
	33
	[G/A]
	TACATGTGAAAGGCATTCATGTGCGAAGTGCTGGAT

	15080_4
	5
	[G/A]
	CACCACAAGCTTGCATGCAGCTGCTCGGCCGTGGAA

	15082_7
	8
	[T/C]
	AGCGCAGTGCGAGCACAAGGGTGCACTGGCTTCACA

	15083_3
	4
	[G/A]
	GCCGTGTCTGCTGCAGTTTTATGCTAATTGCATTCA

	15085_29
	30
	[A/G]
	GCATGTGATAGAGCAACACAATGCCGTCCAGGCTCA

	15086_2
	3
	[G/T]
	CAGGAGCCTGTTGCACAAACCTGCTGCTTTTGCATT

	15087_27
	28
	[C/T]
	GCAGGTGGAGAAGCATGTGCGTGCTCTCAAACAAAC

	15090_9
	10
	[G/A]
	AGGTTGAGGGTGGCACAATGGTGCTGCAGGTAATAC

	15091_6
	7
	[C/T]
	CAAGCACGGCATGCAGTAAGGTGCGGTGCAGGAGCT

	15093_7
	8
	[G/A]
	ACGACACGGAAAGCAAAACCATGCATCAGTTTCTTC

	15094_32
	33
	[C/T]
	GATTTGTGGTTAGCAGCGCTATGCAAGCTTTCCATA

	15096_15
	16
	[T/C]
	CAAGATTGCTGTGCACGTCCCTGCCTCCCAGATACC

	15098_4
	5
	[T/C]
	TTACTACCTGCAGCACCGCTGTGCCACCCAAAGAAA

	15102_3
	4
	[G/A]
	ACCGAGACCACTGCAAAGAAATGCTGAGCGGTAAAT

	15104_16
	17
	[A/T]
	GAGAGCAGCACAGCACATCCATGCGCTTGCAGAGCA

	15110_30
	31
	[C/A]
	TTCACACCCATAGCAGCAGATTGCCTTTAGCGTTAT

	15116_4
	5
	[G/A]
	GGGAGAGTGTTAGCAGAGCCGTGCAGTTTACTGTAC

	15125_28
	29
	[C/G]
	GTCCTCAGTGGTGCAGGGAGATGCAGGGCCAGGTGA

	15134_31
	32
	[G/A]
	GGTATCTGAAAAGCACTTCTTTGCCAGCTGTGCTTT

	15135_30
	31
	[C/T]
	CCTTGAATCCGAGCATGTTTTTGCCAGGTGCTCAGG

	15148_18
	19
	[A/G]
	CTGGACTATCTCGCACCAAACTGCCCCCATCTCTTT

	15150_30
	31
	[G/A]
	CATAGAAGACAAGCAACAAAATGCCAACAGGAGCTA

	15153_18
	19
	[G/A]
	GTACTAACAAGCGCAGAAGAGTGCCATCTGTCTCTG

	15154_3
	4
	[T/A]
	TGGTGGAGGAAGGCAGTGGTCTGCATACTAAAGTCA

	15158_15
	16
	[G/A]
	CTTCACTAGCTTGCAAAAAACTGCTGCAGGCAATGA

	15159_24
	25
	[C/T]
	CTTGCTTTCTCTGCACTGCCTTGCCTTACACTGTGA

	15162_18
	19
	[G/A]
	AAACAGGAATGTGCATGTGAGTGCGTTTTCCAGAAG

	15163_20
	21
	[G/A]
	CTTAATCCTGCTGCACCGCCGTGCTGCCTCATATAC

	15164_7
	8
	[C/T]
	AGGTGAACGTGTGCAAAAGTTTGCCAAACTCTACAT

	15165_1
	2
	[C/T]
	CTGACCGTTACTGCATTGCCATGCTGCCCAAATCTT

	15168_27
	28
	[G/T]
	AACACCTGCCTAGCAGAGCGGTGCTGCGCTGTGTCG

	15169_28
	29
	[C/T]
	GTTATGCCAGGGGCATGTTATTGCATGTCGACTTCC

	15173_6
	7
	[A/T]
	ATTAAGACTGGTGCACATACCTGCACATAATGGCAC

	15175_34
	35
	[T/A]
	ATCAGGCCCAGTGCAGAAATATGCAGGGTATCTCTC

	15177_34
	35
	[T/A]
	ACTTGCTTCTGTGCAAATTGCTGCTGCCACATGATT

	15178_17
	18
	[C/T]
	TCACTGGAGAAGGCAGACATGTGCATAGAGAACCCG

	15183_1
	2
	[G/A]
	CGGGTCTCAGCAGCACAGGCTTGCTTGTACTTTCAG

	1519_29
	30
	[C/T]
	GAAAAACAACACGCATCAGCATGCAAAAACTCAAGC

	15190_1
	2
	[G/A]
	TGGCCATGATAAGCAGACTCATGCAGCGGGAGCCAA

	15193_1
	2
	[T/C]
	TTGTCACTTACCGCAGATGCATGCACAGAAGAAGAC

	15195_30
	31
	[G/A]
	GGGGTCGCCATGGCACTTAAATGCAAACGGATTACG

	15197_18
	19
	[G/T]
	ATCTTCCCTCTCGCATGGGGATGCCGGCTGGCCATT

	15204_7
	8
	[G/A]
	AACCCAAGCTCAGCAATGACCTGCGCAGGGTCAACT

	15210_16
	17
	[T/A]
	GAAATGTGCATGGCAGTGTTGTGCTGCCCCCTCGGT

	15215_8
	9
	[G/A]
	AAGTGCGTGAAGGCAGGAAGCTGCAGGCAAACACAC

	15219_11
	12
	[A/C]
	AGTTCAGAGGTCGCACGCGAGTGCATGCCGCGGTTC

	15222_8
	9
	[C/T]
	AGGAAGTCCATTGCAGAGGACTGCAGGCGGAAAGTG

	15223_30
	31
	[C/T]
	CCTGGCATGTAGGCACGCACGTGCCTTGTCCTCCCA

	15230_34
	35
	[G/A]
	AATAGGCACATGGCAAACTGCTGCTGTTTTCAGTGA

	15233_30
	31
	[T/C]
	CCCCCTGATTCAGCAGCAGCCTGCACAGCCTTCCTA

	15234_3
	4
	[A/G]
	TCCACCCGAGTGGCACCATTTTGCCTTGAGGATTGT

	15236_24
	25
	[G/A]
	TCCCTATTAAAAGCAAAACCATGCGAGCGCCGCTCG

	15238_24
	25
	[G/A]
	ATGGTACATGGGGCAAACAAGTGCGCAGCAGATTGT

	15241_4
	5
	[G/A]
	CCATGATATCTGGCAGAATTTTGCAGCAGGGACAGT

	15243_4
	5
	[G/T]
	CAGAGACAACAGGCAAGGACATGCAAGAGCTTCAGG

	15254_33
	34
	[G/A]
	GTATCTTCCTGAGCATTGTGCTGCTGCCACACTGGC

	15259_2
	3
	[G/A]
	CCGGTTGTGACAGCAAATCGCTGCAGTGGGCAGTAA

	15260_20
	21
	[G/C]
	CAAAGTACAGCTGCAGCTGAGTGCCACCAGTGCTCA

	15261_29
	30
	[G/A]
	TCACCGGGAGGCGCAGGCGCGTGCTCGTGGTGCTGA

	15262_9
	10
	[G/T]
	AGGGCAGGGGTGGCATGGCAGTGCCACAGGTGTGTT

	15269_24
	25
	[A/T]
	TCACTGATAATGGCATTAAAATGCACGCAAAGCCAT

	1527_34
	35
	[G/A]
	CTTACCATCTGTGCAAAACCTTGCCTAATGCCTTGC

	15275_1
	2
	[G/A]
	TGACAGGACAATGCAACCTGCTGCAACACCATCCTG

	15277_4
	5
	[C/T]
	CCCCCTTCCGTCGCACACCCGTGCCACATGAGGCCC

	15280_34
	35
	[G/A]
	GTGTGTGTGGAAGCAAGTGTGTGCCCTGGGCCTGGA

	15284_32
	33
	[A/G]
	TCGACAACACGCGCAACGGGCTGCGGTGTAGCGGCA

	15288_25
	26
	[G/A]
	TGTGCCGTTTAAGCAGTGGCTTGCCGTATCATGTCT

	15295_26
	27
	[A/G]
	GTGCTGTGCTAAGCATTGCTCTGCTTAGAAATCACT

	15303_17
	18
	[G/T]
	GCCAAGCACATGGCAGTGTAATGCACAGCAAAAATC

	15308_15
	16
	[C/A]
	GTTGCATGTTTAGCACTTGCTTGCTTGGCAGACAAC

	15309_31
	32
	[A/G]
	GACACTGGAATCGCACTTGGGTGCGGACCAAAGCAA

	1531_20
	21
	[C/T]
	GATGTTTGGCTTGCATTAAGCTGCACGGCCATGAAA

	15316_17
	18
	[T/C]
	GAGAGTGAGGGAGCACTTGTTTGCACTAAGGCGAGT

	15318_15
	16
	[G/C]
	CTACTTGGTGTGGCAGAGCTGTGCTTTGGGTTTAAA

	1532_9
	10
	[C/T]
	ATTTGCTTTCAGGCAGTAGTGTGCTGACCACAATTC

	15320_17
	18
	[C/T]
	GTGCTGCACTTTGCACTCGTGTGCCATATTCAGACA

	15321_18
	19
	[G/A]
	GTCTGATTTACAGCAGCCGTGTGCCATGTTTTCCGT

	15322_16
	17
	[T/A]
	CAGACCAGATGGGCAATTGTTTGCTCCATAAGCACC

	15327_2
	3
	[G/A]
	CCGGAAGGGCTAGCAATTATGTGCTTGTGTCACACG

	1533_3
	4
	[G/A]
	CTGGAGCAATGGGCAGGCCTGTGCACTGCACCTGGG

	15335_15
	16
	[C/T]
	TCCACTTATAGGGCACCCGGGTGCAGAATTCTGAAG

	15343_3
	4
	[T/A]
	GTTAGTTTTCTAGCACTGGCCTGCAGATCTGAGTAA

	15346_2
	3
	[C/A]
	GACGTGTGAAATGCATCATCCTGCGTGTCAGTTCAT

	15358_19
	20
	[C/G]
	CCACTAAAGTCAGCAGTTACTTGCCAGTGGGGTATT

	15359_17
	18
	[C/G]
	AAGCTTCTCCTTGCAGTCTAATGCAGTCTAAAGCGT

	15360_24
	25
	[A/G]
	TGCTCACCTCTAGCAGACGTGTGCAGGTTTTACCCT

	15362_4
	5
	[A/G]
	AAGTAATAGCAAGCAATCAAATGCCCCCTGTTCTCC

	15365_9
	10
	[C/T]
	ACAGCTTTCCTGGCATAATGTTGCCCATGCTGTGAA

	15366_27
	28
	[T/C]
	TGCTTCCCAAGGGCACGATGCTGCCGCTCCCTGTGC

	15372_2
	3
	[G/C]
	TGGATTTCTGAAGCAAAAGCATGCTGGACTGAGATA

	15381_26
	27
	[A/G]
	GCATGACAGACAGCAACACAATGCTGACAAATCCAC

	15383_26
	27
	[C/T]
	CTCTATCGATTGGCAGGAAAATGCTTCAGCTACACA

	15388_6
	7
	[A/G]
	GCCGATAGACCAGCAGTCCACTGCTTTACTGTACGG

	15396_16
	17
	[G/T]
	ATCACCAAACGTGCATGTTAGTGCCAGGTGTAAACA

	15407_11
	12
	[G/A]
	TTCCACCAGACGGCAGGCAGCTGCTCAGACTGTATG

	15408_20
	21
	[A/G]
	AACCATGATGCCGCATGTCCGTGCTGTGTGCTAATG

	15410_6
	7
	[G/T]
	GGCAAAGGTAGCGCAGATTTTTGCCGCCTGGAAGCT

	15414_24
	25
	[A/G]
	TGGGGTCGATCAGCAGGTGAATGCATGGTCACTGTA

	15419_20
	21
	[C/T]
	GATTGCTTGTTAGCACTCCTCTGCCACTGCAGGGTG

	15421_29
	30
	[T/G]
	TCACGACCTTTAGCACTGCTGTGCTGGATTTGTGTC

	15422_15
	16
	[C/T]
	ATGATGAACTGTGCATGGATCTGCCTGAGGGGGAGA

	15425_33
	34
	[G/A]
	TCTACATCAGCCGCAGTGTTTTGCTTGAATCTGGAG

	15426_7
	8
	[G/T]
	TGCAGCAGGGTTGCAGAGCCATGCACCAGTCTGAGG

	15429_7
	8
	[C/G]
	GGTATGTCTGGAGCATGTCAGTGCAGTGAAGCTTTT

	15430_24
	25
	[G/C]
	GCTGACCCATGTGCAGGATTCTGCGATGCATTTACA

	15431_9
	10
	[G/A]
	GTATGCACCGCCGCATTCACATGCTGTTTAATGGCG

	15432_34
	35
	[C/T]
	TTCTGAGATGATGCAGCATGATGCACTGCAGCTTCG

	15434_9
	10
	[A/T]
	CATAGAACTACAGCAACACATTGCCCTTGGTGTAAC

	15436_18
	19
	[T/A]
	TGTGTTGACTGAGCACAATTGTGCCCAATCCCTATT

	15438_11
	12
	[C/T]
	CTATATTCTACCGCACAGTGATGCTAAACTGGCGCT

	15439_33
	34
	[T/C]
	GACGCAGCGTCGGCAGATTTGTGCTAACGTTAACGA

	1544_16
	17
	[C/T]
	CAAACAAACACTGCACCGTGATGCATTGTGGGATTG

	15442_6
	7
	[T/C]
	TTTCCTCGACTTGCAGGGCCGTGCTGAGACCTTTAG

	15443_17
	18
	[G/C]
	CAACTTGCACCAGCAGAGCGCTGCAAGAAAGTAGAG

	15445_20
	21
	[C/A]
	CAAAATGTCTGTGCACGCCACTGCATCAAGGTATTA

	15448_11
	12
	[C/T]
	AGGAGGATGTCCGCACAGAGCTGCCTAGTATTTCAG

	15449_30
	31
	[A/G]
	AAGTCCACTGGAGCAGCACAGTGCTGTTGGAGAGCA

	15455_16
	17
	[A/G]
	TGTGTGTGTCCTGCATAGTTGTGCGTCTGTGTTTGT

	15456_32
	33
	[T/A]
	ACAGTATTGTTGGCAGGCGGTTGCATTTGTATTCTT

	15462_29
	30
	[T/C]
	TTCATATGACACGCATGCTTCTGCCTCAGTGCCAGA

	15466_2
	3
	[C/T]
	ACCGGAACCCGAGCACGGGAATGCTGCTGAGCAAAC

	15479_26
	27
	[A/C]
	ACAGATCGTTCGGCACCTTTTTGCACAGCTTCTTTT

	15480_25
	26
	[A/C]
	CAACCTCACTATGCACCACTATGCCACCCTGTGCCC

	1549_8
	9
	[T/C]
	ACAACAGATTCAGCAGACAGATGCCTCAAAAATGAT

	15491_19
	20
	[T/C]
	GGGCAGCATGTGGCAACCATGTGCACCTTTTGATCC

	15496_5
	6
	[G/A]
	TCGCCGTCAAAAGCATCGAGCTGCAGCTAGTACGGG

	15497_30
	31
	[C/A]
	GCACCACTTGCAGCACCACCATGCTACCCACTTGTT

	15498_4
	5
	[A/G]
	AGATGGCCCCTCGCATCTGGCTGCTTCTAAATCATC

	15504_31
	32
	[C/T]
	GGTCAGTTTCGTGCATGTTAGTGCAGAGATGCTATG

	15505_2
	3
	[A/C]
	ATATTGAGCTTGGCATCTGGTTGCTTTCAATACCAG

	15511_16
	17
	[G/C]
	TGTATTATCATGGCACGTCAATGCTGTGGAAACCTC

	15515_20
	21
	[C/T]
	TTCAGAGGTTCAGCAACTTTCTGCCAGAACTGATGA

	15516_2
	3
	[T/G]
	ACTTACTGTGCAGCATGATGGTGCAGTTTCTAGCAT

	15529_15
	16
	[A/T]
	TATTGCTTAAGGGCAAGTCTTTGCTGTACGATGGAT

	15534_30
	31
	[T/C]
	GGCCCCCCCTCTGCACGTGCCTGCTCCAGGCATGTG

	15535_19
	20
	[G/A]
	GAGGATGGCATGGCAAACTGCTGCTCCACTGCTATC

	1554_16
	17
	[A/T]
	TTTAAGTATTGTGCATTCGAATGCCAGGCAAGGAAA

	15541_20
	21
	[G/C]
	GGGAGGTGGGTAGCACCCATGTGCCGATAGAGAGAA

	15545_32
	33
	[C/T]
	GTGGGATTGTGAGCACATGCATGCAGGACAATTACA

	15549_25
	26
	[C/T]
	AACTGCTGGAATGCATGCAGCTGCTTCAGACTCTTG

	1555_28
	29
	[T/C]
	GCCAGCTCCAGGGCACCATTCTGCAGTATGTCAGGA

	15551_31
	32
	[C/G]
	TAACACTGCGTCGCATCAGGCTGCATCACATCACCC

	15553_1
	2
	[C/G]
	GCCGATTACCCAGCAGGCTACTGCTGCCACTGCCGG

	15555_24
	25
	[G/A]
	CTGACAAGAAATGCAATGTGGTGCGTGACCTCTATT

	15559_27
	28
	[C/T]
	AAAGTCATAGCAGCATACAGCTGCCAGCGCAAGACT

	15568_18
	19
	[A/G]
	AACAGTTCTGGTGCAACCAATTGCCTTCACCAATCA

	15571_33
	34
	[G/A]
	AGGAACACACTTGCAGACTTCTGCTCTGGATTAGAG

	15574_26
	27
	[G/A]
	CTCTTACCTGCAGCAGCCATGTGCTCGCTTGTCCTT

	15576_31
	32
	[A/G]
	GGGTTGAAGTGAGCACATGTGTGCCTGGATCAGTGA

	15577_28
	29
	[C/T]
	GTCTCCTTCAATGCAGTGCGCTGCTTTTTATTTTCC

	15595_16
	17
	[A/T]
	TCCTTCCAAAATGCAAAGACATGCAGTCAGGCAAAC

	15598_9
	10
	[T/A]
	ACATGCTCCTGAGCATCCTGCTGCATCCTGCTCTCA

	1560_4
	5
	[C/G]
	AGAGCCAGACAGGCACTGATGTGCAGAGTCAAAGAG

	15600_26
	27
	[C/T]
	AAAAAGAAACCTGCATTGATATGCATCGGCCGTTTG

	15604_34
	35
	[A/G]
	ACAAAGCCTGCTGCACCAGCCTGCCATCATCAGCAT

	15606_15
	16
	[C/A]
	CTGCACGCTTCTGCAAAGCCCTGCAGACACATCGCA

	15607_2
	3
	[G/A]
	GGGAACTGTCCAGCACATGCCTGCCTGTATGTATGT

	15610_16
	17
	[A/G]
	CCCTCCTGCTGTGCAGATCTGTGCTTATCTCATTAC

	15611_10
	11
	[A/G]
	TTCCTTCAGAAAGCATTTGGCTGCCTGACATTGTGC

	15616_4
	5
	[C/A]
	CTGCCCCAACAAGCATATAGCTGCCAAGACATGCCC

	15619_19
	20
	[C/A]
	ACCATAGTGGTTGCAGAATCATGCTGTGGGGTGTTT

	15624_32
	33
	[C/T]
	CTGAACTATCCAGCAGCGACATGCAAAGCCCTCACA

	15625_5
	6
	[C/T]
	GTTCTCGTTGCCGCAGCTGACTGCGTTCCTCCGTCA

	15632_34
	35
	[A/C]
	TCACACACACCTGCAAGTTCCTGCGTTTTAGATCAT

	15633_31
	32
	[A/G]
	ATACGTACATGTGCAACGTATTGCGCAATTGATGTC

	15640_25
	26
	[G/C]
	GTGTGTATTACTGCAAACCTCTGCTGGAGTCTGGTA

	15642_5
	6
	[C/T]
	CGGCTCAAAGGTGCAGATATATGCACCTGGCACATA

	15648_20
	21
	[G/C]
	GTTTTACCGTGTGCATGTTTGTGCTTGTTTTGGGGT

	15652_32
	33
	[G/A]
	ATGTAAAGGCTTGCATGCAGCTGCTTAGCCATGAAA

	15653_7
	8
	[A/G]
	TCCTCTGATGCTGCATCATGTTGCGTAATCGTAGCG

	15654_9
	10
	[G/A]
	GGTTCCATCGATGCAACTTAGTGCTTACGTAGGCTG

	15659_33
	34
	[G/A]
	GGGGCACAAATAGCATCACGCTGCAGCAAGGGAGAA

	1566_3
	4
	[A/T]
	CAGATGGATGGGGCAAGGTTCTGCTTCTATCTATCT

	15664_28
	29
	[C/T]
	TGAAGAACTTTGGCATCTGGCTGCGTTACGACTCCC

	15667_20
	21
	[G/A]
	TACATTAGGGTGGCATAGTGGTGCGTGTGGTACATA

	15673_30
	31
	[T/A]
	GGGCTCACGTGTGCAGTGTGCTGCCCGAGCTTTTAA

	15683_26
	27
	[A/T]
	TCAGCAGGACACGCACGCGGGTGCCAAGGTCAACCG

	15686_17
	18
	[C/T]
	GCTTCGACGGCTGCAGTCTTTTGCCTCTTCTGCTCT

	15689_5
	6
	[A/C]
	GAGAGAGAGAGAGCAGTCATGTGCATGTGTCCAACG

	15692_7
	8
	[G/A]
	ATACTGCGGTTAGCAATGCGATGCCAGCAGGGCTTA

	15695_3
	4
	[T/G]
	GTCTGACCGACTGCAGGTACATGCACATCCCGGTCA

	15697_9
	10
	[A/G]
	TAGTAGGGCAAAGCACTGGTTTGCTGTTTTGAATTT

	15705_6
	7
	[T/G]
	TGTAGGTTTTTGGCAGCCTTCTGCAGCTCCTGTACT

	15706_4
	5
	[C/T]
	GTCTCCACTGAGGCATGACTGTGCTGGCTAGATCAG

	15707_25
	26
	[A/G]
	TTGTTCACTGGGGCACAGTCATGCTAAAATAGGCAA

	15711_19
	20
	[C/T]
	ACGGTTTACTTAGCAGGTGCGTGCGTTGGACACACA

	15712_10
	11
	[A/T]
	CTAAATGGCAAAGCAATTAAATGCGTTCTCCCCTCA

	15713_15
	16
	[G/C]
	CGTCAGGCAGGAGCAGTGCGATGCCCCACATTAAGA

	15715_24
	25
	[A/C]
	CCTTCAGATACAGCAGGATGATGCAGCATCATTCCC

	15716_31
	32
	[C/T]
	GGTTAACGCCACGCAGTGCCTTGCCCGTGTTCCCTG

	15717_7
	8
	[G/A]
	CATCCTGGAACAGCACCCTTGTGCTTTTACCCTGAA

	15721_2
	3
	[A/G]
	ATATTTTGCTCAGCAAGCAGGTGCTGAATGCTCAGA

	15725_19
	20
	[A/T]
	TAAATGGCATTTGCACTTCACTGCCAAGTGACCTAG

	15729_1
	2
	[C/G]
	ACGAGCAGGAAAGCACCGCCGTGCAGGAGAGACTCC

	15733_17
	18
	[A/C]
	TGCATCTCCACAGCATGCTGCTGCCACCCCCATGCT

	15740_31
	32
	[C/T]
	TAACCGTAAACCGCAACCTGGTGCTAGGACCCGGAA

	15742_24
	25
	[T/C]
	TCAAGCCAGCGTGCACTGTAATGCTTAGTTCTGTCT

	15744_27
	28
	[C/T]
	TGTGTAGGTGGTGCACAAGTATGCACTCTCACAAAT

	15754_6
	7
	[G/A]
	GTCAGTGATGGAGCAGTCGGGTGCGTGGGTGCAGCT

	15758_20
	21
	[A/T]
	TTGAGGAATTTCGCACAGTTATGCACACATTCACAG

	15764_32
	33
	[G/T]
	TCACAGTAAACTGCACTTGCTTGCACAACTTTGCTT

	15773_27
	28
	[A/G]
	AGATGTGTACCAGCAGGCAGGTGCCAAAGTGCAGCG

	15776_27
	28
	[C/A]
	CGGTACATACCAGCAGCATTTTGCCCGCCATCAGGT

	15779_11
	12
	[G/A]
	ACACTACCTGCGGCACCACCGTGCCATCCGATGACT

	15786_31
	32
	[G/A]
	TGTGCATTAGGTGCAGGGGAGTGCAGTCCAGGTCTA

	15791_20
	21
	[G/A]
	GTGAAACATATTGCATGGAAGTGCTGACGCCCTTCA

	15795_27
	28
	[A/G]
	CATCAGAGGGAGGCAAAATGCTGCTCAACTCCTCAT

	158_28
	29
	[A/G]
	GCTCTAGCCTTTGCAGTCACCTGCTGAAAATGTTAG

	15803_5
	6
	[G/A]
	GGAAGGAAGTGAGCACTATGATGCACAGCGGAGAGA

	15804_10
	11
	[C/T]
	CAGCCTCTATCAGCAATGGCATGCAAGTCATGACTG

	15807_1
	2
	[G/T]
	GTCATGCAAAATGCAGGCGTCTGCAGAAATGTAGTC

	1582_33
	34
	[C/T]
	GATTTGTCAGCTGCACACAATTGCTGCAAATCTCCA

	15823_19
	20
	[C/T]
	ACTCTAGCTCCGGCATGCTCCTGCGCATGCGCACTA

	15834_11
	12
	[C/T]
	ATTTACCCCTGCGCATGATAATGCGGTGCAATAACT

	15840_8
	9
	[C/T]
	ACATTCCTTAGTGCACTGATTTGCCACGTTCCTCTT

	15849_32
	33
	[G/A]
	CTACTTCTGTATGCATGAGCTTGCAGACACGCGAGA

	15850_11
	12
	[T/C]
	TGTGGATGGCTTGCACGGTTTTGCATGTGTTTGGGT

	15854_18
	19
	[A/T]
	TAACACACAGTAGCATCTAAATGCGTTCCCAGTGTA

	15858_10
	11
	[C/T]
	TTTCAATAGTCAGCAGGGATTTGCTGTCAGGTCTGG

	15866_28
	29
	[A/G]
	CTGTTCAGCTCTGCAGATTGCTGCCAAAAAAATGAG

	15872_18
	19
	[A/G]
	AGAGTCTGGACAGCATCGACCTGCTGGACTGTAACG

	15873_3
	4
	[G/A]
	TGTGAACTCTGTGCAGCCTGATGCAGAAATTTCCTG

	15881_1
	2
	[G/A]
	CGATCATCTTCCGCAATCATCTGCTGGTTTGTGTAG

	15883_10
	11
	[C/T]
	CTCTGCAGCTCGGCAAGACTCTGCAAATCCGAATGA

	15891_27
	28
	[G/A]
	GAGCTTGTCGACGCAGTCTGGTGCCACGCTGTGGAG

	15892_27
	28
	[C/T]
	CTGTCACTCACCGCATGAAGCTGCAAACGGATGGAT

	15900_32
	33
	[T/G]
	CCACCATCATGTGCACGCCGCTGCGACGCACGGTAA

	15901_5
	6
	[G/A]
	CTTTCGAGGCGTGCACACCGCTGCTCCAGCAGCAGC

	15902_3
	4
	[G/C]
	ACCGCTCGAGCTGCAGTCGGTTGCGTGGAAGCAGTG

	15904_34
	35
	[A/T]
	TAGTTTACATCAGCACACGTGTGCAGAGCAGCGGAG

	15905_9
	10
	[C/T]
	ATTCTAAATCAGGCATTAACGTGCACTTGGTCCTTC

	15906_17
	18
	[A/G]
	ATACAATGTCCCGCAGTACTGTGCCAGGTTTGTGGT

	15908_24
	25
	[A/G]
	ATAATGCTACAAGCATCTTGCTGCACAGTTGGTATG

	15912_1
	2
	[C/T]
	GCGACGTAATGAGCAAATGCATGCATATGGGCCACT

	15917_11
	12
	[C/G]
	CAGGACTGTGACGCACAGTATTGCATAACAACTGCA

	15919_18
	19
	[T/A]
	TATATCTGGATGGCATGGAGATGCCACATGTTGTGT

	15920_34
	35
	[G/A]
	CCTCATTCCTAGGCAGCGAGATGCGCCATCAAAGAC

	15922_19
	20
	[A/G]
	CATTTGCCAAATGCACCGAAATGCTATGACGTGCAG

	15925_3
	4
	[T/C]
	CATCGTGAGATTGCAGAGCCTTGCTTGCAGTTTTGA

	15928_34
	35
	[A/G]
	GAGCTATGTGCAGCACCCTAATGCTCATGTAGTTAT

	1594_34
	35
	[T/C]
	ACACTACCTGTGGCAACACCATGCCATCAACTCCTT

	15947_33
	34
	[T/G]
	TGCCATTCAGAAGCAACTTCCTGCCTCTGGGTCTGC

	15948_24
	25
	[C/T]
	TGTGCTTGCTTTGCACAACAATGCCGGCGCTTTTAC

	1595_2
	3
	[G/A]
	TTGACCTCAGCTGCAAAAGCATGCAGGAGGAAACAG

	15952_16
	17
	[C/T]
	ACGAACTGCCATGCACCTGGCTGCAGCATGCGGTCA

	15957_34
	35
	[T/G]
	ACAGCGTTAATGGCAGGCGTTTGCTAAAGAATGGTG

	15959_25
	26
	[G/A]
	TTATGCAGGGTGGCATAGTGGTGCCGCAGGTGGTGC

	15960_30
	31
	[G/A]
	TGTGTGTGTGTTGCAGATTCCTGCTCTGGGGAAGCA

	15966_25
	26
	[T/C]
	GCGCGGCTGAAGGCAGATCAATGCCTATTATTTTTA

	15972_7
	8
	[G/A]
	ACTAAAAGACAAGCAGGCAAGTGCGAGTTTAGAGTT

	15975_20
	21
	[T/C]
	TTTTTAGTGTTGGCAGCAAGTTGCAACTTAGACTTA

	15977_19
	20
	[C/A]
	CATCAGGCAAGGGCAAACTACTGCTCATCCCACAGG

	15979_10
	11
	[C/T]
	CCTGTAGTGGCAGCATCCTCTTGCGGTTCACCTCGG

	15982_29
	30
	[G/A]
	GCAGACGCAGTCGCATGAATATGCATCGCGCCATAT

	1599_24
	25
	[T/C]
	CCATGTTATTCTGCAGAGAGATGCTGATGAGTGCAT

	15990_16
	17
	[C/T]
	CTTGTGACTTCAGCAACGTGATGCAACGTTTCATTA

	15991_6
	7
	[G/A]
	AAAAAAGAGGAAGCAGGAAGATGCACATCCTGCAGT

	15992_4
	5
	[A/T]
	AATGAACAAAGAGCAGCCCACTGCATCTTTCTGACT

	15997_32
	33
	[A/C]
	TTGTGTTCGGTGGCATACAGGTGCAGCAAATGAACA

	16000_1
	2
	[G/A]
	CGTCTGGCCTCCGCACCACCCTGCCCTTACGCCCAG

	16004_8
	9
	[T/C]
	TGGCATGCTAACGCACACAGCTGCTTTCCTGCCTGT

	16013_9
	10
	[G/A]
	CCAGGACCAGAGGCAGCAATTTGCCTGTGGTCCATC

	16018_10
	11
	[T/C]
	ATTCCAGTAGTTGCACAGCTGTGCGCTAATTCAGGA

	16025_15
	16
	[G/A]
	CACTGGGGCATTGCAGAATTATGCCACCTGGGTCAC

	16027_24
	25
	[T/C]
	AACCAAACCGAAGCAGCTGTGTGCTAGGTGAGCCCA

	1603_16
	17
	[C/T]
	CAAACTCTGCTAGCAGCTAAATGCTGTTACCAACAA

	16030_30
	31
	[T/G]
	AACTCTTTTGCTGCAACACTTTGCTGCATCTGCTTC

	16031_30
	31
	[A/G]
	ATTTTACCTTCAGCACCACCATGCCACGGTAAAGTA

	16036_29
	30
	[T/C]
	GTGATGCTACAAGCACACTGATGCCACCATGCACAC

	16038_10
	11
	[C/G]
	GACACTCCCAGAGCATGATGCTGCCACCACTATGCT

	16041_15
	16
	[C/A]
	AACAATCACTGGGCACAGTATTGCAACCTCTGTCAT

	16046_15
	16
	[C/T]
	CGTGTTGTAATAGCACCGCGCTGCGCGAGCTCGGCG

	16055_29
	30
	[G/A]
	TCCAGACAAACAGCACAGGTCTGCTGCAGGGTGAAA

	16067_17
	18
	[A/G]
	CCTAATTGGACAGCATGAAAATGCCCACACCTGGAT

	16068_16
	17
	[A/G]
	GGCTGTGTGAGTGCACACGCGTGCAAGTGTGTTGTT

	16071_4
	5
	[C/T]
	CAGACGGAAAGAGCACAATGCTGCATTATGGTGTGC

	16078_11
	12
	[G/C]
	TCTCAACACCGCGCACAACCCTGCCATGGCACCGGG

	1608_33
	34
	[C/T]
	AAAGTGTGGTCAGCAGAATTGTGCTGTTTGTGGCAG

	16081_28
	29
	[C/T]
	ACCCACAGTGCTGCAGCTACATGCTGAGCCATAGAC

	16087_25
	26
	[G/A]
	CACCACCACAAAGCACCGCACTGCTGAATCAGGACC

	1609_29
	30
	[G/A]
	ATACTACCCTTGGCACCACTATGCCATCCGATATAC

	16091_25
	26
	[G/A]
	ACGATGTGAGCGGCATGTGTCTGCTGAAGTGTAGGA

	16097_19
	20
	[A/G]
	TTGAGGACAGTGGCAAGTCAATGCATCTTATTGCTT

	16102_17
	18
	[A/G]
	TTGCCATAGTGTGCAGCAATGTGCAGCGGGGTGAAG

	16104_4
	5
	[C/T]
	AGGTCAAGCTTGGCATTTTACTGCAAATTTGGAGCG

	16107_11
	12
	[T/C]
	CCTCCCGCCATTGCACTAATCTGCGACTCCTTTTCC

	16111_5
	6
	[C/A]
	CACATCCTACAAGCATTTCCATGCTTGGGCTGATGG

	16113_25
	26
	[C/T]
	TTTCTCCACGTTGCAAAGGATTGCACGATGAAGCTG

	16114_8
	9
	[G/A]
	GATGGCAGAATGGCAGGGTACTGCTTTACCGGAAGG

	16115_34
	35
	[A/G]
	CTGACTTTGAGGGCATCCCGGTGCATGACATGGGGG

	16119_32
	33
	[T/A]
	TAAGTAACGACTGCATGAATGTGCTAACGTGCTAAT

	16123_20
	21
	[A/G]
	GAACTGGTTGGGGCACTAAGATGCAGTTAAGTTTGG

	16126_16
	17
	[C/A]
	ACGGAGACGCACGCACCTGACTGCCTAGTGGTTCTG

	16129_18
	19
	[C/G]
	TTATTGAGTTTGGCAGTGCCTTGCTGATCAAGTGAT

	16130_8
	9
	[G/A]
	TGTCCTGTGAAAGCACTTTTGTGCCCTACAGCTCCT

	16133_11
	12
	[G/A]
	TCACTCGCACCGGCAGAGAGATGCCAGTTAGACTGT

	16136_2
	3
	[C/T]
	TCCATAGCAGCAGCAGCCCTGTGCCTGGGGAGCAGC

	16137_31
	32
	[C/A]
	TGCACCAGTCCTGCAGAGGACTGCAGGGACCCAGTG

	16138_29
	30
	[C/T]
	GAAAAGGTATTGGCACCCTCGTGCTGCCCCGGTGCA

	16145_2
	3
	[A/C]
	TTATTTTTTACTGCACTGTCCTGCAGGTGGCCAGAG

	16149_20
	21
	[C/G]
	GATCTATACATTGCAGGGTGCTGCTCTTGCTGGGAG

	16154_9
	10
	[G/A]
	CACTTACCTGTGGCATCACATTGCTGCGCATTTTGC

	16158_29
	30
	[C/T]
	ATAGCTACACATGCAAGCACATGCCACATCGAGTAC

	16161_3
	4
	[T/A]
	TACTCAGACTCAGCAGCACAGTGCTCACCTCACTCT

	16167_2
	3
	[C/T]
	GTCTTCGCCATAGCAGACTGCTGCTACTACAACATG

	16168_34
	35
	[G/C]
	TCTGTCCAGTAAGCACACTGATGCAGATGTGTCTGT

	16170_3
	4
	[T/C]
	AGATGCATAATGGCAGTGTCCTGCTGATAAACTGCA

	16174_9
	10
	[C/T]
	CTCTGATCTCTGGCATGTCTATGCATGGACTCCACA

	16177_19
	20
	[C/T]
	CAGAACTTTCACGCATGTTCATGCACAGAACTTCTT

	16179_3
	4
	[A/T]
	AGAAACTATGCAGCAGCATGTTGCTCTTGTCTCTCA

	16180_32
	33
	[A/C]
	TTTGGCTTGAAAGCAGCTGGATGCTGAAAACAAATA

	16182_5
	6
	[C/T]
	TTGCACAGTGTGGCACCATTCTGCTCACAGAGCTAA

	16188_16
	17
	[G/T]
	GGCTTTAGATGGGCATGACCCTGCCACTGGTTCACT

	16192_10
	11
	[A/G]
	TTTAGGCACGAGGCACTGAATTGCACTGCACTTTTA

	16199_4
	5
	[A/G]
	GGATAAGACTGGGCATTGACATGCCTCACACATTTA

	16205_10
	11
	[T/C]
	TGGAGGAGATTGGCATGCTGCTGCCACAGGTAATGT

	16209_4
	5
	[T/C]
	TCATTCCATGTAGCATTGCCATGCTTGCCATTGCCG

	16211_9
	10
	[G/A]
	GGCAAGCAGGAGGCATCTGGCTGCAAAGGCCCCACC

	16212_16
	17
	[G/A]
	TTACTGGAACTAGCAGGACAATGCTCCAGTGTGCAA

	16220_5
	6
	[G/T]
	TTCAATCATGACGCAAGCTACTGCCATACTGAACGA

	16223_33
	34
	[C/T]
	CATTGCAGCGTGGCAATTATGTGCAGAATAGTTCAG

	16225_29
	30
	[T/C]
	TAGAGAGACACTGCAGCGAATTGCTAATCTGCAGCA

	16226_34
	35
	[G/A]
	ATCGGATTTCCAGCACTGTACTGCTTGCTGTGCCGT

	16228_4
	5
	[C/T]
	CACTCAAAGGCAGCATCAGTCTGCGGAGTAATTAGT

	16229_33
	34
	[G/T]
	AGTTTACCACTGGCACCGACATGCTTCACTGTGGGT

	16237_34
	35
	[T/G]
	AAGGCCAACCTGGCATTTATCTGCAGGTTTTATCTA

	16240_29
	30
	[G/A]
	TCGAACAAGTGGGCATATGCATGCTTGCCGTGAGGT

	16242_31
	32
	[A/G]
	ACTCTGCAGCATGCACCACACTGCCTGGTAGAAACA

	16247_26
	27
	[C/T]
	AGACAGAAGTCTGCAATGTCGTGCTTCACCTTTTGT

	16248_20
	21
	[C/T]
	TGTCAGGAGAGCGCACTGCGCTGCTTTCTTTTTTCG

	16252_33
	34
	[C/G]
	GAGATTCACACTGCAGAGCAGTGCAATGTCTACCGC

	16255_24
	25
	[G/T]
	ATTACGGGTAAAGCAGCGTGGTGCGTTTGCCCGGTG

	16257_30
	31
	[C/T]
	CTGGTGCTGAGAGCAAGCAGATGCGATAGACAGTTT

	16259_30
	31
	[G/A]
	GATAATCGGCAGGCAGGTGGATGCGATGTTATACAA

	16262_34
	35
	[G/A]
	CTGGGCTTATTTGCACAAACATGCCCAGTTCCCCGG

	16265_33
	34
	[T/G]
	AGAAGGCTGACCGCATATGTGTGCATGTGTGTGTGT

	16266_4
	5
	[C/T]
	TGGGCTGTTGGGGCAATAAGGTGCCTTGCTAAAGAG

	16268_32
	33
	[C/T]
	CCAGCTAACTCAGCATGCAACTGCTGATGATCCCAG

	16273_26
	27
	[C/T]
	TTGCCCTTGGCAGCAGCTTCGTGCAGCGGCGTAAAC

	16276_11
	12
	[T/A]
	AAGTTTCCTAATGCAACAGTCTGCCTGTAACCTATC

	16277_29
	30
	[C/T]
	GCGGAGACTCTGGCACCCAGGTGCGTGCCCGGGGAC

	16278_1
	2
	[G/A]
	CGAACCACTCGAGCAGCGGCATGCTCTCCAAGAGCT

	16291_29
	30
	[G/T]
	AATGTGAGCTCAGCACTTACCTGCAGCATGGGGACA

	16292_1
	2
	[A/T]
	AATGAAAAGTAAGCACCACACTGCCAGTCTCGGAAA

	16297_7
	8
	[C/T]
	ATGTGCTCCACTGCATTCCTGTGCTTACTTTAGATC

	16301_25
	26
	[T/G]
	CAATCCAAAGCTGCAGTGCAGTGCCTGAGATTAGAG

	16312_8
	9
	[C/T]
	ATATCTCACCCAGCATCACGCTGCAGCAATTAAATG

	16316_31
	32
	[G/C]
	TAGCTACCAGAGGCAGGGTGGTGCTCTTCCTGTTTG

	16324_4
	5
	[C/A]
	CACAATACCTGGGCATCAGTGTGCTTCCTCATATAC

	16325_27
	28
	[C/T]
	CTTGACAGGTCAGCACTGTTTTGCAGGCGTCAGAAG

	16329_16
	17
	[G/A]
	TAGCAGAAGTGAGCAGAATGTTGCAAATACACAGCT

	16339_10
	11
	[C/T]
	TGGCCTCACTCAGCACTCAACTGCCTACATGACATC

	16342_6
	7
	[C/T]
	CTGTTTCGTGCTGCAGAGATCTGCTGGAACTCAGGA

	16346_29
	30
	[C/T]
	TCAGCCTCAACAGCAGGTCAGTGCTGATCCCTTTGT

	16352_24
	25
	[A/C]
	TTACAAACCCTTGCAGCTTGGTGCATAATAGGGCAA

	16355_30
	31
	[C/T]
	GCAGTCCCATCAGCACTCACCTGCAGGTAACACATC

	1636_7
	8
	[C/T]
	TTTATGTCTTTAGCACTGGCTTGCCTACAAATCCAG

	16362_3
	4
	[A/G]
	GGAAGAGGGACTGCATAAATGTGCACTGTGGGTGTA

	16363_27
	28
	[T/C]
	TGGAGTTGTCCAGCAGATACATGCTCCTCTGGCTTG

	16364_8
	9
	[C/T]
	TGTCCATATTGAGCAGCACAGTGCAGCGCTGTCTCC

	16369_31
	32
	[A/T]
	TGAGCAGGGTGAGCACCACGGTGCTGTGCTGAGAGT

	16373_8
	9
	[C/T]
	TTGGGATTCCATGCAACTTGCTGCAGTTTAGATGCA

	16374_29
	30
	[G/A]
	CTGGTCTGTGATGCACTGGTATGCTGCAGGAGGAGA

	16376_11
	12
	[A/G]
	TGGTCTGCAGTAGCAGCTTTATGCTGGTCAGGGTCA

	16379_17
	18
	[G/A]
	TTGCATTTGGAAGCACCGCTGTGCACAGAGTCACAT

	16380_34
	35
	[C/T]
	GGGGCTACTGAAGCAGAAGATTGCTCCGTCTGCTCT

	16381_11
	12
	[A/G]
	CGACCAGCAGCAGCAGTGGCATGCCATAGGGAACTC

	16385_20
	21
	[G/A]
	GAAAATTTAGTGGCACTTCGGTGCGAGTGGTACGAT

	16387_1
	2
	[G/A]
	GGAACGGAACCGGCAGCGTGGTGCACGCGAGCTACG

	16388_29
	30
	[A/G]
	AGTCACTCACCAGCAGGTGGCTGCTCTCGAACAACA

	16389_30
	31
	[C/T]
	CCATCTGCATCAGCACGCTTCTGCAACTTTCCCAAA

	16392_25
	26
	[A/C]
	CCCAAGTGATCCGCACTCTTCTGCCATTGTTATTGG

	16399_27
	28
	[T/C]
	ACGTTAGCCATAGCATCCCCTTGCTTTTACTCCTGT

	16407_29
	30
	[T/A]
	GAAATCACTGTGGCATGAGAGTGCTGGAGTTTATCA

	1641_10
	11
	[G/A]
	GGTGTGAGAGGGGCATACAGGTGCTTCTCACCACTG

	16417_5
	6
	[A/G]
	ACCAGAGTCCATGCAGAAGGCTGCTAATTACTGGCT

	16419_19
	20
	[A/G]
	GAAGAAACACGTGCAGACGAGTGCGTGCGAGTGTGT

	16420_10
	11
	[A/G]
	TCACCGAATCAGGCACCAGAATGCACTGATGCCAGC

	16424_32
	33
	[G/A]
	GTGAATGCTCAGGCAGAGGGCTGCACTGCTGGGAGA

	16425_8
	9
	[G/T]
	AAAAGGGGGGAGGCAGAATCATGCAGTCATAGGTAC

	16427_32
	33
	[G/A]
	TTTTCATGTCTTGCATTGCACTGCAGCCACAGGATT

	16439_9
	10
	[T/C]
	CTGTGCTTATGTGCAGGCCGGTGCTTTATAACGCCT

	16442_30
	31
	[G/A]
	GTCAGCATGCCAGCATTACACTGCACAACTGAGTCG

	16444_17
	18
	[A/G]
	ATACACACATACGCACAAATATGCACACAGACACAT

	16446_24
	25
	[C/T]
	GTCATTTCTTATGCAACAGCTTGCCGCTCCATCTGG

	16449_20
	21
	[C/T]
	TCCACAATGCATGCATTTATCTGCTGTGGAAGAAAG

	16456_5
	6
	[C/T]
	ACTCTCCCTAAGGCAGTTTACTGCAGGTCTGCAGTT

	16459_31
	32
	[T/C]
	TCATGTCACTCGGCACAGGCTTGCATGCTACTGTAG

	16462_30
	31
	[T/C]
	TACTTCCCTTCTGCACTCATCTGCTGCCTCTAAACA

	16464_33
	34
	[T/C]
	ATTCCACATACAGCAGTGCTCTGCTCTTCTGTTTCT

	16466_7
	8
	[A/G]
	AGGGCACATTCAGCACCGCCGTGCTTTCTGGGTAAG

	16468_8
	9
	[G/A]
	AGACCCTCGTGGGCAGTTGGGTGCAGCACAGCTTAT

	16469_26
	27
	[A/G]
	TTGGCTATTCAGGCACAACAATGCTCAATTGTTCCA

	1647_5
	6
	[A/C]
	TAAAACGCTTCGGCAGATAAGTGCAAAAGTTTGTGC

	16473_8
	9
	[C/T]
	TTGGTAGACGAGGCACCCTGGTGCCAGGCGTTGAGT

	1648_7
	8
	[C/T]
	GCTGCACCGTATGCAAGTTGCTGCTGCAGGTGCTAA

	16480_16
	17
	[A/C]
	GGTGCCATTGTTGCACACTGATGCAAATGTGCTGCA

	16482_3
	4
	[C/A]
	TACCCGCCAAAAGCAAAACACTGCGGCTTGTTTATA

	16488_28
	29
	[G/A]
	ACATCATGTGACGCACCCTTGTGCACTTGCATTCCT

	1649_24
	25
	[G/A]
	ATTGTTACCTGTGCATCAGACTGCGGAATCAAAATG

	16490_3
	4
	[A/T]
	ACCAGTTCACCTGCACACCCATGCAGTTATTCAATA

	16492_10
	11
	[G/A]
	CCTGGGCAGCGTGCACAGGGCTGCCCAGTGCTTCAG

	16496_7
	8
	[G/A]
	ACTGACTGAAGTGCAGTGCAGTGCTGTGGCTCCGGG

	16499_17
	18
	[A/G]
	TACAAGTACAAGGCAACGAACTGCAGTAGAGACCTT

	16502_8
	9
	[C/T]
	GTTATGCACGATGCACGTACCTGCACGATCTTATAC

	16505_7
	8
	[G/C]
	TGAAGGTGGGACGCAGCGGGATGCTCGTCTACGGCC

	16507_34
	35
	[A/T]
	CTTACCAAAATGGCAGATTAGTGCTCACCTGCGAAA

	16509_16
	17
	[C/A]
	GTCTTGGAGTGGGCACCTGGATGCTTTACCTGCTTA

	1651_19
	20
	[G/A]
	TTTCAGCTACTTGCAGGCCGCTGCCAGTTACATTTC

	16511_10
	11
	[C/G]
	GTGTGTTAATCTGCAGGGTGGTGCTCAGCCCAACCC

	16517_28
	29
	[C/T]
	AAAAGAAAGCAGGCAGCTACATGCCTTTCTGACACA

	16518_19
	20
	[G/C]
	ATCCAATTTACTGCAGCTGCATGCTCGAATCTGGAC

	16525_32
	33
	[G/A]
	TGGGATAGCTGTGCATTGTGATGCTTAGTCAGGGTT

	16528_1
	2
	[C/A]
	TCAAGCAGTTAAGCACCCGTTTGCGTCTGTTGTGGG

	16529_28
	29
	[G/A]
	GCTTTAGATCCAGCACATCACTGCAGGCGCTTTAGA

	16531_34
	35
	[T/C]
	ACTTTCTCCATCGCATTAGAGTGCGAGTGCTGCTTC

	16532_28
	29
	[A/G]
	AGACAGGATGGTGCATTATTCTGCATGAAAGCGTAC

	16533_5
	6
	[A/T]
	ATCACATGCCCTGCAAAAACATGCTGGAAATGCACC

	16538_9
	10
	[T/C]
	ACATAGCGCTCAGCACATTTCTGCTTTAACACACCC

	16539_6
	7
	[G/A]
	CTTGTGGATGCAGCATTTTAGTGCACACACATCCTT

	16547_24
	25
	[G/A]
	ATCTGCAGCGATGCATCACACTGCGAGGTATTTTTG

	16551_19
	20
	[A/T]
	CCATATCCTGAAGCACTACAGTGCCACCTTCGGGGG

	16554_3
	4
	[G/A]
	TATGAAGCCAAAGCAGTGCAATGCAGCCAGTGTGCT

	16557_24
	25
	[A/G]
	AAGTACATCAGCGCACGTCTTTGCAAGTGCTGTTTC

	16558_26
	27
	[C/T]
	TGAACTCGATTTGCAGCCTTTTGCCTCCAAACTCTG

	16559_19
	20
	[C/T]
	GCGAGATGCGTCGCAGGTCCGTGCGCCGTGCCAGGA

	16560_27
	28
	[A/G]
	AAGTATTCAGGCGCAGTTGGATGCCGAAGCAGAGAG

	16561_19
	20
	[G/T]
	AAACCCACAAGTGCAGATTGCTGCAGCTGTACACAC

	16572_17
	18
	[G/A]
	GAGGAAGCAGAAGCATTGAGCTGCCAAGACACTTCC

	16575_15
	16
	[T/C]
	CTCTATTGCCTCGCATCATGTTGCCTGTAGTAAGAT

	16576_1
	2
	[C/A]
	CCAAACGGATTAGCAGAAGTCTGCGTGAAGAGTATT

	16577_32
	33
	[C/T]
	ATTGGTGTCGTAGCAGGTAGATGCAGCCGCTTCACA

	16585_2
	3
	[G/C]
	CTGTGATCGCATGCATTGGGGTGCGCTGAGATTCCT

	16593_5
	6
	[G/C]
	AGAGAGGCCTGGGCATATGGATGCTCTGCTTTGGTC

	16601_19
	20
	[G/C]
	AGATGTGTGGCAGCAATACGCTGCTCCTCAAGGCTG

	16607_31
	32
	[G/A]
	TAAGTCGAGACTGCAGTGTCCTGCCATGGGGGGTGC

	16612_34
	35
	[A/T]
	GCACGCTTTTGTGCAGTATTTTGCGCAGTGTGTGAG

	16613_32
	33
	[C/A]
	TCTCGTTTTCCAGCACAGCACTGCAGGCCTTTCTGA

	16617_18
	19
	[C/T]
	TAAAAACTACAGGCAGGCCAATGCGGCACGCAACGA

	16618_9
	10
	[C/T]
	CTTCAGCTTCCAGCAGTTTGGTGCAGATGTTCCACA

	16631_4
	5
	[G/A]
	TGATGATGGCTGGCAGTGTTGTGCTGAGTCCCTGAT

	16632_11
	12
	[C/T]
	AACTACATGTACGCATGGCGTTGCCTCGTGTATTCT

	16639_26
	27
	[C/T]
	GCGAACAAATCGGCACCCAGATGCGACTGGTAGATC

	16642_17
	18
	[T/A]
	ACGGGTGTGTATGCAGTTTGTTGCGATGGACTGGCG

	16647_24
	25
	[C/A]
	GACACTGGCGCTGCAGCAAAGTGCCATGGCCAGGCA

	16652_29
	30
	[T/A]
	TAGCAGTTCGGTGCAATGTGATGCCACGCAGTTTAT

	16655_4
	5
	[C/T]
	CACTCATTGGCAGCAAGTCTGTGCCATTCGCCTTAC

	16656_9
	10
	[C/T]
	TTAGTTTTTCCAGCAAAAGCTTGCCAAAACCAAGTT

	16661_2
	3
	[G/A]
	GCGTGCATGTGTGCAGGCATGTGCCAATATAAAGTA

	16663_10
	11
	[G/A]
	TGAGCACACTGAGCAGAAATATGCCATATGCACTCA

	16664_8
	9
	[A/G]
	GATGTAAGACTTGCATACAGCTGCTTGGCCAAGGAA

	16668_11
	12
	[G/T]
	TTTCTGATCTTGGCACGAATATGCACGAAAGGTCTG

	1667_33
	34
	[A/G]
	CATCTGTGACACGCAGATGATTGCTTTCCAAATAAG

	16673_8
	9
	[C/T]
	AAAATCCTCGGTGCAGGTGACTGCCGATTGCCACCG

	16678_10
	11
	[T/G]
	ACTAGGACTGTGGCAGAAACCTGCACAGGGCAACAG

	16682_11
	12
	[G/T]
	TGTCAACTCCAGGCAGGACGCTGCCAAGCACAGCAA

	16683_4
	5
	[G/A]
	CACGGTGTGTGTGCAATGCAGTGCAGTACGTGGACT

	16685_4
	5
	[C/G]
	TCATCCACATCAGCACGCCGATGCTTAAACCTAATT

	16686_20
	21
	[T/C]
	GCTGTGGTCCTGGCAGGGAGTTGCGTGAGTGTTTCT

	16688_10
	11
	[G/A]
	GCGTGGCAGGGAGCAATATCCTGCTGAAAGAAGCTA

	16689_20
	21
	[G/A]
	CCCACCGAACTGGCAGACTCGTGCTTTAAACAGTAA

	16693_29
	30
	[C/T]
	CTGGGAGAAACAGCACTCCTCTGCAAGCTCGTAAGA

	16697_28
	29
	[A/G]
	GACACACGTCCTGCATCCTGCTGCCAAAAGGGAGTC

	16705_29
	30
	[C/A]
	AACAGCTGTGCAGCACACAGCTGCATGTGCACATTT

	16707_18
	19
	[C/T]
	GTCACTTTTTGTGCAGGACGATGCATTCCAAATTTT

	16716_5
	6
	[C/A]
	ATTTCCAAAGCTGCAAACTTGTGCGCTGCGGAAGCA

	16718_3
	4
	[C/T]
	GCTCTTAAAAATGCACCAGCCTGCAATGTGTACGCT

	16723_30
	31
	[A/T]
	ATTTACTACAGCGCAAATCCCTGCAGAGGTATCGGC

	16729_25
	26
	[C/T]
	CAGTCAGGAGTCGCACCGCGTTGCTCCTGTGCGCGC

	16737_15
	16
	[C/A]
	GCTGGTGCACCCGCACAACCCTGCTGAGAAGGAGGT

	16741_5
	6
	[T/A]
	TGGCATGAAATAGCAACGTCCTGCAAGGTCAGAGCA

	16744_10
	11
	[G/A]
	CAGACTCCACAGGCATTGATGTGCACGAATTCTTGG

	16746_8
	9
	[G/A]
	TCCAAGCTAAATGCAACAGTTTGCACCATGATGCAC

	16752_6
	7
	[G/A]
	GGCTCAGAGGAGGCAGTAGCTTGCGTGAGAAGCACA

	16754_5
	6
	[A/T]
	TCATAAGTCAAGGCACATGATTGCGTCTTTCTGCCA

	16756_24
	25
	[T/A]
	ATGTATTCCAGCGCATGGTCATGCTACAAAATGACT

	16757_34
	35
	[G/T]
	TGATGGCCCCATGCATTGTACTGCTTCCACACAATT

	16762_26
	27
	[C/T]
	AACTGTCCACTAGCAGCTTCATGCTTCATGCTAAGT

	1677_8
	9
	[A/G]
	CTGAACACATTGGCAGTCAGCTGCTGCTCCAAGAAA

	16771_16
	17
	[T/C]
	GTGATTAAAGATGCACTGTGATGCCGACGCCCATTT

	16772_18
	19
	[G/A]
	GGGTGCACATATGCAACCGTATGCGCGTGTGCGAGT

	16779_30
	31
	[C/T]
	CCACCAGGGTGGGCAGAACTCTGCGGCCTCCTCGAC

	1678_31
	32
	[C/T]
	AGCTCTTGCTGAGCAGGGCTCTGCTTTGAATCGCCA

	16780_15
	16
	[A/C]
	AAATTAAGGGTGGCAAGGTGGTGCTGCAGGTAGTGT

	16781_19
	20
	[C/T]
	CGGAGCTGAACCGCAAGTTCCTGCTCTTCGCCGACA

	16786_33
	34
	[C/G]
	TGTTTGTGCATTGCAGGCAGGTGCTGGCAAACCCCT

	16787_30
	31
	[T/C]
	CAGCACAGTGTTGCATGATGCTGCTTGATTTCCATT

	16789_30
	31
	[A/G]
	AACTGAGCAGTGGCAACTTGGTGCTAGTGGAATTTG

	16799_18
	19
	[T/C]
	CGTGCTGGATGAGCAACGTTTTGCGAAAGAAATCCT

	16813_20
	21
	[G/A]
	GATTGGAGAATTGCACGGACGTGCAACGAGTCATGC

	16819_10
	11
	[T/C]
	ACATGGTCCATTGCATACAGCTGCAGTACACCGACC

	16823_26
	27
	[G/A]
	TTTCCAGATGTTGCACACGGCTGCAGGGTGACATTA

	16826_29
	30
	[C/T]
	ATGCACAGGTGTGCATGACGCTGCCATGTTAGCATT

	16843_29
	30
	[T/C]
	CTTCAGACTGCAGCATGGTTTTGCGTTTCTCTATGA

	16846_17
	18
	[A/G]
	GCTTTCAATTTTGCAACACTGTGCTGCGGGTCTCTG

	16848_32
	33
	[C/T]
	AAGAACACATCAGCACTAGCATGCACGGCGCTCGAC

	16851_6
	7
	[T/A]
	AAAATATCAGCAGCAAGCATATGCAGCCATACCCTT

	16857_31
	32
	[C/G]
	CTGAGGAGAACCGCACCGGGCTGCTCCCGTCCACCT

	16861_32
	33
	[G/A]
	TCTACATTTTTGGCATTCAGCTGCCTCCTACAGAGC

	16862_10
	11
	[T/A]
	TCCAGCTGCTTAGCACCAGTATGCACATGTTCACAC

	16864_29
	30
	[C/T]
	ATACGAACATGGGCAATTACCTGCCCCATCATTGTA

	16865_33
	34
	[T/C]
	TCAGCAACAGCAGCACGAACCTGCGCCTGTGCGTGC

	16866_2
	3
	[A/G]
	AGAGAGGTCTTGGCAGATGCATGCAAATTCACAGTA

	16869_34
	35
	[C/G]
	TACAGTGTTAGTGCATCCCCCTGCGATTTGTCGCCA

	16870_26
	27
	[T/C]
	CTCTGATCTAGTGCATTTTTCTGCCTCCAGCGCATG

	16877_20
	21
	[A/G]
	CATGTGCCACTAGCACCTTCATGCTAAGAATTGGAT

	16886_34
	35
	[T/A]
	ATGGTCACCGTGGCAACTCAGTGCTTTAATTTAATT

	16893_5
	6
	[C/T]
	GCTCTCTATCCCGCATACAGCTGCTGCTCCTGGATA

	16898_5
	6
	[T/C]
	AAGTGTCATTTAGCAAGGCTCTGCTCCCTGGGCATA

	16903_34
	35
	[T/A]
	GGATTGAGCAAGGCATTATATTGCAAGGTGTCATTG

	16905_20
	21
	[A/G]
	AACATACATGGAGCACCACTATGCCTACTGAACAGG

	16906_4
	5
	[G/A]
	CTCCGGCCTTTAGCAGCTTCCTGCGGAACTCCTCCG

	16911_10
	11
	[C/A]
	ACGCTACCTGCGGCACCACCGTGCTGCTCTGTTTTA

	16914_17
	18
	[G/T]
	CTGTCAATAGAGGCATAGTGGTGCGGTGGGTATTGC

	16919_28
	29
	[A/G]
	CTGACAGAAAAAGCAGCTGCTTGCTGAAACCTGGGA

	16922_10
	11
	[G/A]
	GGATACCGCTGAGCAGGCTCATGCTATAAGGGACAG

	16927_17
	18
	[C/T]
	CAGCTTTCATGTGCATTCGATTGCATACACCTGTAA

	16930_18
	19
	[G/A]
	TTGTTTTGGTCAGCACAGGAGTGCCTTCTCACCTGC

	16938_18
	19
	[T/C]
	TCCCACATCACAGCATGCTACTGCCTCTAGCCAGGT

	16939_30
	31
	[T/C]
	CTACGCTGGTCAGCATGGAGCTGCTGGCCGTAGTCT

	16941_9
	10
	[T/C]
	GCGTCACCATGTGCATGACAATGCTGCTCCACCCGA

	1695_33
	34
	[G/C]
	TTGAGTACCTGAGCAGGAATGTGCCAAAAATGTGTT

	16953_32
	33
	[G/A]
	ACACTGTCCTCAGCAGGGTTGTGCCATGGTGTGAAG

	16959_32
	33
	[T/C]
	CAGAAGCCTATTGCATCATGTTGCTGGTGGCATTTT

	16961_8
	9
	[G/T]
	TTTAATGGGTTGGCACAGTTTTGCCTCACTACACCA

	16966_15
	16
	[G/A]
	CACTATCCACAGGCAGACTGCTGCAATTACAGGTAA

	16967_28
	29
	[T/C]
	AAGGACACATGTGCACCAGACTGCGCAATGTAAACA

	16973_10
	11
	[G/A]
	AGAGAGGAAGGAGCAGCACGGTGCAAACCCTGCACT

	16974_24
	25
	[A/G]
	TATCTCTGACAGGCAGAGTAATGCAGCATCGAGGTG

	16978_1
	2
	[T/C]
	CTCCTTCCTGCTGCAGAGCTTTGCATGGCTGCCGGA

	1698_5
	6
	[G/A]
	AACGTGAGACTGGCATACAGCTGCTCAGCCATGAAA

	16980_24
	25
	[T/C]
	TATTGACATATGGCAAGCTAATGCTGCGTTCATGAC

	16984_20
	21
	[A/G]
	GGCCCAGCAGTGGCAGCTTGATGCTGGTGGCATTCA

	16986_19
	20
	[G/A]
	TCTTGCCTAACGGCAGAGCACTGCGACACACGCTCT

	16988_4
	5
	[G/A]
	CTGGGAAACATGGCAGGCGGCTGCCATGTAGCCTTT

	16989_1
	2
	[C/A]
	TCTATCTTGTGTGCAGTGGTCTGCCTATTCTTGCTC

	16990_7
	8
	[G/A]
	GAAAGCGGTTCGGCATCTTACTGCTTGACACCTAGG

	16996_9
	10
	[T/C]
	CAATGCCTGTGGGCAAGACTGTGCCATAAAGGGCTA

	16999_26
	27
	[T/A]
	GGAGGATGAGATGCAAGAGGATGCGGTACAACAGGA

	17_31
	32
	[T/G]
	GTAGCAAATCCTGCAATCGAATGCAGGAGTGTTTTT

	17001_8
	9
	[G/A]
	AAATGGCCGCGTGCACTGTGCTGCTGCATGTCAGCT

	17002_8
	9
	[A/T]
	TCATGTCCAGAAGCAGGGAGATGCCCCAGGTCCACT

	17008_18
	19
	[T/C]
	AATGCCAATCAAGCAGCATGATGCTGGGCTGTGAGT

	17010_2
	3
	[A/C]
	AAACAAACATTTGCACACCATTGCACAAAGGCATAT

	17013_4
	5
	[C/T]
	TTCACCCCCAGAGCATGACGCTGCCACCGCCATGCT

	17015_9
	10
	[G/A]
	TACATGCAGGAAGCACACACATGCGTATGCAAACAG

	17017_33
	34
	[A/C]
	AAAGCTCCGGGTGCAAATCACTGCTCACTCACTAGA

	17019_8
	9
	[T/A]
	AACTGACTTAATGCAACGGCATGCACCCTGAACACA

	17028_4
	5
	[G/A]
	GTGTGTGTGAGTGCAAGTCCTTGCTTGCTTTACCAT

	17029_34
	35
	[A/T]
	GCGGAGCATTTCGCAACTCCGTGCGGATCTAAAAAA

	17034_18
	19
	[G/A]
	GGGAAAAGCAGTGCAGAAGGCTGCAGAGGCACCCAG

	17041_25
	26
	[A/G]
	GCCACAGAGGTGGCATTGCACTGCTATCCCTCTGGA

	17043_9
	10
	[G/A]
	TCATCAAATGAGGCACCTTTTTGCTCCACAGTCTTG

	17045_9
	10
	[G/A]
	TGAAAAGCAGAGGCAGCAACATGCTGAAACAGGACA

	17051_11
	12
	[G/A]
	CTGTGGGTCAAGGCAGGGCCGTGCCAGCATGTCACG

	17055_17
	18
	[C/T]
	CCGGTGACTAATGCAGTCTGCTGCTACCATCGTCTA

	17056_3
	4
	[A/T]
	TGTAAGCCAATGGCAGCGCGCTGCGCTGGAACATAC

	17058_2
	3
	[C/T]
	TACGTTACATTTGCATCATTGTGCTGAATCTGGGCT

	17064_8
	9
	[T/C]
	TAAGTTATTTATGCATCAGCTTGCTGTCTGACCAGC

	17065_25
	26
	[A/T]
	CCAGGTGACAGGGCAGTGCCGTGCCAGTGAAGTGCT

	17066_32
	33
	[G/T]
	AGGTCATCTGGTGCATGTGTTTGCACAAGAATGGTA

	17068_31
	32
	[G/A]
	TCAGCGTTGTCCGCACTCAGCTGCTTTCCCAGCACT

	17070_11
	12
	[T/C]
	GTTCAGTTACATGCACTGGCCTGCTTGTTTCTCTTT

	17073_25
	26
	[G/C]
	GAGAAAGGACCAGCAGTGGAATGCTGTGAGCAGATT

	17079_19
	20
	[T/A]
	GGTTAGTCAAAGGCAGGGGTTTGCTTTGTACACCTG

	17081_8
	9
	[C/T]
	AGAAAGCACGTTGCACTGACATGCACCTATGATCCT

	17084_11
	12
	[T/G]
	TCCGCGTTTCCGGCATACCTCTGCTCGTCCTCACAC

	17093_17
	18
	[G/A]
	TTTTACCATGTTGCAACGACATGCCATCTTTTCCCT

	17094_8
	9
	[A/G]
	ACACAGCCAGGAGCATCGTATTGCATTTTACATGGA

	17099_33
	34
	[C/T]
	TCTGTAGCCAGAGCAAGGAAATGCACCATGAAACGC

	17102_19
	20
	[T/G]
	AAGAAACCTGCTGCACGTCTGTGCACGTGTCTGCAC

	17106_5
	6
	[A/T]
	GTTTTATAAAGGGCAGTGTGGTGCTGCTGCATTGCA

	17108_10
	11
	[A/T]
	TCATGTACACAGGCAATCAGTTGCCATGGCAACTCC

	17109_25
	26
	[G/A]
	TATGGAAATGTAGCACAGGCCTGCAAAAACGCTTCA

	17112_18
	19
	[C/T]
	ACCCGGCCTCCAGCAGGGCGGTGCTCACCAGTCAGA

	17125_20
	21
	[A/G]
	GAGGATCTCTCAGCAAGCTAGTGCGCTAGCAGGCAG

	17126_19
	20
	[T/G]
	TAACTCCTACAAGCACAATTTTGCAGCTGTGGTAGA

	1713_15
	16
	[T/C]
	GCAGCTCTTGGGGCATGCGGATGCCATTGTGCACAA

	17133_5
	6
	[T/A]
	CAGCCTGGTCGTGCAGTGGACTGCTGACTTACAATG

	17137_8
	9
	[G/A]
	GGGAAGTGGAGAGCAATTTGTTGCCTCCTGTGAGAA

	17139_4
	5
	[C/T]
	CTCTCGTGTCCCGCAGCTTTCTGCACAAGATTGTGT

	17140_17
	18
	[G/C]
	CAGGTCCTGCATGCAGTGAACTGCTGACCGAAAGTA

	17147_34
	35
	[G/A]
	ATGAAACAGTGAGCAAAGCCATGCAAGTTGCCTGGG

	17150_10
	11
	[A/G]
	CATGCAAGCAGAGCAGTCGAATGCTAAAGTTAACGC

	17151_28
	29
	[T/C]
	TGAATTCAGCGTGCAGCGTGTTGCACTGTAACGTCG

	17158_32
	33
	[G/A]
	ACTCAGACGAGAGCACCAGAGTGCTTCAGTGAGAGA

	17165_16
	17
	[G/A]
	CAGCGCAGGAACGCACGGATATGCAACACCAAAAAC

	17166_18
	19
	[T/C]
	TTGTAAAAACAAGCAGCTTTGTGCTCATGAATGCTG

	17170_33
	34
	[C/A]
	CATGACCATCTTGCAGAGGAATGCACACACACACAC

	17174_34
	35
	[A/T]
	GCTCCTAGGATGGCATGGTGATGCCATAGGTAGGAC

	17175_9
	10
	[C/T]
	TGGCTCTGTTAGGCAGTCGGTTGCTCTGTTCCTCCA

	17176_26
	27
	[T/C]
	TGTGTGTGACACGCAGGGGGATGCAATTGCGGAAAA

	17182_34
	35
	[G/T]
	GCCGCAGCACGAGCAAAACCCTGCGCGTGAAGCTGA

	17190_18
	19
	[C/T]
	TGTTTGGGTTTTGCACCACACTGCCAGATAGATAGT

	17191_9
	10
	[G/A]
	AATGCAGCGGACGCAGAGACATGCAGCACACCAGAA

	17192_18
	19
	[G/A]
	CATGCTGGCCTGGCAGGAGGCTGCAGAAGAAAGCTG

	17199_30
	31
	[G/A]
	AGCATCTGAACAGCAAGTCGGTGCACGTCTGAATAG

	17202_3
	4
	[C/T]
	ACGCGTGTTTCAGCATGATAATGCTTCTGTACACAA

	17205_10
	11
	[G/A]
	TTTGTTGGGGGAGCACTGCTGTGCAGACCTCCACAA

	17208_34
	35
	[A/T]
	CACTCTATCCAAGCAACAAATTGCGATTTGGTGCAG

	17217_32
	33
	[T/C]
	GACTGGTCCTACGCAGGTGAGTGCTACTGGGTTACC

	17218_20
	21
	[A/G]
	TAACAAGTAAAAGCAGACACATGCCGACATCTAGTG

	17224_28
	29
	[G/A]
	AGCAGAGGAGCAGCAGCAGTCTGCACTCGCTGCACC

	17225_24
	25
	[T/C]
	TGTCTGACAGAAGCACGCGCCTGCTGTTGCTGTTAG

	17232_5
	6
	[G/A]
	CACATGCAGTTGGCAATTAGGTGCCATGCCCAAGGG

	17236_3
	4
	[C/T]
	AGCCCAATGACTGCAGAGCGCTGCTAAGGTTAGCTT

	17237_32
	33
	[T/C]
	CCCTGTTTGTTTGCATCATTGTGCCCGTTTGGTGCC

	17238_24
	25
	[G/A]
	AAATTTACTGATGCACGTTGATGCGCCAGCATAAGA

	17243_26
	27
	[C/T]
	TACAAGAGAAAGGCAGATTCATGCCTCGGTTCTCAG

	17244_26
	27
	[A/G]
	TCATGTTTCCCAGCACAATTCTGCCAACGCTTCGTC

	17248_8
	9
	[A/C]
	GTGTTAGCACTCGCATGGCAGTGCTGCATGATGGTC

	17264_7
	8
	[C/T]
	GACTGAACGTTAGCATCATGCTGCAGTCCCCAGGCT

	17265_1
	2
	[C/A]
	ACGGACGGCTCTGCACCACGCTGCCTACTGTGGAGA

	17268_25
	26
	[G/T]
	TTGAACTTTTGTGCATTGCGGTGCCGTGTGTGTGTG

	17269_34
	35
	[G/A]
	TAGCGGAGGCCGGCAGGAAATTGCACTCTCCTCCGG

	17270_1
	2
	[G/A]
	GGACAAGTGGAGGCAAAACCATGCCAGGGAAATAAA

	17273_2
	3
	[A/G]
	GAAAGAGAGAGTGCACGACCGTGCGTGCGTGTGTGC

	17274_24
	25
	[G/A]
	GCACTGATAACAGCATGCAGCTGCGGTGGATGGTAT

	17275_31
	32
	[C/T]
	CGTTTCAGTGCCGCATCTGCATGCGCAGCTTCAGCC

	17280_34
	35
	[A/T]
	AATGGAAGCATTGCAGCACCTTGCCTTAGTGTTTAA

	17285_11
	12
	[T/C]
	GGGCCAACTAGTGCATCCAGCTGCTCACAAAACTCT

	17288_8
	9
	[T/G]
	GTGGTAGCTCTTGCATGTTCTTGCGGTTCGGAAAAG

	17291_34
	35
	[A/T]
	TTGCTAAACGACGCAATTTAATGCACTCGCTTTAAT

	17297_4
	5
	[A/G]
	GCCCATGTACTAGCACTGGTTTGCTGGTTGTCCTTC

	17303_3
	4
	[G/C]
	AAAGTTGAGGGTGCAAAAGTTTGCACAAAACGAAAC

	17304_6
	7
	[T/C]
	ACATCCTGTAAGGCAAACTGGTGCTAAACATCCCAA

	17306_28
	29
	[A/G]
	ATGCCACGTTTTGCAAAAAGCTGCCCTGAAATAAAT

	17307_8
	9
	[C/T]
	ATGTTTTACTGAGCATCTGGCTGCAGTTCATCTGGA

	17310_7
	8
	[C/T]
	ACGATAGCGAGAGCATGGGATTGCAAACAGGAGGCG

	17311_6
	7
	[G/A]
	TGAAAGGCTACAGCACCAGCATGCAGAGCAGGAGGG

	17321_31
	32
	[G/A]
	GGCCTGTTGGCTGCAGTGCAATGCATTTCTCGAATT

	17322_11
	12
	[A/G]
	CAATGTTGTGAAGCAGGACTGTGCCACATATGTTTA

	17328_20
	21
	[C/A]
	GAGCTGTGCGAGGCAGAGGGCTGCCGGTTGGAAGAC

	17332_28
	29
	[A/C]
	AAGGAGGTAGTAGCAACCAGGTGCTGCTATTCAAAT

	17333_8
	9
	[C/T]
	AGCGCGATCCGCGCATACAGATGCAGCCGACGGTGG

	17339_24
	25
	[C/T]
	AAGTGAGGGAAAGCACAATGCTGCCATATCCTGTGA

	17340_10
	11
	[G/A]
	TTACTGCTCTGAGCAGTGTTGTGCCTCCTGGTTTGT

	17343_4
	5
	[G/A]
	GCACGCACACACGCACATGTCTGCACAGACATATGG

	17350_29
	30
	[G/A]
	TGGTTTGCTCAGGCATCCATGTGCAAATTGATCATG

	17351_7
	8
	[A/G]
	GTTTGGTACGCAGCATCCTTGTGCTGACTCTTTTAA

	17352_20
	21
	[G/A]
	ATATTACAAGCGGCAGGCGCGTGCCTCTGATCTGCA

	17353_5
	6
	[G/T]
	TGTGTTTGTGTGGCAGGGTTATGCTGACGAGATGGA

	17355_16
	17
	[G/A]
	AAATGTGTGCTGGCAAGTTACTGCTAGTCACACTGC

	17359_7
	8
	[T/C]
	TTTGAGCTATGAGCAGCGGCATGCGATCTCTGTTAC

	17365_3
	4
	[C/T]
	AAACGCACTAGTGCAATTAGTTGCATCATCTGACCT

	17370_17
	18
	[T/C]
	CAGGCCACTGAGGCATGTTATTGCTAAGTGTGCTCT

	17373_16
	17
	[T/C]
	CCCCATTCGAGTGCAATTCCATGCTTTCTTCAAGCA

	17375_24
	25
	[A/G]
	GGTGATGGCTGTGCACCACGCTGCAGGCTATTAATG

	17376_5
	6
	[C/T]
	GTTTTCACGAACGCACAGAAATGCCAACTACACAAA

	17378_30
	31
	[A/G]
	TCTGATGCTATGGCAGTTGTCTGCTCTGACAGCCCT

	17383_34
	35
	[C/T]
	TTTCCGGTACAGGCAAGGCGGTGCCTGTGTTCGGCT

	17384_31
	32
	[A/G]
	CTTACCTCACATGCAGTGGTGTGCACTGGGCATTGT

	17389_3
	4
	[G/A]
	AATGAGGCCAAGGCAAAAGACTGCTGTGAAAACAAA

	17390_31
	32
	[G/A]
	CCATAACCTTCAGCATTCCTCTGCAGAAGTGGAGGA

	1740_27
	28
	[T/C]
	TCCCACAAAGCTGCAGTCATTTGCACTTAATCGACA

	17405_8
	9
	[T/C]
	TTAGTCGGTAAAGCACGCGTGTGCATGCTCAAATTA

	17407_2
	3
	[C/T]
	TTCCCAGTTCCTGCAGGGACATGCGTGGGTCTTTAC

	17408_6
	7
	[C/T]
	CGCAGCCATTATGCAACCTTATGCAAATCGAGCAGG

	17414_18
	19
	[G/A]
	ACAGCCAGCAGTGCAGCCGAGTGCTCCAATAGGATG

	17416_4
	5
	[G/A]
	CACTGAGTAGAGGCACTTGTGTGCATCATTGCTGAA

	17418_1
	2
	[A/G]
	TAGAACAGATGTGCAAAGGTGTGCAAAACGAAACCA

	17420_15
	16
	[C/G]
	AAACCAGTTCCAGCACGACAATGCACATGTGTAACA

	17437_25
	26
	[T/C]
	TAGAAGAGTTTCGCAACAATCTGCTTGTGAGTGCAG

	17442_20
	21
	[C/G]
	GCCCATCCACTGGCAGCATACTGCTCTCGAACCCCA

	17443_15
	16
	[T/G]
	ATGATTTGATGAGCATGATGATGCTGAAGGTGGAGT

	17446_34
	35
	[C/T]
	AGAGGCCCAAGAGCACAGAGCTGCAGGTACAGGGCG

	17447_33
	34
	[C/G]
	GGCATGAGAATGGCAAGTATCTGCCCAAAGCAGCCG

	17448_16
	17
	[G/A]
	GTGTGTGTCTGTGCAGGTGGCTGCTCATGAAATACA

	17452_29
	30
	[T/C]
	AAACATCCCACAGCATGATGATGCCACCTTAATGCT

	17453_33
	34
	[A/G]
	GCGATAAAGCTTGCATGCAGCTGCTCAGCCATGAAA

	17463_4
	5
	[C/T]
	TACTCACAGCTGGCACAATTGTGCCACCACTACCTC

	17466_24
	25
	[A/T]
	TGATCAGGTGGAGCACAAAGATGCATTCCGTTCAAT

	17469_33
	34
	[G/A]
	TGTTGATGTTTTGCATCCTGCTGCCAAATCCAGGCA

	17470_34
	35
	[G/A]
	CCACGCCCGCCAGCAGGATGGTGCGACTCAGCTGGC

	17471_15
	16
	[G/A]
	CAGCCCCATCTGGCAGAACTGTGCAAACAAACAGCT

	17475_28
	29
	[C/T]
	ACAAATTCCAGGGCATCTGGATGCACGTCGCTCTTA

	17480_34
	35
	[C/T]
	TGGTCACAGGTTGCACATAATTGCAGCCATCATTCT

	17484_18
	19
	[A/G]
	GCAAACCCTTAAGCACACATCTGCTGGCAAGAACAA

	17486_29
	30
	[G/A]
	TAGTCTTAGAAGGCAGTCATGTGCTAAGTGGCAAAA

	17492_19
	20
	[C/T]
	GTGTGACCCTCTGCACCACCGTGCCACCCCAGAGGT

	17495_2
	3
	[G/A]
	ATGTGTCTTCAGGCAGCACTATGCGGTGTCGGGCAG

	17501_15
	16
	[C/T]
	TATATTAGGGTGGCACGGTGGTGCCGCATGTAATGT

	17504_33
	34
	[C/T]
	TGGCTGGTTAGTGCAGAGGGTTGCTCAAGAGCCCAA

	17508_8
	9
	[T/C]
	ATCAGGTGTAGGGCATCAATATGCCCTGACAGAGCC

	17509_32
	33
	[C/T]
	CAGACATCCTGGGCATAGAGGTGCCACAGTGCCCCC

	17513_3
	4
	[G/A]
	GCTGAAGGCTGTGCAGATGTTTGCTGAATACATGTC

	17515_9
	10
	[T/C]
	CTACCTCATTCAGCACATGCCTGCTGTTCTCTTACT

	17521_24
	25
	[A/G]
	TAGGCTTGGTGTGCAGGAGCATGCAAGGGTCACAAT

	17528_3
	4
	[C/A]
	GCACGGTAATAAGCAGTAAGCTGCATGTGTGAGGCC

	17534_10
	11
	[C/T]
	GGAAGAGGTCCGGCATGTTGATGCGACTGGAAGATG

	17537_6
	7
	[G/A]
	TCACAGGAAGGCGCAGAAATTTGCCCAAGGCGGTGC

	17539_1
	2
	[C/A]
	ACACTTTAAGGTGCATTCAGCTGCATGTCTCTCACA

	1754_31
	32
	[A/T]
	TATATTGTGGCAGCACAGTAATGCTGCAGGTAGTGT

	17553_34
	35
	[T/G]
	AAGGGGATGCCTGCATGGGTGTGCACGTGTGTGTTT

	17556_9
	10
	[G/A]
	GCAAATATGGCTGCAGCCTCGTGCCTACGATCACAG

	17558_28
	29
	[A/G]
	CCTCCAGCCCAGGCAGAGACCTGCCTCCATTTGAAG

	17564_9
	10
	[G/A]
	ACGCACAAAGTAGCAGGTGTTTGCTTCAAGTGGTAC

	17575_18
	19
	[T/A]
	TAAGGAAGACCTGCATGTTCCTGCATGACTGTACCT

	17576_7
	8
	[A/G]
	GCACACCACCCTGCACATTTTTGCTTCAACCCCTGC

	17580_26
	27
	[G/A]
	TCCATTACACTTGCATTCTTGTGCGCGCACACACAC

	17586_1
	2
	[G/A]
	CGCACCTCTATCGCACCTCTGTGCTGACCTTCAGCT

	17596_34
	35
	[G/A]
	GTGCACTGCATGGCAGGCCCATGCCACCAGGACGAC

	17601_19
	20
	[C/A]
	GGTTGTCTAGAAGCACAGTCATGCCATGCTGTGAGA

	17602_28
	29
	[C/T]
	TGCATCATGCATGCAATCCAATGCATGTCGCATGCT

	17606_3
	4
	[T/A]
	CACTGTCAATGAGCATAGCTGTGCTTCAGGATGCTG

	17614_34
	35
	[G/C]
	GAGACAGCTGACGCACAGCTGTGCAGACACAAGGGC

	17615_11
	12
	[C/T]
	GGGATGCATCCCGCAATGGGGTGCAAAATTCCACAT

	17616_2
	3
	[T/A]
	GGTCTTTTTCTGGCAGCTGACTGCCCTCATTCATTC

	17620_19
	20
	[C/T]
	CACACACACTGAGCAGGTTCGTGCTGCCATTTACTG

	17621_33
	34
	[A/G]
	GACAGCGACTGTGCATGTGTGTGCATGGTATGTAAG

	17627_26
	27
	[A/G]
	ATCCATGGAGCTGCACCAACATGCCAACCAACAATA

	17628_10
	11
	[G/A]
	GGAACAGTCCGAGCAGCGTTCTGCCGTCTGTCATGC

	17632_11
	12
	[C/T]
	TTATCCCTACCCGCATACGTTTGCTGACCACCAGTA

	17635_9
	10
	[G/A]
	ACTCCATACGGTGCACTTCTGTGCGCCACCAGGATA

	17639_16
	17
	[G/A]
	ACAATCACACACGCACGATCATGCCGTCTCGTGTCT

	17643_24
	25
	[C/T]
	ATGTGAACTGAAGCATCTAATTGCCGCTCAGCCCCT

	17647_3
	4
	[A/T]
	ATTAAAAGGCCTGCAAGCAGCTGCTCGGCCATGAAA

	17651_19
	20
	[C/T]
	CTTTAGACAGCAGCATCAGCGTGCGCTCTATACACA

	17657_30
	31
	[G/A]
	GCTTGTGGGGAGGCAGACACTTGCAACACCGTCTAT

	17661_26
	27
	[G/A]
	CAGATTTAAAACGCAGCACACTGCTCGGATTTTCCT

	17662_7
	8
	[C/T]
	TCTGTTGCTGGGGCACAGAGGTGCTGCAGGCAGTAT

	17663_27
	28
	[T/G]
	GTGTCAAATGCAGCAATTGTTTGCTGCTGGTTATTG

	17667_5
	6
	[C/G]
	TCCCACAGGACAGCATCGGCTTGCAGAGATTCTGAC

	17670_32
	33
	[A/G]
	GATTGTACAGGCGCAGAAACATGCCAGGCTACACAC

	17671_10
	11
	[C/T]
	AACATTCCCTCAGCATGATGTTGCCTCCACCTTGCT

	17675_8
	9
	[C/T]
	TAAGAGAGCAGGGCAAACGTGTGCGGTGAGATGCAG

	17676_28
	29
	[C/G]
	GCATGTGTGACAGCAAAAGCCTGCTTGACAGCATCC

	17678_34
	35
	[T/A]
	ATGCGCATATCTGCACAATGATGCCACAAGGTTTTA

	17685_25
	26
	[A/G]
	GCAAATACAGGAGCAGACCAGTGCCGAGCATGTAAG

	17686_5
	6
	[G/A]
	GGTCTGGCGTCTGCATACATTTGCTCCTGTGTGTTG

	17690_16
	17
	[G/A]
	GGACCGATCATAGCAAGTGGCTGCTAGTCCGAAGGT

	17692_17
	18
	[C/T]
	ACCAACAAACTAGCAGACCTCTGCATGCTGTCATTC

	17694_3
	4
	[G/T]
	ATTGGATGTCAAGCACTTATTTGCCGAAACACTGGG

	17695_16
	17
	[G/A]
	CTTCCTCAGCCGGCACGAATTTGCGCCGTGTCCTGA

	17702_30
	31
	[G/A]
	GCTGATGCCTGTGCAGCCGGCTGCAGACCTGGGCTG

	17707_7
	8
	[G/A]
	CAAGTGTGAGCTGCAGTGCAGTGCAGTGTCCTCTCC

	17709_15
	16
	[C/T]
	GCTGCAGCGCGTGCACGGCAGTGCCGAAATCCAGAG

	17713_19
	20
	[T/C]
	CAGAACGCGAGTGCACGGCTGTGCTACAGGAGTTTG

	17716_24
	25
	[T/G]
	TGATGCGTTTGGGCACATGCCTGCTCAGGACACGTT

	17719_16
	17
	[G/A]
	TCACTGCTCCGGGCACGTGTTTGCTGCACAGATGGG

	1772_7
	8
	[A/G]
	TTGCTTCAGATGGCATCACTGTGCATCTGCACAAGG

	17727_33
	34
	[G/A]
	CACCACCCTGTAGCACCAACGTGCCACCCTGACAAA

	1773_18
	19
	[A/G]
	CCCCATTTCAAGGCAGTTAACTGCACACATGTACAC

	17732_19
	20
	[A/G]
	GAGGGAGAGGTGGCAGTGCAATGCAGCTCGTCGATG

	17733_19
	20
	[T/C]
	AATCAACATTCCGCAGCAATGTGCACAGACCAACAC

	17738_20
	21
	[G/A]
	GCACACACGTACGCATGCACGTGCCACACGTGTCTC

	17740_11
	12
	[G/A]
	ACACCCACAGTGGCAGCATTATGCTTTAGGGCTGCT

	17750_16
	17
	[C/T]
	GCGTGTATGTGTGCACCGACCTGCTCCAGGCCCCTG

	17751_30
	31
	[A/G]
	GCCTCTAACAACGCACATGGATGCACAGTGAATTCC

	17752_4
	5
	[G/A]
	GCTCGCTCGCTCGCAGCGTTGTGCCTGCGTTGGAGA

	17757_16
	17
	[C/T]
	AACGAAAGCGCAGCACCTCCATGCGACTCACTTCAC

	17760_24
	25
	[T/C]
	TTGCAAACGTAAGCAAAGCGCTGCTATTTTAGCCTT

	17769_18
	19
	[T/A]
	AAGCTTGTTCCAGCATGGTAATGCTCCTGTGCACAA

	17771_25
	26
	[T/C]
	TCACATCTCATAGCATGCACGTGCATACACACACAC

	17775_32
	33
	[G/T]
	GTGAACAAGTGTGCAACCGTGTGCACGAAAGAGAGT

	17779_29
	30
	[C/G]
	GATCTACCTGTGGCACCACCGTGCCACCCCCTTTAA

	17780_10
	11
	[G/A]
	CTACAGCTGTGAGCAGACAACTGCAACACCCATTGC

	17784_5
	6
	[A/T]
	ACACAAACACATGCACGTGTGTGCAAAGACACCCAC

	17786_19
	20
	[C/T]
	AATCAAACTCGTGCACGCTCGTGCACCGTTCTCCTG

	17787_9
	10
	[G/A]
	GTAACACCTGAGGCAGCCAGCTGCTTTCTGCATGAG

	17793_8
	9
	[A/C]
	AAGAGACCCGGAGCAGAACGCTGCTCTTTGATGTAA

	17797_18
	19
	[C/T]
	GTTTTATACTGAGCACTTCGCTGCTAGACACTTCAT

	17798_30
	31
	[C/T]
	CTGAGGTCAAGAGCACCAAACTGCACAGCTCATTCT

	17799_19
	20
	[A/T]
	ACCTGTCCATTCGCAGAACAATGCAGAGTCACACTT

	17801_34
	35
	[C/A]
	TGGAGGAGGCGCGCAGCCACGTGCAACCACACACCA

	17804_31
	32
	[G/T]
	GACGTTTCCACTGCAGTTTGATGCTCATTGCGGTGA

	17813_5
	6
	[T/A]
	AAGCATATCAGGGCAGTTATGTGCCTTGCCCAAGGG

	17818_17
	18
	[A/T]
	GTATGTTAAACAGCAGCAGTCTGCAGACAATGTGGA

	17822_7
	8
	[C/T]
	AAGATCTCAGTTGCAGGACCATGCTGTTTGTTAAAG

	17823_24
	25
	[G/A]
	CAAGGACCTGCGGCATTGTGGTGCGTTTTGTTTTCT

	17831_15
	16
	[C/T]
	AAGAATTTGAACGCACGCAGGTGCTTTAAATTTCAA

	17832_30
	31
	[T/G]
	AAGGTTAAAGAGGCATGTGTCTGCTGCTGGTCGATA

	17833_7
	8
	[G/A]
	GCTCCGAGTCGAGCACCACGCTGCTGCGGTTACTCA

	17835_10
	11
	[A/G]
	AGTGGTTGGGATGCACTTGTGTGCCCACTGTCTAAA

	17843_8
	9
	[C/T]
	TTTGAGCATGACGCAGCTGTGTGCTTTCTGTCTGAC

	17844_3
	4
	[C/T]
	TCTCCATGTAGCGCACCACACTGCCATGATCACCGC

	17847_7
	8
	[T/C]
	TTGTGCTTCCGAGCATGTCATTGCTACGTGATTGAC

	17849_30
	31
	[G/A]
	AAATAAAACGATGCAGCTTAGTGCAATCGGAATAAA

	17858_34
	35
	[T/C]
	AAGGACGTGTTTGCATGCTGCTGCAGCCAAACACTG

	17862_24
	25
	[G/A]
	GATTGTTTTTCAGCACCGGTCTGCGAAGCAATTTCG

	17864_10
	11
	[G/A]
	CCTTTAACACGTGCATGTTTCTGCTGCAGCTAGCTG

	17869_3
	4
	[T/C]
	CTTTGCACTGTAGCACTTCTTTGCCAGTGGTGCATT

	17873_7
	8
	[G/A]
	TCACATTGCGTTGCATTACCTTGCCCATGAAAAGTT

	17876_11
	12
	[C/T]
	ACAGACGCACCCGCATAATACTGCAGTGCAAGAAGG

	17880_16
	17
	[C/T]
	ACTGTGGTGAGTGCAACACACTGCAAGATTTGTCAC

	17885_18
	19
	[G/C]
	CAAGTGGAAACGGCAACTGGCTGCAGAACTCGAGGC

	17887_33
	34
	[T/C]
	TGCTCTACCTCAGCAAGAGACTGCATGAGCATTCAG

	17892_10
	11
	[G/A]
	AAATGCAGACGGGCAAGTGTGTGCCAAGAGTGCATT

	17894_24
	25
	[C/T]
	AAGCAGCGGTGTGCATGCTGATGCCGTTTTGACAAT

	17897_1
	2
	[T/C]
	GTGCATGCACATGCATCTGTCTGCGTGTACATGAAT

	179_27
	28
	[C/T]
	ATGCTGCAAGATGCACTTGTCTGCCTTCACTTGTCT

	17901_6
	7
	[T/A]
	ATGTGTTATTAGGCATTTTGCTGCCTCAGCTCTTTG

	17907_18
	19
	[T/C]
	TCCAGGACGATAGCATCCTCCTGCTCAAATTGAGCC

	17918_19
	20
	[C/T]
	CGGTCGCCATCAGCACATCCATGCCCATGAACATCA

	17919_5
	6
	[T/G]
	AAATCTACTCCAGCATGTGCTTGCAAGCATCATGAT

	17923_9
	10
	[C/T]
	GGGCGTCGGTCTGCACTTACCTGCATGCAGAATTAG

	17924_4
	5
	[G/A]
	TATCGGTCACGTGCACTTTCCTGCTTGCAACAGCAG

	17931_5
	6
	[A/C]
	TCTCCACAGAAAGCACCGCCCTGCTAATTCTTACCT

	17935_3
	4
	[G/A]
	AACGGGCAACATGCATCCGGCTGCTTTTATAAACAA

	1794_9
	10
	[C/T]
	ATGATGCTCCGGGCAATGTTCTGCTGGAAAACTTTG

	17944_24
	25
	[T/A]
	ACTGTGGGAACGGCAAACCCGTGCTAATCATATTTG

	17951_19
	20
	[C/T]
	AGATGACGCTATGCATATCCGTGCTGCTGGCGCTTA

	17959_30
	31
	[C/T]
	CTGTTGAATTTTGCATCGGGCTGCAGTGTTCTTTCA

	17961_25
	26
	[C/T]
	TGGCCCAATCTGGCAACACCGTGCTCCAGAGCGACC

	17965_18
	19
	[G/T]
	TCCCAGGAGGAGGCATTGGTCTGCTCGGACAAGCTC

	17967_3
	4
	[A/T]
	CTTAAAAAAGCTGCACGAAGCTGCTTGTGTTATTCT

	17975_29
	30
	[G/A]
	AGTGTCCAAACTGCACGTCCCTGCAGGACGATCTGC

	17976_17
	18
	[C/T]
	CCAGGGACTGTTGCAGCCCGTTGCGTAATTGGACTT

	17978_25
	26
	[C/A]
	GACAGAGAGAGAGCAATGCCTTGCACACATTCAAGA

	17988_11
	12
	[C/T]
	ACGCAGCTCCTCGCACTTAGCTGCAGTTTTACACGA

	17992_24
	25
	[G/A]
	ACTAAATACTGAGCACAAAAATGCGGAGCCAACCAT

	17999_33
	34
	[T/A]
	AGTTAAACACTCGCAAAGTTTTGCCTTCTGGCATGG

	18002_4
	5
	[G/A]
	TCAAGGTGACCTGCATACTTTTGCTGTAAAGGCAGG

	18005_9
	10
	[C/A]
	GAACAAACACACGCAGTCACATGCAGGAGGTCATAC

	1801_11
	12
	[C/T]
	GACACTGTTAGCGCATTAGCCTGCAGCATAAACACT

	18012_25
	26
	[C/T]
	TTTGGATTGTTTGCATGTGCGTGCTCGCCTAAGCAT

	18016_31
	32
	[A/G]
	ATTGATTCCCAGGCACGTGTGTGCTCAAGTCACTAC

	18018_6
	7
	[G/A]
	CCTCTGGAGGCTGCAAATGTGTGCTGCAAGTGTGAC

	1802_24
	25
	[C/T]
	AAATCTATTGCGGCAAGTATGTGCCGATTTGCACAT

	18023_3
	4
	[A/T]
	GTGTGCAGAGGTGCAGGCGCATGCTGCCAGAGCGAT

	18027_19
	20
	[G/A]
	CGAGTGGGTTTTGCATGCAGCTGCCAGAACTAAATT

	18032_25
	26
	[G/A]
	AAAATGGGCGAAGCAGCCAACTGCAGAGATAAAAGT

	18033_20
	21
	[G/A]
	GACAGGAGCGGTGCAACTGTGTGCCACCTTGATAAT

	18034_17
	18
	[A/G]
	GTTATCCAGGTGGCATGATGGTGCCACAGGTAGTGC

	18040_10
	11
	[C/T]
	CAACTGCCTACGGCAGGATTTTGCTTTGCTGTGGCT

	18042_7
	8
	[C/T]
	CTGTGTGCTTATGCAAGTTTGTGCAGACTTGAGCAC

	18044_27
	28
	[C/T]
	AATGTTGGTAAAGCAATGCAATGCCACCGGCTGCCA

	18050_2
	3
	[C/T]
	CACTTTACTTCTGCAGTGTGCTGCCTCTAATGGAGA

	18051_2
	3
	[A/C]
	CAAAAAGTGTTTGCAGCAGTGTGCAGTTTTTCGTTA

	18054_29
	30
	[A/C]
	CTTATGAAGAAAGCATCACCCTGCAGAGAACATCTC

	18057_27
	28
	[C/T]
	AAAACATGGCTTGCATGGAAATGCTGCCGAGTTAGA

	18059_30
	31
	[C/T]
	CGCGTCTTCGGAGCACGGCCCTGCCCGCCTCGAGTA

	18060_18
	19
	[G/A]
	AATTTTCCAGGCGCACCAGCGTGCAATGCATCCAAT

	18064_25
	26
	[T/C]
	TTTCCACAGCCTGCAGTCTGTTGCATGAGGCATGGA

	18072_24
	25
	[A/C]
	TTTAATGTCTCAGCAGCTTCATGCAAGCCTTAAGTC

	18074_26
	27
	[G/A]
	AACTACACAACCGCAGGAAAGTGCGCGAGATGGAGG

	18081_1
	2
	[A/G]
	CACACTCACTCAGCAAAAATCTGCCTCAAATTCCAA

	18084_20
	21
	[C/A]
	GGCCAGAGTCCAGCACTTCCCTGCACTAGCACATCT

	18085_4
	5
	[A/G]
	AGCTAAGGCTGTGCACAGACATGCCAAAAGACCAGC

	18086_2
	3
	[G/A]
	AGGAAACTCACAGCAAATTGTTGCTGCTTCTTCCAT

	18088_2
	3
	[C/T]
	TGCGCGATATTGGCACGGTTCTGCTTGCACGCCATC

	18089_24
	25
	[G/A]
	TATAGTAGTGGGGCAGGGATGTGCGGGGGGTGACTA

	18098_8
	9
	[T/C]
	ACTCGTCATGCCGCACTTCTGTGCCATCTAAAACGG

	1810_32
	33
	[G/A]
	CCATTCACTCATGCAGTGAACTGCACAGGTCTGGTT

	18100_16
	17
	[C/T]
	CCTCCTTGCCTGGCACCTCGGTGCTGATCCCTGCAC

	18102_10
	11
	[C/T]
	ATCGGTCCTTCAGCATCTTCATGCACTGCCTGGTGG

	18103_25
	26
	[A/T]
	ACACCACAGTGTGCACATGACTGCCATTCTCACTGT

	18104_30
	31
	[G/A]
	AAGTAGTGAATAGCAGATCCGTGCCACACTGTCCTG

	18107_8
	9
	[G/A]
	TCACGCTGGAAAGCACACACATGCCGAAAAACACAT

	1811_28
	29
	[T/C]
	AATAAATGCCAAGCACCAGGCTGCCTTGTCAAACAA

	18111_19
	20
	[A/C]
	CGCACCTGTACAGCACACAAATGCAACTTGGACTAG

	18116_17
	18
	[G/A]
	TGTGTTAGGGTGGCACGGTGGTGCCACTCAATAACT

	18117_27
	28
	[C/T]
	CAGGAGGCAGAAGCAATCACATGCTTCCTTTGAGTT

	18124_27
	28
	[G/A]
	CCTCCTGAAAGTGCACTTTGCTGCTAAGTTTCCGGC

	1813_10
	11
	[T/A]
	TCGGTATGAATAGCATGTAATTGCGTGTAGCCTCCA

	18133_3
	4
	[A/G]
	AGCAGCAGCGCGGCAGCGCAGTGCGGAGTGTGTTCT

	18134_19
	20
	[C/T]
	AAACCAACATCAGCAGCAACGTGCCAAATCTCACTT

	18136_5
	6
	[T/A]
	GCCTTTCCCACAGCACAACGTTGCCAGCTCCATTTC

	18137_1
	2
	[G/A]
	TGAGGCATGAGAGCACTACCCTGCAAGCACGTTTAA

	18138_5
	6
	[G/A]
	CCACAACATTCTGCAGCGACATGCCATCCCACCCGG

	18139_15
	16
	[A/G]
	AAGTGTGTATCGGCAAGCATTTGCGGTTATGGAAAA

	18143_28
	29
	[C/T]
	CAAAGCAATGAGGCAGAGTGCTGCAGGTCGTCCTCT

	18144_16
	17
	[A/G]
	GACGCACTGCCGGCACAGACCTGCTGATACGGCACA

	1815_34
	35
	[G/A]
	GGGCTAGTGTTAGCATGCTAGTGCAGCTGCATAAGA

	18152_5
	6
	[G/A]
	GGTTCGAATCCAGCACAGAGCTGCTGCTGCATTCAT

	18162_3
	4
	[C/T]
	ATTCCTTGCATGGCAACTCACTGCATGGAAATCCAG

	18168_15
	16
	[A/G]
	GGGCATGAAGCAGCAACACATTGCTACACTTCAAAC

	18179_7
	8
	[C/A]
	GTGACCTCATGTGCAGCCCCCTGCTATGCCATGCAT

	18192_26
	27
	[C/T]
	CTCAGAGCTGCAGCAGCACACTGCCTCCTCATTACA

	18194_4
	5
	[A/T]
	CACAACATGCACGCACACACATGCCAGTACGAAGCT

	18204_16
	17
	[G/A]
	CTCAGCTGTGTGGCACGTTTCTGCAATGCTAAGCAA

	18206_17
	18
	[G/A]
	CAGATCTCTGCAGCATCGACATGCAGCCCTCAGAAT

	18214_9
	10
	[T/C]
	TGTGGTCGGTTGGCACGGTGGTGCTACAGGTGAAGT

	18215_4
	5
	[A/G]
	GTGCACTCACACGCACACATCTGCAAACACTTTAGA

	18220_15
	16
	[C/T]
	AAACGTACTCACGCACGGTTCTGCGATATCGCCTGA

	18225_19
	20
	[G/T]
	AGGATATGATTTGCAGCCCGTTGCAGCGTCTCACTT

	18232_4
	5
	[C/A]
	TCTTCGCTCCACGCAAAGAACTGCTGTGAAACTGAC

	18233_5
	6
	[G/A]
	ATCATGGTGAGCGCATATGACTGCGGCCAAAAGAGG

	18238_30
	31
	[T/A]
	GTAAAGCTCACTGCACAAACCTGCTTACTGTACAAT

	18239_27
	28
	[G/T]
	TGGGTAATGGGGGCATCCATTTGCAGCGTCGGCTTT

	18241_8
	9
	[C/T]
	CGTTTTCTCTGTGCATGGAAGTGCTGCTTTTGCTCT

	18243_26
	27
	[G/A]
	CGTCGATTTCAGGCACAGGCATGCCAGAATCCCAGC

	18250_20
	21
	[C/T]
	ATTAAACGGGTTGCAATAAACTGCCCTGGGTATGTG

	18265_1
	2
	[T/C]
	CTCTGTGTTACAGCACACTGCTGCAACATTGTGTCA

	18266_31
	32
	[C/T]
	AGTGCGTCCATAGCACCACGCTGCACAGAACCGCCA

	1827_31
	32
	[G/A]
	ACTCGCTTCCTAGCAATGCCATGCAAGAAAAGAGTT

	18272_7
	8
	[C/A]
	GTTGGCACAGGGGCATCATTCTGCAGCTAATTAACT

	18276_2
	3
	[A/G]
	GAAGATGTTATTGCAAGGCACTGCTATGGCCACAGT

	18290_15
	16
	[G/A]
	CAGGTATAATCTGCAGGGTGGTGCGGTGCAGGAGCG

	18293_7
	8
	[G/T]
	GAAATTAGGTTGGCAAGGTGTTGCTGCAGGTATTGC

	18300_7
	8
	[T/C]
	TTCCTCGTCAGTGCACACACATGCAGGGTGTGAGTA

	18308_10
	11
	[C/T]
	GGATGAAGAACGGCATTGTGCTGCAGCCTGAAGGGA

	18310_16
	17
	[C/T]
	TGCTGGCGATGGGCACCGGCGTGCTGACGACAGGAC

	18316_24
	25
	[A/T]
	CTGGCAACAGGAGCAACGAGATGCAAAATTTTGCTA

	18322_11
	12
	[A/G]
	AGAACACACACGGCACCGCCGTGCTCCGTGTTCTCA

	18327_20
	21
	[C/T]
	AACCCCAGATCTGCAGAGACCTGCATTACCTGCAGT

	18330_7
	8
	[G/A]
	GAAGAATGGGTGGCACGGTGGTGCTGCGGGTAGTGT

	18331_27
	28
	[G/A]
	AAAATGATATCCGCAGCCCTTTGCGAGGATGATCCA

	18334_18
	19
	[C/A]
	GTAGCACCTTCTGCAGTACAGTGCACCTTCTTGGGT

	1834_26
	27
	[C/T]
	TATTCACTTCATGCACAGTGGTGCTGCCAGACCTCT

	18351_34
	35
	[G/A]
	ATACTGGCACCAGCATCAACATGCAGGCCAACCCGA

	1836_9
	10
	[A/T]
	ATCCACTAGACTGCACAGGGGTGCTTTGATTAGTCT

	18360_2
	3
	[G/A]
	ACATCTAAGCCAGCATTTAACTGCCACAATACAAAG

	18362_10
	11
	[C/T]
	GCTGTAGTGACGGCAGACGGATGCCGTAGTGCTGCT

	18366_17
	18
	[C/A]
	TCATGGCAATTTGCAAACACTTGCATGGCTGTTAAA

	18374_31
	32
	[C/G]
	TGTTTACTTCCTGCACTTTGATGCCCACCCACTGGA

	18382_2
	3
	[A/G]
	TCAGCTAGCGTTGCAGGTCCGTGCACTGATTCATCT

	18386_8
	9
	[T/C]
	TCCTTTAATGGTGCATACGGCTGCACTGGGTGAACC

	18387_20
	21
	[C/T]
	TGAGCACTCAGAGCAAAGTGCTGCTCATACAAGGCA

	1839_15
	16
	[C/T]
	GTACATGTAAGTGCACAAGAGTGCGTGCGTGTACAT

	18392_27
	28
	[T/A]
	GTACAACGGGCAGCACAGTGGTGCAGGTAGGTGTGT

	18393_8
	9
	[A/G]
	GCTGCTCCAGTGGCATATTGTTGCACCCTCTGAGAC

	18397_18
	19
	[T/A]
	AGGCGAACCATAGCAGCATAATGCCTTCCATAGAGT

	18398_26
	27
	[T/C]
	CGGTGACTTTCTGCAACTCGCTGCAGTGCCTGCCCA

	18401_26
	27
	[T/C]
	AAGCTCAGCCGTGCAGGCACCTGCCATAACACGCAC

	18402_5
	6
	[T/C]
	GAGCTCGAATTAGCAATCAATTGCTCTGCCATCGTG

	18406_32
	33
	[G/A]
	GCTCGAGCAATTGCAATCCTCTGCTTTTGTCCGCCA

	18408_26
	27
	[C/A]
	GCACAGAAGATCGCACAAAACTGCTGCACAATAAAG

	18409_34
	35
	[G/A]
	AGCACGGTGGGAGCAAAGCACTGCAGATTGTAGTGG

	18411_27
	28
	[T/C]
	CAGTTTTGGACAGCATGCCCATGCAGCTTATCACCT

	18426_3
	4
	[G/A]
	ACCGCTTTCAACGCAGCCCAGTGCTCGAACTTGATT

	18429_5
	6
	[T/G]
	AATTGTTGAATGGCAGCAAGATGCTCTTGGTACGAT

	18430_24
	25
	[G/A]
	GTTGCAGCCGCTGCATTTCTGTGCGTACAGGCAGCT

	18432_18
	19
	[A/T]
	GGTGGCGATGAAGCACCCTTCTGCAGTGACAGCTTG

	18434_28
	29
	[C/T]
	GGGAGATGAGGCGCATTGTTGTGCCGCTCCAAAAAT

	18440_17
	18
	[A/G]
	ACCAAGTTACAAGCAACAGCGTGCGAGCCAAACCTC

	18446_1
	2
	[G/A]
	TGAAGGGGGTCAGCATCTCAGTGCTTGGTTCCCATA

	18452_10
	11
	[G/A]
	CACACACCATGAGCATTTTGCTGCACACCCTCTATG

	18454_32
	33
	[G/A]
	CCATATCACCTCGCAAAGCTTTGCATAATCAGGCAG

	18456_28
	29
	[G/T]
	GAAAAACAGAATGCACTGAACTGCCCTAGGTGTGAG

	18463_1
	2
	[G/A]
	TGAGCACTCATTGCACTGAGGTGCTCAGTGAAGCTG

	18466_24
	25
	[T/C]
	GAGGAAAGCTGAGCACGCGTTTGCTTACCGCACTTT

	18469_2
	3
	[T/A]
	CCTTATCTAGCTGCACAAGTGTGCCTGGGGTTACTG

	1847_5
	6
	[C/T]
	TGAATCACCACTGCATGGTTTTGCTCCGGGTCAGTT

	18473_4
	5
	[G/T]
	TTGTGTGTGTGTGCATGCACTTGCTCAGTTGCATCC

	18478_2
	3
	[T/A]
	GAAGCGCTATGGGCAAAAGTATGCGGACACACAGCC

	18481_8
	9
	[G/C]
	GATGTAAGGCTCGCATGCAGCTGCTCGGCTGTAATA

	18482_26
	27
	[C/T]
	GATTTGAAGGGGGCAAGCGAGTGCAACGCCAACCTA

	18485_5
	6
	[G/T]
	CTCTCGAACGCTGCACTGACGTGCAACCACTGCTTC

	1849_32
	33
	[C/T]
	TTTTTTAAACCAGCAAGTGTTTGCGTTGCTGCCCAG

	18495_28
	29
	[T/C]
	GGTCTGTGTGCTGCAACCACCTGCTTCATGAAGTCA

	18502_1
	2
	[A/T]
	TAGTAAGGCAGAGCAGTGTTCTGCACACAAGAGATC

	18506_34
	35
	[A/G]
	CATTGAGGAGGCGCAGTCTCCTGCGCTCTGACTCAT

	18507_18
	19
	[G/A]
	GGCCTCGTGCCTGCAGCCGAATGCTGATATTCTTCT

	1851_16
	17
	[T/A]
	AATGCGATCGGCGCAGTAAAATGCCAGGTGAGGCGA

	18511_19
	20
	[G/A]
	GATGTAAGACCTGCATGCAGCTGCACAACCATTAAG

	18515_11
	12
	[T/C]
	GAAATACACAGTGCACAACTGTGCAGACACACCATG

	18517_8
	9
	[C/T]
	ACCAGTTACACAGCAGCAGCCTGCCGAGCAGCAACA

	18518_7
	8
	[C/T]
	GAACTATCGAAGGCAAATGTCTGCCGCATTTACCAC

	18534_30
	31
	[G/T]
	CACATGGCCAGAGCATCAAGCTGCCTCAATGACACC

	18535_1
	2
	[C/T]
	CCGTGGTAACCTGCACACGACTGCCCTCGCATGCCA

	18552_30
	31
	[A/G]
	AACACATTGCATGCAAAACACTGCCAATGAAACAGA

	18557_27
	28
	[T/C]
	GCACCTGTGCGTGCACGTGTGTGCGTATAGATCCTC

	1856_26
	27
	[G/A]
	CGCACAGCATTGGCACATCAATGCAGGCAGGCATAA

	18562_3
	4
	[A/G]
	GCCAGATGCTGAGCAAGTACGTGCCTGGATTTATTT

	18563_1
	2
	[T/C]
	GTTCATCCCTGTGCATGCCTGTGCATTTTTTAACGA

	18565_26
	27
	[T/C]
	TCTGCTAGCTGGGCAATTCTCTGCTCTGCTTCCTTT

	18567_2
	3
	[C/T]
	ATCTGGAGTCCGGCAAGTGATTGCAGCTCTCAAACA

	18568_25
	26
	[G/C]
	CACGATAGACTGGCAGTGATCTGCTGCAGAGGAAAC

	18570_4
	5
	[C/T]
	TCCCCACGCGATGCACTGCCATGCTGACATGAGACT

	18572_6
	7
	[C/T]
	GAGGGACGTTCAGCAATTTCCTGCCCTTTTCTTTGA

	18573_33
	34
	[G/A]
	GCTCTCGGCATGGCAAACACTTGCTCCGCCACCGAC

	18575_17
	18
	[T/A]
	TTAAGCTCCGAAGCATTTTTCTGCCAGGGCATGGAG

	18577_24
	25
	[A/G]
	AAGAAGTCACAGGCATGATGATGCATTACGGTGAGC

	18578_20
	21
	[C/T]
	TAATAGGATAACGCACAGCGCTGCCCGATCAACCCC

	18580_18
	19
	[C/T]
	TGCATTTAGTAGGCAGTTCGTTGCAACTGGGAGAAC

	18586_2
	3
	[C/T]
	CTCATCAGTCCTGCATGCTTGTGCTAAAGTGTACTT

	1859_30
	31
	[G/A]
	CCAGGGAGTAGCGCACGATGTTGCCATGGCGACTGG

	18593_27
	28
	[T/A]
	AGAACCCAGTGTGCAGGCATCTGCTTTTCTTCTAAC

	18594_10
	11
	[C/T]
	CAACAATACTCAGCAGAGATCTGCGCTCACAGTGGT

	18596_2
	3
	[C/G]
	GGCACCATGGATGCACACAAATGCCAGCAGCAACAG

	18601_1
	2
	[A/C]
	GAGTCTCTACAGGCATTCCGCTGCATTATGCGATGC

	18607_33
	34
	[C/T]
	AATGGCAATAAGGCATCATGCTGCGTCCATTTACTG

	18619_26
	27
	[A/G]
	TGGACTGAGCAAGCAGGTCCCTGCCAAATCCGTCAC

	18627_4
	5
	[T/C]
	ACCGTACAGTCGGCATGACTGTGCTGCAGCTGAAAG

	18628_15
	16
	[C/G]
	AAGGCATGTTGTGCAGCGGATTGCTGGGATACTTTA

	1863_8
	9
	[G/C]
	ACATCAGTGTGTGCAATCAGCTGCTAGTTTACCTAA

	18631_16
	17
	[A/C]
	ACTGAATAAAGGGCACACCCGTGCACAGCGTGTACC

	18643_24
	25
	[C/T]
	AAAGTGGAGAAGGCATTCAGATGCCGCAGGTGGATT

	18647_6
	7
	[C/T]
	ACTGAGCGCTCTGCAGATTTCTGCTACAGATTTGAA

	18648_31
	32
	[A/G]
	GACACGACGCGTGCATCCATCTGCAGACGCCAGCAG

	18652_1
	2
	[C/G]
	TCTATCCACTGTGCAGACATCTGCCCCTGTCCTCGG

	18655_26
	27
	[T/A]
	GGGCAGGTGGCAGCAGATATGTGCTTTAACAAGGCC

	18658_1
	2
	[C/T]
	CCACACCCCTCTGCACATCGCTGCCATCCACAGACA

	1866_31
	32
	[T/C]
	ACACACACTGAAGCATGAACCTGCAGAGAGCTCGGT

	18668_16
	17
	[T/C]
	TTAATACCAGATGCACTTTCCTGCCAGTTCTCCATC

	18669_29
	30
	[C/A]
	AACCAGTGGTTTGCATTTCTTTGCCGTGGCACAAAA

	18670_31
	32
	[A/G]
	AAAGATTCTCCAGCAGCAATTTGCCAAGGCCATCAC

	18682_2
	3
	[T/A]
	TGTACATGTGAGGCAGCAATCTGCTGGATTGCCTGC

	18684_34
	35
	[A/G]
	TTCAAGGCGAAAGCACAGGATTGCATAATGTGGTAA

	18686_30
	31
	[G/A]
	CTGCCCACTGGAGCATTTTACTGCAGTATCGCAATA

	18687_33
	34
	[C/T]
	TACCTCCCACGTGCACTATCATGCATCCTGGTTCTT

	18689_8
	9
	[G/C]
	GCAGCGGACACAGCAGCAGGCTGCTCACACACAGCA

	18692_3
	4
	[T/C]
	CAATAAAGTTAAGCACAACTGTGCAACTGAGCGTGC

	18694_5
	6
	[G/A]
	TTAACGAGCACTGCACCAACATGCCTGACCTTTTCC

	18696_10
	11
	[C/A]
	TTCCCGCACTAGGCACAGGGATGCGGTTTCTCTCCC

	18698_19
	20
	[C/T]
	AAGTCATCCAAGGCATGCTCCTGCGAAAAAGGTTGT

	18704_10
	11
	[C/T]
	TGGTCACACTCCGCATCCAGCTGCAAAGGTCAGACT

	18705_25
	26
	[A/G]
	TTCAGCAATCTGGCAACACGCTGCTAAAGAGAAAAA

	18706_17
	18
	[C/T]
	GATCACTGCAGGGCATTCAAATGCTGCTCACCTAAC

	18707_10
	11
	[C/T]
	ATCTAGCCTGCAGCAGCACAGTGCCAAGGGAGCAGC

	18709_15
	16
	[T/A]
	GCCCTGCCTGCAGCATTACCATGCTGCCCAGTGATA

	18711_8
	9
	[G/A]
	GGCACTGTGGAGGCAGCTCACTGCTCTGCCCAGGGT

	18712_16
	17
	[C/G]
	TACGAGTACAAGGCAACGAAATGCTGTCAGCATCAA

	18719_5
	6
	[A/G]
	AGCCAAGGCATGGCAGAGCTGTGCATGCGTGAGTGA

	18724_29
	30
	[C/G]
	CCGCACGCAGACGCAGGCAGATGCTCCGTCCGCTTC

	18725_27
	28
	[G/A]
	GTGGTGCAGGGGGCAGCTCCATGCCCGAGCCTCGGC

	18726_17
	18
	[A/C]
	GGTGACCTAATGGCAGCACTTTGCCAGTTGGGATAT

	1873_3
	4
	[A/T]
	TTCAGCATTTGTGCATTGTGCTGCTATGTGCTATAT

	18731_28
	29
	[T/C]
	CACACAATTGGTGCACCAACCTGCCATTCGTTTGAT

	18732_32
	33
	[G/A]
	GGAACTGTTTCTGCAGCTCCTTGCTGGTCGGTGCTG

	18735_24
	25
	[G/A]
	ACCTGATTAAGAGCAATGATGTGCGGAGCCTACCAG

	18737_25
	26
	[A/T]
	AGCAGTGATGGGGCAGCCATATGCTAGTGGTTAAAA

	18742_26
	27
	[G/A]
	ATGTTCCCACAAGCATAGTAGTGCATGTGTGTGTGT

	18748_24
	25
	[T/C]
	TTATGAATGAGCGCATTGATCTGCTTAACCACGCCC

	1875_15
	16
	[C/T]
	TCCGATCACGTAGCACGGCAGTGCCCGAAATCCAAT

	18756_24
	25
	[A/G]
	TGGAAGACTTGTGCAGTAATGTGCACAAGGTGCTGG

	18771_29
	30
	[C/A]
	ATACCGACAGCAGCATAGAAGTGCGCACACACACAC

	18773_33
	34
	[T/C]
	GCGTAGACGGAAGCACAGGCGTGCATTACGACGTCT

	18777_34
	35
	[T/C]
	CTGAAAATCTCTGCATCCTGCTGCTAGATGTGCATG

	18779_1
	2
	[C/A]
	GCACCTTTCTCAGCAGCCACGTGCAACGCTGTTGCC

	18781_26
	27
	[G/A]
	ATTAGCAAATCAGCACACAGCTGCTAGCTATCAAGC

	18783_6
	7
	[C/T]
	GCACATCACTGGGCAGCAAAGTGCTGAGTGACGTTT

	18786_32
	33
	[G/T]
	TATATTAAATGAGCAGTTCGCTGCCTGAAGGAGTGG

	18794_17
	18
	[C/T]
	CCACAGTACACTGCATTCAGCTGCTAGAGGAGCGAA

	18801_3
	4
	[G/C]
	AAAGACGAGGGTGCAGTTACCTGCTAGGGGCTCCAA

	18802_17
	18
	[G/A]
	TAAGAGGCGTGGGCAATGAAGTGCAAAAAATACATG

	18818_4
	5
	[C/T]
	CTTTCTTTAAAGGCATAGCTCTGCCTGTGCTGTGGT

	18821_31
	32
	[G/T]
	TACGTATAAACAGCAGCGGATTGCATTGTTTGTCAC

	18828_3
	4
	[A/C]
	TACAGAACACACGCACAACACTGCTACACTAGAGAT

	1883_6
	7
	[G/A]
	CAATAAGGTCATGCATTAAAATGCATGCGGCGTCTT

	18831_27
	28
	[G/A]
	GAGAGAAAAGGTGCAGCATTTTGCTTTGACTTGAGT

	18836_4
	5
	[A/G]
	TCTCAGCTTTTTGCACTGCTTTGCAAGGCAAGGCCT

	1884_33
	34
	[C/T]
	ACAGGCAGCAGAGCATGCTAATGCCACTCCGCTCTA

	18849_10
	11
	[G/T]
	GCACGTCAAGGGGCATCGCTTTGCGTTTTATCTTAC

	18852_31
	32
	[G/A]
	ATCAGAATCGGAGCAAAACGGTGCATCGTGTGTGAA

	18855_19
	20
	[G/C]
	GAAGCAGGCAGTGCACTTCGCTGCAATCAGAACCAA

	18865_7
	8
	[C/T]
	GCCAGATCTCCAGCACAAAGCTGCATGGACATCTGA

	18868_6
	7
	[C/A]
	TGCCCCCTCCAGGCATCCACCTGCAGCTCAAAACAG

	18869_3
	4
	[T/A]
	TGGTTGGTGGAGGCAGCTAGTTGCTGGGGCAACAGC

	18873_16
	17
	[C/T]
	CCCAGATCTCTGGCACCATTGTGCACCATGCACTAA

	18877_1
	2
	[C/G]
	ACGTCTCTGCCAGCAGCTGCATGCACTCATCAAATG

	18879_3
	4
	[C/T]
	GGACCTGGGAAAGCAGGGCGCTGCAATTAAGACGCG

	18880_30
	31
	[G/A]
	GCACAACCTGTAGCACCACAGTGCTGCCTTGAGATA

	18884_16
	17
	[C/T]
	AAGCCCCACGATGCATCAGCATGCCCCTCCTCTTTC

	18886_4
	5
	[A/T]
	GTTTATTCGGGGGCATAGTCATGCTTCCAGTCTCCT

	18898_5
	6
	[C/T]
	CTGACCAGTGTTGCAGCAATGTGCCCCATCGGGGGG

	18902_16
	17
	[T/C]
	GCTGTTCGCATCGCATTCGGTTGCCGAATGAGCACC

	18912_2
	3
	[G/C]
	CGGCGCTGTGAGGCAGGGAAGTGCATCAATAACACT

	18916_24
	25
	[C/T]
	CATCACGGACAGGCAGAGGCATGCCGAGTATCACGA

	18919_19
	20
	[T/G]
	TTCCGTTCTAACGCACGGCTTTGCTCTATAACTCCA

	18923_30
	31
	[A/G]
	ACCCTGAATGTAGCAGCTTCATGCTGATGAAACCTG

	18924_29
	30
	[G/A]
	TGTGTGAAAGCAGCATGCATCTGCAGCCTGAATCAA

	18925_15
	16
	[A/G]
	ACACCATCTGCAGCAAGATGATGCTGCTGCAGCTCT

	18928_20
	21
	[A/G]
	TGTCTGTGCATTGCAGCAGCATGCGGTCATTCTCCC

	18929_25
	26
	[C/T]
	CATGCAGCTCTGGCACCACATTGCTCAGCTCTTTCC

	1894_15
	16
	[G/A]
	ATGGCCTACATGGCAAGGCAGTGCCAAGACAAATAC

	18948_31
	32
	[G/A]
	TGGAAGCGGAAGGCAGTTCGGTGCTAATTGGGATAG

	18949_2
	3
	[A/G]
	GCAGAATTTCCAGCAATTATCTGCGTGGCAGGAATA

	18951_3
	4
	[T/C]
	GCGTCTCGCTTTGCATTCTTATGCGGGCGTGTTTGG

	18958_15
	16
	[C/T]
	TTCTGCACTCGAGCACTGTGTTGCTCTGTTAGGATG

	18959_7
	8
	[C/A]
	CCTGGTACGATAGCAATGGTCTGCAAAGAGCTTATA

	18961_32
	33
	[A/T]
	CACATGAATTCAGCAGACATCTGCAAGAAAGCACCG

	18962_18
	19
	[G/A]
	GACTGACCTTCAGCACCTGAATGCTGCAGGAATGGA

	18965_3
	4
	[G/A]
	CCTGAGTAAGGTGCATCGAGGTGCCGCAACCACGAT

	18966_1
	2
	[A/G]
	CAGCTGCTAACAGCATTATGGTGCCACCACCATGCT

	18968_29
	30
	[C/T]
	TACAAGATGATGGCACAGATTTGCTGATGCGGTTTA

	18969_4
	5
	[A/G]
	CTCTGTCAGTCTGCACGCGAGTGCCTCGCTCGATTA

	18970_25
	26
	[G/T]
	GTCACCGACATAGCAGACCACTGCAGAGACACGTGG

	18980_29
	30
	[T/G]
	GCCTCTTTGGCTGCAATGATCTGCTTCTCTGCTTCT

	18984_31
	32
	[C/T]
	CACAGGTCCAATGCACATATTTGCCTCTAACCGCAA

	18989_16
	17
	[A/T]
	GTTTATAGTCAGGCAAACAGATGCTACCCAAGCACC

	18996_24
	25
	[T/C]
	ACATCTACAAGAGCAATAACCTGCTGGCACAGGTGA

	19004_6
	7
	[G/A]
	AATTCAGTGAGAGCATCGGGATGCGCTTTGGATGGA

	19005_20
	21
	[T/C]
	CAGAGGACCAAAGCAACAGCTTGCCTTTGATATAGC

	19012_29
	30
	[G/A]
	TCTCAGGGAAAAGCACAGAAATGCTTCACGGGGTTT

	19015_11
	12
	[C/T]
	TCATTTTCCTGCGCATTTGCATGCTGTCGAGGCGAA

	19029_7
	8
	[G/A]
	TATCTGTGAACTGCAACAAGATGCAGACAGCACTGG

	19030_27
	28
	[G/A]
	GAGGAAGACGATGCATACTTCTGCCATGATCTTGAA

	19037_3
	4
	[A/T]
	TCGAAGGAGACTGCAAGGTGATGCCACACTTAGAGA

	19043_26
	27
	[T/C]
	AAATTCCTCACAGCATGACATTGCCCTTGCCCCTGT

	19047_33
	34
	[A/G]
	CCTCCTGTGTCTGCATGCCACTGCGAGTCCAAGAAC

	19048_8
	9
	[G/A]
	AACAGGCAGAAAGCACCTTTGTGCTACCTGTCCTCT

	19050_27
	28
	[G/A]
	AAAAGACCTGGCGCAGTACGGTGCCGAGATAAAGGA

	19056_10
	11
	[C/T]
	TTTCGATTTACGGCACCCGCGTGCGATTCTGTTTGT

	19067_26
	27
	[G/A]
	TCCACCCAGATTGCAAAAAAATGCTAGAACACGTTT

	19071_6
	7
	[G/A]
	TAAAAGGCTGCTGCATTGATGTGCTGTCATCATGCA

	19075_34
	35
	[C/T]
	TAAAAGTGGAAAGCAAGGACATGCCAGAGGTAGCCA

	19078_24
	25
	[A/G]
	CTGATCAGGTCTGCATTGTTCTGCATAGGTGTTGTC

	19079_10
	11
	[A/C]
	AAAGGGGCCAAAGCACCAACTTGCAAAGAGCTTGAG

	19082_16
	17
	[G/A]
	GGAGAACAAAGAGCACGGGCATGCGGTGTTGAACAG

	19085_17
	18
	[T/A]
	TGGAAATGTGTCGCACTTGCCTGCAAAGCCAAGCCT

	1909_7
	8
	[T/C]
	ATTTTAGTCACTGCAGTCTTGTGCAGTGATGGAGAA

	19093_15
	16
	[G/A]
	GATCAGGGAGCGGCAGGAATGTGCATGTTTTTATAG

	19096_20
	21
	[G/A]
	TGATAAAGCGTGGCATTCATGTGCTCTTGACCAAGG

	19097_29
	30
	[T/C]
	TGGCTTTAACACGCACACTGCTGCTTCTTCACTTCA

	19098_5
	6
	[G/C]
	CTTCAGAAGGTGGCAGTAGCGTGCCACTGAAACAGT

	19101_33
	34
	[T/G]
	GTTTACAAGCTGGCAAACTTTTGCGGGTTTGTTTTT

	19107_24
	25
	[C/A]
	GATGTAAAGCCTGCATCCAGGTGCCTGGCCAAGGAA

	1912_1
	2
	[T/A]
	GTGTGTGTGTGTGCACACGCATGCCCACCCGGAGAA

	19120_19
	20
	[C/T]
	GTGTCACCTCGAGCATCCTCGTGCGATGGGAATCGA

	19124_15
	16
	[C/T]
	CCTGTTCTGAGTGCACGGCTGTGCCGACATTGTTAC

	19125_24
	25
	[G/A]
	TCCTTCTGTCATGCAGCCCTATGCGTACCTGCTCTG

	1913_4
	5
	[C/T]
	AACACTGCCACAGCATGATATTGCGACCCTCATGAT

	19143_32
	33
	[T/A]
	GACGTCACACCCGCACTGTGCTGCCTGATCATTAAA

	19144_25
	26
	[C/T]
	TCCCTGAGCTCTGCACTTTATTGCTCTGCTGCACAG

	19148_28
	29
	[G/A]
	TGTATGTTTCAAGCACCAGATTGCTGCTGTGTTTGG

	19161_19
	20
	[C/T]
	TAAAGCAGAGCAGCAGCTCCTTGCTGGAGATTTCCA

	19169_4
	5
	[G/T]
	ATTAGTGTACTAGCACAAAAATGCCCACATCGTCAG

	1917_28
	29
	[G/A]
	TACACAGCCTGGGCAGCCAGCTGCAGCTGAACCAGC

	19170_20
	21
	[A/C]
	CATTTTTAACAGGCACTTGTATGCGCCAAATGCAGC

	19173_11
	12
	[C/T]
	ACACACATGTGCGCATGGCTTTGCTCCTGTGTGCAT

	19180_3
	4
	[G/A]
	AATGGATAACCTGCATTGGACTGCCGCTCTGTGCAG

	19181_2
	3
	[C/T]
	CGCTGTCCGGAGGCACCCTGCTGCACCTGATTCCCG

	19188_9
	10
	[G/A]
	GGTATTTTTGAAGCATGTGAATGCAGCACCGTCAGC

	19189_20
	21
	[A/G]
	GCCAGGCAAGGTGCAGGAGCATGCTCTGAGCAGATA

	19194_1
	2
	[G/A]
	TGTTTTCTTGCTGCAGATTCATGCTCAGATCCACAC

	19198_34
	35
	[C/G]
	GACGAAGCTAATGCATGTGACTGCAGCGTCAGAGCT

	192_19
	20
	[G/A]
	GTGCATAAATGTGCAGTTAGATGCAGTGAGCGGTGC

	1920_15
	16
	[A/G]
	ACGTTACACTGCGCAAGAATGTGCTGCTTTCTAGTT

	19201_28
	29
	[T/C]
	AACACTGATTTGGCAGCTTTGTGCACGCCGTGGGAA

	19202_1
	2
	[T/C]
	GCCACTGCGTAGGCAGACGAGTGCGCAGACGCTCTC

	19210_2
	3
	[C/T]
	CTCCTCTCTCAAGCATGCTCATGCGTTCATGGGCCG

	19214_20
	21
	[C/T]
	ACGCATGCAAACGCAGCATTCTGCACTGCAGTTAGC

	19216_2
	3
	[A/T]
	ATATTATTGGTGGCAGAGTGGTGCTGTGGGTAGTGT

	19219_27
	28
	[T/A]
	GAAATCCCAGCAGCACCAAGCTGCCACTGTAGTACC

	19220_31
	32
	[C/T]
	GATGTATCCAGTGCATCCACATGCATGTATGCGCTC

	19221_4
	5
	[G/A]
	TGTGATTACCTTGCAGTTTCCTGCGGTGGAAGCGCG

	19223_34
	35
	[T/A]
	GACAGACGTGCTGCAGCTCTTTGCTCTTCATGTGTA

	19224_18
	19
	[G/A]
	GAAGGACCGCTGGCATCAGCGTGCATGGCACATGTT

	19225_32
	33
	[G/A]
	CAGGAAGCCCCGGCATCCTCCTGCAGCGCCACGCGT

	19226_24
	25
	[G/A]
	GTAGACGTGATTGCATTGGCCTGCGGGCAGAAAGGT

	19227_17
	18
	[G/A]
	ACTCACATGCTTGCAGTGATATGCCCCCCTCATCTA

	19228_6
	7
	[C/A]
	TGGCTCCCTATGGCAGGAAGATGCTCAATTCACTGT

	19230_8
	9
	[A/C]
	TTAGGAACAACAGCAAAACTGTGCACCAGGAGGTTT

	19235_28
	29
	[A/G]
	CCAGCTAAAGACGCAGCCTGCTGCGGCCAATGCTAA

	19238_33
	34
	[C/T]
	GATTCACTGCCTGCAGGGAATTGCACAATGCCACGT

	1924_2
	3
	[C/G]
	AACAAAATACCCGCATTGTGTTGCAACGTTCGTAGT

	19240_15
	16
	[A/C]
	CAAATAAGGTAAGCAACAACATGCCGGGGGAGCAGT

	19242_18
	19
	[C/T]
	ATTCATATGGCCGCAACTCAATGCATTTAGGCATGA

	19244_26
	27
	[T/C]
	GCAGACAGAGGCGCAGTTATTTGCTGTTTCTGGCAG

	19245_9
	10
	[T/C]
	TTTTATAATTGGGCACAGTGGTGCCGCAGGTAGTGT

	19246_18
	19
	[G/A]
	ATGCAAAGTTTGGCATCAGGTTGCTGGTGACTACAC

	19249_28
	29
	[G/A]
	CTCGCATGCCACGCAGGCATGTGCAGGCGGAGGACG

	19254_10
	11
	[G/A]
	AGCACGTCTCGAGCATTAAAATGCTGCAGGATGGCT

	19256_26
	27
	[C/G]
	GTCTCCTTAAGAGCAAATATGTGCACCGCTCCACAC

	19258_2
	3
	[T/G]
	ACTCCGCCTGGAGCAGGAGCCTGCTGCCGGCCTGCA

	19261_25
	26
	[T/C]
	ATGACAAACACGGCACCTCTTTGCTTGCCCTTTACG

	19263_9
	10
	[T/C]
	TATAGGAGGTATGCAGGCACTTGCTCTGCATCTGAC

	19266_25
	26
	[G/T]
	CTTGTGGTCAGTGCAGGAGTCTGCAGCAGTCATATC

	19268_7
	8
	[T/A]
	GATGTGGTGATGGCACGTGTTTGCCCACGACTGTAC

	19270_2
	3
	[G/C]
	CAGGGTACCAACGCACACACATGCACATCACAATTC

	19272_7
	8
	[C/T]
	ACCAGAGTGACTGCAGCAACCTGCACTGCTGCGCCG

	19275_33
	34
	[G/A]
	TATGACCAATTAGCAGAAACATGCTGACCAGCCGAG

	19282_10
	11
	[T/G]
	GTACACACCTTTGCACACCTGTGCACACCTGTGAGT

	19290_29
	30
	[C/T]
	CAGCAAAAGCTTGCAGAGAAATGCGAACGCGCTCGG

	19293_15
	16
	[G/A]
	AGTTGTAAAAGAGCAGACCGCTGCAGAACGTGTCCT

	19298_17
	18
	[T/C]
	TTGTATTGGTGAGCACCTTACTGCTGCCAAAACTCA

	19303_15
	16
	[C/G]
	CATAAGGTAACAGCACGTGGATGCTACACACCTTAG

	19305_8
	9
	[G/A]
	TCCACTAAGAAAGCATGAAGCTGCTGCTGTTTCCTT

	19309_4
	5
	[A/C]
	AGTGAAGCCGGGGCAAATACATGCTTCCTCTGAGAC

	1931_32
	33
	[C/A]
	GGCGTGGTGTTTGCATGCGGCTGCTCGTTCGCCTAT

	19310_1
	2
	[G/A]
	GGGTGCGATCACGCAAAAGTCTGCTTTATATGGAGG

	19316_25
	26
	[C/T]
	GTAATGGCGAGCGCATGCGTGTGCACGCTTGTGGCT

	19317_29
	30
	[G/C]
	ACAGTACACCCTGCAGAGATCTGCAGGAGGAGTTTC

	19318_34
	35
	[G/A]
	CTCTTCCGGGTTGCACGGTGGTGCCACAGGTGGTGC

	19319_26
	27
	[C/T]
	AATACTCTCCTGGCAGGCGTTTGCATCTGAATTCAA

	19322_2
	3
	[G/A]
	GCGGTGGGCACAGCAATAATGTGCAACAATTAGTCC

	19325_28
	29
	[T/G]
	TGGGATGCTTCTGCATGTGAGTGCCAATTAATCGAA

	19330_5
	6
	[G/T]
	TTGGGGTAACAAGCAAACCACTGCTCTGTAGTGCAA

	19335_28
	29
	[G/A]
	TAGGTTGGGGCGGCACAGTGGTGCAGCAGGTAGTGG

	1934_28
	29
	[T/A]
	CACAGACTCACAGCAAACTTCTGCTTGATGTTGAAG

	19340_24
	25
	[A/C]
	GCCTTGTGTAATGCAGTTGACTGCAAGCTTTAGCAG

	19344_28
	29
	[G/A]
	AGTACCCATACAGCAGTTCCCTGCTGGCGTAGAGGG

	19345_34
	35
	[G/A]
	CAGAGTTGTTGTGCAGGAGAATGCTGGAGGGAGAGA

	19350_16
	17
	[G/T]
	GTAAGCAGATGTGCATGGAGCTGCAAGCAGTCTCTT

	19353_9
	10
	[C/T]
	AAACAAGCCCGGGCATGCCAATGCCTACCAATTTAT

	19359_20
	21
	[G/A]
	TGTCATCCCTTTGCATATAAGTGCCATGGCGACCCT

	19368_25
	26
	[C/T]
	ATGTCATCATGGGCACAGGGATGCTCTGTAGCATTA

	19370_11
	12
	[T/G]
	TCCTGAGAAACTGCAATGCAGTGCCCCATGTCCCCA

	19374_19
	20
	[C/T]
	TGCGGCGATAAGGCACGAGCGTGCTGGAGATTGGGT

	19387_15
	16
	[T/C]
	CGTGGGACTGCCGCATAGTGTTGCTGTTAATGGATT

	19391_24
	25
	[G/A]
	AAACATTTGCCAGCAACCAAATGCGTGATGGAAAAA

	19392_26
	27
	[C/T]
	ACACAAACACAAGCAAACACTTGCCCCGTTTCTCCT

	19394_33
	34
	[C/T]
	CTTTGTTTGCATGCAAAATTTTGCAGCCTCCAGCAG

	19400_11
	12
	[A/G]
	ATGCTGTGCTAAGCAACTAAATGCAGAAATGGTCCA

	19403_28
	29
	[G/A]
	AAGGTGCTGCAGGCATTCCAGTGCTCTCGACAGCCA

	19406_2
	3
	[G/A]
	GGGTTTCTCGCTGCATTCACATGCTCCATGTAATGT

	19413_3
	4
	[G/A]
	TCTGAAACCACAGCAGAGGCTTGCATATGCTGGCAG

	19419_8
	9
	[G/A]
	GTGCAGCTGAAAGCAGCTACATGCATAATGCATCAA

	19420_19
	20
	[C/T]
	ATCGCCACCTCAGCATCTCCATGCCCAGACCTGGCC

	19431_7
	8
	[A/C]
	CCAGTTCAGACTGCAGCGGAATGCCATGACACCATC

	19433_2
	3
	[T/C]
	GTTAGCAGCAAAGCACCCCCATGCCATTACAGTTCC

	19440_33
	34
	[G/A]
	CATGACATGTGTGCATTGTGCTGCTGTCAGAAGGTT

	19441_17
	18
	[C/T]
	GAGATCAATCCTGCAACCTTCTGCTTAGCAACCTAA

	19444_4
	5
	[C/T]
	TGCCCATCATCAGCAACGCCATGCTGATCGGAGACA

	19445_31
	32
	[G/A]
	CACTCTATATGTGCATTTCACTGCACGGATGGGTTA

	19448_27
	28
	[C/T]
	CTTTCCCATCAGGCATCTGGGTGCTGGCCGAGCGGC

	19449_1
	2
	[T/A]
	TTAAAAAGTCCAGCAGCCAGTTGCACAGGTGTCTGC

	19451_24
	25
	[G/A]
	CTTACTGACAGCGCAGCACGCTGCGGTCTTTGTCAC

	19452_11
	12
	[A/C]
	TCTCTTGCTCCAGCACCAGTTTGCTGAAATGGTTTG

	19457_5
	6
	[T/C]
	TTTGCTGCAGATGCATTGTACTGCACAACACTTGTA

	19459_3
	4
	[C/T]
	GCACTACCTGCGGCACCACAGTGCCCTGGTAAGTAA

	19461_25
	26
	[G/T]
	GCAGAGAGCAGGGCAGTGAGCTGCTGAGTGGCGGTA

	19463_8
	9
	[C/T]
	ATGCTACTCAATGCACTCGGCTGCCCTAAAGCCACG

	19465_28
	29
	[T/C]
	GATGTCTTACCTGCATAGATCTGCAGCTTTGGCTGG

	19472_16
	17
	[G/A]
	ATGTGCATGTGTGCATGGATTTGCTTGCACGTCTGC

	19476_25
	26
	[C/G]
	AAGAGTACAGGAGCATATGGATGCCCCAGCAGGGGT

	19477_17
	18
	[G/A]
	TCGAAACTCTTTGCAAGGCACTGCAACATGCTCAAA

	19480_29
	30
	[T/A]
	TAGGTAGGACATGCAGTGAGGTGCACCGTTAGCCAT

	19481_29
	30
	[G/C]
	GACAGTAATGGCGCAGTGATTTGCTCATGGCCACAT

	19484_2
	3
	[A/G]
	GCATCTCTTCTGGCAGTGCCATGCAGACACTGGAGA

	19489_3
	4
	[A/C]
	ATAACCCATCTAGCATTGTTGTGCGTCTGTGTGGCT

	19490_30
	31
	[G/A]
	TTCAGTATCCATGCAGGAAGTTGCCAACACGAGCTT

	19491_25
	26
	[T/C]
	GCGTCTGCGTCTGCATGAATGTGCGTGTCTGTGTGC

	19492_9
	10
	[C/T]
	AGAGGCCTTCCTGCACTCCACTGCCTGATATATTCT

	19494_34
	35
	[A/G]
	CGTGAATGACTTGCATAGCAATGCCCGCATATCGAC

	19496_25
	26
	[G/A]
	AATGTGTAACACGCATTAGTGTGCTGAGACCCACAT

	19497_18
	19
	[A/C]
	CTCAACTGCAATGCAAAAAGATGCTACTCCAGCTTT

	1950_26
	27
	[G/A]
	GATTATAGCCTGGCAGTGTTCTGCATGCCACTGCAA

	19504_15
	16
	[G/A]
	CTCAGCAGGCAGGCAGAGGGCTGCTGGGATGACAAC

	19505_11
	12
	[G/T]
	TGGAGTATTGGGGCACCATGTTGCCAGTACAAAGAA

	1951_10
	11
	[G/A]
	TGGCCACCTCGTGCACATTAATGCACTCCAGCCAAT

	19512_26
	27
	[C/T]
	TCATCCCCTGTAGCAGCATGCTGCAACGTGGCCTTG

	19514_19
	20
	[C/T]
	CTTTTAATAGCTGCACTCGCTTGCTCGTGTCCTGGG

	19519_25
	26
	[C/T]
	CCACCACCTGTTGCAACATTGTGCTCAATCTGCCCT

	19526_2
	3
	[C/G]
	ATCAAGTGCATAGCATCTGATTGCGAACAGAAGCCG

	19530_29
	30
	[G/A]
	TAAATGTGGGCAGCACAATGGTGCTGTAGGTAGCAG

	19534_7
	8
	[G/A]
	GAACAGCGTTCTGCAACAACATGCTTGACCAAGACG

	19540_4
	5
	[A/T]
	CTGTAGAGAACTGCAGAGTGGTGCTCCACGGCCCAC

	19551_4
	5
	[T/C]
	GCACTACCTGTGGCACCACCGTGCCACCCCGATCTC

	19562_25
	26
	[A/C]
	CAGATACGCCATGCACTGTGATGCAATGGTGATGAA

	19569_17
	18
	[G/A]
	CCCCACTGGCCTGCAGGGGAGTGCGCCAAGACAGCT

	1957_8
	9
	[C/G]
	ACAATGCACTCAGCACCGACGTGCTCAGCAGCCACT

	19571_7
	8
	[C/A]
	ACGTGACCAAGAGCACAGCGGTGCAAACCTCACCTG

	19572_11
	12
	[C/T]
	TTCTCAGTGTTCGCAGAAACCTGCCAGAGGAAAGGC

	19575_6
	7
	[T/A]
	GATAAATTCCATGCAGTGTGCTGCACAGTTTCAGGG

	19576_3
	4
	[C/T]
	TTTCAGCGAGCTGCACTTTGCTGCCTGCTCTCATCT

	19577_1
	2
	[G/C]
	AGGGTCTCACCGGCACACTCCTGCAAGCTCTGCAGA

	19579_25
	26
	[C/T]
	GGGAAAGTGTAGGCACCACAATGCACTGTGAGAAGA

	19580_11
	12
	[C/T]
	ACGCTTACAAGCGCACACACATGCATACACGCAAAC

	19581_24
	25
	[C/T]
	TTCGGTTGCAGTGCAGGTGACTGCTGTCTTCGTGCT

	19582_15
	16
	[G/A]
	TGGAACGTCTCCGCAGTCACCTGCTGGAGATCGAGG

	19584_15
	16
	[C/G]
	ACAGGCTAAGACGCACTGTGCTGCCAGAGTGCTGCT

	19593_10
	11
	[C/T]
	CTGCTGGCACCAGCACATTTGTGCTCGCTTATGCTG

	19595_31
	32
	[G/A]
	AAGGTCCGTGTGGCAGCACTCTGCCTCCTGCACTGG

	19602_9
	10
	[C/T]
	GTTTAAATCCGAGCACCTTCCTGCACAGTGGTGAGA

	19604_3
	4
	[T/A]
	TCTTAATCCAGCGCAGGAAACTGCAGATAGCACATT

	19608_6
	7
	[A/G]
	ACACACACACATGCATGGTTTTGCTTGAGTCCAACA

	19613_24
	25
	[G/A]
	TAAACTTTTGGAGCAGAGCAATGCGCTCCTCACCCC

	19617_25
	26
	[A/T]
	CTGCCTTGTGTTGCATGTTTGTGCCAAAGGTCTATA

	19619_29
	30
	[T/A]
	AGGCAGCAATGTGCAGGGCAGTGCCATAGTAGAAGT

	19620_17
	18
	[G/A]
	TAGTCAGAGTAGGCAAGGAGCTGCTCGGACCAGTGC

	19621_28
	29
	[T/A]
	GCGTCCTGGCAGGCAGATCCATGCAACCTAACACAG

	19623_33
	34
	[G/A]
	TAGATTGCCGCAGCAAATACATGCACTCGCAACGAC

	19626_2
	3
	[C/T]
	TACGTTACAATCGCAAGCCGCTGCCAGTGTTATCCA

	1963_34
	35
	[C/A]
	GCGTGGAGATTTGCAGCGATCTGCAGTAAATTTTCC

	19635_2
	3
	[G/A]
	GTGAGATTGGTAGCATGCTTTTGCATCACAGTGTGA

	19644_9
	10
	[C/G]
	TTGGCAAGTCCAGCAATTTCATGCAGAGATGTAATT

	19645_31
	32
	[C/T]
	CTGTCCAGAGACGCACAAATTTGCAAACATGCCACA

	19647_25
	26
	[T/C]
	TTTCATCTTGTAGCATCCAAGTGCCTACAGTGCATT

	19649_24
	25
	[C/A]
	CTTTTATGGCAAGCAGCCGCCTGCAAAATAAGCCTC

	19650_15
	16
	[G/A]
	TGACCGCCTGCTGCAGAAGTCTGCGATTCGCACCGA

	19656_15
	16
	[C/T]
	ACAATACCCGTGGCACCACCGTGCTGCGTCCGGGTG

	19659_28
	29
	[C/T]
	TCAACATCATGTGCAATCACATGCGCTTCAACGAAG

	1966_26
	27
	[A/G]
	TGTGTGATTCAGGCAGGACAGTGCCGAGTCGATCCT

	19661_27
	28
	[C/T]
	CACACCACCTTAGCAACCAAATGCACACGACATGTA

	19667_9
	10
	[C/T]
	CACGGATTCCAGGCATGTCCGTGCATTAATTACAGC

	19669_5
	6
	[C/T]
	TTCCCCTTAAAAGCAGTGGCATGCTTTGAAGACATT

	19670_34
	35
	[T/C]
	CTGACAACATTAGCATGTTCATGCTTCGCCATTATT

	19675_17
	18
	[A/T]
	GCAGACGTGTGTGCAGGACCTTGCGCAGTTTCTGCC

	19679_7
	8
	[G/A]
	ATACACCGCCTTGCACATTTCTGCTTTACCCCAGCT

	19680_29
	30
	[T/A]
	TGAGTGCAGACAGCATGCTTGTGCTGTACTGTCATG

	19683_18
	19
	[C/A]
	AAACCCACACTAGCAACCCACTGCAAAATGCAGACA

	19688_15
	16
	[T/G]
	ACACACGCTTTAGCATGTCCCTGCATGCTAGCTTTG

	19690_4
	5
	[G/A]
	GGGAGCGGAATGGCACCTCTTTGCGAAATTAGACCC

	19692_10
	11
	[G/T]
	TGGACGGGCAGGGCAGGAGAGTGCGGCTCTGCTGAG

	19693_27
	28
	[G/A]
	CGTACATGCAGAGCAGTGGAATGCAACGCAGTCTGG

	19694_30
	31
	[T/G]
	ACAGGCATATCAGCAGTGCAATGCCGCTGATTGATT

	19698_5
	6
	[C/T]
	GCCTTCCTCCAAGCACGCAACTGCATCGAGGAGAGA

	19700_34
	35
	[G/A]
	TTCAAAATGTCAGCACTAAAATGCACCTGTGTTCGC

	19701_10
	11
	[T/A]
	AAATTTTATATGGCATGTGGTTGCGGGTTGTGCCCC

	19702_11
	12
	[A/G]
	GAGAAGATAATAGCAGCTCTCTGCTCCCCCTGTCTG

	19709_6
	7
	[T/C]
	AAGCTTCAGTGAGCATCTGGATGCACTGTAAAGGAA

	19710_10
	11
	[A/G]
	CTCGCGTGGTACGCATCTCTTTGCCGTGATCATGTG

	19716_4
	5
	[A/G]
	GGAGAAAAGTCAGCACCAGTTTGCTTTGTGAGCTTA

	19720_31
	32
	[T/G]
	TCGGTTGGACTTGCAAAAGGATGCTCTTGTTTGTCT

	19730_26
	27
	[C/T]
	GTGAATGTACCAGCAGAATACTGCAGCGTGGATCTT

	19734_3
	4
	[C/T]
	GGCCGAAGCCTGGCAGACGTGTGCGAGGTGTCTGAG

	19735_3
	4
	[G/A]
	GCTGATCAAAGAGCATCCCAGTGCAGCGATGATGAG

	19737_15
	16
	[A/G]
	ATTTGTTTTTGGGCAAGGACATGCCTGCCCACCACT

	19741_25
	26
	[G/A]
	GCACTACCTGCGGCACCACCATGCTGCACTTTTTTC

	19743_26
	27
	[A/G]
	CTCTAGGTGCGTGCACAACGTTGCTAACAGTTCAAC

	19744_31
	32
	[C/T]
	GGGTTTGTATAGGCATGCCGTTGCTTACTTGCGTTT

	19749_29
	30
	[A/T]
	AGTATCAGGGCAGCATGCTCGTGCCACAGTGATCTT

	19750_18
	19
	[C/T]
	ACAACCTCTGGAGCACAACGGTGCCACCTTGCTGCC

	19753_31
	32
	[T/A]
	CGAAGGAAGGCTGCAAAAGACTGCAAATGCCTTTGG

	19756_32
	33
	[G/A]
	GGCATAATCATGGCACAATCATGCCCACTCTGGAGT

	19763_3
	4
	[A/T]
	TGTAACAAGTGGGCAGGTAAGTGCTTTGTGGTCTGT

	19773_26
	27
	[A/G]
	ATGATCCAAATGGCATGGGGTTGCCGATAGGAAACT

	19776_17
	18
	[A/T]
	TGTGCCCTTGTGGCATCAGACTGCCTCCGAGCCAAT

	19778_29
	30
	[G/T]
	CACGGTGGCGCTGCAGGGTAGTGCGTGTGGTACACA

	19783_32
	33
	[G/T]
	GGTGCCAGATTGGCACCAGGGTGCTGGTGAAGGAGG

	1979_1
	2
	[T/C]
	ATACACAGGCATGCACACAGATGCATACTGGAAATA

	19790_16
	17
	[T/C]
	TGTCGTTTGTAAGCATTCAGATGCAACAATGCACTT

	19792_7
	8
	[A/G]
	TCGCATCGCATTGCAAGGCCCTGCCACGAAATAACC

	19798_19
	20
	[T/C]
	GACACGGCTAAGGCACTCATGTGCACAGCACTTACC

	1980_5
	6
	[G/A]
	ACTCTGAGAAGGGCAAGAACATGCTTTTTGGGCTGT

	19803_26
	27
	[C/G]
	GCACTAATCATTGCACCATCGTGCTGCCAGAAAAAA

	19804_15
	16
	[G/A]
	CAGGTCCTTCCTGCAGAGAGGTGCATCAACCCCGAA

	19806_28
	29
	[T/C]
	GTGCTAGGACGAGCAGGTGAGTGCAGCTTGGCTGGG

	19809_20
	21
	[G/T]
	GGACCTTTCCGAGCATTGGTGTGCCAAGTTTTATGC

	19810_17
	18
	[C/G]
	TGAAAAAGATGTGCACCCTGATGCATTGGATGTCTA

	19811_25
	26
	[G/A]
	TTTCCTGCACTGGCAATATGGTGCCGAAGCTTACCT

	19813_8
	9
	[C/G]
	TCCACCACCAGCGCATTATCATGCAGCGATGCTCCC

	19814_31
	32
	[C/T]
	ACAGGAGGAGACGCATCGATCTGCCGCTGGACGGAA

	19815_2
	3
	[G/A]
	GTGAGAAAAATGGCATCCACATGCTCCTTCTCAGCA

	19816_1
	2
	[A/G]
	AAGTAACAACTGGCAGTGGTCTGCCAATTATAGTTG

	19821_24
	25
	[A/G]
	ATGACCTCAAGCGCAGCATGCTGCAGAGTAAGAGGA

	19830_29
	30
	[G/T]
	CCTGGTCTCGCAGCAGCTTCCTGCCAGCAGAGATGC

	19834_32
	33
	[C/G]
	GCACTTAGCACCGCACTCACATGCTGTGTATCCGGA

	19835_25
	26
	[A/G]
	TGCTCGTTCACAGCAAATTAGTGCGAGTTTAATCAA

	19836_33
	34
	[G/A]
	TGTTAACTTCATGCATGTCAGTGCCTGAGGGTGGAG

	19845_4
	5
	[G/C]
	CACTGTGCATGAGCAAGAGCTTGCTTCTCATGCATA

	19846_24
	25
	[C/T]
	GAGTTCCACTCAGCAGGCTTATGCCTAACTCTTTAA

	19848_18
	19
	[C/T]
	ATTTATGGGGCAGCATGACGGTGCTGCAGGTTACAC

	19852_24
	25
	[G/A]
	AAATATACATCGGCACAGACGTGCGTAAGGTACATA

	19857_15
	16
	[C/A]
	CTGCTAGCTGCAGCACCACCATGCTACCTAGGTTTG

	19863_33
	34
	[C/T]
	ACACATTCACTTGCACCTGACTGCAGGTCTTTGCCA

	19865_29
	30
	[T/C]
	CAGACTGCACAGGCACGGGCTTGCTATATTCTCTCC

	19866_17
	18
	[C/T]
	GCATGCAGGAATGCACACATGTGCATGTTCAAGGTT

	19869_10
	11
	[G/A]
	CTAAGATGCTGAGCAGGGGGCTGCGCTGCTAGACCA

	19871_6
	7
	[G/C]
	CAGGCGGTGAAGGCATGTGTTTGCAAGTACACTGTA

	19872_27
	28
	[C/A]
	GATGTTCTGATGGCAGCAGTTTGCAAACCTCCACAT

	19874_4
	5
	[G/A]
	GGATGGCGTAATGCAGCCTGATGCCACAGTGGAGAT

	19876_7
	8
	[T/C]
	GGTTACTTTCAGGCATGGAGATGCAGCCGGCGTTTA

	19877_7
	8
	[C/T]
	AGAACCACCTGCGCAAACAGCTGCCAAAGCAGTTCG

	19878_16
	17
	[T/C]
	CTTTTTCGTGGGGCATTGTGATGCCGGAAACTGAGG

	1988_10
	11
	[C/T]
	TCAGTCTTTTCAGCAGCCATGTGCTTCTCTAAACGA

	19882_1
	2
	[G/T]
	TGCCGTCTCTTGGCAACTGTGTGCGCCTTCCTCGAC

	19884_5
	6
	[A/T]
	AAGAAATCTCAGGCATTAAGTTGCCGTTGGGGAAGG

	1989_17
	18
	[G/A]
	GCCACCACATTGGCAGCGTTCTGCTTCATTCAATCC

	19893_28
	29
	[G/A]
	CACACTGGGGCTGCACTGTGTTGCTCTGGAATGGAA

	19896_5
	6
	[G/A]
	GTGCTGAGCTCTGCACTTAATTGCACAGTTTTCCAA

	19897_10
	11
	[C/T]
	AGCATCGCACCGGCATTCCTTTGCACGAAAAGAAGA

	19908_1
	2
	[G/C]
	CGATCACTGGCAGCACCGGACTGCCACTAATGGCCC

	19909_7
	8
	[C/T]
	TGTCTGGCGCTTGCAGCTGGGTGCGGATGGTCCGAC

	19911_34
	35
	[T/C]
	CTGTCCATAATGGCATTCTCATGCCCTCACCATTTA

	19912_2
	3
	[T/C]
	CTTACAAAACTAGCATGAGGCTGCCTGTTTGTCCCA

	19913_7
	8
	[A/T]
	TATTATTATGTGGCACGACCATGCCAGATGCATAAA

	19917_29
	30
	[A/T]
	ATTCAGCAGCAGGCAAGTGATTGCATTGCTGTGTGT

	19929_3
	4
	[A/G]
	GGAACAGCTGCTGCATGCAGATGCCTGTGTGAAACT

	19930_16
	17
	[G/A]
	GCTTACAGGTATGCACGGGTCTGCGATGTGATCGTG

	19937_7
	8
	[G/A]
	CCCAAGCGCACTGCATTGGGTTGCAGATTGGGGCGA

	19939_19
	20
	[C/G]
	TGTCTGTTCTCTGCACTGACCTGCATTTCCCAGAAA

	19941_1
	2
	[G/A]
	CGTGGGTCAGCGGCAACTTGATGCGTCTGACAAGCT

	19944_17
	18
	[C/T]
	GTTCTGGCATCTGCAGTCAGCTGCATTAAGGTTCAT

	19945_29
	30
	[C/A]
	GGGCGCTTTTCGGCAACGCAATGCAAAAGCTTTTCT

	19946_11
	12
	[C/T]
	ATCTGCACATTCGCACATACCTGCTTGAATCCACCT

	19947_28
	29
	[G/A]
	AAAGATGCCTTCGCAGGGTCATGCAAGAGTATTAGC

	19956_34
	35
	[C/T]
	TAGGACATTAAAGCACGTGGATGCAGTGTGTCCTCC

	19965_5
	6
	[A/G]
	CTGAAAAATTCTGCATGCTCGTGCAGCGTCACATAC

	19966_31
	32
	[T/C]
	GTACATGAACGCGCATGCGGGTGCCCGTGTGTGTGT

	19969_16
	17
	[G/A]
	TGGACAGGAACGGCACGGGGGTGCAGCTGGATCCGG

	19970_3
	4
	[G/T]
	GCTTCGAGGCTTGCATTGGTATGCAAGCGCCGCTCT

	19975_17
	18
	[A/G]
	GTGTTCATGATGGCATAACCTTGCATGTCCAGGGAG

	19976_15
	16
	[T/C]
	CGCCGCCAACACGCATCGATGTGCCCGGAACTTGAC

	19979_10
	11
	[C/T]
	TTCCTGAGGCCGGCATGCTCCTGCTCCAGTCCTGAA

	19984_2
	3
	[C/T]
	ATCCTTTCTCATGCAACACAATGCGATGCAACACAG

	19987_25
	26
	[G/A]
	CAGGTGGGTGGTGCAAGAGGCTGCTGCATTTACATT

	1999_16
	17
	[C/T]
	CAGTGCAGCATGGCAGCTTTCTGCTGTGAGGTTAGC

	19995_4
	5
	[A/G]
	TTCCATAACTGAGCAGGTGTGTGCAAGTCTTACATT

	19998_28
	29
	[A/T]
	TCGCCTGTCCGAGCAGGTCGATGCATTTAAACGCGA

	20000_31
	32
	[A/G]
	TGGGGTCTTTCTGCAGCCTGTTGCAATGACAGTTTA

	20008_17
	18
	[A/T]
	GTCTCTTTAGGAGCAGGAAAATGCACCATCAGACGC

	20014_18
	19
	[C/A]
	TTTGGCATGGACGCAGGTCACTGCAGGTGTGTAGGC

	20015_29
	30
	[G/C]
	GTGCTCAGGGTGGCACAGTGATGCCACAGGTAGCAT

	20017_7
	8
	[C/A]
	GCACTACCTGTGGCACCACCATGCCGCCCATCTGGT

	20020_8
	9
	[A/G]
	AATCATTTAGCCGCAGCGCAATGCATTAAAACAGGG

	20021_1
	2
	[C/T]
	CTCCTCTGTCCTGCATTATCCTGCTGCCGCCACACT

	20023_11
	12
	[A/T]
	TAAAGTGCTGCAGCACTGAAGTGCAATTGCGTAATT

	20026_24
	25
	[G/A]
	TGTGTGTTTGGAGCAGATCAATGCGGCAGTAGCTTC

	20028_25
	26
	[T/C]
	ACATGTGCACATGCACGTTTGTGCGTGTGTGTGTGT

	20031_11
	12
	[T/C]
	GCCTCAGAAATTGCAGGTCAATGCCACACACAGTTC

	20037_34
	35
	[A/C]
	TAGAAACCTAGTGCAAACAGATGCTCAAGGCACAAA

	2004_29
	30
	[A/G]
	CTCCTCTGCACTGCACATGCATGCACAATATCTTCT

	20049_15
	16
	[C/G]
	CTCAATAATGAAGCACTGCGATGCGTCAGGCTTTCT

	20053_1
	2
	[T/C]
	CTTGTGTGTTCTGCAGTGATTTGCAGGGTTCAACAG

	20055_19
	20
	[G/A]
	TGGATTTGCGAAGCACGGCATTGCGTTAAAACGACT

	20059_26
	27
	[G/T]
	AGTGTATTTTCTGCAGTCGGTTGCTAGGAAACGGCC

	20062_3
	4
	[A/T]
	GTTAACTTGGCTGCATGTCTTTGCACTGTGGTAGGA

	20065_11
	12
	[A/T]
	AATCATGTGGCAGCAGTGCAGTGCATAAACTCAGGC

	20069_29
	30
	[G/A]
	TAGACGAAAGCTGCAAAAACCTGCAAATGGAAAACA

	20070_3
	4
	[C/T]
	TTTCTGATCGTTGCACTGCTCTGCCTCTGTGGCTGA

	20071_34
	35
	[A/G]
	GGGTGCAGTAAAGCACACGCATGCACACACAAGTAA

	20072_25
	26
	[C/T]
	CCACTGCTCCAGGCATGTGTGTGCTCACTTCAATTG

	20073_18
	19
	[T/A]
	TCGTAAATGACTGCAGAGTCCTGCTGAAAGAAATGA

	20077_10
	11
	[C/T]
	CTAACACACTCAGCACTTCGGTGCCCAACACCTATT

	20079_7
	8
	[G/A]
	ACCCACAGCACAGCAAGCCATTGCATAGACTTCCAG

	20080_20
	21
	[C/T]
	CTGGCCAACTCTGCAACTCTCTGCTCTGCAATTTCT

	20089_17
	18
	[C/T]
	ATGACTTTCTTTGCAACCGCTTGCAACATTTTCTCA

	20092_25
	26
	[G/A]
	AAAAATAGGCCAGCAGGGGTATGCAGAGGGTAACTC

	20097_33
	34
	[C/T]
	CCCTGCTGCGGAGCATGATGTTGCACCATGACTCGA

	20099_3
	4
	[A/T]
	GCTATTTATACAGCAGGATGGTGCAGGTGTGACCTG

	201_10
	11
	[C/T]
	TGACCCAGCCCTGCATGTGCATGCTGTTACACGCCT

	2010_16
	17
	[G/A]
	CAAGGAGCTTTAGCACGGAAATGCTGATTGCTGCTG

	20105_11
	12
	[C/T]
	ACACACACACACGCAAAACTGTGCTCGAAATCTCGC

	20112_31
	32
	[T/A]
	TGTAGCACAGCTGCACAGAAGTGCTGAATACTGTGG

	20113_31
	32
	[G/A]
	CTGTCGGATTGTGCATTGTGCTGCTGCTGCCGCAAC

	20117_29
	30
	[T/G]
	CATGTGGGGAGAGCAAAGCTGTGCTTCTGTTCAAGA

	20123_30
	31
	[T/G]
	CAATCCTGTCATGCAACATGTTGCTTGTTGTCTGTT

	20126_10
	11
	[C/A]
	CAGCGGCAGCCCGCAGGCCTGTGCCTGCGACAGTGG

	20131_20
	21
	[C/A]
	GGACATTTTATGGCAGCAGGCTGCTGTAAGGCTCCC

	20132_7
	8
	[T/C]
	CTATATGTCCTTGCAGGGACGTGCTGAGATGATAGC

	20134_20
	21
	[A/C]
	TTCAGCAATTCTGCAGCAGCATGCTGAGGGGAATCA

	20135_1
	2
	[C/A]
	GCAACACAAAAGGCAACACTCTGCAGCTCGGAGCGA

	20139_24
	25
	[G/A]
	TGAAGATCAACAGCAACTGCTTGCGCTCAGTGCCCG

	2014_11
	12
	[T/C]
	ACAGCGTTCACTGCAAAGGCATGCACAGAATTCAAT

	20142_28
	29
	[C/A]
	ACTGCTGTGGGTGCATTGTGTTGCATTACATGGATT

	20143_26
	27
	[C/T]
	AAATGCTTTACTGCAGTCTTTTGCAGCCACTACAGA

	20147_1
	2
	[C/T]
	TCTCTTTCTCCAGCATGGACGTGCTGTCTAAAGTGT

	20148_10
	11
	[G/T]
	ACTGCATTACGGGCATCAATATGCAGCAAGCCTCTT

	20149_33
	34
	[C/A]
	ATCTCTGGAACTGCATCGAGCTGCGCATCACATCAG

	20153_9
	10
	[C/T]
	TTTGGACTTCGAGCATCAGGCTGCATCACACCACCC

	20161_4
	5
	[T/C]
	TCAGTGCTACGGGCAGTGTCCTGCGCAGTGAGATTC

	20162_24
	25
	[G/A]
	AGTCACTTGGCAGCACCACAATGCGAAGGTCTGCCA

	20163_16
	17
	[C/T]
	TCACACACTCTAGCATCATGATGCCCCTCCCCCATT

	20171_6
	7
	[G/T]
	CTCCAGGACTAGGCATCACACTGCAGTGGCAGAGAT

	20175_10
	11
	[A/G]
	AAAATAGGCAAAGCAGCTGGATGCAGAGCATCTTAG

	20177_34
	35
	[C/G]
	TCACCGAAAGTAGCAAGCTGCTGCCAGGACGTCACT

	2018_7
	8
	[G/A]
	TGGCAACGCTCTGCAAATCTGTGCATGCACGCACAC

	20180_15
	16
	[G/C]
	CCATCACCAGGTGCAGTGAGGTGCTGTAAGAGGACA

	20184_28
	29
	[A/G]
	GCGTTCACTGAAGCACAGGGTTGCGTCAGATCGTGC

	20185_3
	4
	[G/A]
	CTGGAATTTACAGCAGCTTTTTGCCCCGAAAATCCA

	20189_2
	3
	[G/C]
	TTGAGAGACCTGGCAATGGACTGCAGGTAGTAGATC

	20190_11
	12
	[C/T]
	CATGCCTAAGCCGCAGTAGCCTGCACAGGTTAATAC

	20193_5
	6
	[T/C]
	ATGCCTACAGAGGCATAGGCCTGCTGGTTAAAGCGC

	20195_8
	9
	[G/A]
	ATCTCTGCGGTAGCATGAAACTGCTGAAAGCTTATT

	20196_29
	30
	[C/T]
	ACCAGGGCCAGTGCAGCACCATGCCACCACTGATAC

	20198_17
	18
	[G/A]
	GCGGCTGCTGTGGCACTAGAATGCAACGACCATGAG

	20199_28
	29
	[C/T]
	CGAAAGGCATCAGCAGGTTACTGCTGCGCTACAACC

	20201_9
	10
	[G/A]
	GTACCTGCAACCGCACAGCGCTGCGTCCCAGCAGAG

	20203_1
	2
	[C/G]
	CCGCTGATCCACGCAGCCCAGTGCGCTCTGTAATGT

	20209_10
	11
	[G/A]
	GAAATGGCTAGCGCAGGCATCTGCCAGGCCTCTCTC

	20211_1
	2
	[C/T]
	CCGTGTGTTTATGCATTCCTCTGCTGTCTGTTGATG

	20212_19
	20
	[T/C]
	GAGATAGAGGGTGCACAACTATGCATGCTGGCATTG

	20214_31
	32
	[G/A]
	CAGGCTCAAAGAGCAAACACCTGCTCCCAAGGAGTG

	20222_3
	4
	[C/T]
	CTCCGTGCATATGCAGTGCACTGCAGAGAAAGAGGA

	20223_19
	20
	[C/T]
	GCTACTGATGGAGCACTCTCTTGCCAGACCAGCTGT

	20224_2
	3
	[A/G]
	AAGCTCTAATTAGCAGCCTGCTGCTTTGTGACACTC

	20227_2
	3
	[C/T]
	ACCAGTTAGCTAGCATTAGTGTGCATGCAACCCTCA

	20234_26
	27
	[A/T]
	ACAAGCCCCGAAGCAGCAGCATGCTGTAAATGTTGC

	20235_34
	35
	[T/G]
	TATGACAGCTCAGCAGAGGTGTGCTGCTTATGTTTA

	20236_34
	35
	[T/C]
	AGGTAAAGAAGAGCACGAGTATGCGGTGTCCCAGTC

	20238_19
	20
	[G/A]
	TGAGTTATCCTCGCACAATGATGCATTCGGGACACA

	20239_29
	30
	[G/T]
	TTTACCTGTTGTGCAGGTGTCTGCAGTGAGATGACA

	2025_25
	26
	[T/C]
	TCAGGTTGTTCGGCAAAGATGTGCTTTCATGTGCTG

	20255_28
	29
	[A/T]
	CGTATTCCGTTTGCAGGCTTTTGCGTTTAAGGAGCT

	20266_30
	31
	[G/A]
	AAAATGTCAATCGCAGGTGATTGCCTCAGGGAGGTA

	20269_11
	12
	[C/T]
	GATGAGAGAGGCGCATCATTCTGCTTTACTGCGCTT

	20278_10
	11
	[C/T]
	GGTGTTGCTGCAGCAGGCCGCTGCGTGTTCGTTCCT

	20286_9
	10
	[T/C]
	TCATAGAGCTCGGCATTATCATGCTGGAACATGTCT

	20295_34
	35
	[A/G]
	GCATACTGATCTGCAGCTGTTTGCTGCCACACACAG

	20299_24
	25
	[A/G]
	TCCAAATGTTTCGCAGTGGTTTGCAAACACTGTTAT

	203_15
	16
	[C/T]
	AGAAGTGTGCGAGCATGACCTTGCAAACACAAAACA

	20301_24
	25
	[C/T]
	ACTAAGAGTGTGGCAAGAATGTGCCATCTCCTCTCT

	20310_33
	34
	[C/T]
	AGCAGAGAAAAAGCAGCAGGATGCCCTAAAGGACGC

	20313_32
	33
	[G/A]
	GTCCTAACAAAGGCATTCATCTGCTGCTGCTGGGTT

	20314_16
	17
	[C/T]
	GCAACATGGGTGGCAACACCTTGCCAACCATGCTCA

	20319_31
	32
	[C/T]
	TGCTGAAGCCGTGCAGTGTCCTGCTGCAGCACAGGC

	20332_18
	19
	[G/A]
	CCAGCTGGACAGGCACTTGAGTGCGCGCGCCTTCAC

	20335_27
	28
	[T/C]
	CTTCCTGCAGCGGCATGGTTTTGCATATGGTTTGCT

	20337_7
	8
	[C/T]
	GTCAGCCCTGCAGCATGTGTGTGCGCTCCCAGGCCT

	20339_20
	21
	[C/A]
	ATAAGTTCACAAGCAAAAGACTGCCAGGAAGCCGGA

	20342_30
	31
	[T/C]
	GAACAATCTGCTGCACGGCCCTGCGTTCATTACACA

	20344_1
	2
	[G/A]
	TGTGCTGACTCAGCATGGTCTTGCATACCCTTTTCT

	20345_11
	12
	[C/T]
	GAACTCTCAGACGCACCCCTGTGCTGACTACAAAGC

	20347_2
	3
	[A/C]
	TGACTGAAAACAGCAGTAAACTGCAGCACAGCTTCT

	20348_9
	10
	[A/C]
	GAGTGACAGAGTGCACATCGCTGCTGCTGAGATGTT

	20356_18
	19
	[G/A]
	CAATATTCTAGTGCACCGGCCTGCTACAGACAGGCG

	20361_27
	28
	[A/C]
	GGGCGTTTACCGGCATGAGCGTGCCCCATGTGAGGT

	20362_30
	31
	[C/T]
	CACCTGGGTCCTGCACGTGTGTGCTCACATCACTAG

	20363_27
	28
	[G/A]
	ATGTATGTAATCGCATATGTCTGCTGAGAGGCGAGA

	20374_15
	16
	[G/C]
	ATATGTTTGTGTGCAGACCTTTGCCTTCCACATGAG

	20375_31
	32
	[C/T]
	GACCAGCAGGTGGCAGCTTTGTGCCGTTTCTCCAGC

	20381_30
	31
	[G/C]
	TTCCTGCTCTGCGCATGATGATGCCAGGTGCGCTCC

	20383_1
	2
	[C/T]
	ACACACACACATGCATGCACCTGCTCTCACTAGGCA

	20388_26
	27
	[G/A]
	CAGTGTTGCACAGCATTGCATTGCACGTATAACTGC

	2039_8
	9
	[G/A]
	GTAACTAAGAAGGCAGGCTGATGCTGTGGTTCTTTT

	20391_9
	10
	[A/G]
	TGGGTTTTGATGGCATTTTGGTGCATTTCTCTCTCT

	20396_19
	20
	[T/C]
	GCCCACGGCCTAGCAGCGGTGTGCCGATCGACGGGG

	20397_17
	18
	[G/A]
	GCATAGGGCAGGGCACCGTGCTGCCCCAATATATGT

	20400_29
	30
	[G/A]
	CCATCATCAGGTGCATATTCTTGCCAGCCGCAGGCA

	20404_7
	8
	[C/T]
	AAACCCCCACAGGCAGGATGCTGCTGGTGGGATATT

	20408_28
	29
	[G/A]
	TTCATTGAATGAGCAATTTCATGCCGCAGACTTCTG

	20410_4
	5
	[A/G]
	AATCAGAGAAACGCATCAGGCTGCCAACCAATCAGC

	20411_24
	25
	[T/C]
	TGTAGCAGTGCTGCAGTGTGATGCTGCTGTGCTTAC

	20412_9
	10
	[T/A]
	TGATGGTGATGTGCATCAACCTGCCAGATGCCCAGA

	20414_34
	35
	[G/A]
	ACGTTCGTAAGGGCAGACCTCTGCCATCTGCTGCGC

	20415_34
	35
	[A/T]
	AACTGCCTGCCAGCAAGAACATGCCTTAACCTGTAC

	20424_32
	33
	[A/T]
	GCGTCCAAGTTAGCACAGATCTGCAAGGCATTATAA

	20426_31
	32
	[G/A]
	AACCGCAACAGTGCACACAAGTGCATATCGAGAAAG

	20432_19
	20
	[C/T]
	TGACGATGGGTGGCATGTTCCTGCACGTTCCTTTCC

	20436_11
	12
	[G/A]
	TGATCTCTACAGGCAGGCTTATGCAGGTGTGTGCCT

	20440_25
	26
	[C/T]
	GTACATTTCCTGGCATTCATGTGCTCGACACCTACC

	20441_9
	10
	[C/T]
	ACACAGTTTCACGCAGCTGTTTGCCAAACAAGACAA

	20442_16
	17
	[C/T]
	CAGTGCTATTGTGCAGCGCTGTGCTCGGTGTTAAAA

	20452_30
	31
	[C/T]
	CAAGACAAGCAGGCAATGTTATGCACAGGTCCTTAC

	20454_24
	25
	[G/A]
	ATCAGACCCAGTGCATGTAATTGCGTTCTCCTGTGC

	20459_29
	30
	[C/T]
	TTTTCACACCTTGCAATTCAGTGCAGGATCTTGCTC

	20464_27
	28
	[G/T]
	GCACCCACGTGGGCACTGACATGCAGCGCCGTGTCC

	20472_26
	27
	[G/T]
	AAGCAACCCTGTGCAAGTGCCTGCAAGAATATTTGG

	20476_24
	25
	[C/G]
	AGAGATTCGTTGGCATCCCGCTGCGTTTGTAATGGA

	20478_10
	11
	[C/A]
	ATAAAAGGGGCAGCAGGCTCGTGCTTGAGCTCTCGC

	20479_27
	28
	[G/A]
	GGTCTGATGGTGGCAATGCAGTGCAGCGTTTTGCAT

	20481_24
	25
	[T/A]
	GGTGTTTGTGGCGCATTGTGTTGCTGGCAGATGTCA

	20485_10
	11
	[G/A]
	ATGTCTTTCTGGGCAGATGATTGCCTTGTAATCCCA

	20487_4
	5
	[C/A]
	GCGGCAGCCTGAGCATGTCGCTGCCAGTAGAAACAT

	20495_20
	21
	[A/G]
	GCCAAATCCATTGCATTGTAATGCTGTGACTCACAG

	20502_33
	34
	[G/A]
	TCTCCCCCCTCAGCAGCCTTCTGCCCTAGCACCACC

	20503_16
	17
	[A/G]
	AGCTACACGCACGCACACACATGCACAGCTCGCTAG

	20506_29
	30
	[C/A]
	ACACACGCGCAAGCACACACATGCTCTCACACACGT

	20510_10
	11
	[G/A]
	TTGTCAGCGCGGGCAGCCATTTGCCGAGCTAGTGTG

	20511_9
	10
	[C/T]
	ACGGAGCAGCGAGCAGGTTTTTGCCTTTTATCCGCT

	20512_8
	9
	[T/A]
	GTGATTTTTGTTGCACCTCTATGCTGTTCTGGCCTG

	20513_10
	11
	[G/T]
	TTCAAAGCAAGGGCAATTATTTGCTCAGTAGGCCTC

	20514_6
	7
	[C/A]
	TTGCTCCTGGAGGCACATTTCTGCTTTAACACAGCC

	20519_11
	12
	[G/A]
	AGACAGAAAATGGCAGCCTCTTGCCTTGCTAAAGAA

	20525_34
	35
	[T/C]
	GGGCCATGTCCTGCAAGTCAGTGCATAGTAGTTTCA

	20536_2
	3
	[T/C]
	TCTTGGTGCAAGGCAATGACATGCAACATGGTTTAC

	20537_7
	8
	[C/T]
	TAACTCGCGGCGGCAGATTATTGCTGTAAACATACC

	20538_18
	19
	[G/A]
	TCTTGGACGCCAGCAGAAGGTTGCAGTGATCCATCA

	20540_9
	10
	[G/A]
	TCCACCGATGATGCACCACAGTGCCCGCCATGCATG

	20542_11
	12
	[T/C]
	CTTGTTTGACTCGCAACAAACTGCACATACTCCCTG

	20548_6
	7
	[G/T]
	CTCCTCGCCATGGCAACAGCTTGCTGAATTTACTTG

	20552_16
	17
	[C/T]
	GAGTGTCCTGAAGCATCACAATGCCAGTACCAATTA

	20555_34
	35
	[C/T]
	CCAGTTTCTCCAGCATCCGGATGCCTTTGGCATTCA

	20556_30
	31
	[C/T]
	GATGACCGAAGTGCACAGACCTGCAGCTTTCAGGGA

	20559_24
	25
	[C/T]
	ATTCCCTGTGGAGCACCAATGTGCCTGACCACTCTG

	20560_17
	18
	[C/T]
	GAATTGGTCATTGCATGCAGGTGCAGGTGCACATGT

	20561_4
	5
	[C/T]
	GGTTCAACACAAGCAGGTGTCTGCATTGCAGCAGCT

	20564_3
	4
	[T/C]
	CAGTGGTGTGAAGCAAAGAGCTGCAAACATGCAGGA

	20565_20
	21
	[C/T]
	GAATTGCATGCTGCAGTCTGCTGCTTTGAAATAGGT

	20567_32
	33
	[A/C]
	GGTCACCACACAGCATATTATTGCAACACCGCAGCT

	20573_32
	33
	[G/T]
	GAACATAGATGTGCACAATGCTGCCGATGTTAGTTT

	20576_5
	6
	[G/A]
	GCAGGGATTCCAGCACATTACTGCACCATCCCCAAC

	20577_17
	18
	[C/G]
	TAAACCCACAGGGCACACTGGTGCAATTTCCATTCT

	2058_1
	2
	[C/T]
	CCAGATGGGATAGCATGTCACTGCAGAATGCAGTAC

	20580_16
	17
	[G/A]
	AAGGTAGCACAGGCATGAGGGTGCCCTAGGATATAA

	20581_6
	7
	[C/T]
	TGCTGGCTGTCAGCACAGAAATGCTGCTCATGTTCA

	20583_10
	11
	[G/A]
	TGGAGAAGCCGAGCAAGTGTTTGCAATGGCTCATTC

	20586_29
	30
	[A/G]
	ATAAGCAACCATGCACTCGCATGCACCGTAACATTT

	2059_16
	17
	[G/T]
	CTGCTGCAGGATGCATGAGGCTGCCGGCTGTGCGTT

	20591_24
	25
	[G/A]
	TGATTAGAGTCCGCACAGCTCTGCGCATGCATTATA

	20597_4
	5
	[A/C]
	AGAAACAACCGAGCAGCCAAATGCCCAATTAGTTCT

	20598_10
	11
	[G/A]
	TAACATGAGCGGGCAGTGTGATGCTGATGACAACCC

	20600_18
	19
	[A/G]
	AGTTGGTACCCTGCAATTAATTGCTGCCCTGTCCAG

	20601_9
	10
	[C/T]
	CCCCGGGTCCCTGCAGTCTTTTGCACAGTAGTGTAA

	20602_18
	19
	[A/G]
	CCTTGGCCCCTAGCAGCAGTCTGCCCTTCTCCTCAT

	20603_33
	34
	[C/A]
	TCTACACGCATCGCAACGTCCTGCCGAAGACACCGA

	20606_3
	4
	[T/C]
	TTCTATTGTCAAGCAGTTGCATGCAAGCCTTGCATC

	20608_27
	28
	[C/A]
	CATGACAACTCTGCAGCACATTGCAATCAACAGCAA

	20619_31
	32
	[C/T]
	CATATCGTATCCGCAGGTTTTTGCCAATACACAGCC

	20621_9
	10
	[G/C]
	ATTAGTACGGCAGCACATCGGTGCATCAGGTAGTAT

	20626_24
	25
	[G/A]
	TAGGGACAGAATGCATCCCTGTGCGATCGATTCTGT

	20627_29
	30
	[T/A]
	CATGTGGATCCAGCATCCGAGTGCTCGCATTGATGA

	20631_5
	6
	[G/A]
	TCAAGGCGCACAGCAGCGCGCTGCAGGCCAAATTCA

	20633_10
	11
	[A/T]
	AGTCCATCACATGCAGACACATGCACACAACAAGTA

	20634_32
	33
	[C/T]
	GGTTCTTCAGAAGCAGCACACTGCGGGCGGTTTGCC

	20637_28
	29
	[G/A]
	ACACAAAAGAGAGCAGATGGGTGCCCACGAGCTTGT

	20638_31
	32
	[G/A]
	CACGAGGTCCATGCAGCAGCGTGCTGATGTTGTAGT

	20641_28
	29
	[G/A]
	ATTTTTTGAAAAGCAAGCTGATGCCTGTGAGCACTT

	20648_32
	33
	[G/A]
	TACTATCGTGCTGCATCTGACTGCATTTTCCCGGCA

	2065_8
	9
	[C/T]
	GGATGTCTCTATGCAGCTGTCTGCAAAAGACAGGAT

	20652_25
	26
	[G/A]
	GGTGCATCTAAAGCACCAGACTGCAGCACCGGCACG

	20653_8
	9
	[T/A]
	GACTAGCTTATGGCAGGTTTTTGCTTGCTCATGGTG

	20658_20
	21
	[T/C]
	TTATTATCCGAAGCATCTTATTGCACGTGTTGCACG

	20663_4
	5
	[C/G]
	ATGCCCCGTTGTGCAGAACCCTGCTGTGTTGCTCCT

	20664_17
	18
	[C/G]
	TGTAGTACACATGCATGCGGATGCAGTGACATCTAA

	20667_27
	28
	[G/A]
	GCACCTCTGACAGCACATTGTTGCACAAAGTCTATA

	20668_4
	5
	[T/A]
	GACCTGCCCACTGCACTGCACTGCGTGCAAACATAG

	2067_24
	25
	[C/A]
	TCTAGTAACTGTGCAAAACTGTGCCGTAGTGCTGAT

	20670_17
	18
	[T/C]
	GAAAGGCCAAATGCATTTGACTGCAGGAGAGATGAG

	20672_28
	29
	[G/A]
	GACAAACTTCATGCAAAGAGCTGCAAACGCACGCCT

	20673_19
	20
	[C/T]
	CACACTCGTACAGCAGGTGCGTGCGCTTCTTAGGGT

	20674_25
	26
	[C/G]
	ACATAAACACATGCAAACGGCTGCACGAACATGCAC

	20680_29
	30
	[G/A]
	AGATAAACACATGCAGAGCCATGCATTTGGAGCTAT

	20681_7
	8
	[A/G]
	CCATACAATCGGGCACGCTGGTGCCCGCTGCCAGGA

	20683_20
	21
	[T/C]
	TGGTCGATATTGGCAACCAATTGCTCCCTTTAGAAG

	2069_5
	6
	[C/T]
	AGGTTCAGCTGAGCATCTTGGTGCCTCTTTTGCCAT

	20691_18
	19
	[C/A]
	CATAACAGCCAGGCAGACACATGCTGGAAAATATGA

	20692_11
	12
	[C/T]
	TGAAATCCAGACGCAAACATCTGCATGAGCGGTCTC

	20695_18
	19
	[C/T]
	ACAGAGATCAGAGCATCACAGTGCTGCCCTGCTAGG

	20696_28
	29
	[T/C]
	CCAGTGCTGTGGGCACCTGGTTGCCCGCTGGGACCA

	207_4
	5
	[A/T]
	ACACAACTTGTTGCACCACCATGCTGCCTATTAGTA

	20701_18
	19
	[C/T]
	CGGTGTGAGAGGGCATTGCGCTGCGGTGTACCTAAC

	20702_2
	3
	[C/T]
	TCCTGGCAGTGAGCACGTAACTGCTGTACTTCTTCA

	20704_26
	27
	[C/T]
	GACGGGCAGGTTGCAAGGGGCTGCTTCGAGAAGGAG

	20711_25
	26
	[G/T]
	GACTAGGTTGCTGCAAGAAACTGCTGCTGCAGAATA

	20712_29
	30
	[A/C]
	GTGTTTGACAGTGCATGTGTATGCCAGGCACTCGTT

	20726_19
	20
	[G/A]
	CACAGCGACTCAGCATTACGCTGCTGCCTTGATTAA

	20728_15
	16
	[G/A]
	TAACACGACACTGCAGAAAAGTGCAAAATTCCTGAG

	20742_18
	19
	[G/A]
	TCAATTCATCCCGCATGGGAATGCCTCATTAACGAT

	20743_27
	28
	[C/T]
	ATATGCAATGATGCATGCTGCTGCCTTCTCGGATGG

	20744_9
	10
	[A/G]
	CGAGGATCCAGAGCACGTCCGTGCGATCCAGCTGGC

	20745_28
	29
	[C/T]
	TTTCACAGATCTGCAATTCCCTGCTGCTCTGCTAAG

	20749_1
	2
	[C/A]
	CCTTTCCTTTTTGCACAAAGTTGCTCTTTGGCCGTA

	20751_8
	9
	[A/C]
	CAATCTTCACGTGCAAAATGCTGCTTTCATTTGCAT

	20754_3
	4
	[C/T]
	TTCCCCTGGAGAGCAGATGCCTGCTTCTTTCTCAAG

	20756_29
	30
	[A/T]
	CTGGATGGGATGGCAGACTATTGCAGTGGACCATGC

	20759_18
	19
	[G/A]
	ATATTTGACAGAGCATACGTGTGCATGACACGTGTT

	20763_33
	34
	[G/A]
	ATTGTAGCTTCAGCAGCCTCCTGCATCCATCCCGGA

	20767_24
	25
	[G/A]
	GTGTGTGTGTGTGCAAGTGTTTGCGTGTGTGCGAGC

	20768_27
	28
	[C/T]
	GAATCTCCTCCTGCAACCTGATGCAATCAAACCAAA

	20774_25
	26
	[C/T]
	GAGATTACCGACGCAGTAATCTGCTCGTCTATCTAT

	20776_6
	7
	[C/T]
	TCCATACACAGTGCAGTGTAATGCTCACAACTGCTG

	20786_32
	33
	[C/T]
	ACTTTAAGCGACGCATGTGGCTGCAGGAGTTACTGC

	20790_7
	8
	[C/G]
	GGTATCTGTTGTGCAAGACGGTGCTTTTCCTCATCT

	20795_6
	7
	[C/T]
	TAAACTTAAGTGGCAACCATCTGCAGCTCATATCTG

	20798_24
	25
	[T/C]
	GGATAACGTGGAGCATGCGTATGCTGTACAGCAGCT

	2080_11
	12
	[T/A]
	CTTTATTACAATGCACAGCACTGCGCTATGACCTGA

	20803_8
	9
	[T/C]
	AATTGTTCTAGTGCATTGAATTGCCAGGGCTCCTCT

	20804_10
	11
	[C/T]
	CATTAGGTACCGGCATGCTGGTGCAGTGGGCCCTAG

	20808_17
	18
	[G/A]
	TCACAACGACAGGCACTGAAATGCTGCTTGAGGACC

	20820_27
	28
	[T/A]
	CCAGGACTGGCAGCAAGTCAGTGCACTTAACGAGTT

	20821_15
	16
	[C/G]
	AACTGACACACAGCACCGACTTGCCTTTGCATGTTG

	20823_20
	21
	[C/A]
	CACACCACCATTGCAACAGACTGCTTTTGAGTGTCT

	20824_27
	28
	[G/A]
	ATCTCACACAACGCAACTTTCTGCCCTGCTACTGTA

	20826_15
	16
	[A/G]
	ACAGGAGGTGATGCAGAAGCATGCAAGGAGCATAGA

	20827_28
	29
	[C/T]
	AATGCATCCCTGGCAATGTTATGCTGCTCAGTCTGT

	20828_28
	29
	[G/T]
	TGGGGTTGGGTTGCATAAGGTTGCGATTGAGTTATG

	20829_16
	17
	[G/A]
	TCCTAGGTTGGAGCATGAGCGTGCTGTGGTACAGAC

	20834_29
	30
	[C/A]
	GAGGGCTTATTAGCAAGGCGTTGCCTTTACCGTTTT

	20837_30
	31
	[G/A]
	GTTCATGCCCTGGCAGATCAGTGCTGTTTTGACAGG

	20842_16
	17
	[G/A]
	GATGCAAGGATTGCATGGAGCTGCTCGACCATAAAG

	20843_1
	2
	[G/T]
	GGACGAGACGTTGCACTATGTTGCATTCCTGCTAAA

	20845_8
	9
	[C/G]
	CTGCAATCCAGAGCAGTAATGTGCAAACACATGGTT

	20850_30
	31
	[T/C]
	CTGAGGAAACGTGCAGTGCATTGCTATACTTACCAA

	20854_19
	20
	[T/C]
	CTGTGGGTCACAGCAGGCCTATGCACTTATTAATGA

	20863_16
	17
	[G/A]
	TAAGGTTTCTTGGCACGACGCTGCCACTAAAATATT

	20865_7
	8
	[C/T]
	GGTTCCTCCTAAGCAGCAGATTGCCTGAAGAGAGAC

	20871_10
	11
	[C/T]
	GGTGAGACAGCTGCAGGTCTTTGCAGGTCCTGGCCG

	20875_10
	11
	[C/T]
	TGAATGACAGCGGCATCGCCCTGCCAACGTACACAA

	20878_1
	2
	[G/A]
	CGGCTGATGAAAGCATCACGATGCTGGAATAATCCT

	20886_29
	30
	[T/C]
	CTATTTCTTCTCGCACTGTAGTGCCGTGGTAGCTCT

	20887_28
	29
	[A/G]
	GCGTGAGCAGCGGCAACGCCATGCTGATATTGCAAC

	20889_25
	26
	[G/A]
	TTCCCTGCATGAGCACCAAACTGCCGCACTCTTAGG

	20896_15
	16
	[A/G]
	ATATGTCCTTGAGCAAGCTGCTGCCTGGTTTAACCT

	20907_19
	20
	[G/A]
	AGATATGAGAAGGCAAGCCGCTGCATTCGAATTACT

	20909_5
	6
	[T/A]
	CCCCATGCTTTCGCAAAAATATGCCACACAACAAAC

	20910_19
	20
	[G/A]
	CCTTGAAGAGCTGCACTCCGATGCATGCAAACATGA

	20912_29
	30
	[G/T]
	GGGTAATAGTGTGCATGAAGCTGCCAGTGGCTCATG

	20917_8
	9
	[T/A]
	GTCCTCCCTGGCGCAGCACTTTGCCAAATGAGTTGA

	20920_2
	3
	[G/A]
	CAGAAGAGTTAAGCAACAACATGCTAAGGAAGCCCA

	20925_10
	11
	[A/T]
	CAGTGGTGCTAAGCAGTAAATTGCTCAACATCCTAA

	20929_15
	16
	[G/C]
	GCTCATAAAATGGCAGAGTGCTGCTGTCTGCAGTTA

	2093_32
	33
	[G/C]
	ATCAGAATGGTGGCACAATGGTGCAGATAAGTGTGC

	20930_27
	28
	[C/T]
	AGGATGTCGAGTGCACTCCTGTGCTCTCCTGTCTAC

	20933_7
	8
	[C/T]
	ATCTATCTGCAAGCAGCTAATTGCCAAAAGCTGCTA

	20937_17
	18
	[T/A]
	TGGATAGGCTTTGCAGATGTGTGCACACTGAAGAAC

	20943_10
	11
	[T/C]
	TACACTGCAATGGCAGGGCCCTGCACCTTTTCAGAT

	20944_31
	32
	[A/G]
	TCAAACACACATGCAAACCTATGCACACCCAAACAG

	20951_20
	21
	[C/A]
	TGCATATAAGTCGCATTGCCCTGCGAGACCTGCGGC

	20952_24
	25
	[G/T]
	AATAATGTGTCAGCAGCTACTTGCGTTCGAGATGGA

	20953_10
	11
	[C/G]
	ACCCCAAGACCAGCATTAAAATGCTACACAGGCGGC

	2096_28
	29
	[T/A]
	CAAAAGTGAACAGCAGACCATTGCTCTGTCTCAGGA

	20960_10
	11
	[A/G]
	GATGAAACACATGCAGAACCCTGCAGCAAAAGACCT

	20963_20
	21
	[G/A]
	TGCACATGTTGTGCATAGTCGTGCAGTAGAGTGCAT

	20966_33
	34
	[C/T]
	GGTAGAGTACAAGCAAGAACTTGCTGTCCGCTTCAA

	20973_10
	11
	[G/A]
	GAGAGAGAGAGAGCAGATCTGTGCAGAGACACCTGA

	20980_25
	26
	[C/T]
	CTATGCTCTGATGCACAGTGTTGCACTGCTGCATGT

	20981_10
	11
	[A/G]
	TTAAAGCTGTAGGCAGGAGTGTGCGTGTGGTCAGTG

	20988_17
	18
	[T/C]
	ATGCGTATGATGGCACGTTAATGCACATGTTCTGGG

	2099_30
	31
	[A/G]
	TGGGCAAGGCTAGCACCCATATGCTGCACGGAGACA

	20991_24
	25
	[G/A]
	GTTTCGTGCGTTGCATCAGGCTGCGGCTAAATTCCT

	2100_24
	25
	[C/A]
	CAATGTTTACCAGCACAACATTGCCCAGAGCATCAC

	21001_3
	4
	[C/T]
	TTCCAGGTGAGGGCAGTAGGGTGCAATGTGAGCACT

	21007_19
	20
	[C/T]
	TGTGTCAGCAAAGCAAATCCGTGCGTGTGCAGGAGG

	21011_26
	27
	[G/A]
	GTGTGTGTGGAAGCACGACATTGCTTGACCTCGGCC

	21015_19
	20
	[C/A]
	CATGACTTCTGGGCATGTCCCTGCCTTATGTTGCAC

	21016_6
	7
	[A/C]
	TCTAGAAATCCAGCATCATGATGCTTCTGAAGCTCA

	21018_31
	32
	[G/A]
	ACGAATCGATGTGCACCGGAGTGCCGACCTCGACCT

	21019_31
	32
	[A/G]
	TGATGATGATGAGCATAGGAGTGCCTGAGGGAAAAG

	21021_8
	9
	[T/C]
	TATATTGATAGTGCAGACTGGTGCAGGAGGAGGTGA

	21025_17
	18
	[G/A]
	TATGATTATCTGGCAGTGAAGTGCTGGTCATGCTTT

	21028_10
	11
	[G/T]
	TGGGAATCCTGTGCAGTGCTCTGCAGAAGATGGAGT

	21030_32
	33
	[G/A]
	GACCGAGCTTCTGCAGCTGAGTGCGGAGGGCTGAAG

	21032_1
	2
	[C/T]
	GCGCCTTCACCTGCAGGTTGCTGCTACATTTGTTAT

	21034_6
	7
	[A/G]
	CTCAGCAGTGCTGCATGAGGATGCGAGTTTAACGCT

	21035_32
	33
	[C/T]
	ATCGGAGACGCCGCACGGACCTGCCAGCTTACCGGA

	21044_28
	29
	[C/T]
	ATCTGTGAACTGGCAGGTCTATGCTTCACTTATGTG

	21054_4
	5
	[G/A]
	TCCCGCCTGTCAGCAGCAGCGTGCCGCCTGAATCCG

	21057_32
	33
	[T/A]
	TGGACTGCTTCAGCACGTCACTGCAACAAGGATGTG

	21063_16
	17
	[A/G]
	AGACCGGAAGACGCACAGCTTTGCCACACGGCTTTG

	21074_29
	30
	[T/G]
	AAATGACCGGTAGCAAGGCACTGCAATTCTTTTTTT

	21077_3
	4
	[G/A]
	CTAGCATGTGTGGCATGGTGGTGCCTCAGGTAGTGT

	21079_8
	9
	[C/T]
	GTCAGGCTCACAGCAGACGGCTGCTGCACACTACCT

	21087_25
	26
	[G/A]
	TATAACAATTGGGCAAGACCATGCAGACAGCCTTTT

	21089_29
	30
	[A/G]
	CTTAAGAGGTTTGCAGTAGAATGCACCTGGATGCAA

	2109_6
	7
	[C/T]
	GTAGCTCACTGAGCACACAAGTGCTGTATAAAGCAA

	21091_33
	34
	[G/C]
	TCCTGCTCGTCTGCAGCAGGCTGCTCTTCCTCTGCT

	21092_15
	16
	[A/T]
	GACTGCCAGTCGGCAAAGTCGTGCCTGTTGTCTTAT

	211_1
	2
	[A/G]
	CATGTCAAATGAGCAAAACGGTGCTGTGAATGAACT

	21108_24
	25
	[C/T]
	GGATTCCCACCAGCACTTCCCTGCCTTCCATCTTCT

	2111_16
	17
	[T/G]
	ATGTGTGTATTGGCATTCGTGTGCTTCTATTGTCAT

	21112_27
	28
	[A/C]
	TTGGTGAATCTGGCAACCCACTGCTAAAGTGTTAGC

	21122_20
	21
	[G/T]
	CGTGCTGAGAGTGCATGCGTGTGCTGCAGAGCTACA

	21123_8
	9
	[C/G]
	TTACTTAACCATGCACACAAGTGCACACACACACAC

	21131_5
	6
	[C/T]
	GGTCTCGACATCGCAGCTTGGTGCTATCAAATTATT

	21137_17
	18
	[C/T]
	GTGTTGCCAGCAGCATTCAAATGCAGCTGTTTGAAG

	21138_10
	11
	[G/A]
	ACACAGCCTCGAGCAGCTTGGTGCTGGCAGTCGCTG

	2114_18
	19
	[C/T]
	GGACATGGCGGTGCACAGCGTTGCTACACACTTTCC

	21141_10
	11
	[A/C]
	ACTGATGGGTATGCAGGTGAATGCTAGCCTGTCTGT

	21144_18
	19
	[C/T]
	CCGCCTGCACCTGCACCACGCTGCAAACGGCCCACA

	21146_3
	4
	[G/A]
	AATGCAGAAAGTGCACAGTGTTGCATGGAATGCACC

	21151_28
	29
	[C/T]
	ACTGGCACATAAGCATTTCAGTGCCCACCACTTCAA

	21153_17
	18
	[C/T]
	TCAGCGGAACCTGCAGCCGACTGCGAAAGAGATAAA

	21155_11
	12
	[C/T]
	GAAGTGTGAGACGCAGACGAGTGCTGGAACGACAGA

	21161_15
	16
	[G/A]
	TGTAGTAATGGGGCAGTTTGGTGCCCAGCTGCCTGA

	21162_18
	19
	[C/T]
	ACGAGGAACATGGCAGTTCAGTGCACAGAACCAAGA

	21163_2
	3
	[C/T]
	CTCTCTCTCTGTGCATGTGTGTGCCTCTCTCTCTCT

	21164_31
	32
	[C/T]
	TGCTTATCATCAGCAGGCAGCTGCTGCCGTGCGTTT

	21166_4
	5
	[T/C]
	AACATCCCCACAGCATGAAGCTGCCTTCCACTGGGC

	21167_26
	27
	[A/G]
	TTTGTAACACGTGCATTATCATGCCAAGGCAAAGGG

	2117_18
	19
	[C/T]
	AATGCCCTTAAAGCAACCCGATGCATTAAGCAACCG

	21170_15
	16
	[T/C]
	GGGATGTGGGCAGCATGCTTTTGCACAAGCTATGTT

	21177_11
	12
	[T/C]
	AATACATTCCCTGCAGAGCCGTGCCAATTTCAGCTT

	21178_25
	26
	[C/G]
	AGGCGTGACCACGCAAACTTTTGCTCTCATCTGTAG

	21183_19
	20
	[G/A]
	ACTGGTGTCAATGCATGCTGCTGCAACATGTGCAAA

	21184_18
	19
	[T/C]
	CAGATGGACCCTGCAGTCTTCTGCAGAAGGCAGGTG

	21185_9
	10
	[G/A]
	TGCTGGCTGGGGGCAGGGTCCTGCGTTCACACACGC

	2119_2
	3
	[A/T]
	TGAAAAAAAGGGGCAGTCGTATGCTTGCGGTTAAGG

	21196_32
	33
	[G/A]
	CGCCTGCAGAGGGCAACTTGCTGCGCCACGCTGCTC

	21203_28
	29
	[A/T]
	GGTTAAATAAAGGCAGAGTGGTGCCGCTATGCCAAC

	21204_31
	32
	[C/T]
	GATTCACGCTTTGCAGTTTGCTGCGGTTTCTCAGTT

	21205_28
	29
	[C/T]
	TGTGCAGACACAGCACAGGAATGCTTCCCTTTTTCC

	2121_31
	32
	[C/T]
	CTGAGGGATCCTGCACACATCTGCACCATGTCAGCT

	21213_30
	31
	[G/A]
	GCGTTTAGACGGGCACCAGGCTGCGGACACGCTGCA

	21214_30
	31
	[G/A]
	GCATGAGTTTATGCATCGCGCTGCTGCCACATGATT

	21217_31
	32
	[G/A]
	CATGTCTGCCGGGCAGGTTGGTGCCTGTAATGATGC

	21219_30
	31
	[C/T]
	CAGCAGGGTTGGGCAGATTTGTGCGCTCTTCAAAGT

	21222_32
	33
	[A/T]
	GGAGGTTTGGCTGCACCGGATTGCTCCAGTTTACTT

	21223_27
	28
	[G/A]
	ACCGAACCCGGTGCACACAGCTGCTCTGAGGAATTG

	21230_34
	35
	[A/T]
	CCTGTGACTGAGGCAGAGAGCTGCCACTCTGTTCAC

	21231_34
	35
	[A/G]
	AGGTTTTGGGGTGCATCTCTCTGCAGCAGAGGCTAA

	21233_11
	12
	[C/T]
	AATCACATGGCCGCAACTCGCTGCAATTAGGCATGC

	21234_4
	5
	[G/A]
	CAAGGAAGCCCAGCAAAACATTGCTTTCGACTGCTT

	21236_6
	7
	[G/A]
	AGTCTGGAGATGGCATTCTGCTGCCTGCAAACATTA

	21237_7
	8
	[A/G]
	GGTGAGGAGACGGCATGAGTCTGCGTCCTTCACTGC

	21238_29
	30
	[G/A]
	CTGACACACCGAGCATCATCCTGCACCGCGGAGACT

	21243_24
	25
	[C/T]
	ACCTGAGCCGCAGCAGTGGTGTGCCGCTAATCGCTA

	2125_34
	35
	[C/T]
	GTATAAGTGAGAGCAAGATGCTGCCACCGGCCTGCA

	21251_10
	11
	[T/C]
	CAGAGGTGACTTGCATATTTGTGCAGGATGTCAACA

	21255_10
	11
	[G/T]
	AACTGCAGAGGGGCAAGGGCATGCCCAGGTAAGTGG

	21256_17
	18
	[T/G]
	GCAGCCTCACAAGCAGATTGATGCATGAGGTCATAC

	21264_29
	30
	[G/A]
	TCAGTATCGATCGCAGTTAATTGCAGTACGATGCAC

	21269_25
	26
	[A/G]
	TTTGCCCCAACGGCAGCAACGTGCTAAGAGAATTAA

	21270_7
	8
	[C/T]
	TGCAGAACGCTCGCAACTGTGTGCTGGCCAGTCTGG

	21284_3
	4
	[G/A]
	GATGGGAAGCAGGCAGGGTGCTGCAGGCTGTATCTT

	21291_18
	19
	[C/A]
	AAAAAGGTAAAAGCACACCGATGCAGCTGGGAAACC

	21295_24
	25
	[A/T]
	GTGGAGCAAAATGCAAACACATGCAACACAACACAT

	21296_28
	29
	[G/A]
	GAAGCTGTTCCAGCATGGCACTGCACCTGTGCACAA

	21297_16
	17
	[G/A]
	TAACCCTATGTGGCACGGTGTTGCCTTCAGGCAACA

	21299_1
	2
	[G/A]
	AGCCAGCAACTGGCAATCGGCTGCTTTTTTGCTGGC

	21305_31
	32
	[T/C]
	ATCTCCATTACAGCAGGACTTTGCGTGCGTTTCCAG

	21306_6
	7
	[A/G]
	AGCAGCACCATAGCATGATACTGCCACCACCATGCT

	2131_34
	35
	[T/C]
	CCGTGATAGCTGGCACGCAGGTGCCACACCACACTC

	21311_16
	17
	[G/A]
	CGCTTCGATTGTGCACGCAAATGCATCCGTTCGTGT

	21318_25
	26
	[A/T]
	CGGTGAGCTGCAGCACCAGCCTGCGAGGAGCGGAAA

	21327_30
	31
	[A/C]
	TGGGTTAGCATGGCACACCTATGCACGTCCACACAC

	21336_24
	25
	[G/A]
	GATTATTTCTGGGCAAAATTTTGCGGCTGGCGGGCA

	21339_6
	7
	[C/T]
	TTATGTCCAGCTGCAATCGGCTGCAAGCATCTGTTA

	21341_10
	11
	[A/T]
	ACTGATAGTAAGGCACTTGAATGCTGAAGGAACGAC

	21344_4
	5
	[C/G]
	TTTGCCCGTTGCGCACTTTTTTGCCCCCGTGATCAC

	2135_20
	21
	[T/C]
	ACCAGAAATGCAGCACAAACTTGCAAGCTTCAATGA

	21363_32
	33
	[C/G]
	GCTGATTGTGTGGCATGGTGGTGCAGTAAGCTGCTA

	21364_19
	20
	[C/T]
	ACAACAAACACTGCACCACCGTGCCACTGTTATTTA

	21365_4
	5
	[A/C]
	CAGCAGATGCATGCACACAAATGCAGAAACATGTTG

	21373_17
	18
	[G/T]
	GACTTACTCAGAGCATCGGCCTGCATCGTTATTATT

	21385_6
	7
	[C/T]
	GAGACTCCAAAAGCATGCTGCTGCTACAGAAAATTG

	21387_27
	28
	[T/G]
	CACCTAGCTAATGCAACAGCCTGCTTTTGTGGAAAC

	21390_27
	28
	[A/T]
	CAGCTAAACTTAGCATGCGCTTGCACAATCATCCGC

	21391_17
	18
	[G/T]
	TGGGGGTTGGTGGCAATGTTGTGCGTGATGGCATCC

	21395_20
	21
	[G/T]
	TGTTAGACAGCTGCAGAGATGTGCGGTTGTCGGTCC

	21396_2
	3
	[G/A]
	CTGTGACCGCCGGCACGGTCGTGCCCGGGGTGATGG

	21397_32
	33
	[T/C]
	AAATTGATGCGTGCATTCTCATGCACAGACACTAAC

	21398_1
	2
	[G/A]
	TGTTCTCATCCTGCATATGCTTGCAACAGCGTTAAT

	21402_11
	12
	[G/T]
	AGCATGGAGGTGGCAGCATCATGCTGTGGACAGGAA

	21404_15
	16
	[T/C]
	TTATAGTTTGGAGCACTGGGATGCTCTAAGACCTCC

	21407_32
	33
	[G/A]
	CAGCGCTGTCAGGCAGATTTCTGCGAGATGGAGATG

	21411_7
	8
	[C/T]
	TGCGACTCGCTGGCACATGAATGCGCGTTGGCTGCT

	21413_2
	3
	[A/T]
	CCAACCTGAGGCGCATAGACTTGCTCTACAGAAGAA

	21414_28
	29
	[C/T]
	AAAGGCGAGGCTGCAGCGTGGTGCAGAACGTGTTTC

	21415_7
	8
	[A/C]
	ATTTGCCATTCAGCACACAAATGCATTGTAACCCAA

	21416_31
	32
	[T/A]
	AAAATAAGCTAGGCATCTAGGTGCCTGGAAATGGTG

	21418_3
	4
	[T/C]
	ACATGGTGGAGAGCAGACTGGTGCTGTGAGTCAGAA

	21426_19
	20
	[T/C]
	TAGACCCAGACGGCATGGCTGTGCCCGTGGCTGAGG

	21427_10
	11
	[G/A]
	GCCAGGACACGAGCAGTAACGTGCGAGAATCTACCT

	21434_15
	16
	[C/T]
	TATGTGAACACGGCACTGGAGTGCATGAAAAGTCTG

	21435_10
	11
	[T/C]
	TATACTCGTTTAGCACTCTGCTGCAACTAAGTGGGG

	21438_7
	8
	[C/T]
	GAAAATTCTCAGGCAAAAGACTGCGTTGCTTTGCTG

	21441_26
	27
	[T/A]
	AAGAAATGGACCGCAGGATGCTGCTGATGCTGCATG

	21450_34
	35
	[C/A]
	TGGTGACTTCGTGCACGCTGCTGCTTCTGCTCTCCG

	21451_9
	10
	[C/T]
	GGAGTGACGCGAGCACCTGAGTGCTGGGAAATATAA

	21453_1
	2
	[C/T]
	TTAGTTGTGCAAGCACGTCAGTGCCATATAAACAAC

	21454_18
	19
	[G/T]
	AATAATACAGGGGCAACAGGTTGCCGGGAAACTGCA

	21465_17
	18
	[T/G]
	TTGTTTTATCTGGCAAATAGTTGCAAGCTGAGCCTT

	21466_7
	8
	[C/T]
	CTAGTCACACTGGCAGCACAGTGCAAAAGTTTGCAC

	21468_26
	27
	[C/G]
	ATGCGGGAGAATGCAGAGCTGTGCTCCTAAACCGAA

	2147_5
	6
	[C/T]
	CACGGCGGGGCAGCAATCGGCTGCATGTTACAGGCT

	21470_30
	31
	[G/A]
	GTTGCGGTTTTTGCATGCATATGCTGGTACGGATTG

	21473_5
	6
	[T/C]
	CTTCGTCGGCGTGCACCTTGTTGCTGCTCCCGTGCC

	21478_11
	12
	[T/G]
	GAGATCCGGGTTGCAGGTACTTGCCTTGGTTTGCCT

	21479_6
	7
	[G/A]
	GTGCTAGCGTTAGCATGCTGCTGCACCTGGCCTCCG

	2148_1
	2
	[C/T]
	ACTCACGGTGAAGCATGGTGGTGCCAGCATTCTGCT

	21480_33
	34
	[C/T]
	GAGGGTCTGTTGGCACTGTCTTGCACCTTTTTTCTC

	21481_20
	21
	[A/G]
	TTGTGACATGGTGCATTATCATGCCTGGAGTAACCA

	21483_3
	4
	[A/T]
	TGTAAGGGGTTTGCAGTGACCTGCAATGCCTGTTGT

	21486_11
	12
	[C/T]
	AACGTGTTAAACGCAGGTCAGTGCATGTCTTCACAC

	21488_32
	33
	[C/T]
	AGTCCAAAAGCAGCAAACTTTTGCCGAAACATCCTT

	21489_3
	4
	[G/A]
	TCAGAACCAAATGCAGTTCAATGCACATCAGCTAAA

	21492_1
	2
	[C/A]
	CCAGTTTTTCTGGCACCTCAGTGCACATTGCAATAC

	21493_20
	21
	[C/T]
	TCAGAGCTCTGTGCAGACCACTGCAGTCTTTGTGGA

	21494_32
	33
	[A/T]
	AGGGGGAAATGGGCAAATTTGTGCTCCAACAGAGAA

	21498_28
	29
	[C/T]
	GCCATAAACATGGCACTTCACTGCAGCCCAAATGCT

	21499_29
	30
	[T/G]
	CTCAGTAGGTTTGCAGCAGACTGCTCCCCTCGCCTC

	215_30
	31
	[T/A]
	CTGTGCAAATCTGCAAAACCATGCACCTTAAGCCAT

	21500_15
	16
	[C/T]
	ATGTCTGAGAGTGCACTCTCATGCACTGGGCTAACT

	21503_18
	19
	[A/T]
	GCTGTCTGACCTGCAGCAACATGCTGTTCCACTATA

	21511_6
	7
	[C/T]
	CACATCCCACATGCATTCATGTGCATGAAGCACCCA

	21518_3
	4
	[C/T]
	ACTCGACCCACGGCAGCAGTGTGCTCCAGGTCTTAG

	21525_11
	12
	[G/T]
	TTACTACATGGGGCACCACCATGCCACTGCCACACT

	21527_1
	2
	[G/A]
	CGAGAGATCGGCGCACTGAATTGCTACAAATACTTC

	21529_33
	34
	[C/A]
	TTGTGCTTAGGGGCATGAAGATGCCAGATATCACAG

	21530_4
	5
	[A/C]
	TGTCAGAAGACAGCAGCTCCTTGCCCAACCTCCACT

	21533_25
	26
	[A/G]
	TCACTATGACATGCACTCTTTTGCAATCTCGCTTTG

	21536_4
	5
	[A/G]
	ACTCACACAACAGCAGCCATCTGCTCATTTACTTCA

	21539_11
	12
	[G/T]
	ACACCACATGTGGCACCACCATGCTGACAAGGCTGG

	21543_10
	11
	[G/A]
	CAAAACTCACGGGCAATTTTGTGCATTTCGGACACT

	21544_7
	8
	[T/G]
	GATCGGGTTCAGGCATGCTGGTGCATGACGGAGAAT

	21545_3
	4
	[C/T]
	TCTCAGGCTAATGCAATTTTGTGCCGGTGTGTATCG

	21553_19
	20
	[C/T]
	GCCACCCCTGTAGCAAGGCCATGCCAGCTTAGGCAA

	21554_16
	17
	[T/C]
	GTGTAAATGTCAGCACTACACTGCACACTCAGCATT

	21563_5
	6
	[G/A]
	ACGCTGATGTGTGCAGGGCTCTGCAGCCCTTTACAG

	21564_29
	30
	[C/T]
	CCCACAGGTCAAGCAGATGAGTGCAAATGCGCATTA

	21568_15
	16
	[G/A]
	TGCGATGGCACTGCAGTATCTTGCAGTAGCAACTGA

	21580_26
	27
	[A/G]
	GCACGTCTGGAAGCATCGGCGTGCCCACTGGTTACA

	21583_2
	3
	[T/C]
	TACAGGAGCATTGCAAAATAATGCCAGTAGTGCTGG

	21589_2
	3
	[A/T]
	CTAATGCATTGTGCACCACGCTGCACTGCTGCCCCT

	21590_31
	32
	[C/A]
	TCTAAGACTTTTGCACAACGCTGCATAATGCCAGTT

	21591_6
	7
	[A/T]
	TCCCGCATTTTTGCAGGCATGTGCCAACAACAGTAA

	21594_1
	2
	[G/A]
	TAAGGAGCAGTGGCAGACGCCTGCTGGTACAAGTAT

	21595_1
	2
	[C/A]
	GCAGGGCCTCAAGCAGGCAAGTGCGATTCTGGTGGT

	216_7
	8
	[C/A]
	AAAGGAACTGAGGCAGAGTTTTGCATTTGGCTGATT

	21600_28
	29
	[T/G]
	GGTCCCCTGTTCGCATCCTCATGCCTCGTGTCATGA

	21601_10
	11
	[C/T]
	GTAGTTTTTTCAGCACAGAGGTGCCGATTAAGCACA

	21602_24
	25
	[C/A]
	AATCGAGAAGCTGCAGAGAAATGCAGACAAGGTGGA

	21604_33
	34
	[C/A]
	CATAGCAGGGTGGCACAGTGGTGCCCACAAACCCCC

	21611_20
	21
	[G/A]
	GTACTGATTGGTGCAGTGGCGTGCAGGCCCTGTACG

	21616_33
	34
	[C/T]
	GTGTCCATGCCAGCAGAATGATGCTCAGTCATTCGT

	21626_1
	2
	[G/A]
	TGAAAACGGAGAGCAAATAGGTGCTCATGGTGTGTA

	21629_16
	17
	[G/A]
	ATAGACTCTGAGGCAGGGACGTGCCTCGCTCTTACC

	21633_5
	6
	[C/T]
	GATCTCTCGCCAGCAGCCTGCTGCTTGCAAATAGAC

	21636_16
	17
	[C/T]
	TTTCTTCAATCTGCATCGCGGTGCCCTAAAAAGTGA

	21641_24
	25
	[C/T]
	CTACCCTGCACAGCATGTATGTGCCCACACACACAG

	21650_11
	12
	[A/G]
	GATTGAGGGGTAGCAGCAGAGTGCTCGTTTGCGCAA

	21653_26
	27
	[G/A]
	CTCGTGGGGTGTGCAAACTTTTGCACGGATCATATC

	21657_2
	3
	[A/G]
	CCACACCGCACCGCACCACAATGCTGAATAAAACCC

	21659_29
	30
	[T/C]
	ATCAATATGGTGGCAAAGTGGTGCAGCACTGGAGAA

	21667_28
	29
	[C/T]
	ACTACACATGTAGCAACCTTCTGCTCACCTTTCCTG

	21670_27
	28
	[C/T]
	GGCACCTGGGGAGCAGTTGGTTGCCTTCAGCCTTAT

	21676_10
	11
	[G/C]
	CTCTAAAGCGGCGCATTAACCTGCAATCTAAATGCA

	21677_24
	25
	[C/A]
	GAGCTCCAGCAGGCAGCGGACTGCCGCGGTGCAGAG

	21679_30
	31
	[A/T]
	TAATACACTGGAGCAGCACTTTGCTTCACTAAACTC

	21684_18
	19
	[G/A]
	CATGTGTCCTAAGCATCCGTGTGCTGCTTTGCCTGT

	21686_10
	11
	[C/T]
	CCACCGTCTTTAGCAGGTCCTTGCCCTCGACGTCTG

	21687_17
	18
	[G/A]
	CCGTGCTAAAAGGCAGCGACGTGCTTTATTTTACAT

	21693_17
	18
	[A/G]
	CTGGTATATCCTGCAACAGATTGCCACCCTGTCCAG

	21695_4
	5
	[C/T]
	TCTGCCCTCCCTGCACGCCAGTGCCGTTCGTACTGT

	21700_27
	28
	[G/T]
	CACATGTTTACCGCAACAAGGTGCTGAGTTTACAGG

	21703_15
	16
	[A/T]
	GCATCCCCTGCAGCAACACTCTGCAGAGGGTCTAAT

	21705_10
	11
	[C/T]
	GCATGTCTGTCTGCAGTTCAATGCAAGTTTTCTGGT

	21706_29
	30
	[G/A]
	GCAGATGCGGAGGCAGGAGAGTGCAGTGCGGTCATG

	21707_5
	6
	[A/G]
	TTACGATCCCGGGCATCAGCATGCTCTGCCTCCTCA

	21708_6
	7
	[T/C]
	CCGGGCTGATGAGCATGAATGTGCACACAACACACC

	21716_29
	30
	[C/T]
	ATGTGAGTTTGTGCATACGAATGCGCGTTCATGCAT

	21720_28
	29
	[C/G]
	AGGACAGATGAGGCACTGCTCTGCAGTACTGAAAAT

	21723_26
	27
	[G/A]
	ATCTCGAACCCTGCATTCCTCTGCTCGATTCTCAGC

	21729_18
	19
	[C/T]
	GGCACAAAGCAGGCAAACCCCTGCACAGGGTGCCTA

	21732_29
	30
	[C/T]
	TGCTTTATTCCAGCACCAAACTGCTCTGGCGTTTCA

	21735_29
	30
	[A/G]
	TGGTTTGTACTCGCATGTGAATGCTTTGCACTGGAC

	21737_15
	16
	[G/C]
	GAGAGGAATGGAGCAGTGTTGTGCTGAAGCCCCAGG

	2174_11
	12
	[A/T]
	GGTGGGCAGGAAGCAGATGGCTGCAGATTAACGTGA

	21741_19
	20
	[C/T]
	TGCGTATGGCCAGCACCCTCCTGCTGCCTGACCTTG

	21744_30
	31
	[A/T]
	CAGGGAGCAAGTGCAGCCCCTTGCATCATTAGCACT

	21745_27
	28
	[T/G]
	ACGAGAGTTGACGCAGGACTCTGCTGCTCCTGACAG

	21748_32
	33
	[T/C]
	GACAGACACAATGCACATCAGTGCCACTGTTGTTTA

	2175_15
	16
	[G/A]
	TAACAAACAGAAGCAAAAACCTGCACCTGGTTGTAA

	21751_34
	35
	[C/T]
	AGACTCCGGACTGCAATTTGCTGCGCGAGACTCTCA

	21752_4
	5
	[T/C]
	CACCTGGGTGAGGCAAAACTCTGCGTCTCACAGTAA

	21756_24
	25
	[G/A]
	GTCTGTCTCTGGGCACTCCAGTGCGCTGTCATTAAA

	21759_3
	4
	[C/T]
	ACACTCCCTGCAGCACTACGGTGCCAGTCACCAATA

	21761_3
	4
	[A/G]
	GGAAGAAGGGCAGCAGATCCATGCTCCCTGGGAGAC

	21767_32
	33
	[G/A]
	TGTGTGTATCTTGCAGCAGTGTGCATAAAGCCGAGG

	21768_1
	2
	[T/C]
	GTGTATATCGGTGCAGGAATTTGCAAGTGTGTCCTT

	21773_24
	25
	[G/A]
	CTGAAGCAGCTAGCATACAGTTGCGCGTCTGATCCC

	2178_15
	16
	[T/C]
	AAGCGACGAGAAGCATGTTGATGCTCCTGAGTCCAG

	21781_10
	11
	[C/T]
	AAGATCCGCTCAGCAGCTCCGTGCATCAAGCATGAG

	21783_9
	10
	[G/A]
	GTCTGCATCGGCGCATGTACATGCCAGTGATCTAAC

	21784_2
	3
	[T/A]
	ACTCAAAACCAGGCACCATGATGCAATTGTGAAGCT

	21787_4
	5
	[A/G]
	TTTCAAGTCACTGCACCTCTATGCCGAAGAACATCC

	21789_17
	18
	[C/T]
	TTGCATTGTGTGGCAGACGAATGCATTGCTTTGAAT

	21792_29
	30
	[C/T]
	ATGAAGAATGTTGCATTAAGTTGCAGAGCCGTTGTT

	21793_5
	6
	[C/A]
	TAATCCGACACAGCATCAACCTGCTGTTTTTGAGAA

	21794_25
	26
	[C/T]
	GTGTGTGTGTGTGCAGGGTAATGCCCACTTGTTAAT

	21797_3
	4
	[C/T]
	AATCGCTTTGGTGCAGCAATGTGCCTTTTCCACACA

	21799_7
	8
	[G/A]
	GACCTGAGCTGAGCACCACCATGCCTTTTAACCAGG

	2181_3
	4
	[T/C]
	CCATGTCTAACAGCACCATGATGCCCATAGAGTGAG

	21811_34
	35
	[T/C]
	CAACCAATCTGTGCAACCACATGCATGTGGCTTTTA

	21813_34
	35
	[A/G]
	CCCATTCAGATTGCACTGCAGTGCCTAAAGTTCGGA

	21814_31
	32
	[C/A]
	AAATGGCAAAGCGCATCAAGCTGCCTTACACCATGC

	21819_6
	7
	[C/T]
	AGAGGTCTTACAGCACATTTGTGCTTTCGTGCGAAC

	21822_33
	34
	[G/T]
	CTCCTGCACTCCGCAGCTGTATGCTCATAAAAAGGG

	21838_34
	35
	[G/A]
	CAGAGTTGGTAAGCAGGGCAGTGCAGAATTTAGTGA

	21839_33
	34
	[G/C]
	TTACTGGCAGTGGCATAAGTATGCACACAATCTCTG

	21846_20
	21
	[C/T]
	ATGACAGAGACGGCAGTTAGCTGCACACTCGTGCAT

	21847_29
	30
	[T/C]
	ATTGAAAGTGAAGCATTTACCTGCTGGGCTTGCACG

	21850_18
	19
	[G/C]
	GGACGATGCGAGGCAGCTGTTTGCCCTGGCAGCAGG

	21853_31
	32
	[G/A]
	CACAGCTGTTGTGCAGTTGCATGCTATCACGGCGCA

	21858_18
	19
	[G/A]
	GATCTATTTAGCGCAGACGGTTGCTGTCTGGACTAT

	21869_1
	2
	[C/T]
	CCGCCCCTCCGTGCAGTCCTTTGCTCTCGACTGAGG

	21871_32
	33
	[G/A]
	CTAACGTGGAGGGCAGATCTCTGCCGGAGCTCGGCC

	21877_3
	4
	[T/G]
	TACTTACGAGCAGCATAGTGGTGCTGCAGGCACTGT

	21880_16
	17
	[G/A]
	CTACACACTGCGGCATAAGCATGCAATTGGTATCTC

	21882_32
	33
	[G/A]
	CAGCAGATAAGCGCAATGTGATGCTCTTAGCTGAAC

	21884_4
	5
	[G/C]
	TGCTGAGGGAGAGCATTGTTTTGCTGCTAAATGTGC

	2189_17
	18
	[G/A]
	GATGAGCGAGATGCAGAGGGATGCATTGTAAAAGCT

	2190_20
	21
	[A/G]
	TGTAAATGCTGCGCAGTTAAGTGCAGAAAGTTGGAT

	21903_18
	19
	[T/C]
	GCGGCACTGCTCGCATTTTACTGCACAGCACCAGTG

	21907_2
	3
	[C/T]
	TTCCCTCCTTTTGCAATGAGTTGCGAAATCGATTTC

	21910_28
	29
	[G/A]
	GCTAGAAAATATGCAAATGCGTGCACCAGAAGCTGT

	21911_27
	28
	[C/T]
	TCGGTCTATGGGGCAGTTGGCTGCCCTCGGCTGGCC

	21922_18
	19
	[C/T]
	TGCAGGTCAAAAGCACAGCAGTGCAGCAAAAACTGA

	21927_6
	7
	[C/T]
	TATAAACGTTCTGCATGGTGTTGCACCTTCTCGTAT

	2193_2
	3
	[C/T]
	TTCATTATGGTGGCATGATGGTGCAGTGAGACAGCA

	21931_3
	4
	[A/G]
	GATAGAAAGCAGGCACATTGCTGCAGACCAAGTACA

	21932_4
	5
	[A/T]
	TCAGAGCGAAAAGCATGTGTGTGCAACCTGACCACT

	21937_7
	8
	[T/C]
	GAGATGATGGTAGCAGTGTGGTGCTTCTCCCCAGAA

	21941_27
	28
	[T/A]
	CTAGGCATGAGTGCATGGGTCTGCACTTACTGTGAC

	21944_31
	32
	[C/A]
	GACCGATTAGTTGCATTAGCTTGCTACTGTTCGCAA

	21945_6
	7
	[A/G]
	TGCTACACTTGCGCATGTGTGTGCAGGATGCCGATA

	21947_19
	20
	[A/T]
	CCACACTGTACTGCACTCTACTGCGAATTTTCCTTT

	21951_19
	20
	[C/T]
	ACAGGGCCAGAAGCATGATCCTGCTGGAGAAAAGTC

	21953_9
	10
	[C/T]
	GTTCTGGCACGAGCAGTCACGTGCCGATCGTGACGA

	21957_24
	25
	[C/T]
	GAAGGCTGTGCTGCAGTAGACTGCCTGCCTGGGCAA

	21958_28
	29
	[A/C]
	CCTTCAATTACTGCACGCCCATGCAGTAAACGCAAC

	2196_3
	4
	[A/T]
	TGCAAATACAAGGCAACAGAATGCAGAACGGACATC

	21962_26
	27
	[G/A]
	GAAGCAGAACCTGCATTTTCGTGCAGGAAATAAGGG

	21968_30
	31
	[C/T]
	GAGTGAACAGGGGCAGGTGTTTGCGTGGGGCGCAGG

	2197_3
	4
	[C/T]
	CACCGTCCTCCTGCATCTCACTGCACCTGCTCTCTC

	21970_28
	29
	[T/C]
	TACAGGCGAAGTGCACAGTGTTGCCTCCTGGTTCAG

	21973_30
	31
	[C/T]
	GGGAGTTTTCATGCATGGCCGTGCATTTTTCTGGTG

	21974_5
	6
	[C/T]
	ACTGACGAGGCTGCAACATACTGCCAGCATCACATA

	21977_6
	7
	[G/T]
	CAGATAGCTGAGGCATTGTCATGCCAATCTCCATGC

	21980_34
	35
	[A/C]
	TTACCCACCCATGCAGTAAAATGCACACACACACAC

	21981_30
	31
	[T/G]
	TCATTGTGGTCTGCACCCGAGTGCGATTTCTGTGTT

	21983_28
	29
	[A/G]
	GGAGCTCCAGGGGCAGTAGAGTGCAAACAGTGGGGG

	21986_32
	33
	[G/A]
	GTGTGTTGAGATGCATTGTGATGCAGCTGTGAGGTT

	21990_27
	28
	[A/C]
	ATACACAGGGTGGCACAGTGGTGCTGCATACCCGTG

	21993_27
	28
	[T/G]
	TTTGTTTTTTCTGCACGTGTTTGCTCATGGACCTAT

	21994_19
	20
	[C/T]
	CCACGCCCGTCTGCAGACACGTGCGAAGCTCAAACA

	21998_4
	5
	[C/T]
	AAATCTGATTGAGCATCTACATGCTGGGCAAACTAG

	22015_9
	10
	[G/A]
	GAACCGCAAGAGGCACTTCAATGCCCCGTCACACAT

	22019_11
	12
	[A/G]
	TTTCATGGCCAAGCAGCTGCTTGCAAGTCTTACATG

	22020_34
	35
	[G/A]
	GACGTCCAGACTGCACAAAGCTGCACCCTGATCTGA

	22026_32
	33
	[C/T]
	CTCCTAAACTTGGCATGACCCTGCAGCCACAGCCTT

	2203_19
	20
	[G/A]
	CTGAGACCAAAGGCAAATCGCTGCAGGACATCGACA

	22033_34
	35
	[A/T]
	TTCTATGTCCTGGCACCAAGGTGCTGGGATGAACAT

	22037_20
	21
	[G/A]
	ATGTCACACCCTGCAGGACAGTGCAGTGTGAGAGAC

	22038_33
	34
	[G/A]
	GTTCTCAGTGTAGCAGCACAATGCAGTGCGTCAAAT

	22056_16
	17
	[C/T]
	TCTCATCCATCAGCATCCATCTGCTCATGCGCCAGT

	22057_7
	8
	[G/A]
	CAGATTAGGATTGCAACACACTGCGAACGGGGAGTT

	22058_4
	5
	[A/G]
	AAAAAGAAAGTGGCAAAACCTTGCAAGGGTGTGAAG

	22061_31
	32
	[T/G]
	AGACTCTATGAGGCAGCTCTCTGCATAGGGATCTCC

	22062_32
	33
	[T/C]
	TGCTGCACCGCTGCACAGGTATGCCGATTTATTAAC

	22063_26
	27
	[G/A]
	TCCTTCAGTGGAGCAAAGAGATGCCTGATCACCGGG

	22066_34
	35
	[G/A]
	CTGGAATGGTGCGCAGCCCTGTGCCATGGGAGTGGC

	22070_17
	18
	[C/T]
	GCATCTATCTCAGCACTCGTATGCACACGTGCACAT

	22071_9
	10
	[C/T]
	TAAAAAGCACGAGCAGGTGTCTGCATTCACAACGTG

	22074_2
	3
	[A/T]
	TGAGTCTCTGATGCATGCATGTGCCCTGGGCTTGAC

	22078_32
	33
	[A/C]
	TCCACCGTTCAGGCATGTCGATGCTCATATTTAATT

	2208_2
	3
	[T/C]
	TGTCTATCTCAGGCATGCACATGCAGCAACAATTGT

	22084_6
	7
	[C/G]
	ACATTACCTGTGGCACCACTATGCTGCCCCAGAGGG

	22097_31
	32
	[C/A]
	TGCGTATGACTTGCATTAAGCTGCCAAACCACTGAC

	22099_9
	10
	[A/G]
	TACAACTCTAAAGCAGAGCTTTGCCAAGACACCAGA

	22106_24
	25
	[T/C]
	TAAAGGGCCAGCGCATTGTCATGCTTGTAAAAATAC

	22108_1
	2
	[G/A]
	CAGTGTCTGCGTGCACATCTGTGCCTGAGTGATATG

	22109_28
	29
	[C/A]
	CAGGAAACAGTCGCAGGACAATGCACAGCGAGGAAA

	22115_28
	29
	[A/G]
	AGGAGGAGTTCAGCATCTCTCTGCTTCCATCAGCAC

	22124_19
	20
	[G/T]
	GACTGGATGCCTGCAGATGGCTGCTTGGATTGAGCA

	22127_8
	9
	[G/A]
	AAAGCTACGCATGCACCAAAATGCACATCACAATTG

	22130_18
	19
	[C/T]
	GGCTAACCAGAAGCACCTCAGTGCATCCAGGCACAT

	22131_1
	2
	[C/T]
	TCATCTGTTGTTGCACAACAATGCCACTTTGCACTA

	22133_19
	20
	[C/T]
	ACATGGCGCTTCGCAACCACATGCGCATCCACACGC

	22146_3
	4
	[C/A]
	ACACTGTCATATGCAGTGACGTGCCAGTGCATGCTG

	22148_16
	17
	[C/T]
	ATGATTCCGTCTGCACCGTCTTGCTTCATCATGAAT

	22152_1
	2
	[T/C]
	CTATGTAGCAAGGCACATGATTGCTTTAACTCCCAT

	22153_26
	27
	[C/A]
	TAAGAAAAGTCAGCATTGCATTGCTGCATGCCTTTC

	22154_3
	4
	[C/G]
	TGTCCAGCTCCAGCACCAGCGTGCAATTGAGCTGGA

	22157_24
	25
	[C/T]
	ACCCATGTGTCTGCAGCTAGGTGCCGCTTATTAGTG

	22160_24
	25
	[T/A]
	GGTGCCTCTAATGCAGTCCACTGCTCTGAAATCACT

	22161_15
	16
	[A/T]
	GCTCGCAGACTTGCAACTTCGTGCGAAAATGACAGG

	22163_33
	34
	[A/G]
	CTAACGTGATTAGCACAATGCTGCGTATGTCACATG

	22167_32
	33
	[T/G]
	TGCTCACTGATTGCATTCTCCTGCATTTGCTGTTTT

	22168_4
	5
	[C/T]
	GTTCCAGAGCAGGCAGACCCCTGCACTTTCTGTGCA

	22173_7
	8
	[G/A]
	ACACACTGAGTGGCACGAAAATGCAAAACACGTCTA

	22177_16
	17
	[T/G]
	GGGAATTCTTTCGCATTCTCATGCCAACGTAGCACC

	22180_27
	28
	[G/A]
	AAGGCGTCCACTGCAGGCCAATGCACAGAGGCAATT

	22185_7
	8
	[T/C]
	CGGTACGTCGGTGCATTCCTGTGCACGCGTGTTAGA

	2219_19
	20
	[G/A]
	TTATTAAGGGTGGCATATTGGTGCCACAGGCGATAT

	22192_24
	25
	[G/A]
	CACGGTCCTGGGGCACATCGCTGCGTCTCTTAATGA

	22195_31
	32
	[G/A]
	CGCACGTTTTTGGCATTTACGTGCAGCGCAGGAAAA

	22196_24
	25
	[G/A]
	CCGCTAGTCACTGCAACAGATTGCGGCTTCTTTAGA

	22199_25
	26
	[T/C]
	CCTTTATGTAAAGCAGATAGATGCCCGCTGGGCTCT

	222_17
	18
	[G/C]
	TGAGGAACACCTGCACAGTCATGCAGTTATCTAATC

	22209_27
	28
	[G/A]
	TCTGTAAGCGTGGCAGCATTGTGCTTGGCTCTGCTG

	2221_28
	29
	[G/C]
	GCTGTTTTGTTAGCAATAGTCTGCATGTGCTGCAAT

	22213_7
	8
	[G/A]
	TCACGTCGTTCGGCAAAACCATGCACCAAAATACGA

	22217_25
	26
	[A/G]
	CTGTCCTCCTGGGCACGCTTCTGCAAGGAGTTCACG

	22220_7
	8
	[G/A]
	ACTGTCCGTATCGCACTCCTGTGCAGTTCTGTTCAT

	22224_17
	18
	[G/A]
	ACATTTCTCAATGCACCGAAATGCTCCACTTGACAT

	22228_16
	17
	[A/C]
	TCTCAGACGCATGCACAGACGTGCTGTAAAGCGAAG

	22230_16
	17
	[C/T]
	CATGGTTCCAGCGCACCTGGCTGCTATGGAGACGGG

	22231_18
	19
	[G/C]
	GACTTGGTGCGAGCAGCTGGTTGCTCAATACGTGAT

	22234_1
	2
	[G/T]
	CGGCTGCAGGCGGCAGTGTCCTGCCTGAGGGGTTGC

	22235_27
	28
	[C/A]
	GTAAAACCCACTGCACCACTGTGCTTCCTTACTACA

	22240_20
	21
	[C/T]
	TTCAGCATAACTGCAAGGTTCTGCATGGCTCTAGAT

	22244_28
	29
	[A/G]
	CTGCCAATGAGTGCAAACAGATGCCGCAAGTGAAGG

	22250_1
	2
	[C/A]
	ACCCTTTCCTTGGCATTCCGCTGCACTAGACGCACT

	22255_34
	35
	[G/A]
	GCAGCAGGGGTAGCAGTGCTTTGCTGAATGCTGAGT

	22260_34
	35
	[G/A]
	CTGTGAGCGTAGGCAGTAAGATGCAGTTATGTACGG

	22261_4
	5
	[T/G]
	TCATTATAGGCAGCACAGTGGTGCTACAGGTAGTGT

	22262_33
	34
	[C/T]
	TGTGCGCTATCGGCACCACTATGCCCCCGAGAACGG

	22264_2
	3
	[C/T]
	TTCATCTTTCCAGCAGTGACTTGCTTTTCAGAGACC

	22268_16
	17
	[T/G]
	CCTCTGGTCTTTGCATTGGGCTGCTGGAGGACAGTG

	22272_28
	29
	[T/G]
	AGTGGTGCAGGTGCACAGTTCTGCAGGATGACCCAC

	22274_25
	26
	[A/C]
	ACAGCGAGTGATGCAGGAATGTGCGATTCTCTGGCC

	22275_7
	8
	[C/A]
	GATTACACACCGGCATGCATGTGCATACAAACTTAG

	2228_33
	34
	[G/T]
	TCATTTCTAAACGCAATCTTGTGCATGTCTGGGGCG

	22288_31
	32
	[C/T]
	TGGACGTGGCGCGCAACATTTTGCGCGAGTTCGCCC

	22289_28
	29
	[C/T]
	AAACTGCACAAGGCAATGACTTGCTACCCGGTTATA

	22290_15
	16
	[T/C]
	CTAATCAGGAGTGCATTGAGGTGCATGAATCGGTAA

	22291_7
	8
	[C/T]
	CGAAAGCCGTGCGCAACACAATGCCATAGATTTATT

	22295_16
	17
	[C/G]
	TATCACCTTTTGGCACCAGACTGCAGAGGCATAAAG

	22298_10
	11
	[G/A]
	GGAAACGATGGAGCATCTCTTTGCATTCCTGATCAA

	22299_25
	26
	[G/A]
	GACTGGTTTGCGGCAAAGATTTGCAGATAAAGCTCT

	2230_25
	26
	[C/T]
	CGCAGAAACAATGCACGGTGTTGCACCACTTCATCT

	22302_11
	12
	[T/A]
	CCTGTCATGCCTGCATTGTAGTGCATGGCTGAACCT

	22303_2
	3
	[C/G]
	AGCAAACACTCAGCAACCATATGCTCACAGTGTGCA

	22307_30
	31
	[G/A]
	TTTCTATTGACGGCACTAACCTGCTATTACGGCCAT

	22310_15
	16
	[A/G]
	TGTAAATGTGTTGCAATAGACTGCCACCTTGTCCGA

	22321_7
	8
	[C/A]
	ATTCTTACCAACGCAGAAAGCTGCATCAGTGTAGTG

	22323_4
	5
	[G/C]
	CCCAGTAAAACTGCAGGCAGCTGCTTTCACGAGAAT

	22326_33
	34
	[G/A]
	TTGAAATGTGGGGCATGTGTGTGCCCACAGAGTGAA

	22327_34
	35
	[T/C]
	GGATGATCTCGGGCATGTGGCTGCACATCTCATATA

	2233_28
	29
	[T/G]
	TGAACGTATTTTGCAGTGTATTGCAGCATGCAGTTT

	22331_6
	7
	[T/C]
	GTGTCTTTGTGAGCATGTGTGTGCGTTGTGTGTGTG

	22332_5
	6
	[C/T]
	TACATCTACTGTGCAGCTCAATGCCATATGGGGCAG

	22333_24
	25
	[G/A]
	GCAATTCTGGGAGCAATTTGCTGCGAGGGTTCTTGA

	22334_27
	28
	[G/A]
	CACTGAGGGGCAGCAAGACTGTGCAGTGGTGAGTGA

	22336_3
	4
	[C/G]
	TAGCGCTGGCATGCATGAGCGTGCTAAGCTGTCGAA

	22340_34
	35
	[C/T]
	CAAGGCGTATGAGCAGATTACTGCAATGCCACTTTC

	22342_1
	2
	[G/A]
	GGAACAGTGGTCGCAGTGGCATGCTGGTACAATAGC

	22345_5
	6
	[T/C]
	GTGTCTGTGCAGGCAAAAATATGCATATCCCTTCCA

	22358_34
	35
	[A/G]
	GTGGATTGTTCTGCAGTGAAGTGCCTCAATAACCAA

	22359_15
	16
	[C/T]
	AAGGTAGACACTGCACAAAGGTGCCAGAATACCCAA

	2236_4
	5
	[G/C]
	GGTAGAATGGCAGCACCTGTGTGCGGATGTATTTCA

	22364_30
	31
	[A/T]
	TTCTGAACTGTTGCACATTGTTGCAACAACAACCAA

	22366_25
	26
	[G/C]
	AGTGTTTGCAGGGCATGCGTTTGCGGCAGTACCACG

	22384_29
	30
	[T/C]
	ACGGGCCTCTCTGCACTCTACTGCTACCTTGCAATT

	22390_33
	34
	[G/A]
	ACCGTGCTACTTGCAGCAGTTTGCTCCTTGTATGAA

	22393_31
	32
	[C/G]
	CAGGAGAATGTTGCACTGATTTGCAGTGACACTTCT

	22395_24
	25
	[A/G]
	AACAGTGAATCAGCAGCAATGTGCACTGAGTCAGTG

	22397_33
	34
	[C/T]
	ACTGAGACTTGCGCAGGAAATTGCGTCAGATTTCAA

	22404_16
	17
	[C/A]
	TCTGGCTACTAAGCATCATTTTGCAGCAAGTCATAA

	22410_19
	20
	[A/G]
	CAGGCTGGATGCGCACTGAAATGCTGGGTAACACTG

	22412_9
	10
	[C/T]
	GTTTGTCGGCCGGCATCTATTTGCATGTCAATGACA

	22423_32
	33
	[G/A]
	TACCACAGCCTGGCATTTGCGTGCCCGTCTATGAAC

	22427_6
	7
	[A/G]
	GGCTACAACTCTGCACAGCTTTGCCCTCTTTACCAA

	22428_17
	18
	[T/A]
	CGAACATCTCCAGCACTTAGTTGCTTACCTGCTGCT

	22431_19
	20
	[T/G]
	CCTCCTTCTTTGGCATCCCTTTGCAGTGTATCGCAC

	22435_16
	17
	[A/G]
	GAAACCCCACTGGCACAGACCTGCCTCGCCGCACCT

	22436_18
	19
	[G/T]
	GCATTACTGCTGGCACCAGCATGCTGCTCTTTATTT

	22437_18
	19
	[G/T]
	CACTAAACGGTGGCAGAAGTGTGCACACTCAGGCCC

	22438_29
	30
	[G/A]
	GAACGAGAGCATGCAAACGTTTGCAAATCGGCCTGT

	22439_9
	10
	[G/A]
	GGCCCTGTCAATGCATCACAGTGCAACGGCAGCTTC

	22445_2
	3
	[C/A]
	TTCTGTCCTCCAGCAGGGTCATGCTAAAAGCTCCAG

	22449_33
	34
	[C/A]
	AATACAGCAGCTGCAATTTGCTGCAAACCTGGACCA

	2245_3
	4
	[T/C]
	TTCTTTTTAAAGGCAGGCAGTTGCAGCAGCTGCCGT

	22451_3
	4
	[A/G]
	AGAAAGACTGGGGCAGTAGTATGCTTGCGGTTAAGG

	22461_32
	33
	[C/T]
	AGAACCGGTTCTGCATTAAGATGCATCACAGTCGCA

	22469_18
	19
	[G/A]
	TATTACAATGCAGCACTCGTCTGCTACACAGGCGAA

	22470_17
	18
	[C/T]
	GTTCCTGAAGAAGCAGCCCACTGCAGTCACGCCCAG

	22471_18
	19
	[T/G]
	TCCACTTCCCCAGCAGATTGCTGCAAAGAACTTTCC

	22476_11
	12
	[A/G]
	TCTCTAGGAGCGGCAGAGTTCTGCTTCCATGCAGCC

	22478_3
	4
	[C/G]
	ACTCGATCGATAGCATTTTCATGCTGAGGCTGTTTT

	22484_5
	6
	[C/A]
	AAAGACACAAAGGCAGTAGTTTGCAGTGGGCAGGTT

	22488_24
	25
	[C/T]
	GGAAGAGAAGAAGCAAGGTGGTGCCGCTATAGGTGA

	22489_28
	29
	[T/C]
	CTTGGCGAAAACGCAAAATGCTGCTCTCTCTTTTTC

	22493_4
	5
	[T/G]
	AGAATGGGACGTGCATAGAAATGCTGAGTTCGGCTG

	22496_15
	16
	[G/A]
	CAGGTGTATCACGCAGATAAATGCCCACCCTCCCCC

	22500_28
	29
	[G/T]
	AGTGATGCCTGAGCACCCTGCTGCTGCTGTACAGTC

	22507_24
	25
	[G/A]
	CGGCAACACGCAGCATCTGGCTGCGAAATCAAAAAT

	22511_9
	10
	[C/A]
	AGGATCCAACGTGCAAACATTTGCAGCGTGTGTGTT

	22518_15
	16
	[G/A]
	AAAATGCTGACGGCAGACAACTGCTATCATCATGGT

	22519_16
	17
	[C/G]
	CACTACCTTGTGGCACCACTGTGCCACCTGTAAGTA

	22520_19
	20
	[C/T]
	CGCCCAGGAGATGCAACACCGTGCAATCTTTCCATC

	22534_33
	34
	[C/T]
	CACAGCAAGTTGGCATCGGTGTGCCAAGATTCTCCT

	22538_27
	28
	[A/G]
	TCAGAAGGTGGTGCACCTGGCTGCTCAAAGATCCTG

	2254_6
	7
	[G/A]
	AGAAACGAGTCTGCAATGGGATGCAGCGGCTGTATT

	22542_4
	5
	[G/T]
	TTCGGCTCACTTGCAAAACCCTGCAAAAGAACCTTG

	22546_25
	26
	[C/T]
	GTGGCCTATTCAGCACTCGGTTGCCCGTCATCGGCG

	22550_9
	10
	[C/T]
	CACGGTTCTCTGGCAGGGTTCTGCTGCTCCTTTGGC

	22552_32
	33
	[C/T]
	AGCAGCACAGTAGCATTCGGTTGCTAAGCTACCATG

	22553_29
	30
	[C/T]
	GTTTTTTGTCTCGCAGTGTCTTGCAGCTCCGACTAC

	22555_29
	30
	[C/G]
	CAAGAGCACAGAGCAGCAATCTGCAGACACGAAAAG

	2256_9
	10
	[C/T]
	GAACCTCTCCGAGCAACAAAATGCTGTGAACTGGAG

	22566_4
	5
	[C/A]
	AACACACAGACTGCAGGTCCCTGCTTAGGCTAGACG

	22567_5
	6
	[A/T]
	TCAAAAGCTGGGGCAATGTGATGCAGGTCGATAGGA

	22580_10
	11
	[T/C]
	CTGGAGAATCTGGCAGCTGAGTGCTGTCCTGAGGCG

	22587_24
	25
	[C/T]
	TGTAAGATCTCAGCAGAGTCATGCCATCCTGGCACA

	22591_10
	11
	[C/T]
	TGGATTGGATCGGCAGATAATTGCTCCCAGCAGTCT

	22598_26
	27
	[A/T]
	CTCATGCATAAGGCACAGCACTGCCAATTCACCTAC

	226_33
	34
	[G/A]
	TGTTGGTCTGGTGCATTTTTCTGCCGGTTTAATGGA

	22600_31
	32
	[C/G]
	CCGTGATTAGTTGCACTTGGGTGCCAGGTTACGTCA

	22602_11
	12
	[C/T]
	GTGTGTGTGTGCGCACTGTTATGCTAAATCCAGCTC

	22603_34
	35
	[C/A]
	TTCACTCATAGTGCATCGTGGTGCCTTGTCCTCCCA

	22606_2
	3
	[A/G]
	CTAGTTACACAGGCAAGCCCTTGCCTGATCCCACAC

	22608_1
	2
	[C/T]
	ACGCTGCCGGCTGCAGCTCTGTGCCATCTTTATTCT

	22609_32
	33
	[T/C]
	ACGATGTCATTTGCACGGGTCTGCCTAGGAGCTCTG

	22611_34
	35
	[G/C]
	CAGATGTGTCTCGCAAAAATGTGCCGCACATCCCGA

	22615_1
	2
	[T/A]
	CAACAGCATTCTGCAGTGACATGCCATTTCATCTCT

	22616_25
	26
	[T/C]
	GGGAGTGTGTTGGCACGGAACTGCCTGTACTCTGGT

	22618_1
	2
	[A/G]
	TAATCTACCAGGGCAGGGTTCTGCAGGATGACAGGA

	22619_6
	7
	[C/A]
	CTGGAACGTAGCGCACGAAGATGCCATTGACGGCAA

	22620_29
	30
	[C/G]
	ATGCATGCTCGAGCAGGCTGCTGCTGGCCCAGCTAC

	22625_25
	26
	[G/A]
	AGAGACACAACAGCACAGTATTGCAGTGGGCACTGG

	22629_10
	11
	[C/T]
	GGATCACTTTTAGCACACTGTTGCTTTTGAGCTTTT

	22630_28
	29
	[C/T]
	GAAATAGTGAGAGCAGCTCAGTGCTGAACCCATTCC

	22631_33
	34
	[G/A]
	GCAGTTAATGCGGCAAAGGACTGCAGTGGAAACGTC

	22632_15
	16
	[T/G]
	TCGCATGTTTCTGCATTCGAATGCGGAGAGATTTAC

	22633_6
	7
	[C/T]
	AACAGACGGGTGGCATGGTGGTGCATTGGGAATGGT

	22634_2
	3
	[A/G]
	TAAAAACATGTAGCAGCACCCTGCATCACCTGAGAG

	2265_25
	26
	[G/A]
	GTAAAACAAGAGGCACGTGTATGCCGAGACGGCGGC

	22650_10
	11
	[C/A]
	TTACAGCTGACTGCAAACATTTGCACCCCTGTCATC

	22662_34
	35
	[T/C]
	CCAACATGCAGCGCACTCAATTGCTTGGGGCCCCTG

	22667_31
	32
	[T/A]
	CCTCTTTTCACAGCAAATGCATGCCATGGGATTCCA

	22668_4
	5
	[C/T]
	TTTTCAACCATCGCAAATCACTGCTAGGAGACATGT

	2267_28
	29
	[G/T]
	TCCCTAACACTGGCAAATTCATGCCACAGATTACGT

	22671_26
	27
	[C/T]
	CCAGTGAACGCAGCATGCTAGTGCTTTCAAACACAC

	22672_15
	16
	[C/T]
	TTGCTGAAAATAGCACACGGTTGCTGTGGAAACCAT

	22675_17
	18
	[T/C]
	ACGGCACAGGCTGCAAATGTATGCACACGCAAATGC

	22678_1
	2
	[T/G]
	GTTTTTAACCGAGCATGCATTTGCATAACCGCTATT

	22680_24
	25
	[C/A]
	TGGTGTACAAAGGCACAATGTTGCCAATGTCCAAAT

	22682_26
	27
	[C/T]
	CAGCAATGCACAGCATCACTGTGCCACCACCATGTT

	2269_18
	19
	[T/G]
	AACATGGTGGTGGCAGTAGTATGCTTTGGAGCTGTT

	22690_31
	32
	[T/C]
	AACTGTCAGGTGGCACAGTGTTGCCACAGGTTGTGT

	22698_30
	31
	[G/A]
	TGAGTAGCATGGGCATCTCACTGCTGCAGGGTTCAG

	22701_9
	10
	[G/T]
	AGTAATCCCGCAGCAACCAGATGCAAACGTTTAACT

	22703_15
	16
	[G/A]
	AAACCTGTTCCAGCAGAACAATGCACTGTGCACAAA

	22705_2
	3
	[A/C]
	TAAAATAAGCTTGCAACCAAGTGCCACGTCTAAATG

	22714_34
	35
	[T/A]
	TGAGTCATATCTGCATAAGGTTGCACAAGCAGCTTA

	22717_18
	19
	[C/T]
	TAATAACACGGAGCATCTCTCTGCAGACGACCCTCA

	22718_4
	5
	[G/A]
	TGGAGCAGGTGTGCAGAGAGCTGCGAAGTCTCTACG

	2272_16
	17
	[A/T]
	CAGTGTAAAAACGCATAATTGTGCCGTTGATGCATC

	22721_9
	10
	[C/A]
	TGAGACACACACGCATACACATGCATACACACACAC

	22726_2
	3
	[T/C]
	TTTTTCCCTCTGGCAGAACACTGCACACAAAATCTA

	22728_6
	7
	[G/A]
	CACTGCACTGAAGCATATGGCTGCATCTCCTCCCTC

	22730_4
	5
	[G/A]
	GGAGGAAACAAGGCATGCAATTGCAGTCACCATCAC

	22731_19
	20
	[A/G]
	GTCAGGACAGACGCATCACACTGCTTTCAAACGCTT

	22732_1
	2
	[G/A]
	AGTTCCACCTACGCACGCAACTGCTTCTCATGTGCC

	22737_32
	33
	[C/T]
	GCACTCTCCGTGGCAGAGTTCTGCCGCTCGGACGCG

	22739_2
	3
	[G/A]
	CTGTCTGGCTCGGCATCTTCCTGCGCTTCTGAAGCT

	2274_9
	10
	[A/G]
	AATCATGTGACTGCAGTATAATGCAAGAAACACGCA

	22751_30
	31
	[G/T]
	GTGGACCCTCTGGCACTCGTTTGCTCGCTCGGTGTT

	22752_25
	26
	[C/T]
	CCCTTGACCAAGGCACCTAAATGCTCCCTGGGAACT

	22755_33
	34
	[G/T]
	CCAGACGACTCTGCATGAACCTGCCCATGTCTGGCT

	22766_29
	30
	[C/T]
	CCTCCACCGTCAGCAAACACCTGCAGTTCCATTCGA

	22773_33
	34
	[A/T]
	AGTGAGAAGAGAGCAAACTGCTGCCAGGTGTACATT

	22778_29
	30
	[T/C]
	TACTGGCAGGTAGCAGAGAAATGCGTCAGTGCTCCT

	22784_25
	26
	[A/T]
	CCATGATGCCCTGCACACGCGTGCATTACATCATAC

	22785_30
	31
	[G/A]
	TTGGCATAGCCAGCAAGAAAATGCCTTTCCGCCGCT

	22788_24
	25
	[C/A]
	CTGGGTTGCTGTGCACTAGGTTGCCTACTGCTCCAG

	22793_26
	27
	[G/C]
	CCCCAGCCTCTGGCAATGCCATGCAGGAACATGTTT

	22797_27
	28
	[G/A]
	CATGGGGTTGTAGCAGGACAGTGCTGCGGAGTCTGC

	22799_29
	30
	[A/C]
	ACCAAGTAAACAGCAGTCCTGTGCTCACACACTGAC

	228_29
	30
	[C/T]
	TTAAGCTAAAGTGCATTGTGTTGCAGCTCCTCCTGC

	22806_8
	9
	[T/C]
	GTACCCCCTGAGGCACTGCTCTGCCTGCGCAAAGCC

	22811_3
	4
	[G/A]
	GCCGTCCGCATTGCAAAGTGCTGCCTGCGCCAGACT

	22812_9
	10
	[G/A]
	GATCAGCGTGAGGCAGGAGTGTGCTTTATATAGGAC

	22817_15
	16
	[G/A]
	TATGATGGCTCAGCAGAACACTGCATCTCTCTTTAT

	22818_33
	34
	[C/A]
	GAGAGAGAGAGAGCAATCCGATGCAAAATCCAACAG

	22824_5
	6
	[C/T]
	TATAACGATGCCGCACATCCCTGCTGGGTTTTCTAC

	22825_7
	8
	[G/A]
	TTGTGTGGAATTGCACTGGGTTGCAGTAAAGGTGAC

	22826_5
	6
	[C/T]
	GTTTTCCCTAGTGCAGGACAATGCCTGGTCTCATGT

	22837_24
	25
	[A/C]
	GGGCTTAAACTGGCAACCTTCTGCATGCCAAGGTAG

	2284_32
	33
	[A/T]
	AAGCCAGTGAAGGCAGTGTGATGCCTTCTTTAAAAC

	22842_10
	11
	[T/A]
	GTTGGGTTTCTGGCAGAGGTTTGCGTAGCTGAAGCT

	22843_19
	20
	[G/A]
	GTAAAGAGGGTGGCACTGCGGTGCCGCTGGTAGTGA

	22844_25
	26
	[G/A]
	ATTGCATTCACTGCATCCTTCTGCAGAGACGACCTG

	22846_11
	12
	[C/A]
	GAGAGAGAGAGCGCAAGAGTTTGCCATTCCAAACCT

	22847_33
	34
	[C/T]
	GCTGCACACAGTGCATTGATTTGCCCCTCCTTTCCC

	22848_1
	2
	[G/T]
	AGCAGTGCCATAGCATTATGCTGCCACCACAAAGCT

	22857_27
	28
	[G/A]
	TGGGTACAATTCGCACACCGATGCAAAGATGGTGAG

	2286_26
	27
	[C/T]
	GCTGTAGTTCCTGCAGTAGAATGCTTCAATCCCTGA

	22862_16
	17
	[T/G]
	CGTGGCCCTGGGGCAGTAGGATGCAGTAGTGTGGCT

	22863_11
	12
	[G/A]
	GCCCAGTCCTGGGCATGGGTATGCTGGTGTGTAAAG

	22865_15
	16
	[A/C]
	AAACAAAGTATGGCAAACAGGTGCACATGCGTGTGT

	22866_24
	25
	[G/A]
	GGGAGTGCGACTGCATGAATGTGCGAGTGTGTGTGA

	22868_24
	25
	[A/C]
	CGCAGATGTTTCGCACAATGGTGCAGATTTGTTTTT

	22874_19
	20
	[T/C]
	GAGTTGGTCTACGCATACATTTGCCGCTCTTTTCTG

	22875_34
	35
	[G/T]
	GGAGAATGCATGGCACCTGGATGCCTTCTGAGATGA

	22876_15
	16
	[C/G]
	TGCTGCAGGGAGGCACAGCGGTGCAGCAGGTAACTT

	22877_19
	20
	[C/T]
	TGTGCATCAGAAGCATTTACGTGCCGTCTGCTATTA

	22880_24
	25
	[A/T]
	AGATGACACATCGCAAATCGTTGCATGCTAGCACGC

	22884_17
	18
	[G/C]
	CTGGAGTGATGTGCAATGAAGTGCTGTGTGTGTGTG

	2289_31
	32
	[C/T]
	GACAGCGGGTAAGCAACCGGATGCAAAGAAACACCA

	22894_20
	21
	[C/A]
	TTACCCCGGTTTGCAAACCGCTGCGGCAGTTTCCAC

	22904_33
	34
	[C/T]
	GAAACACTTTGTGCAATTTGTTGCTGTTTGGACCGG

	22909_1
	2
	[G/A]
	CGTCATTCTGCTGCAGGACGTTGCTGTAGAAATGCA

	22915_3
	4
	[A/T]
	ATCACGAAACTCGCAATAACATGCTCCGCTTCTGAC

	22916_19
	20
	[C/A]
	GGCACGGAGGTGGCAGCGTAGTGCTGTGGGGTGTTT

	22917_26
	27
	[C/T]
	GGATGATTGTCAGCAGGTTAATGCATCCTGCCACAC

	22939_30
	31
	[C/A]
	AACCCGACAGCAGCAATTAATTGCGTCACACACAGC

	22942_10
	11
	[A/C]
	CAGAGAACTGATGCATTCTGCTGCATTCCCAAGTGA

	22943_1
	2
	[G/A]
	GGGATGGATATGGCAGAGCATTGCTGAGCAGGAATT

	22944_32
	33
	[G/A]
	TATGGCCGATAGGCATACAGCTGCAGTACGGTGAAT

	22945_6
	7
	[C/T]
	TGTGCTCCTTGTGCAGGCCAGTGCTTATGGACAAGC

	22947_29
	30
	[C/T]
	TGTGAGGATTGTGCAGCTTGTTGCACTGTCCCTTTA

	22948_27
	28
	[G/A]
	ATGCAGATCAGGGCAAGAAAGTGCAGTGACCTCCAT

	22951_6
	7
	[T/A]
	AAGAAGTAGTGAGCAGAGAACTGCTGCTTAAGTTGC

	22953_4
	5
	[T/C]
	TTCCTGCGGTGTGCATCAAGCTGCGTGCGCGTGTGT

	22954_33
	34
	[T/C]
	CGCAGACACTCTGCATTGCTCTGCATCATGAATTTC

	22959_5
	6
	[C/T]
	GCGTTCAGTAGCGCATTGCTCTGCGTCCTGTCTCAT

	22960_24
	25
	[C/A]
	GAATGAGTTCAGGCACCTGCGTGCCGTGCAGATGAA

	22969_24
	25
	[G/A]
	GCCGAGCCCAGTGCATTATTCTGCGGAGAGACAGAG

	22972_20
	21
	[C/T]
	GAGTTATGGCTTGCAGGATTCTGCCTCCCTGCCTGG

	22978_30
	31
	[C/T]
	GACATTTGGCCTGCACCCAAATGCAGACATCGCCAG

	2298_7
	8
	[A/G]
	GAATGTGAGTTGGCAGGAATGTGCATGTTGTGTAAG

	22981_11
	12
	[A/C]
	CACAGGGTCAGAGCACAAAAGTGCCAGCTTGGCAGT

	22989_9
	10
	[C/T]
	GTGAACTGTCAAGCAGTACGCTGCAGGAGTGGTCAT

	22990_29
	30
	[T/C]
	GGTGCGGTTTGTGCAGCAGCATGCATTCTTAAGAAT

	22992_29
	30
	[G/A]
	TTTCTGTGCTGAGCAAAGGAATGCCCGGTGAATTTC

	22994_9
	10
	[G/A]
	CACTCACGGAAGGCAACAATGTGCAATCCTCTTCAA

	23011_28
	29
	[G/A]
	TGTGCAACCCTGGCAAGAGAATGCTTTTGAAGTATA

	23016_4
	5
	[G/A]
	CGAGGAAGCAAAGCACTCTTCTGCTGCCAAGACGAG

	23023_1
	2
	[C/A]
	GCCTCGGCTTCAGCAACATGGTGCTGGCCAACATCT

	23024_29
	30
	[A/G]
	TCTCTCTCTCTCGCAACAGAGTGCAGAGTAATCCAT

	23025_3
	4
	[C/T]
	TAACGAAGGCATGCAAACCAGTGCACACAGGCACCG

	23026_9
	10
	[G/A]
	AGACTTGCTGCTGCACTGCACTGCACTTTTGCAGAA

	23028_15
	16
	[G/A]
	ACGCTCCTCAGAGCAGCGCACTGCTGCCGGAATCGA

	23029_20
	21
	[A/T]
	ATCATGTATCTGGCAGCACCATGCTAAGAGTCACTT

	23032_29
	30
	[T/C]
	CCAGGACGATGAGCATCCCGCTGCTCGACTACATAG

	2304_27
	28
	[A/T]
	GATTGCATGCTGGCATAGAAATGCCATAAGGAGGAG

	23040_16
	17
	[G/A]
	CATGACGGAGGAGCATAAAGCTGCGAGTGTGAATGC

	23042_20
	21
	[T/C]
	CCCCAGAGGGCTGCACTTTATTGCTGGCTCGTGAAT

	23044_34
	35
	[C/T]
	GACAACATGGCAGCAATGCACTGCAACTAGGCACCG

	23047_6
	7
	[G/A]
	AGGACAGAGAGGGCATGAGAATGCGTTTTACCACAG

	23051_8
	9
	[T/G]
	ATTTGCATTTTGGCAGCACTCTGCTCCTGGCACTTG

	23055_34
	35
	[A/G]
	GTGCTCCAGTGTGCACTGTTTTGCCATATGTGTTAT

	23057_29
	30
	[A/G]
	TCTTGAAAGCTTGCACAATCTTGCCTGGCAGGCGTG

	23065_2
	3
	[T/C]
	GCTTAATACACAGCATTGACATGCACATCCTGCCAG

	23068_28
	29
	[G/T]
	TGAGTTGTTCCAGCAGGGGTCTGCTGAGGGTCCTGT

	23081_19
	20
	[G/A]
	GATCACGTAACTGCATCAGGATGCGAGAAACTCCTC

	23088_33
	34
	[A/C]
	TTTGACAAGTACGCAGCCAGTTGCGGAAAATTAACA

	23089_16
	17
	[G/T]
	TCAAGCAGTCATGCAAGCAAATGCCAACAACACAAC

	23090_10
	11
	[C/T]
	CTGTGACACTCTGCATCTTAATGCCAGCTCGGTTGT

	23091_3
	4
	[A/G]
	CTTAAATAAAAGGCAAGGTCTTGCTCTGCTGACCAA

	23092_20
	21
	[C/T]
	TGCTGAGAAGGAGCAGGACTCTGCATCACCGCCCGG

	23095_8
	9
	[C/T]
	ACATCACGCTCAGCAATCCACTGCTCCAGATCTTCC

	23097_29
	30
	[A/G]
	CCACTGAAAACAGCATAATGTTGCCACCAACATGTT

	23101_30
	31
	[G/A]
	CAGGTGCCCAAAGCACCCAATTGCACTTACGTCACT

	23102_27
	28
	[G/A]
	ACAGATGAATTGGCATCTTTCTGCCTTGTGTACCAT

	23107_17
	18
	[C/T]
	TGCATGGGCACAGCAGACGGGTGCAGTGTGGGCAGA

	23108_24
	25
	[C/G]
	ACACAACCTGTGGCACCATTGTGCCATCATCCGAGG

	23109_32
	33
	[T/C]
	GGCCCTGGTTGAGCACCATGATGCGGTCACAATTGA

	2311_33
	34
	[T/G]
	GAACCTCATTTGGCATTGCCATGCTGGTATAGGTTT

	23110_24
	25
	[G/A]
	ACTTTGGCAATAGCAGCGCAGTGCGTCGGAGAAAGC

	23111_24
	25
	[A/T]
	CTGTACTGTCTGGCAGGTTCCTGCAGAGTTCAGTCA

	23112_24
	25
	[C/T]
	GCTCAGGGGTGGGCAGTCTAGTGCCTTGTCAATTAA

	23113_28
	29
	[C/T]
	ACGCCAGCAAGCGCAGGATCCTGCCCACCGGCGTCT

	23115_2
	3
	[C/T]
	AACACCACAGTGGCAGTCATTTGCTCTAAGAGGGAG

	23118_4
	5
	[C/A]
	CAGACGTTGCTAGCACGGGTGTGCAAACAAAGTGCT

	23119_27
	28
	[T/C]
	TTAGGAAGCCCAGCACGGATGTGCCACTGCTGTGAT

	23121_19
	20
	[G/C]
	AGCGGGGGATGGGCAAAACGATGCCAAATTTGCTGA

	23123_9
	10
	[C/T]
	AACACTTTTCCAGCACGGCTCTGCCTTCCTCTTCTG

	23125_25
	26
	[A/G]
	TGTTTACCCAGGGCAATTTGCTGCGGCAGGTGAACT

	23126_28
	29
	[G/A]
	CTGCTTTAGCCAGCAGGGTTTTGCCACAGCCTGGAG

	23129_9
	10
	[G/A]
	CAGCTATAAGAGGCAGAAAGATGCCTTTGCACTGTT

	2313_1
	2
	[G/T]
	CGCCGCCGTAATGCAGCATGTTGCTAATTTGTTTGG

	23132_28
	29
	[C/T]
	TACTTCTGGAAGGCATAATGCTGCACACCGGCCCAT

	23137_15
	16
	[G/C]
	CAGCAGATTTACGCAGCCTGGTGCAAAGAAAGAGAC

	23139_7
	8
	[T/C]
	ATAGAAATGAGCGCAGCACTGTGCCCGCTGCTATGC

	2314_20
	21
	[C/A]
	TTGGTTTGTGTGGCATTGTACTGCTGCATGACCCAC

	23142_17
	18
	[C/T]
	GAGTGTGTGTGTGCAAGCGTGTGCGAGTGTGTGTGT

	23148_16
	17
	[G/A]
	ACCTGACATAGTGCATGAACCTGCATCAACGGATGA

	23150_7
	8
	[T/G]
	GAATTACGCCTTGCAGCGTTATGCAAGTGCTGAAGT

	23155_24
	25
	[A/G]
	GACACGGTTTTGGCAAGTTTGTGCATCGTGTGATGA

	2316_30
	31
	[C/T]
	GCAGTGATCATTGCAGTTCTTTGCAAGCTTCTGTTG

	23161_5
	6
	[C/G]
	GTCTGCGTTCTTGCATGTTTTTGCGGTTGTGTATTT

	23162_32
	33
	[G/A]
	ATTCAGGACCAGGCACCATTCTGCAAAATGATGAGG

	23165_1
	2
	[C/T]
	GCGCGGCGAAGCGCATGGCCCTGCTGATGGCCGAAA

	23167_7
	8
	[C/T]
	TTTTCGCTGCCAGCACATACGTGCTTCTCAACTACA

	23171_29
	30
	[T/G]
	GGTAACTGTATAGCAGTTTTTTGCCCCGGTGCATCA

	23174_5
	6
	[T/C]
	GCTGATCGGATTGCACACGTGTGCGACTCTGTGATT

	23177_3
	4
	[C/T]
	ATTCACCCAACAGCATTGAGGTGCTCATGTGTACAA

	23181_9
	10
	[C/T]
	ACACACTGACGTGCATACGTTTGCACACGTGTGACC

	23182_34
	35
	[G/A]
	TACAGACGCAACGCACAATGCTGCTGATCAAAGCGA

	23188_16
	17
	[T/G]
	CAGCTTCATTTTGCAGTGTAATGCCCAGGGGCCACT

	23190_24
	25
	[A/C]
	AGCGTTATGAGAGCATGTCAGTGCATGCTCAGTGCG

	23193_24
	25
	[G/A]
	GGAGAGTCATAAGCAAATGATTGCGTGCCCAGACAT

	23194_32
	33
	[C/T]
	CCCTCCTGACCTGCAGGCAGCTGCAGCTTTTTCACA

	23196_33
	34
	[T/C]
	GGTGTCTAAGCAGCATCGTGGTGCAGGAATGCATCT

	23202_31
	32
	[T/A]
	CTAAACCACACGGCACACGATTGCGTTAATTTTTAC

	2321_10
	11
	[C/T]
	TCACCTGACACGGCAAAACAATGCTCTCACCCACTG

	23212_28
	29
	[G/A]
	GTATGTGTGTGCGCATGTGTGTGCGCGCGTGTGTCT

	23214_18
	19
	[G/A]
	CAAAATGAGACAGCACACGCTTGCGCCAGAGCTACA

	23215_30
	31
	[C/T]
	TTTCTGTAAGCAGCATCCAGGTGCTGACATCGCTCA

	23217_10
	11
	[G/A]
	GTGCTGGAATGGGCAACCTTGTGCCAAAAGCCATGT

	23219_9
	10
	[A/T]
	CATTGTATCACAGCAGTTCATTGCAAAGGCAGGTTC

	23220_33
	34
	[A/C]
	GAGTGGTGGTAGGCACCGGACTGCGTCGAGTGCACA

	23222_17
	18
	[G/T]
	TGTCTGTCTCCTGCAAAGGGCTGCTCATTTCCCCGT

	23223_28
	29
	[G/A]
	TAGACAAAGGGAGCATTGTTTTGCTACCGTCATGTG

	2323_7
	8
	[C/T]
	ACCCCCTCGATGGCAATTGGCTGCAGAGAGGGCCTT

	23241_3
	4
	[G/A]
	AACGTGATGGAGGCATTTTGATGCTCAACTCTGGAT

	23243_20
	21
	[A/T]
	TAGTAAAGGCAAGCATGGCTATGCAACACAAACAGG

	23246_24
	25
	[T/A]
	GGAAAGTGACTGGCAATACCCTGCTTTTCTTCTTGT

	23247_32
	33
	[C/T]
	TTAAGGAGTTTTGCACTTTGATGCCAAACACACGCA

	23249_18
	19
	[T/G]
	TCCAAATGCCAAGCAGACTTGTGCGAGGGTTTTACG

	23251_19
	20
	[T/A]
	CTAAAATAACGTGCATCAGTGTGCATGTAGCAGCAA

	23258_19
	20
	[G/A]
	TGTTAAAAACCAGCAACGTGATGCATCGTGTTGGCT

	23269_3
	4
	[C/G]
	TTTCGCTGGCAAGCAGCAGCCTGCAGTACGAGACTG

	23270_20
	21
	[T/C]
	CTCCTTAGCATTGCAGATGCTTGCTAACTCATGCTA

	23272_33
	34
	[C/T]
	CAAGGGTGCAGTGCACAGGGCTGCCCACCACTTCAG

	23275_27
	28
	[T/C]
	ATACACTTTGTGGCACCTGGTTGCATTTAGGCTGAG

	23278_10
	11
	[G/A]
	GGAGCCCTAAGAGCAACACACTGCAGCTGGATCGAT

	2329_29
	30
	[C/G]
	GGTGTGTCAACTGCAGCTGCATGCGACAGCGGAGGA

	23291_33
	34
	[C/A]
	GGGCAGAAAACAGCAAACGCCTGCACAACTACACCG

	23293_26
	27
	[G/A]
	GGGGAAATTCGGGCAAATTCCTGCAGGATGGTGTGG

	23297_24
	25
	[C/A]
	AAAGCTTCCACAGCAAAACCCTGCCGAGTCATGGCT

	2330_24
	25
	[A/G]
	TACCCAGGTGCGGCATATGATTGCGGAGGGAATGAT

	23300_28
	29
	[A/T]
	ACCTCTCCAGAGGCACCGTGTTGCTCTCAGACTCTG

	23302_20
	21
	[C/T]
	GAGGCTTCTTCAGCACTCATCTGCTGCTCTGAGTGT

	23321_28
	29
	[G/A]
	CCGTGTGCGTGCGCAGGTGGTTGCGCAGGTGGATCT

	23324_5
	6
	[A/T]
	GTAACAGCAGCTGCAAAGCTTTGCAGTCAGACACTG

	23326_4
	5
	[G/T]
	CAGCGCTGTGGTGCAGGACATTGCCAGCGCTTTACA

	23328_1
	2
	[G/C]
	GGAGTTACAGTAGCACCTGCCTGCGTCTGACCCCGC

	23332_31
	32
	[G/A]
	GCAGGACAAAGAGCAGGACCATGCCCACTAGGATGC

	23335_1
	2
	[C/A]
	CCTGACCATGCTGCATGTGGCTGCAAAACACGCCTA

	23336_7
	8
	[A/G]
	AACTTTAAGTTTGCATTTGAGTGCGTGAGTGGGACT

	23339_18
	19
	[G/A]
	GCCGACGTGAAGGCAAACGTGTGCTGAGACATGACA

	23340_33
	34
	[C/T]
	TGACACCACTGCGCAACAGTGTGCATCTTCTCTCCA

	23341_18
	19
	[C/T]
	ACACACACACGTGCACTGTGCTGCACACACTCACAC

	23342_8
	9
	[C/A]
	TTCTATCACACAGCAGTATAGTGCTGACACCCACCT

	23344_26
	27
	[T/G]
	AACAGCCCCAAAGCATAACACTGCCATCACCATGCT

	23348_19
	20
	[C/T]
	ACGGCCAAACTGGCAATGACGTGCTGGAATCAGTTA

	23349_15
	16
	[G/A]
	ATGGCATCTTCAGCAGAGTTTTGCTGCATGCTTGAG

	23354_2
	3
	[G/A]
	GAGTTTGGAATGGCACAGTGTTGCCAACAGTAGTGC

	23362_26
	27
	[A/T]
	GCAGAAGGCGATGCAGGGAAGTGCAGAGGGGTTGAG

	23364_7
	8
	[A/T]
	GAGAGACAGAGAGCACACAGCTGCTAAAATGTGCTA

	23366_24
	25
	[C/G]
	TGCTTTTAATGTGCATTGTATTGCCGCGATGTGTTT

	23370_24
	25
	[A/C]
	CTGGAGAGTAGTGCAGCAGGATGCAGGCTTGTACAG

	23371_7
	8
	[T/G]
	TGTGAAGTGTGGGCAGTCTCCTGCAGGTCTTATGGG

	23373_30
	31
	[C/T]
	TAAAGCACATAAGCATCTCCATGCCCCAGGCTCTCA

	23375_15
	16
	[C/T]
	CAATAAGACTTTGCACGCTCTTGCACAAGTGTCATG

	23377_20
	21
	[C/T]
	TAAAAACAGTAAGCAAAACACTGCAAAGCTGTCCTC

	23385_27
	28
	[T/C]
	TTACAGGTAAAAGCAGACAACTGCGTTTGTGCAGAT

	23388_30
	31
	[G/A]
	TAGTTGCTTTTGGCACATGATTGCACACACGCCCTT

	23393_25
	26
	[G/A]
	AAAGTAGCTGAAGCAAATCAATGCGGAAGAGCACGA

	23397_25
	26
	[T/C]
	CCAGCTACCAATGCAAATGAATGCTTAGCTCCTGAG

	23400_24
	25
	[C/T]
	TGAATGGTTGCTGCAGGAAATTGCTCTGACGAACCA

	23402_25
	26
	[G/A]
	CTCTGACTCTTGGCACGATTCTGCAGAAACTTTTGC

	23404_16
	17
	[G/A]
	TTCTGTCTACATGCACGCATATGCTCACACACATAC

	23406_7
	8
	[A/G]
	GTGGAGGGGGTTGCAGACATATGCTGATGTATCACA

	23408_24
	25
	[C/T]
	GCTCACAAATGCGCACCAGGCTGCCCCAAACAGAGA

	23411_1
	2
	[C/T]
	TCCTGTGAATGAGCACCTGACTGCATTTGTGATGAC

	23413_1
	2
	[T/G]
	ATGCATTGCGCAGCAACATGTTGCTCAACACACACA

	23414_10
	11
	[G/T]
	TGGACACACAGTGCAGACGGCTGCATTAGGAGGAGA

	23425_20
	21
	[T/C]
	CAGTATTTGGTCGCATCACATTGCATCATCCAATAT

	23428_11
	12
	[T/C]
	GTATGCAGAAGTGCACACACATGCACAACAGCAGCT

	23432_2
	3
	[C/T]
	TTCCCCACTGTTGCAGGCCACTGCTGTGTACCAGGC

	23435_4
	5
	[T/C]
	GTGCTGCAGACGGCAGGGGGCTGCTCCTTTAATACT

	2344_28
	29
	[C/T]
	GTATTTGCGTAGGCATTGACATGCACCATGTAGTCG

	23443_2
	3
	[G/C]
	AGGAAGTCAGTAGCAGACAGGTGCTGAAGCAACGTG

	23445_31
	32
	[C/A]
	GCTGCTGGCTCAGCAGTGACATGCTACAAAACAAAA

	23446_17
	18
	[A/G]
	GGATACAATGAAGCACGAAAGTGCCACGGCATCACT

	23447_28
	29
	[A/C]
	GTGTATCTGTATGCATGTCTGTGCGTGAACATGCCT

	23452_5
	6
	[A/T]
	GATAAAGCGTGTGCAGACAGCTGCTGGTTCTGGATA

	23454_34
	35
	[T/A]
	TCCAGGAATGCAGCACAGGCATGCGTTGGCTGTATT

	23456_16
	17
	[G/A]
	AGCCACACACAGGCATGAGTGTGCCACCAGGATGAA

	23460_11
	12
	[G/T]
	GGATCCCATCCGGCATCATAATGCACAGGACAGGAA

	23461_24
	25
	[G/A]
	GAAAAACTTGCAGCACTTGTTTGCGAACCCAAAGAT

	23462_10
	11
	[A/C]
	AATCGCTCTAAAGCACATCTCTGCCCCGTGATTAGC

	23465_19
	20
	[G/A]
	TCAAACCTCTGTGCAATGCGATGCTGCACTACAGTA

	23473_4
	5
	[C/T]
	AACCCTCGGAATGCAGTGACTTGCTTTTACTGGATA

	23479_2
	3
	[T/C]
	AATGCATGCCCTGCAGGTATTTGCACTACAACACCT

	23485_6
	7
	[G/C]
	TGGGTGGTGACCGCACGCCACTGCCATGTTACGTAA

	23487_27
	28
	[G/A]
	GTGCGACAAAAGGCAGATTCCTGCTCGGACCGTCTT

	23493_31
	32
	[C/T]
	GGTCATCTAACTGCACCAAAATGCTGCAGCTCGACT

	23496_10
	11
	[G/A]
	AGCGCAGGGCGAGCAGCTGGCTGCGCAGACGCAGGT

	23499_20
	21
	[C/T]
	GTATGCGTCTGTGCATCATTCTGCACAGAAGTCACT

	2350_24
	25
	[T/A]
	TTGTGCATATCTGCAATGTCATGCTCAAACAGGTTC

	23505_34
	35
	[A/T]
	TAAAGACTGATGGCACCAGACTGCAATGACCAACAT

	23508_5
	6
	[C/T]
	TCACTCGTGCGTGCACAGCTCTGCTCCGCCTCGGCC

	23513_33
	34
	[T/C]
	AAAGACTGTCGAGCACACCCTTGCCTCTTTGGGTAT

	23514_8
	9
	[C/T]
	ACAACGCTCCCTGCACGCCTATGCATTCATCTATCT

	23516_34
	35
	[T/C]
	ATGTGCCTGTATGCATGTGTTTGCTTGGTGTGATTA

	23517_10
	11
	[G/A]
	GTGTTTGTCCGTGCAGTGCGGTGCGTTGCGGTGTAG

	23522_25
	26
	[C/T]
	GAATGCGATCTGGCAGCAGGTTGCACTGTTACACCC

	23523_16
	17
	[G/A]
	ATGGGAATACATGCACGAGCCTGCTAAAGGCACCAA

	23527_5
	6
	[A/T]
	GATGTTAGTATTGCATGCAGCTGCTCAGACATGGAA

	23528_29
	30
	[A/G]
	CGATGTGTCAGAGCAGACATGTGCTCTGCATCTATT

	23530_1
	2
	[C/T]
	TCGCAAGGTGTGGCATGGTGGTGCCACAGGTAGTGC

	23532_32
	33
	[C/T]
	CACATCGTGAGCGCATCAGCATGCCTCATTCTTTCA

	23540_25
	26
	[T/C]
	GAAAGTAGACAGGCAAAAAGATGCCTCTCCCTGACA

	23544_10
	11
	[C/G]
	TCCCAGTGCCCTGCAGGCTGATGCCTCTCCCATGAC

	23549_26
	27
	[G/A]
	CATAAAAGTTGTGCAGCTGCATGCACGGATTACATC

	23550_5
	6
	[C/A]
	ACCTCCAGCTCGGCAGCCAGCTGCTGCGCTTTCATT

	23551_33
	34
	[G/A]
	ATTGGGTGCAGGGCAGGAATGTGCCCTGGGCAGGGT

	23553_6
	7
	[C/T]
	ATGAAACAAATGGCAGTGTTATGCTCGGTTCTCTCT

	23559_7
	8
	[G/A]
	TGCTATAGAAGAGCAGGATCCTGCTGAGTCACACCA

	23561_27
	28
	[A/T]
	ATTATCAGCTGGGCAACACATTGCCTGAGTTCATGT

	23562_5
	6
	[G/T]
	GCACGGGCAATAGCAATCCTTTGCTTCTGCCCACCA

	23568_25
	26
	[T/C]
	ACACACACACAAGCAGTTAGCTGCATGTGACAGGTA

	23570_7
	8
	[G/A]
	TCCATTCGGAGTGCATGGTGATGCCCGTCTCCATGG

	23572_4
	5
	[C/T]
	CATTCAAGTACAGCAGCAGGTTGCGTGGTGAAGTGA

	23574_6
	7
	[C/T]
	ATAAGACCCACTGCAGTGCTGTGCTGGCTGTGCTGC

	23583_2
	3
	[A/G]
	ACAATGGATGTTGCATGTGAATGCCTGAAAAAGCAA

	2359_8
	9
	[G/A]
	AAAAGGATAAAGGCAATGAGGTGCCGCTGAGGTTGA

	23592_7
	8
	[G/A]
	CATGTCAGAATTGCATACGGATGCCATCTTCTTCCC

	23593_5
	6
	[G/A]
	GCACTGCCTGTGGCACCACTGTGCCACCCCGAAAAT

	23595_20
	21
	[C/T]
	ATGCTAGAGGCAGCACATCCCTGCACAAGTGTGTTC

	23597_16
	17
	[G/A]
	CGCTCTCAGACGGCACGAGGTTGCTCAGGTTCAGGA

	23598_34
	35
	[T/G]
	GGCCACGGCGGAGCATCGGATTGCACGAACACCGTG

	23599_15
	16
	[C/T]
	ATTGACAGTGTGGCACGTGTCTGCCTTGACAGAGGA

	23601_16
	17
	[G/A]
	GAGCGTTAAAAAGCACGCTAATGCCCACACGGGGAA

	23605_10
	11
	[G/A]
	CTACAAAACCGAGCAGGGAAATGCGTTACGCTCCGG

	23607_5
	6
	[G/A]
	TCCTCGAACAAGGCACCCAACTGCTCCTCGGGCACT

	23609_5
	6
	[C/A]
	TAACCCATCCGTGCAGTTTGGTGCAGAGAAGTTTGG

	23612_2
	3
	[A/G]
	AGAGCAGCTGAGGCACCGCTCTGCCAGGGGTCACCG

	23616_5
	6
	[C/T]
	TCTATCAGCACAGCACATCTTTGCCAGTTCTTCCAT

	23621_5
	6
	[C/A]
	TATGGCAGTGAAGCAGGCAGATGCAAGTTCACCAGA

	23623_3
	4
	[A/G]
	TTTAGGAGCCAAGCAGAGGTCTGCCAAAGTTAACAC

	23627_34
	35
	[T/G]
	GTCCAACATTTTGCACATCGGTGCCCCTCGGTGCTG

	23629_26
	27
	[G/A]
	TTGCATCTTACAGCACAGAGCTGCTGGAATCTCACA

	23631_6
	7
	[G/A]
	TCTGCCAATGCTGCATCTCGCTGCACACTGCACAAG

	23644_17
	18
	[G/A]
	CAGGCTCAGAGGGCAGAGCGCTGCACTGATGCTGCC

	23649_24
	25
	[G/A]
	ATTTAGTTCGTTGCAATGGGTTGCGTCACTGCAACT

	23661_5
	6
	[T/C]
	GCATCTCTGAATGCAGCACTCTGCAATGCTCTGATG

	23664_19
	20
	[C/T]
	ACCACGTCATGTGCATGCACCTGCATAGTGCATGTT

	23665_28
	29
	[T/C]
	GCCTCTCGTTCCGCAGCCAGATGCTCGCCATGAACA

	23667_2
	3
	[T/A]
	GCTGGATAGCGGGCAAGACACTGCTCATGACTATAC

	23677_29
	30
	[G/A]
	TTAGCTGCGACTGCAGCTGCCTGCACACCGCCCTGA

	23681_16
	17
	[C/T]
	TTTTATGTGTTGGCAGCGGTGTGCATTTCTGGGGCA

	23684_10
	11
	[C/T]
	TCTCTTTCATCGGCACGCGCGTGCACGAGCGAGGTG

	23693_9
	10
	[G/A]
	CATTGCACAGAAGCAGCATGATGCAAGTTTGAGTAA

	23695_10
	11
	[C/T]
	TTACAAATTTCCGCAGTCATCTGCCAACTGTAATTA

	23701_7
	8
	[G/A]
	CAACAGGACAGAGCAAAATTTTGCCTGCAGATCCCT

	2371_19
	20
	[C/G]
	GCTAACAGGACAGCAGGTCCATGCTGGCTGACAGGC

	23714_5
	6
	[A/T]
	TACAGACGTGATGCAGGAACTTGCTGACCCTTTGAC

	23727_33
	34
	[A/G]
	AAGTGAGACTAAGCACAGAGCTGCCTGAAAGCAAAC

	23730_6
	7
	[T/G]
	TGTGGTTCTGATGCATGATGCTGCATGAAGCAGTCT

	23736_26
	27
	[C/G]
	ATAGATAATTGGGCAAAAACCTGCAGCACAGATTCA

	23737_15
	16
	[T/C]
	TTCCTGTTGACAGCATGACCGTGCGGGACAGCGGGA

	23739_33
	34
	[C/T]
	CCAGGTGCTGATGCATTGAGCTGCTCAACACTTCCA

	2374_5
	6
	[T/C]
	CCCGGTAACCGAGCACCGAGCTGCTGCTGCCGGACC

	23741_24
	25
	[G/A]
	ACAAACATAATCGCACACGCGTGCGCTCAGCACACA

	23742_34
	35
	[T/C]
	GTGCACTAGCAGGCAAACAGATGCCGAGCAAGCCCA

	23746_30
	31
	[G/C]
	CCACTGGCTGCTGCAGCAGACTGCGCTGCTGTACTC

	23749_18
	19
	[C/G]
	TGACAGGCATGTGCAAGCCGATGCATTCTAGGATGC

	23751_9
	10
	[C/T]
	CAATGGGAACGCGCAGCATGCTGCACCCCGATTAGC

	23752_9
	10
	[C/T]
	GAGCGAGCCCGAGCATGAAGCTGCCATGCTGGACCA

	23754_34
	35
	[C/T]
	CCGCAGCACCTGGCAGACTGATGCTGTTTAAAGACT

	23758_33
	34
	[G/A]
	AGTCCAGAGCTAGCACTCGCTTGCTTGCTGCATGAG

	23764_6
	7
	[G/A]
	CCCTTAGATGGTGCACATTTGTGCTGTGTCCTGCCA

	23767_30
	31
	[G/T]
	GAATATGCTGATGCACATGGGTGCCTAAAGGCAGTC

	23768_30
	31
	[C/T]
	AAGCTGCTTAATGCATTCCACTGCGGTTTTCAGTCA

	23778_6
	7
	[T/C]
	GTGATTTGTGGTGCAGGAAGATGCCCAGGAGGAGTC

	23780_24
	25
	[T/A]
	GCTAATGTTATGGCAGATCATTGCTTGGCCCCCTAA

	23781_26
	27
	[G/T]
	CTTGTGACGCAAGCACGCAAATGCTAGCCCTTCCAG

	23782_11
	12
	[G/T]
	AACTATTCTGCGGCAAAACCTTGCGCCATCTGTGGA

	23783_29
	30
	[C/T]
	TTACACAGTCACGCAAAGCAGTGCACTAGCCCGTTA

	23784_11
	12
	[G/A]
	GTTCAACCACCGGCACACACATGCTTACCTGCAGTT

	23785_7
	8
	[T/G]
	ACTAACCTCACTGCAGACAAATGCGTGCATTGACAA

	23789_15
	16
	[C/T]
	GTCCGTGGGGGCGCACGCTTGTGCCGGAAGAGACCG

	23795_20
	21
	[A/C]
	AACACGGTGGTGGCAGTATCATGCTACAGATCTGAT

	23806_29
	30
	[C/T]
	AACACAATCACAGCAGGTTGTTGCCACCTCTCTACA

	23810_19
	20
	[C/T]
	AAACCTGCATTAGCATCTCCATGCAGTCAGTGCGGG

	23820_29
	30
	[A/G]
	ATGCACCGAGTTGCAGGATAGTGCACACGAGAAATG

	23826_10
	11
	[A/G]
	TTTGTTGTACAAGCATGTTGGTGCCACACCCATTCT

	23828_1
	2
	[T/C]
	ATGGCCCCCACAGCATGTGCATGCACTCGTCCTGCG

	23829_5
	6
	[G/A]
	CATGTGTTCACAGCAGGAAGATGCTTTGTGATGTGC

	23830_9
	10
	[G/T]
	TGTACCACTGTGGCACCACACTGCTCCGTAATTAAT

	23837_24
	25
	[A/G]
	TATGGGTCAGCCGCATACATGTGCAAGCTCTTGCTT

	23838_32
	33
	[G/A]
	TTGCTGTGTCTGGCACTGGACTGCTTGACTGTGAAC

	23840_8
	9
	[A/G]
	CCTATTGTACGTGCACAACGGTGCGATAAATCCCCT

	23842_3
	4
	[C/T]
	CTTCAGAGAGCAGCAGTTGTTTGCCTCTCTGCTTCC

	23843_6
	7
	[C/G]
	GTGTGTCTCTTCGCAGCGAACTGCCTCACTCACCCC

	23851_20
	21
	[C/T]
	GTCATCTTCTGAGCACCAGCCTGCCTGAAGGTCCTG

	23856_26
	27
	[C/T]
	TTGTTTGGAGAGGCAGTTTTGTGCTTCGTGCCCGTT

	2386_27
	28
	[G/A]
	CATTGTCTCACTGCAGGGTTATGCAATGTGGTGAAA

	23864_32
	33
	[G/A]
	AAGGAAGAAAAAGCACAGTCTTGCATGACAGCGTTG

	23865_9
	10
	[G/A]
	GTCCTGTTGAAAGCAGGCTTCTGCACATGCTCAATA

	23878_10
	11
	[C/A]
	GCCTTTCCCGCGGCACTGTGCTGCACAGAGCTCGGA

	2388_20
	21
	[C/T]
	ATTCTGTTTGATGCATCTTTCTGCGTGGTGGAGGTC

	23880_2
	3
	[G/C]
	CCGGAGAGGTGGGCACCCCTGTGCTAGCTTAACTTG

	23881_19
	20
	[G/A]
	AGATCGTCCCTTGCAGCTGGATGCAGAGTGCACACT

	23882_5
	6
	[T/C]
	ATATCTTTGATTGCATCCGCTTGCTCACGATAATGA

	23884_2
	3
	[T/A]
	ATAAGAAACTGAGCACCAAGCTGCTCGCTTTTAGAA

	23892_11
	12
	[A/G]
	AGACGGTTGTTAGCATCCTGCTGCATGCGTCTCACC

	23896_19
	20
	[A/G]
	GATTCAGAGTGGGCAGCACGGTGCACATGGTAATGG

	23897_19
	20
	[G/A]
	CGCCAGCCAAAAGCAACACGGTGCACTAACAGAGCT

	2390_29
	30
	[G/A]
	GGACTACCTGTGGCACCACCATGCTGCCTGAGAATC

	23903_29
	30
	[C/A]
	ACATATCACGGTGCATCTGCATGCTTTAGCTTTCTC

	23904_16
	17
	[A/C]
	CCTCTGTGTCAAGCAGAACCATGCCAATTAGGCAAT

	23907_27
	28
	[C/T]
	GCACATTCAGCTGCACAGTAATGCACTCGCACCCCC

	23908_33
	34
	[C/A]
	TAAGATCCAAGAGCAGGGATGTGCGAGTGCTTTCAC

	23909_28
	29
	[G/T]
	ATGTGGCTCTGAGCACAACCTTGCCATCGTAGGTGA

	23911_2
	3
	[C/G]
	CGGCGGGTCGGGGCAGAATCGTGCGCCCGCCGCTGC

	23915_8
	9
	[A/G]
	GCGTGGCCATGAGCACGATGATGCAGACCTCCAGCA

	23916_32
	33
	[G/A]
	CAGCGTCCACTGGCACAGGGGTGCTGGTTCGGGGGA

	23923_3
	4
	[T/C]
	CCGTTTCCACCAGCACGAGAATGCCGAGGAGGAGCT

	23926_7
	8
	[A/C]
	ATGACAGAGAGTGCATGCTAGTGCTAGCTCTGATTT

	23934_6
	7
	[G/A]
	TTTGTTGAGTGTGCATTAGTCTGCAAGTGCTGTACT

	23942_3
	4
	[T/C]
	CCCTAGGCTTCTGCAGGTCTTTGCTTGGCCTCTGAA

	23951_17
	18
	[G/T]
	CTGAATATTCATGCACAGTCCTGCCTCATGAGCTCT

	23956_20
	21
	[T/A]
	TGTGCCCGCTGTGCAGCAAATTGCTGACAATTGTGC

	23960_33
	34
	[G/A]
	GTAAATGTATTGGCACTCTGCTGCAGCATTAACGCG

	23965_27
	28
	[T/C]
	TGCATGAAGCCAGCAAGTTATTGCACTTACACAGCC

	23968_17
	18
	[A/C]
	CAGCCGTATTCTGCAGCAGCTTGCAGCTTGGCAATC

	2397_5
	6
	[T/C]
	ACAGCTTTCTCTGCAGCTGTGTGCGGTCACTCGGGT

	23971_10
	11
	[C/G]
	ACAAGACTGACAGCAAATGCTTGCCTGTGTGAGTGT

	23976_1
	2
	[C/T]
	TCCATTCGTCCGGCACCGTTGTGCCCCGACAGCCAC

	23978_33
	34
	[A/G]
	CCTAAACACGCTGCAAACCAATGCCAGTGCCCTAGA

	23979_32
	33
	[T/A]
	CTTTCCTCCCTCGCAGCTGGATGCACATCTGTTACA

	23981_16
	17
	[G/A]
	TCAGCCTTGTGAGCAGACAGTTGCAGGGTCAGGTTT

	23997_33
	34
	[T/G]
	ACTTCTCACCCGGCAATCTTGTGCAGCTGACTGTAG

	23999_18
	19
	[T/C]
	ATTGACTTCACAGCATTTCTTTGCATGGGTCTCAGA

	24006_30
	31
	[C/G]
	CCTGGTACACTGGCATTCACCTGCTCCCACCGTCCA

	24007_26
	27
	[A/T]
	AAACTAGTTTTGGCAAGCAGATGCCATGCTGCACGA

	24009_27
	28
	[G/A]
	TCCATCCAACTCGCAAACGGCTGCCTGGTGCCTCCC

	2401_9
	10
	[C/T]
	AGCTTCAAACGGGCAGGGCGCTGCTCAGCGTGGAAC

	24016_27
	28
	[C/A]
	GCTCCACAACCTGCACACCACTGCAATCCACTACTG

	2402_27
	28
	[C/T]
	CCTGCTACTGGTGCATGCCAGTGCTTTTCTACCCAC

	24023_25
	26
	[G/A]
	CACATGCTTGTGGCAACATTGTGCCGTAAACATCAG

	24027_18
	19
	[T/G]
	TCTGACGCCACTGCATCGTGCTGCAGCTTCCAGGAA

	24030_8
	9
	[C/T]
	CAACTCTCCACTGCACATTGCTGCCATATGGTAGTG

	24033_26
	27
	[G/A]
	ACACTCAGCATCGCATATACTTGCACGAGCGGTCGA

	24035_15
	16
	[C/T]
	TCTTCCGATAATGCACCCTAATGCTGTCTCTTCCCC

	24043_8
	9
	[G/A]
	CAAGGCTGGGAGGCATTTCTGTGCCCGGTTTTGTAG

	24046_19
	20
	[G/A]
	TCGAGTCATTAGGCACAGGGTTGCTTGATACAAAGT

	24049_33
	34
	[C/T]
	CCAAAATATGGTGCAAGCCTTTGCGTCTGCATTCCG

	24054_16
	17
	[G/A]
	TCATCCTGGAGTGCAGGAGCGTGCGGATCGGAACGC

	24056_20
	21
	[G/A]
	AATCAGGTTGCAGCAGCCCAGTGCAAACATACAGCA

	24060_30
	31
	[G/A]
	TAATCTCGCACTGCAGCTGTCTGCTCCCCCGGCTAT

	24065_20
	21
	[C/T]
	TTAACACCACCCGCACTAACCTGCAAAACAGCTCTG

	24066_17
	18
	[G/C]
	TTTTAGCCCCGTGCAACGAGATGCTGTAAAGTAATA

	24067_9
	10
	[G/A]
	GGGACCATCGATGCAGTCCCATGCATGAGGTCATAC

	24069_7
	8
	[G/A]
	GGATTTGGAAATGCAGTGAAATGCAGTGGGCTTGTC

	24074_20
	21
	[T/C]
	AAATGCAGCTAAGCAATGCTTTGCCTGACCCTAATC

	24079_31
	32
	[G/T]
	AAACTTACAAGGGCATTTAGGTGCAGCCTTAGGCTT

	24085_25
	26
	[C/T]
	GCAGATTTTCCCGCAGATGGCTGCACGAAGTTCATG

	24087_30
	31
	[G/A]
	TAGTCATAAGTTGCAGCCCGGTGCTCGCCTGGGACT

	2410_9
	10
	[A/G]
	AATGATAATAACGCAAACTGCTGCTTACCTCGGAGC

	24103_2
	3
	[C/A]
	ATCATCATTTCTGCACCTTTCTGCATCCAACCTCTA

	24107_11
	12
	[A/G]
	AAGCAGCACACAGCATTTACTTGCGCAAGGTCCTGT

	24108_3
	4
	[A/T]
	GTCTAGCCTACTGCACCTGCCTGCTAGTCCAAAAAG

	24109_27
	28
	[A/G]
	CAAAAAGAAAGAGCATCGAGATGCTAAGGCTGTGCG

	24110_28
	29
	[A/G]
	GCAGAAATCAGCGCAAGGACTTGCTTTCATTCCTCC

	24112_5
	6
	[G/T]
	GACGTGAAGACGGCACGCTGCTGCTTCCTTCACACG

	24114_15
	16
	[C/T]
	GTTAAGTTAAAAGCACTGCGCTGCTGCTCCGCTGCA

	24117_34
	35
	[A/G]
	GGAGCAACACTGGCAACGCTTTGCAAAATGCTTCAC

	24120_1
	2
	[C/A]
	CCCGAGTTCAGCGCAAACGCTTGCGTCACACCAACG

	24122_24
	25
	[G/A]
	CGAGAGCCTCTCGCACAAGCATGCGGAATATAGACA

	24127_16
	17
	[G/T]
	AACAGCATGGCTGCATGGGTCTGCAGCACGACTCAC

	24134_24
	25
	[A/T]
	TTTGTGGGACAAGCATATGCCTGCAAGACCACAAAT

	24151_32
	33
	[G/A]
	TTTTCAACTACCGCACTGCACTGCATGTATTTGCTC

	24153_25
	26
	[C/T]
	TTGACCCAAGAAGCAAAGGACTGCACTATATCGCCA

	24154_34
	35
	[T/C]
	ACAAGTAACAAAGCAGGGAGTTGCTGCTATTGGGTG

	24157_8
	9
	[A/G]
	CCCCGGGTAGAGGCATAGCTATGCCTTAATGCCTCT

	24160_24
	25
	[G/A]
	GAAGCCTGAGCTGCATCTTAATGCGTTTGGGTCACA

	24162_28
	29
	[A/T]
	CAACCGGCATCGGCACACTCCTGCACACACACACAC

	24169_29
	30
	[C/T]
	CAGAAAGGGAGCGCATGGAGCTGCTTCAGCGAGATT

	2417_6
	7
	[G/A]
	GGCCACGTTGTAGCAGATCCGTGCTTCCAGTACCAC

	24174_8
	9
	[G/C]
	ATTTAACAGAGGGCATGAACCTGCCTCTCATACTCA

	2418_6
	7
	[A/G]
	CTTGGCATTGCAGCAGTGATGTGCAATAGTGGAACA

	24180_2
	3
	[T/A]
	TTTTTGAAGGCTGCAGGAAGCTGCGGTAATTTCCTC

	24181_26
	27
	[C/T]
	TTTGGCCATGGTGCAGATTAGTGCCTCCCATATACA

	24190_3
	4
	[C/T]
	GTCCGGTCAGTGGCATCCACATGCATCTGCCACCAT

	24196_9
	10
	[T/G]
	TTACAAAACTTTGCAGTGGTCTGCTGTGTGTATGTG

	24200_34
	35
	[T/C]
	AAAACCCTAACAGCAGCATCGTGCCCTACTGTTGTT

	24202_31
	32
	[G/T]
	ATGTTGTACGAAGCATGGGTATGCCAGCTGTGCCGC

	24204_11
	12
	[G/A]
	ACATATGCCGTGGCAGATTGTTGCCATGGAGGCATC

	24205_33
	34
	[T/C]
	TACGGTTGTGCAGCAACACAATGCCCAGTCGACTTA

	2421_30
	31
	[T/C]
	ATCTTGAAGGAAGCACATGTTTGCCATCACTGACCT

	24210_2
	3
	[T/A]
	ACTCTGTGGCGAGCATGTAGTTGCCTAAAGCACCAA

	24220_8
	9
	[A/C]
	GAGTGCCTAAGGGCAGACTGTTGCATCATGTGTTTT

	24221_1
	2
	[G/A]
	GGAACTCTGAAAGCAGCCCGTTGCTGGGCCGCTTCT

	24222_34
	35
	[G/A]
	AGTCAGGACCTGGCAATAGCGTGCGTGTGCGCACGC

	24226_24
	25
	[C/T]
	CCAGGATTCTGGGCAGGATTCTGCCATTTGTGGGCC

	24228_8
	9
	[A/G]
	ACACGTGTACATGCAAATGTGTGCACATGCCCTCTA

	24235_26
	27
	[G/A]
	GGTGTTACCATGGCAACCGCATGCTTGATTGCCTCA

	24237_8
	9
	[G/C]
	TACACGTCGACGGCATGCTGTTGCTTAGCAACAGGT

	24238_2
	3
	[G/T]
	ACGGCGCGTCAGGCAAACTGCTGCGGCTTTTGTGAA

	24239_25
	26
	[A/T]
	TTCTGCTGAATTGCAGACGCTTGCCAACAATTTCCC

	24245_18
	19
	[C/T]
	GAGTATTAGCCAGCATTTCACTGCTGCAGACTACAT

	24249_20
	21
	[G/A]
	GCACCAGCTGTGGCACCACCGTGCTGCCCGTACTCT

	24253_32
	33
	[A/C]
	GGGTCTGTCTGTGCACATGCCTGCTCACAGAAAATG

	24255_34
	35
	[A/C]
	CCCTCAGCGTCTGCAGTGATCTGCTATTCTTTAACG

	24263_9
	10
	[T/C]
	CAGGGAGCCTGAGCAGAGACGTGCAGGGAGGCCAAT

	24268_10
	11
	[C/T]
	GCTCCGGCGGCGGCAAATGGCTGCGTATCTCTCTTC

	24273_6
	7
	[C/A]
	CAGGACCGAGATGCAATGTTTTGCTCAGCCAGTGAG

	24282_24
	25
	[C/T]
	CGCAAGGAGCGAGCAGGCATCTGCCGAATCTGGAGT

	24287_31
	32
	[A/G]
	AGACGATAAGGTGCACCCCTCTGCTGACTCCAAAGC

	24294_7
	8
	[C/T]
	ATGTCCACATAGGCAGTCCAGTGCCAGTGTTTAAAC

	24295_31
	32
	[T/C]
	GAGCTTTTAAGGGCACTTCACTGCAGTCACCTAAAT

	24299_20
	21
	[A/G]
	GATGTAGAGGTGGCACGGTGATGCTGCCGGAAGCTT

	2430_10
	11
	[G/A]
	GCCGCTTTTAGAGCATCGGCATGCTTTCATTCAGAG

	24302_4
	5
	[A/G]
	TGCTAGCTGGGTGCATCGGTCTGCTGCCTCTGTTAG

	24304_24
	25
	[G/A]
	CAGGTTCTTGACGCACGATCGTGCGGATGTGTAGAA

	24306_15
	16
	[A/T]
	CATTCACTTCCAGCAACGTACTGCTTTTACAGCTCG

	24307_18
	19
	[G/A]
	GAAGGAGAGAGAGCAGCGGTCTGCTCACACTGCTCT

	24308_24
	25
	[C/T]
	CTCTGCAAAAAAGCAGGTTTGTGCCGAAGAGGCGAA

	24309_25
	26
	[C/T]
	TCGGAGTGGGCAGCAGCCGGATGCTCTACGATATCG

	24317_2
	3
	[G/A]
	GTGAGAGTGTGTGCAGGCACATGCACGTGTGCAATT

	24326_18
	19
	[T/C]
	TGTTCCTGTGGAGCAGCTTCCTGCCATGAACCAGGT

	24333_26
	27
	[G/A]
	TTACTGTGGAAGGCAAACTTCTGCTGGAATCCCTTC

	24334_17
	18
	[G/A]
	ATGTTGGCTTGAGCAGAGCACTGCATCCTGTCAGGG

	24335_3
	4
	[G/A]
	TTGGACATTCTAGCACGGCCTTGCCACTCGCTTGTT

	24338_28
	29
	[G/A]
	AGGATTCTACCAGCACAGAGCTGCGATCGCACTTAT

	24343_1
	2
	[C/T]
	TTGACTCGTTATGCACGTCAATGCTCATCTCGTAGA

	24348_15
	16
	[G/C]
	ATACCCTGCACAGCAGTAGCATGCTGGAGGTCATTT

	24349_34
	35
	[C/T]
	CCCTGACTCCGAGCAGATAGCTGCCAAGTTACTGCG

	24351_31
	32
	[T/A]
	TGCCTCCCGGTGGCACAATAGTGCTTTCCTATGGGC

	24354_24
	25
	[G/A]
	CGGTCTCATCACGCAACAGCATGCGCCGCTCAATGG

	24356_30
	31
	[T/C]
	ACCGGGCACAGGGCACGCGCATGCTGAGCTTCAGCG

	24359_27
	28
	[T/A]
	ATAGCCTGTGGGGCACCAGTGTGCCGTTAAGAGGCT

	24366_6
	7
	[G/A]
	AAAAAAACTGCCGCATCTCTGTGCCTTCACACTTTA

	24368_33
	34
	[G/A]
	CTAAATTAGCGGGCAAATCTCTGCGCCCATCAGGCG

	24369_26
	27
	[A/G]
	TATTATCACCCGGCATCTTCGTGCCCAGAGCAGCAA

	24370_28
	29
	[G/A]
	GTTCCCTGTGCTGCAGTTGCCTGCACATGGGTGTTG

	24375_18
	19
	[T/C]
	TGTGTTGACGGTGCAGATTAGTGCATCTGGGTTAAT

	24378_5
	6
	[C/T]
	CCACTCCAATCAGCAAACTCATGCCCCCCATGGCCT

	24380_29
	30
	[G/A]
	ACATCTGTAATGGCACCGATCTGCTCCATGGTGGCG

	24396_27
	28
	[T/C]
	GGTTTAACAGTGGCAGATCGGTGCTGCTGTGGTTCG

	24399_28
	29
	[C/T]
	TGTTAACATCTGGCAGTGTTATGCTGTGCGGCAATT

	24403_19
	20
	[G/A]
	GACCTGAGAGACGCAACGCGCTGCGGGTTTTGCGCT

	24408_2
	3
	[C/A]
	ATCATGGTGGTGGCAGTGTTATGCTTTGTGTCTGTT

	24409_16
	17
	[C/T]
	GTTCCTGCGGCAGCAGCAGAATGCCACCGTCACCGC

	24412_9
	10
	[G/A]
	CGCTAATAGAAGGCAGGCCTGTGCAACGGCGTGGGA

	24417_7
	8
	[C/T]
	CTGTGATCAACAGCACGTTCGTGCACAATAAGACGG

	24423_26
	27
	[T/C]
	CAGCTTGGATTTGCACTACGCTGCCATGTCGTCAGT

	24424_34
	35
	[G/A]
	CTTGTTGTTCTTGCAACCTTTTGCATGAGAGCCTGA

	24427_19
	20
	[C/T]
	TGAGTTTGTACAGCAGGTTCGTGCATTTCCAGAGAG

	24430_28
	29
	[C/G]
	AATGGGACCACGGCAACACGGTGCCGAACGTGGCCG

	24441_16
	17
	[G/T]
	CCACATCATCAGGCAGGAGCTTGCTCAGTTCTCTCA

	24442_5
	6
	[T/G]
	AAAGGTGTGGTTGCATAAGTGTGCACAACCCGAAGC

	24447_15
	16
	[G/A]
	ACAACCAAAAAGGCAGTCTCATGCCAGGTCACGATG

	24450_1
	2
	[G/A]
	TGAGGTGCCCTTGCATGCACTTGCGCAGAGTGATAC

	24455_3
	4
	[G/A]
	CAAGAGACCACAGCAGCATTCTGCAACCCAAAAGCA

	24470_24
	25
	[T/G]
	ATTGGTGATGATGCACAGCTGTGCTTGTGCCCCCTT

	24472_31
	32
	[T/A]
	GCAAGGGCCAGTGCATGAGCCTGCCTCTGCCTCAGA

	24481_10
	11
	[G/A]
	TGGTCACAAGGAGCAAACTGTTGCTCTCTGCCTTCA

	24483_24
	25
	[A/G]
	TGGCACGTCTGAGCAGCTGCATGCAAATCACCTACA

	24485_34
	35
	[C/T]
	CTGCGTGATCCTGCAGCAATCTGCTAGAGCATCACT

	24487_2
	3
	[G/A]
	ATGGCAGAACAAGCAGATGGCTGCTGGCCTGCTCTG

	24488_15
	16
	[C/A]
	CTGTGTTAACCAGCACACAGCTGCAGTTGTGTGTTG

	24490_20
	21
	[G/A]
	AAGCTTTGTTGCGCATCAGCGTGCTTTTTAGCTTTT

	24493_10
	11
	[G/T]
	AAGTGCCCTTGGGCAAGGAGTTGCTCCCTGGGTGCT

	24496_1
	2
	[A/G]
	GAGCTTGAACCTGCAATCTCTTGCATCAGAGTCAAT

	24498_25
	26
	[C/A]
	AAGTTAAATCTTGCAGCCAAGTGCCCAATGCTTTAT

	2450_17
	18
	[G/T]
	GTGTGCGCGCGTGCAGTGCAATGCAGTCGAAGGTGC

	24500_32
	33
	[C/T]
	GCCTTGTGTCTGGCATCTTTGTGCCATTCTGGCACC

	24501_6
	7
	[A/G]
	GACCGAAGCTAAGCAGCTAATTGCCTTAACATCATT

	24507_3
	4
	[G/A]
	AAGGAGCTCAACGCACCATCGTGCCCTTAATGGTTC

	24508_32
	33
	[C/T]
	TATGGCTTGTTAGCACAGCTCTGCTGCTTGATCTCA

	24510_26
	27
	[C/T]
	TTTGATAGGACAGCAGGCTGCTGCGCCGGTGTCGGG

	24513_33
	34
	[C/T]
	ACTGCAGAAGCTGCACTCACCTGCTCTATCTATCTA

	24514_4
	5
	[C/T]
	CTCGCGCGTCCGGCAGCGCTTTGCCCTTGGGACAGT

	24519_11
	12
	[G/A]
	TGTGGCAGTCAGGCAGAACATTGCATTACTGTTGTT

	24520_31
	32
	[C/A]
	ACGAGAGACTCGGCATTGAGCTGCTCTACAGCGAAC

	24521_26
	27
	[T/A]
	CACTTAAGAGTGGCAGGCTTCTGCTGTGGGTGTGCA

	24525_8
	9
	[T/G]
	GTGAAACTTTAAGCACTGACCTGCTGTGTGTTTTAA

	24528_15
	16
	[C/T]
	GTGTATATAAATGCACGGTAATGCGGTGTGACTGAC

	24533_6
	7
	[C/T]
	GCTTATCACACAGCACTGAGCTGCTGCACATAATCA

	24547_24
	25
	[C/A]
	GTACACTCAGTGGCACGTTTCTGCCTGAGTGTTTGG

	2455_26
	27
	[T/A]
	AGCTATGGAAATGCATTCTGATGCACTCGCAGAGAC

	24551_20
	21
	[C/A]
	CAGCTGGATGGGGCAAGATTCTGCCCCTATCTATCT

	24553_34
	35
	[A/G]
	GTGATCCTACTAGCAAGAGAGTGCAAATACCCACAA

	24555_25
	26
	[G/A]
	CCAGCAGCAGCAGCATCATCATGCCGGCTCCTTTAC

	24560_25
	26
	[G/A]
	GTCCAGCCCAGTGCACGAAGATGCTGATTGACCCCG

	24562_15
	16
	[C/T]
	CAGTCTGAGTCTGCATGTGTGTGCGCGTGTGTACGC

	24567_16
	17
	[T/G]
	TCACAGCTGTGTGCATGGGTTTGCAGTCACACATCG

	24572_33
	34
	[G/T]
	GTATAGTTACACGCAATAGGGTGCACGTTGAGAGCT

	24575_19
	20
	[A/G]
	TTCACCATGCCAGCAGATCAATGCCTGGCTGAGCCC

	24578_17
	18
	[G/A]
	TAATGATGATGAGCATGGAGTTGCGCAGGCTTGTCC

	24579_11
	12
	[C/T]
	GGCCCATCATACGCATTCCTATGCAGCGCTGCAGAT

	24580_29
	30
	[G/A]
	CCAGCGACTCCAGCAGCCCCCTGCGTAACGGCGTGG

	24581_20
	21
	[G/A]
	TGATTTTACTCTGCAGCTGCGTGCGTACTCAGGAGT

	24582_32
	33
	[C/A]
	CTTCAAGATGCAGCATAAGAATGCAGCAAAGCCGAG

	24587_11
	12
	[T/C]
	AAATGCCCTTTTGCAAGTCTTTGCATGAGATGGCTC

	24593_24
	25
	[A/G]
	TCTCCCGTATTTGCAGACGTTTGCAATTGCGCTTTG

	24598_19
	20
	[C/T]
	GAGCCTACAGGTGCATGGCCGTGCTGGAACAGGTTT

	24603_28
	29
	[C/T]
	ATTGAAAAACATGCACAGTTCTGCTCGGCTGTAGCT

	24604_32
	33
	[C/T]
	CACAGGTAATATGCAGTGGGGTGCCATGCCATCCAT

	24605_26
	27
	[C/T]
	GCCTGAGCAAGAGCATCCTCGTGCTTCAAACACACA

	24606_6
	7
	[C/T]
	TTGGGTCTAAATGCAAACACCTGCGTTTATTCTGCT

	24608_18
	19
	[A/G]
	AACTCAGGTTTAGCAGACAGCTGCTAAAAGGGTCAA

	24610_32
	33
	[T/C]
	TGTGTACTAAAAGCAGTCCTGTGCCAGACACATGGG

	24611_9
	10
	[C/T]
	TTCTCCGCTCCAGCAGAGTGTTGCTATCTGGAAATC

	24612_25
	26
	[A/G]
	TAGTTACTGGTAGCACTCCAGTGCTAGGTTGTGTTT

	24614_5
	6
	[G/A]
	AGACTGTCAGTGGCAGTGCCATGCAGACCATGCTTA

	24617_28
	29
	[C/T]
	GATAAGGGACGAGCAGATTTTTGCGTAACCTTTTTT

	24619_34
	35
	[A/G]
	ACACCATGATGAGCAGGAAGGTGCAGGCGAATACAG

	24625_4
	5
	[G/A]
	GTGTGAGTTATAGCAGGCTAATGCAGCTCACATTTA

	24628_31
	32
	[G/A]
	GGGGACTAGTGCGCAGCTGCCTGCCTGTCTGGAAGT

	24629_3
	4
	[T/C]
	AACTTGTTGCTTGCATGACAATGCCCCTGTGTACAC

	24630_30
	31
	[G/A]
	GAATAGCAAAACGCAAGGCTTTGCCATCTTGAAGGC

	24633_34
	35
	[C/T]
	GGCACTAATGAGGCAGTTGCGTGCGGCAAGGTCTCT

	24636_11
	12
	[A/G]
	AAAAACAGCACAGCATCTTAATGCCTGGTTTGTTCC

	24638_8
	9
	[T/C]
	GATAAATCCTGGGCAAGCTCCTGCAGGTAAGACTGA

	24641_17
	18
	[G/A]
	GTGTCACTCTCCGCACCGGCCTGCTGCTGAGATAGA

	24643_26
	27
	[A/G]
	CCAGCTCAGCAGGCACATGAGTGCTGAATCTGTAGA

	24644_9
	10
	[G/A]
	TGGAAACAGGGGGCAATTAAGTGCCTGTGAAGCTGA

	24646_34
	35
	[G/C]
	AACTGCGTGTGTGCATTTGCGTGCGTGTGTGTGTGT

	24648_25
	26
	[C/T]
	ACCTGCCGAACGGCATCTTATTGCTCAAACAGCTGT

	24649_26
	27
	[C/T]
	GAGTGGTCACTCGCAGTGAGTTGCATCTTAACACAT

	2465_19
	20
	[C/T]
	ACACACGACACCGCAAGTCCGTGCAATCCGAATTAG

	24654_33
	34
	[C/T]
	GCAGCAGTGTGCGCACAAGCCTGCCATAGCTCTCTT

	24656_8
	9
	[G/A]
	CCACGGGCGGAGGCAGAGGGCTGCTGGTGTTGTTGT

	24659_28
	29
	[A/C]
	GGATTAAACCAGGCACCCTGATGCTGCAAGTTTTGA

	24664_5
	6
	[A/T]
	AATTAAGTGGGAGCAGTGCTGTGCATACCTCCATAG

	24668_32
	33
	[T/A]
	TGGGAGGCGTAAGCAAAAATTTGCTCCCAAGATTAC

	24670_18
	19
	[G/A]
	AATAAACCGAATGCAGCGGGCTGCTGGAAACAGAAG

	24671_27
	28
	[T/C]
	GAGTCACAGTCAGCACAAACGTGCATATGTGCTGTA

	24674_11
	12
	[A/G]
	TTGTGTTCAGGAGCATTGTCATGCTTGGGTCTTGTC

	24676_8
	9
	[C/T]
	TGCATGTTCGTTGCATGTGGGTGCCAAAACTTTCAC

	24677_31
	32
	[C/G]
	CCTGAGGAGGGCGCAGTGCTTTGCAGGTTCTCAAAC

	24678_1
	2
	[A/T]
	TAGTCCCACTGAGCAGCCTTGTGCTGTCACCTGGGA

	24679_17
	18
	[A/G]
	ACCAGAGCAGCGGCAGAAACGTGCGTGGAGAACACA

	24688_4
	5
	[G/A]
	GAATGGAAAAGTGCAGATTCCTGCTGAGAGCCAACA

	24690_28
	29
	[C/T]
	GTGTTTCTGTCGGCACGTTTCTGCTCACCGGATCGT

	24693_26
	27
	[A/T]
	CAAATACACTATGCACTGAGGTGCCAAGGTGCCACT

	24697_15
	16
	[G/A]
	AAGCGCAGTTTTGCAGCCGAGTGCCGAGTCTGCAGC

	24703_32
	33
	[A/G]
	GCCAGCAATGTGGCACATTGATGCACTGGGACAAAA

	24708_24
	25
	[G/A]
	TAATGCGCTCTGGCACATGTGTGCGTTTTCTTGCAA

	24710_9
	10
	[T/C]
	AACAACCAGTTAGCATTGTTGTGCTAGCAGCTAACA

	24713_28
	29
	[A/G]
	AGCATGGTGGTGGCAGCATCATGCCGTGAGCACGGA

	24724_9
	10
	[C/T]
	CCCCGTGATCTGGCAGCGTGCTGCTGTTGTAAACGA

	24725_28
	29
	[G/A]
	TGTGTGACGAGGGCATCACTCTGCAATAGACTGGCA

	24730_7
	8
	[A/G]
	GCGAGTCAAGTGGCATATGTTTGCCTTGCAGATCAA

	24733_24
	25
	[G/A]
	CACTGCCAGGAAGCACTGCACTGCGATGGTCTGAGA

	24736_31
	32
	[G/A]
	TAAAGTGTGTGTGCATGTAAGTGCGTGTGCGGGTGT

	24741_7
	8
	[C/G]
	AGCTGGCCGTCTGCAGCGCCATGCCAGAGCAGATCG

	24744_4
	5
	[T/G]
	GAGATTTTCTGTGCAGGCGAATGCGATTGGTAGATC

	24745_20
	21
	[G/T]
	GAGGCTGAGGCAGCAGCCCCGTGCCACCATTCACCA

	24746_34
	35
	[G/T]
	ACAATAACTGTGGCATCATTGTGCGATCCATAGTGA

	24755_30
	31
	[C/T]
	AAACCAGGAACTGCACACTTCTGCGCTGCTCACACA

	2476_8
	9
	[T/C]
	CAAAGACCTCCAGCATTGCTCTGCTGTTCTATCTTC

	24762_26
	27
	[C/T]
	ATATCCTTTAGCGCATTCATTTGCACCGTGCCTGAC

	24763_27
	28
	[G/A]
	GACAGGAAGTCAGCACGCAATTGCCATGAGGCATTA

	2477_2
	3
	[T/G]
	GATGCAGCAGGAGCAGCAATCTGCAGAGATACTGTT

	24770_16
	17
	[C/T]
	TTTTGTGGGATGGCATCGGTTTGCTTTTGCAGTCCG

	24771_2
	3
	[C/G]
	CTCTACCACATAGCAGCAGACTGCAAATGGAACAAA

	24775_3
	4
	[G/A]
	AAAGAACACCAGGCAGAGAGGTGCCCTGTCTGTCCC

	24778_30
	31
	[C/T]
	TCAATTACGGTTGCATTAGGTTGCTTAGTCCGGCTC

	24785_34
	35
	[A/G]
	CCATTATTTCCAGCACACTTGTGCTTCACGGGGAAA

	24787_34
	35
	[G/A]
	TCTGAGAATGATGCAGAGGTTTGCAGATGGCAATGT

	24792_9
	10
	[C/T]
	GGCCCGCTTCAAGCATTGACCTGCAGACTAATTGCA

	24798_10
	11
	[C/T]
	GAGTAACGCTCAGCATGATGCTGCCACCACCATGCT

	2480_18
	19
	[T/C]
	TTAGAAGGTGACGCAGCCTGATGCTAAGATTAGATA

	24800_3
	4
	[T/C]
	ATCTGTCTCCCGGCACAGTGCTGCTCTGAGCCCTAG

	24807_18
	19
	[C/T]
	ATGCTACATTATGCAGTCCTGTGCTCTGATGCAATA

	2481_10
	11
	[T/A]
	TCTGGCAACATAGCATGACACTGCTGCTGATACATT

	24810_19
	20
	[C/T]
	GCAGTACAACCTGCAGCCTCCTGCCTCTCCACACCT

	24811_16
	17
	[G/A]
	GCACAGAGAGATGCACGTACATGCACACGCATCTTT

	24825_3
	4
	[G/A]
	GAAGGTGATATGGCATGGACATGCGTGGCTGCTAAT

	24826_20
	21
	[G/A]
	TTTCCCTTGTTAGCATGCGCGTGCTAGCACACCACA

	24829_31
	32
	[C/T]
	ACACACACAAACGCACACATTTGCACATCCCCGTAC

	2483_32
	33
	[G/A]
	CCTCCGGTGTGTGCATGCACATGCACATTTGTGTGT

	24831_31
	32
	[G/T]
	TATCTCAGTTCTGCAGGCACATGCTACAGGTGTTGC

	24832_31
	32
	[T/C]
	TGATCCGAAGTGGCACGTGTTTGCGCCGCATTAGCG

	24833_20
	21
	[G/T]
	CAGCCTCGGGCAGCACTGTGGTGCCGCAGGTAGTGC

	2484_27
	28
	[G/A]
	GTAGCCTGCCAGGCAGGGGAGTGCATGGAACCTTGA

	24841_32
	33
	[G/T]
	AATGTGAGACTGGCATGCAGCTGCTCAGCCATGAAC

	24853_34
	35
	[T/C]
	GCATGGACCTGTGCAAAAGTGTGCAAAGTAACTTTT

	24856_2
	3
	[G/A]
	GAGGCATCTCCTGCAGAATGCTGCTTGCATGCTAAA

	24861_7
	8
	[C/T]
	TATATCTCCGCTGCATTATACTGCCCGAGTGCTGAT

	24867_5
	6
	[C/G]
	ACTCACAGACACGCAACACAATGCAGACACACAGAA

	24868_2
	3
	[T/C]
	TGTCCTGTGTAAGCACTGAGCTGCATGACTGAAATT

	24870_26
	27
	[G/C]
	AGAACTTGGACAGCATCTGTTTGCCTGTAAAGACAT

	24877_7
	8
	[G/A]
	AAATAGCGCCCTGCATGTTTTTGCATCAGTAAACGA

	24880_34
	35
	[C/A]
	GAGCCAGGTCTGGCAAGAGAGTGCCGATCATCTGCA

	24885_7
	8
	[G/C]
	GACTTCAGTATAGCAACACAATGCCAGGCTCACAAC

	24889_1
	2
	[A/T]
	CAGAAAGCAGAAGCACTCCCGTGCTCTTATTTCCAC

	24892_27
	28
	[A/G]
	TTAATCTGTCATGCAGTTCATTGCTACAAGACGCCT

	249_20
	21
	[T/A]
	GTTATGTAGTTGGCAACTGATTGCCACAGCTCCAAC

	24919_4
	5
	[C/T]
	CCCTCAGGCCAAGCAGGGCTGTGCAGATGTGTACGA

	24924_33
	34
	[G/A]
	AACACTGCTCCAGCAGACTCGTGCCTGTTAAAAAAA

	24929_6
	7
	[A/T]
	TAACGGAGACATGCAGCTGTCTGCATTCTAAATAAC

	24933_25
	26
	[G/A]
	CACCTAGCCGGGGCAAATCAGTGCCGGTCCGTGGCA

	24934_18
	19
	[G/A]
	CGTGACACAAATGCACGCGCCTGCTTCTGTTCCACC

	24936_19
	20
	[C/T]
	CTGAAAGGGGCAGCAGGCCCGTGCTCCAATGCTGCA

	24946_16
	17
	[G/A]
	CAAAGGCACACAGCACGCATTTGCAGATAACGCACA

	24948_8
	9
	[C/T]
	TCATTTTCCGTCGCATTCATTTGCATGGCGGAGGGA

	24951_5
	6
	[G/A]
	TGCTGGGATGAGGCATCTAAATGCAAAGGCTGGAGG

	24954_6
	7
	[G/C]
	GTGTGTGTGCACGCACTGCTTTGCTTTGCATCTCTC

	24955_32
	33
	[C/T]
	TTTCTGCCTTGTGCACAACGATGCTGAGTGGACTCA

	24957_2
	3
	[C/T]
	TTCCCCTATGATGCACCGAACTGCCAGCCAGGCGAT

	24964_31
	32
	[C/T]
	TCACCGAACTGTGCAGAACTGTGCAATTGTTCCCCG

	24965_10
	11
	[C/G]
	CCAGGCTGTCCGGCAGAACGCTGCAGGAGGGATCGT

	24967_2
	3
	[A/G]
	GAAAGACGCAGTGCATAGAGCTGCCTGGTTTGTACG

	24972_19
	20
	[G/T]
	GCTCTGTGACTCGCAGAGTGTTGCCAATGGATCTGC

	24973_6
	7
	[A/G]
	CATTGTACGCAGGCAGACTCGTGCCCTCATAAGGAC

	24974_20
	21
	[G/C]
	CAGACGATCTGTGCACTGCTGTGCTGTCGGCCCATC

	24977_25
	26
	[G/A]
	AAAGCACATAGGGCATGGTGCTGCCGTTAGCACACC

	24979_8
	9
	[G/A]
	CAGCGACTGAACGCAATTCCTTGCCAGTGACACACA

	24981_2
	3
	[T/C]
	TGCGCAATCTCAGCACCCAGCTGCAAATAGTGTCCA

	2499_5
	6
	[A/G]
	GGGTGACATTCTGCAAACTCCTGCAGGGTCTCCAGT

	24991_19
	20
	[A/G]
	CAGCATAAGTTTGCATGGCATTGCACTTCTGCCTCA

	24998_28
	29
	[G/A]
	GAAACTTGGCTGGCATGTGTGTGCCTCCGCCATTAG

	25004_1
	2
	[C/T]
	TCTGCTGAATCAGCAGTCCTGTGCAGCAGTACATGA

	25011_27
	28
	[C/T]
	TTTAGGCCAGGGGCAGACAAATGCAAACGGGACCTT

	25015_25
	26
	[C/T]
	TGGACGAGGCCAGCAAGAAGATGCACCGTCAAATCA

	25018_32
	33
	[A/T]
	TAACTTGGTCTGGCACATTGCTGCCCTTTTACACTG

	25028_27
	28
	[T/C]
	AATGGGTCAATGGCAGGCACGTGCTGTTGTGGTCGA

	25029_19
	20
	[G/A]
	AAGTAAGTATGCGCATTCCGGTGCAGCCCATGGGAA

	2503_11
	12
	[G/C]
	TGATCTTGGCTCGCATTTCTCTGCACTGCATTTCTT

	25034_28
	29
	[C/T]
	GATGTGAGACTTGCATGCAGCTGCTTGTCCATGAGA

	25037_3
	4
	[C/A]
	GACCGGTCCAGGGCAGCTCTATGCCCTTTCCACACG

	2504_15
	16
	[T/C]
	CTCTAAAGGTGAGCATTTTTGTGCCCAACAGACTTA

	25043_27
	28
	[T/C]
	CTTTGCACATCTGCATGACGTTGCTCCTAATGCTTC

	25046_26
	27
	[T/C]
	AAGGGTGATGGAGCAAACACATGCTTTTTTCAAGAC

	25049_19
	20
	[C/T]
	TCTCCAAATTACGCAGCTTCCTGCTGGGTGAGTAAC

	25060_3
	4
	[C/T]
	TACCGTGTGTGTGCATGCATATGCGTGTGTGTGTGT

	25061_10
	11
	[G/A]
	ACCAGAGCAAGAGCAAAAATGTGCATGTGTACGAGC

	25074_10
	11
	[G/A]
	CCGAAGGTACGGGCAGAGCTGTGCTTCAAACACTTT

	25075_30
	31
	[G/A]
	CTTTGACCTGTTGCAGGTGTCTGCGTAGGAGGTCAT

	25078_34
	35
	[C/A]
	GAATGGGTAACAGCACACTTTTGCTGCAAGGATTCA

	25079_16
	17
	[G/T]
	GACACTCATGTCGCATGAGATTGCCTGGCTCACATT

	25080_8
	9
	[A/C]
	GCACAACGACATGCAATTATCTGCCAGTAGTGGTAA

	25081_33
	34
	[A/G]
	TGAGGGTCTGGAGCAGATCAGTGCTTTCCTGTCATC

	25084_5
	6
	[A/T]
	GCCAAAGATGGGGCAACAACCTGCCAAAAGTCTGAA

	25088_34
	35
	[G/A]
	ACGTGTAATGACGCAAAGCTCTGCTCAAGTTGCCGA

	2509_30
	31
	[T/C]
	ACCTTAGTAAGGGCACGAAGCTGCCCCCTATATTCT

	25090_17
	18
	[C/T]
	TGCTTAGGAAGGGCAAGCAAATGCCCTGATCTTCCA

	25093_29
	30
	[C/T]
	ACATACCTGCAGGCAGCCTCCTGCACTCTCTTATTG

	25094_29
	30
	[C/T]
	GTTAGATGAGCAGCACTCTCATGCTCTCCCCTCTCT

	25098_27
	28
	[T/C]
	CCAGTTGTAACTGCACCCTTGTGCATCTCACTGCCC

	25102_6
	7
	[G/A]
	TTAAGCGGCGGCGCAGATTTATGCTCTTCTTCCTCG

	25106_19
	20
	[C/T]
	CTGCGGGCAGGGGCACATTCATGCATCAAAGTGACC

	25115_29
	30
	[G/A]
	CCCTGTATAATGGCAGATGCGTGCTTGTGGCCCAAA

	25119_1
	2
	[C/T]
	CTTTCCTGTCTGGCACCTCTGTGCTGGAATGAACTT

	25123_6
	7
	[G/A]
	TAGAGCGAACGTGCACTGTGGTGCGTTCACTTGCTG

	25125_17
	18
	[A/C]
	AGAAAAGGGGCTGCAAACTTTTGCACACTGCACGTT

	2513_15
	16
	[G/A]
	GAAGCCTGTGTTGCAGAAATATGCAGATAAGCTGAT

	25132_2
	3
	[G/A]
	AGGGTTGTAGTGGCAACTTGTTGCCAGTGGTTGGAT

	25133_8
	9
	[C/T]
	ACACTGTCCAGAGCATCACACTGCCTATGTTGGCTT

	25135_10
	11
	[G/A]
	ACTCGGAGCTGAGCACAGAGCTGCAGCAGCTGCGCA

	25137_26
	27
	[G/A]
	GGCTTCTCCTGTGCACAAAGGTGCTCGAGGTTTGGT

	25140_25
	26
	[C/T]
	TGTGTCTCACGAGCATCTGCATGCACACACACACAC

	25151_34
	35
	[G/A]
	AGGCTACCTGTGGCACCACCATGCCGCCCTAATGGA

	25157_8
	9
	[T/C]
	TTGAGCAATGATGCATCTGATTGCGTTAATGCTAAC

	25162_10
	11
	[C/T]
	GGTTTGAGTGCCGCATATTTATGCTGGACAGAACCA

	25163_2
	3
	[G/A]
	ACGTGAAAATCAGCATAACTGTGCAGAGGTGTGAGA

	25175_10
	11
	[G/A]
	CGTGGGGTACATGCAAAGCCCTGCAGTGAACAACTA

	25181_31
	32
	[G/A]
	GGCACGGACAGTGCAGTTTAGTGCTGCATGGGTACA

	25187_2
	3
	[G/A]
	GCGTTTGTGCGAGCAGACTGTTGCTTAAAGCATGTT

	25191_7
	8
	[G/A]
	GATGGATGAAGCGCAGCTACCTGCTGTGCGCACGGT

	2520_32
	33
	[G/C]
	TAAACTTAATGGGCAGTTTAATGCTGTGATGGGCTC

	25206_15
	16
	[G/A]
	TGTCAGTCCACTGCAGTTCCATGCCATGTACACACA

	25207_19
	20
	[T/G]
	AACAATGCAGCTGCAGACTTCTGCTCCAGGGGATTT

	2521_29
	30
	[C/T]
	CATTGTCAAAAGGCATAAAGCTGCTTCTCCCTCGGC

	25213_9
	10
	[C/T]
	CCTGCACCGCGTGCAGGGCAATGCTGTCCTGCCAAC

	25214_26
	27
	[A/G]
	CACCGCACAGCCGCAGATCGGTGCAGAACGAAAATA

	25221_9
	10
	[T/G]
	AAGTGTTATTCTGCACCACCATGCTTCACTGTGGGT

	25227_26
	27
	[A/C]
	ACAGGTGGAGCAGCAAGCAGGTGCAGAAGAATTACA

	25228_31
	32
	[C/T]
	ACCAGATGCGAAGCAAAACGATGCTAAATCTCCCAG

	25232_11
	12
	[G/A]
	AGAGTCCACCCGGCATTTTCGTGCACAAGGAAGGAA

	25233_19
	20
	[T/C]
	GCTCACACACCTGCACCTGTATGCAGCCATGACGTA

	25236_7
	8
	[A/C]
	GCATCTTAAAAAGCAGCTGCCTGCCAGTCAACTCTT

	25237_17
	18
	[A/G]
	CAGGAAGTAAAAGCAGAGAAGTGCTGACGGAAATCT

	25238_16
	17
	[A/G]
	CACAAGGACACTGCAAGAACGTGCAACATTCCACAC

	25245_15
	16
	[C/T]
	CCAAAAGTCTCTGCACGGCCCTGCTTAAAACTATAA

	25250_5
	6
	[G/A]
	GCCTCGGTCATGGCAGGCTGGTGCTAAGTAATGTCT

	25254_16
	17
	[G/A]
	GGATGTTTGCACGCAGGAAGTTGCCCTCATACTGGG

	25260_24
	25
	[G/T]
	CAAAAGAATTTCGCAGGGGGGTGCGGAAGCTCAGGG

	25262_4
	5
	[G/T]
	TCGTGTTGGGTGGCACGAGTCTGCTTTGGGCCCCGT

	25263_4
	5
	[C/T]
	CTATCAGGTCACGCATTGACATGCAAAGAAACTCAC

	25273_17
	18
	[G/A]
	CAGTGCTACCTGGCACCGGCATGCCATCCTGGCCAG

	25280_17
	18
	[T/C]
	AGGCAGGTTCCTGCATTTCGTTGCTTGTTAATGGCA

	25281_32
	33
	[G/A]
	TATCATCGTCCAGCATTCCACTGCCTCCCTCTGAGT

	25282_7
	8
	[G/C]
	AGCTCCAGTGTGGCATAACAGTGCTGTCAGAGAGGG

	25283_28
	29
	[A/T]
	CTCTCTCTCTGTGCATGCCTGTGCCTTTTATCGGAT

	25284_17
	18
	[A/T]
	TGCGGCAGCGACGCAGGATTCTGCAAGGGCGGCAAA

	25285_7
	8
	[G/A]
	CCAAAGCATTCCGCAGTGACGTGCCATGCTTTGGCA

	25298_16
	17
	[T/C]
	TTTTAAATGCAGGCAGTACGTTGCTCACTGTAGACC

	25303_28
	29
	[A/G]
	CCCATGTGAAGGGCAGGTGTGTGCGTGAAACTCTTG

	25306_20
	21
	[A/T]
	TGGAACAGTTTCGCACTACCTTGCTGTCTGACTCCA

	25309_34
	35
	[C/T]
	GCCTGTTCTCCAGCAGAACCTTGCACTCCTGCCTTA

	25320_16
	17
	[G/A]
	GGAGCATGGTGAGCACGGGGATGCAGCTTTATCGAC

	25322_11
	12
	[A/G]
	TCGCTGGACACGGCACGCCGGTGCTGAAGGTCTCGC

	25326_11
	12
	[T/G]
	GGAGACTTCAGTGCACATCAGTGCAATCAAGGGGCA

	25327_28
	29
	[A/G]
	AAAGAAAAGTCTGCAGGTTTTTGCGAAAAACTGAAA

	25329_27
	28
	[G/T]
	CTGGACAGGGTGGCAAACCACTGCAGAGTACCATAC

	25330_4
	5
	[C/T]
	TGTCCTGGTTCAGCAGGCCCATGCATGCTGAGCAGC

	25333_31
	32
	[C/A]
	TGCGTCACATCGGCATCGAGTTGCTGGCCTGCAGCT

	25335_32
	33
	[C/A]
	TGAGTCATACCGGCACTGCTGTGCTGCTGCTGCTGC

	25339_32
	33
	[C/T]
	GAGCACAGGTGAGCAGGGTAATGCACCAAGTCCAAA

	25340_16
	17
	[G/A]
	GCTCACTCAGGCGCATAAAGCTGCCCTCCTCCAGAC

	25341_9
	10
	[G/A]
	GAACGTGGCGAGGCAGTCGGGTGCATGAGTTCAACG

	25343_19
	20
	[G/A]
	ACCCAGAGATGGGCACTCAGCTGCCAGGTTATCCCC

	2535_8
	9
	[C/T]
	ATGGCTTTCAGAGCATAGTTTTGCACTGATGTCAGC

	25364_2
	3
	[G/A]
	AGGAGGAGATCAGCAGGGGTGTGCCTCGGGTCCCCG

	25366_28
	29
	[C/A]
	GGGAAGGTTTTGGCATCACTGTGCCTCACTGTAACT

	25373_1
	2
	[T/A]
	TTCTGATTCATAGCACCGGGCTGCAAAGGATCAAAG

	25383_15
	16
	[G/A]
	CACACGTTTAGTGCAGAACAGTGCTGTGAACTGCAT

	25384_10
	11
	[G/T]
	CTGCTGGGATGTGCAGGACAATGCAGCTGTCACTTG

	25385_25
	26
	[C/T]
	AGCTACTGCAATGCACAATGATGCACATCGGCAGCT

	25388_31
	32
	[T/C]
	CATAACAGATGTGCAGTACGCTGCAGTGAACTGGTA

	25391_3
	4
	[T/A]
	ATGTGGCCCAATGCAATGCTCTGCTTCCAGAAGATG

	25395_4
	5
	[T/G]
	TCACTATCTGCTGCAGGGGTTTGCAGTCTAAAACAG

	25396_31
	32
	[C/T]
	TCTCTCTCCATTGCAGTCCCATGCCTGTCTTCTATA

	254_26
	27
	[G/A]
	TGTTGGCTTGAGGCACATTTTTGCTTGGGCGTGAAC

	25405_33
	34
	[T/G]
	AATCTGAGCTGTGCATGGAGTTGCATCAAGTCCTTA

	25421_6
	7
	[T/G]
	ATTAACGCGTATGCATTACGCTGCTCGATTGAAACG

	25422_31
	32
	[T/A]
	GGCTTTGTGGTGGCACAGTGGTGCAGTGGGTTACAC

	25429_30
	31
	[C/T]
	GATTGTAACATGGCAAATTGCTGCTGGTCTCGCACA

	2543_20
	21
	[C/G]
	ATTTTTGGATCGGCACTCGACTGCTCATGAAATACC

	25431_5
	6
	[G/C]
	GGGAGGACCAATGCAGCTGTGTGCAAACATAGTGGC

	25434_24
	25
	[C/A]
	ATGTTACGGATGGCACGGCGGTGCCGCAGAATCCAC

	2544_8
	9
	[T/G]
	ATTTCCCATATGGCAGAGAGGTGCATGTGCATTTTT

	25444_1
	2
	[A/T]
	TAAATGGCCACAGCAAAACAATGCAATAGGTAGCAA

	25446_32
	33
	[G/A]
	GGAAAACAATTTGCACAGAGTTGCCAGGTCACGGCT

	25447_7
	8
	[C/T]
	GGCGTGTCCTTGGCATTGTTTTGCGCGTTGACGTTG

	25453_16
	17
	[A/C]
	GAGGACAGAAAGGCAGACAATTGCTTTGGCTTCTAA

	25464_28
	29
	[A/G]
	GAACACAGCTCAGCATCATTCTGCATTCATGCGAGT

	25466_31
	32
	[G/A]
	CAGACTGCAAATGCAGATCAATGCGCTTTACGTAAA

	25467_33
	34
	[G/A]
	CTAAAGTGGTGGGCAGCCCTGTGCACAGCACCCGGG

	25472_31
	32
	[G/A]
	TTACGCTGTCAGGCAGTGCGATGCAGCAGCTGAGCA

	25473_9
	10
	[C/A]
	ATGTGTGAGCGTGCAGTTGTCTGCAGTGATCAAGCA

	2548_11
	12
	[G/A]
	TGCTGTGGTGGGGCATGCTTATGCTGCACAGATCCA

	25480_16
	17
	[A/T]
	GACGCCTCCGACGCAGATGTTTGCGCGGGCGCTAAT

	25483_28
	29
	[G/A]
	GGAACACAACCGGCATCTTCATGCGCAAGGCGGGAA

	25484_25
	26
	[C/G]
	TTGTCTGTCGGTGCAGGCGTTTGCACAGGACTAACC

	25485_2
	3
	[G/A]
	ACGTTGATAGGTGCAAGGCCATGCAAGGCTTTAAAG

	25489_1
	2
	[T/A]
	TTATCCCAGCTGGCAATTCAATGCATCCGATAGCAA

	25490_10
	11
	[A/G]
	TGTTTTGCAGAGGCAAACAAATGCCTGCATTCAGTC

	25492_24
	25
	[G/A]
	GTGTTAAACCGTGCAGCAAAATGCGCCGATTAACAT

	25499_31
	32
	[G/A]
	ACGTACACGGCAGCATTCGTCTGCAGACAGCGAGTA

	25500_32
	33
	[A/T]
	TGATTTGATGTGGCATTGGGTTGCTGACCTGGAGCT

	25501_16
	17
	[A/T]
	GCTGCTGAAAAGGCATAAGGCTGCGTGTGACAGTGA

	25504_26
	27
	[G/C]
	GAATGGACCGTGGCAGCATGTTGCAGGCTGCCCTGC

	25510_34
	35
	[A/T]
	TTAAGGCACTGTGCATATTAGTGCACGGACTGAAAC

	2552_3
	4
	[G/A]
	ACAGCACATGATGCACTGTGATGCATTGGGGTCGCA

	25522_3
	4
	[T/C]
	CATTTGTGTTGTGCAGAGCTCTGCCCTCGAAGGCAG

	25523_19
	20
	[C/T]
	ATTACACGTGATGCATCCTCGTGCTGAAAATGTGAC

	25525_7
	8
	[G/C]
	TGGATCTGTGGAGCAAAACAGTGCCGAAGAGCAGAA

	25533_31
	32
	[A/G]
	TGCAAACAAACTGCAAGGGGTTGCTAAACGCGAAGC

	25534_24
	25
	[G/A]
	CAAATCACCCAAGCATTAGTCTGCGTGGAGCTGGCA

	25535_19
	20
	[G/A]
	CTGAACTGACAGGCACTGTGATGCCAATTCCAGCCA

	25536_16
	17
	[C/A]
	AAGCTTCAGAAAGCAGCAGGATGCTGAACAGAAAAG

	25537_27
	28
	[C/T]
	TACTGCGCTGGAGCAGTAGAGTGCGGCCGCCACTGC

	25538_18
	19
	[A/G]
	TGGTGGAGGTCAGCACTCGCCTGCAGTTGACCTTGA

	25539_30
	31
	[A/T]
	TATAAAGTAGCTGCATCGATCTGCATTCACAAGCAT

	25544_5
	6
	[T/C]
	TCTTATGCCCATGCAAACAAATGCAGCAGTGAAGTG

	25552_20
	21
	[A/G]
	TCAGATTCTTGTGCACTGTGATGCGATCAGATTTAG

	25553_1
	2
	[A/T]
	GATCAAAAAAACGCAGGGTCATGCAGGTCTCAAACG

	25554_32
	33
	[T/G]
	CCACTGCTCGGGGCAAGTGTGTGCTGTGACTGTATG

	25559_1
	2
	[T/A]
	ATGCATATCTCAGCAAGCCTGTGCAAGAGCCGCTTA

	25560_9
	10
	[A/C]
	TGTAGTTAAACAGCAGTTAACTGCCTCAGTCAGGTG

	25562_6
	7
	[A/T]
	GCTTACAATAAAGCAGCGATTTGCTGGCTTGGACAG

	25568_10
	11
	[G/A]
	GGATTCAAACGTGCAATCACTTGCACCACTCAGGAG

	2557_34
	35
	[T/C]
	TGAAACAGATGTGCAAACGCTTGCACAGACAGCTCG

	25571_2
	3
	[C/A]
	GGCTTTATTGAGGCAGAGCAGTGCTGAGGAGGCTGG

	25575_33
	34
	[G/T]
	CATGGGTCAGCAGCAGGACCATGCGTGGGTCACGTG

	25576_16
	17
	[A/G]
	AGGTGTCGCATCGCAAAGGGCTGCCGCATGTCATCT

	25577_17
	18
	[A/G]
	ATCATTCGCACAGCATCAGGTTGCATGAGTGCTCTG

	25580_1
	2
	[C/G]
	ACATGGCATCTTGCATACCTTTGCAGCTGCGTGAAG

	25587_20
	21
	[C/T]
	AATGCACCAGCAGCATATTTCTGCCCTTTTATCCTG

	25590_25
	26
	[G/A]
	ACTTTGTGCACAGCATTGTCATGCTGAAAGAGGTTC

	25593_30
	31
	[C/T]
	GAGGACAGCCCGGCACAAGGATGCTCTTTCCGTCTT

	25594_19
	20
	[T/G]
	ATTAGCTGAGCTGCAAGTTTTTGCTGGTGTTTATTA

	25606_7
	8
	[A/G]
	GTGCTGTAGACAGCATTCCTTTGCCTGATAGTGTTA

	25615_9
	10
	[T/A]
	GCAGAAACGTACGCACTGCAATGCCAGCTCAAATTA

	25625_26
	27
	[C/T]
	TTGTAAAGCAATGCATCAAACTGCTTCCGCCGCCCG

	25628_3
	4
	[T/G]
	GAGTTATAGCCTGCAGCAACATGCAGAAAGCTTGCT

	2563_15
	16
	[G/A]
	GAGAGGCCAAAGGCAGACAAATGCCTGACAACTCCA

	25630_30
	31
	[C/T]
	CGAGAACACTAGGCACGTCAATGCCAAGAACGAATG

	25634_4
	5
	[C/A]
	CCTGCCGTCTGTGCAGATGAATGCAGCCTGAGCGCT

	25638_4
	5
	[G/A]
	GATCGTTAAAGGGCAGGTTTGTGCCTTTTCGCTAAA

	2564_34
	35
	[C/T]
	GGCCGTCGATCAGCACGTGCTTGCTGTTAGTCCTCC

	25642_27
	28
	[C/T]
	GAGGATGTCGCTGCACAAACCTGCCCTCAGACGCAG

	25644_24
	25
	[G/A]
	AATCACCAACCAGCATGTTGTTGCGAGGTGAGAAGA

	25650_20
	21
	[T/G]
	ACCAACTGTCAGGCAGGGTGTTGCATGGGTAAGGAT

	25653_33
	34
	[C/A]
	CAATACCTGGGTGCAGATGTCTGCTGTGCATCACTA

	25673_7
	8
	[C/T]
	CAATTACCGCAGGCATTCGAATGCAGATTTCTGCTC

	25677_26
	27
	[C/T]
	CGAGTGGCGAGTGCACGCGTGTGCGTTTGTGTGTGT

	2568_28
	29
	[C/T]
	ATACAGACAGCAGCAGCAGTCTGCCTTTCAAAAACA

	25685_32
	33
	[C/T]
	ATGTGTCATGTCGCACAGGCTTGCACATGTGGCTTT

	25686_16
	17
	[T/C]
	ACTTAATAGCTGGCACTCAAATGCCAAACTCGGCAT

	25688_1
	2
	[G/A]
	CGATTCAGAGCTGCAAAAACCTGCTCACGCCCTACG

	25693_34
	35
	[G/A]
	ACAGGATGTCCTGCAACTCCATGCCACATGCTCCGT

	25697_4
	5
	[T/C]
	ATTTTTGAATGGGCAGATTTGTGCCACTTTAGCCAC

	25699_28
	29
	[A/G]
	GGTCCTCTGGCAGCAGGGTGGTGCCACCAGACGGCA

	257_32
	33
	[T/A]
	GACCCAGCTTACGCAAACGTCTGCAGCGTGAAAATA

	2570_33
	34
	[T/G]
	TACACACAGGGAGCAGTGAATTGCAACACACATTCA

	25700_26
	27
	[C/T]
	ATGGATCCACCAGCAAGTACGTGCTGCAGGAGAGAG

	25703_2
	3
	[C/T]
	GCCGGTGAGAGTGCAGCATGGTGCCTGTTCTCACAC

	25704_34
	35
	[C/T]
	TTGGTGTTCAGGGCAACGCAATGCGCATGTTGGGCA

	25709_26
	27
	[G/A]
	TATTTAGTCCCGGCACTGTGATGCTCGCACAAGACT

	2571_10
	11
	[T/A]
	ACTGCTGTGATTGCATGTTTTTGCAGCGTGCTGAGT

	25714_5
	6
	[G/A]
	ATGCAGAATTTGGCAGGCATGTGCTAACATTTCACC

	25716_5
	6
	[C/A]
	TGGGACCAGGTGGCATGTTGGTGCCAAGTGCTAGTA

	25717_20
	21
	[C/A]
	AGAGAGCTGAGTGCAGATTTCTGCCACCATGCCCTG

	25718_31
	32
	[C/T]
	GGCAAAACGTGTGCAACGTAGTGCCAATGTTCAAAT

	25719_3
	4
	[A/G]
	GCGAGTGTGTGCGCACACGCATGCACACGCGTGTCA

	25724_30
	31
	[T/C]
	AACAACTTTCACGCACACACATGCCTACGGTCTGTA

	25730_20
	21
	[C/T]
	ACCGTAGCCATGGCACTCTTCTGCTGAAACGCCTTA

	25732_18
	19
	[G/C]
	GAGTAAATGCTTGCATGCGTCTGCGTGTGTGCGCAT

	25733_27
	28
	[A/G]
	GCTGTCAGACTGGCACCCAGCTGCTCTAGAATAACG

	25736_30
	31
	[A/C]
	CATAACACTGCAGCAGGTAGCTGCTTCACTACACCT

	25737_3
	4
	[A/G]
	CAAATAAAGAATGCAAGCGCTTGCTGCAAACATGCG

	25738_2
	3
	[C/T]
	ATCAAGGTCAGAGCAACAATTTGCCCATCTGCCCCT

	25740_8
	9
	[C/T]
	TACCACGCCCACGCATTGTCCTGCTGCAAAACATAA

	25741_32
	33
	[G/A]
	ATTACCACATGGGCAGGGCAGTGCTTTCAGCCGTAC

	25743_28
	29
	[A/C]
	CATGAGCAGATGGCAGTAAACTGCACACAGGGTTTG

	25748_15
	16
	[G/A]
	GACACACATCCAGCAGAGCAGTGCTACAGGCCGACG

	25757_27
	28
	[C/G]
	ATGTAGCCCAGAGCAGTTGGCTGCTCTCTATTAGTA

	25758_27
	28
	[C/T]
	GTGCTGGAGAGTGCACAGGAGTGCTTTCTGGATTTA

	2576_26
	27
	[C/T]
	ACTAGTGTTTGGGCATGGAATTGCATCCACCTGTAA

	25762_10
	11
	[C/T]
	TTTTGTGCTTCTGCAGGCAAGTGCCTGGGTTAAAGC

	25766_16
	17
	[C/T]
	TATCAGGTTTAGGCACCGTCTTGCGGATGCGAATCT

	25770_24
	25
	[C/T]
	ACAGAGATTAAGGCAGTACGTTGCCGCTTCCTGTAT

	25771_31
	32
	[T/C]
	ACATGCCTAAATGCACTGAGGTGCGGCCATGCAACT

	25773_31
	32
	[C/T]
	TTCACACCAGACGCAATGCTCTGCGGGTGGCCGAAG

	25775_6
	7
	[C/T]
	GATGCACTAGTGGCACCATTGTGCAAGCTCAGAACA

	25777_26
	27
	[A/T]
	TGCCAAATCCAAGCAGCTTGCTGCTGATGTACAATA

	25779_33
	34
	[C/T]
	ATTGCCAATACCGCATCTCGTTGCATACACAACCGT

	25780_24
	25
	[G/A]
	CAAAAGGTCAGAGCAGATCTGTGCGCTGAACATCTG

	25788_11
	12
	[G/A]
	TAAAGTCCGAAGGCAGGTTTATGCTCACAGGAGAAG

	25792_29
	30
	[A/G]
	CAATACCGGACAGCAAAGTGGTGCTGCGTATAATTG

	25799_15
	16
	[A/G]
	CACAACAAGTGAGCAATGCGATGCTGAGTTTAATTT

	25800_8
	9
	[G/A]
	TGGTGGACGGCAGCAGTGTTTTGCTGTAGCTCCAAG

	25805_30
	31
	[T/C]
	AAAGCTTTTCATGCAGCTGTTTGCAAATTGTCTTCC

	25808_2
	3
	[G/A]
	GAGCGTCAGTCAGCAGAAAAGTGCAGTCTTCTACAG

	2581_4
	5
	[C/T]
	CAAGCCAGATAAGCAGCTCCATGCATGTATGTACAT

	25816_11
	12
	[C/T]
	CCTTCCATCTCCGCACATTAATGCGATGCCAGTTAC

	25819_29
	30
	[G/C]
	GCATGAGGTGGAGCAGAGACATGCGCTAGGACGCAA

	25824_18
	19
	[A/C]
	TCATTATACCAGGCAGTAAAGTGCGAGGACCGTAAA

	25826_28
	29
	[G/A]
	TCGTCGTCGACCGCAAGATCCTGCGCCTGGTCAAAC

	25830_29
	30
	[A/G]
	ACCACGGGAGTTGCAACAGCCTGCAAGACAGGACGG

	25831_31
	32
	[A/T]
	GGCCGGGTAACAGCAGAGGGTTGCCAGATTGAGACA

	25837_27
	28
	[G/A]
	AGTGTCGATGTAGCAGGACATTGCCGAGGTTAATGG

	25847_27
	28
	[G/A]
	ACTTGGCATTAGGCAAGACTCTGCATGGGTGCCCTA

	25865_34
	35
	[G/A]
	CCAGTCCCTCCTGCAACATAATGCTGCCACCCCCGT

	25876_33
	34
	[T/A]
	GGTGCTACTTTGGCACTCAGATGCACTGAGACATAA

	25878_1
	2
	[C/T]
	ACACTCAACACTGCACACAGCTGCTCAAATTGCTTA

	25879_28
	29
	[C/A]
	TCTTCTAAAGCAGCATTCTCGTGCCACTCGTTCTGC

	25882_25
	26
	[A/T]
	TGTGGTTCTGGGGCAGCCTCGTGCCATCATCCCAGA

	25883_33
	34
	[T/G]
	ATTTGACTTTATGCACTGTGCTGCTGCCACATGTTT

	2589_1
	2
	[G/A]
	AGAAAAAAAGGGGCAACATGATGCCAGAATCAGTCA

	25895_18
	19
	[C/A]
	TGAGGATCGTTAGCAGCCCCATGCTGCATGCCTATA

	25896_2
	3
	[C/T]
	TCCGACATTCTCGCATTGTTTTGCAACCAGGTTAGT

	25897_34
	35
	[C/T]
	CAGACACGGTCCGCAAGCGCATGCCCATCCATCTCG

	25899_2
	3
	[C/T]
	CACTACCCACTTGCAGACATATGCCAACTTGCCAGT

	2590_18
	19
	[A/G]
	TTTAGGGCTGTAGCACTGGTCTGCCGTAACATTAAA

	25900_3
	4
	[A/T]
	TGTATTCCCTGTGCATGCCAGTGCTTTCCAGGTGTA

	25904_27
	28
	[A/G]
	TCTGTCCAGCTCGCATGACTTTGCTATACAATGGAC

	25906_19
	20
	[C/T]
	GGGGACACGACTGCAAGCACGTGCAGGTAAACAAAC

	25907_4
	5
	[G/A]
	ATTTGGAACGGTGCAACATGTTGCCCTAATGGCTCT

	25911_31
	32
	[C/T]
	GACCTCCGTGGTGCATTCTAGTGCCATTGTTCATCA

	25919_11
	12
	[T/C]
	CAAAGCCAGCTTGCAATTGTTTGCCAGTCGCGGGTG

	25922_2
	3
	[G/A]
	GTGTACAGTCCTGCATGTCTCTGCTAGGATCTAAGA

	25926_4
	5
	[C/T]
	GCGACGAGCGCTGCAGGTTTTTGCTGCTCGTACTTC

	25927_6
	7
	[T/C]
	AAGACGTTGAGGGCATGGGGGTGCCTGAAATTAAAT

	25928_32
	33
	[A/G]
	ACACTACCTGCAGCATCACCGTGCCACCCATGAAAC

	25932_25
	26
	[T/C]
	GGCTCCGGGCAGGCACGGGTATGCGTGAGTGCCTAC

	25935_31
	32
	[G/C]
	GCTCAACCTCCCGCAGACAGCTGCGCAGATCCCCCA

	25946_25
	26
	[C/T]
	TGTGTGGTGGAGGCAGTGAAATGCACGCTCTTCTTT

	25953_7
	8
	[A/G]
	AGAAATGAGGCAGCACAGTGGTGCAACAGGGTAGTG

	25954_16
	17
	[A/G]
	GTGACACGACTGGCATATCGGTGCTTGCTCATGTAA

	25958_32
	33
	[C/A]
	TTTTGTATTTCAGCAGTCATGTGCTCCCGTACCAAA

	25960_3
	4
	[C/T]
	TGTCGTATTTCTGCAGTCTTGTGCTCCACTGGGTGT

	25962_26
	27
	[C/A]
	AACAACCCCACAGCAAGATGCTGCCTCCAGCATGCT

	25964_19
	20
	[T/C]
	TCACTTTCGCTCGCACTTTTTTGCCAACGTCCCGAA

	25969_32
	33
	[G/A]
	CACTGCAGGTCAGCAGAAGACTGCAAACACACGACC

	25970_32
	33
	[G/A]
	AAGATGTCTTCTGCACCGAGCTGCCACTGCTGGGCC

	25978_2
	3
	[G/C]
	AAGATGCTTTGTGCACTTGCCTGCATGATGATCCTC

	25979_1
	2
	[C/G]
	ACGATTCAGCCTGCAGCCTTGTGCTAAGCTGTAATT

	2598_15
	16
	[C/T]
	CTGGTAAGCAATGCACGGCAATGCACTCACTCAACG

	25980_4
	5
	[C/A]
	AAAACAAATGCTGCACCGTGGTGCATTGTGGGATTG

	25995_34
	35
	[A/G]
	TTGAGCAAATGAGCAGTGATGTGCGGCGGCGGCGAC

	25999_24
	25
	[A/G]
	TTGGCACAATAGGCATAATCATGCAACAAGACTCTG

	26_6
	7
	[T/C]
	AAAAAATGCACTGCAGCATGTTGCCACATACTGTGC

	26003_6
	7
	[C/T]
	CCTACTCAACATGCATACACATGCACACACCTTCAC

	26009_19
	20
	[C/T]
	ACGTACATCCTGGCACAGTCTTGCCTATCTCTCGCA

	26014_33
	34
	[G/A]
	TGACAAGAAGCAGCATGCACCTGCACACCCTTGGAG

	26015_8
	9
	[G/A]
	CAGTGTGAGTGAGCAGCCCTGTGCATAGTTAGAAAT

	26016_10
	11
	[G/A]
	GTGTGGCAGGAAGCAGTGTCCTGCTGAAACAAGTGA

	26024_10
	11
	[T/C]
	CAACAGATCATGGCAAAGACCTGCCCAGTGTTCAGC

	26028_24
	25
	[A/G]
	GAGGTCGTCTGGGCAATGCAGTGCACACGTGGAACT

	26029_6
	7
	[G/A]
	TGTGCAGCTGGCGCAGGCCCATGCTTACCCTGCACC

	26030_7
	8
	[C/T]
	ATGATCCCTGTTGCACGGAGCTGCTCCCACAGGAGA

	26031_4
	5
	[T/A]
	ACACTACCTGTGGCACCATGCTGCCAAGCATTTTAA

	26042_27
	28
	[C/T]
	ATCCCCAGTAATGCAGGAGGTTGCGGACGCTTGTCC

	26043_29
	30
	[C/T]
	TATTACCTGTTGGCAAGGAGCTGCGACTTTGTCCCT

	26044_17
	18
	[G/A]
	ACTGTAACGGTGGCATGGAGGTGCTAGGGAACGACA

	26045_27
	28
	[C/T]
	AAGTGTAAGCCAGCACCTAATTGCACACGAAAATAT

	26053_7
	8
	[G/A]
	GAAAATCGATCAGCAGCAGCATGCACAGAGGATCGT

	26057_29
	30
	[G/A]
	TGAACGAGTGAAGCAGCTGTTTGCTTTCGGCGTTGT

	26058_25
	26
	[G/A]
	CCCTGGAGATCAGCAGAGCGTTGCGGGTTCTGCGCT

	26059_30
	31
	[C/T]
	TGTGTGTGTGTTGCATCACAGTGCCGCTTGCTTCTC

	26060_24
	25
	[A/C]
	ATAAGCAGCCGAGCACTAGTGTGCACCATCTGGTCT

	26063_6
	7
	[A/G]
	CATGTCAGGGCTGCAGGTCAGTGCAGAGCACTCTGC

	26064_20
	21
	[C/G]
	TGTGTTGTGCTGGCATGCTGCTGCTGATGGCCATGA

	26068_8
	9
	[G/A]
	TGGAGCTCGCCTGCATTGCTGTGCTGCAGCATTTCA

	2607_10
	11
	[A/C]
	AAAGTGTCTGATGCACCTGGATGCACAGGTTTCACA

	26070_24
	25
	[G/A]
	GATGGAGTACGTGCACATGTGTGCGTGTGGGGTGGG

	26074_33
	34
	[C/T]
	GGGAGACAGAGAGCAGTGCATTGCAAAGCCGTTCAA

	26085_19
	20
	[G/A]
	ACTTTTATGCAGGCAGAGGGATGCTCAGGTTCTATT

	26088_33
	34
	[G/C]
	CACCGGGTCGAGGCAGGGCCATGCCAGGTAATAGGG

	2609_6
	7
	[T/A]
	CGATACTGTTTGGCAGTAAAATGCTGCAGATGCATG

	26091_17
	18
	[C/T]
	GCTCTGAGGCATGCAGTCGTCTGCCGCATTCAGCCA

	26092_4
	5
	[T/C]
	CTTTTCCAACTTGCATGGTCATGCCTGTCTGATTTA

	26103_34
	35
	[C/T]
	CCTGTTCCGACAGCAGGTAGCTGCTCATCCCTTTCT

	26107_4
	5
	[C/A]
	AGTCCAGGAAGGGCATTCGGATGCTGCGCTCGGCAC

	26108_8
	9
	[G/T]
	TTGCAGTGGACCGCACACACATGCAGACTGATGTTT

	26110_1
	2
	[A/C]
	CATGCAGACCTGGCATGTCACTGCAGCTAATGATCT

	26116_26
	27
	[C/T]
	ATTTATCTCTCTGCAGGTAGCTGCACCGTCAGATCG

	26120_33
	34
	[A/G]
	ACTGTGTGTAGAGCACAGACCTGCCGGCAGCGAAGG

	26121_26
	27
	[C/G]
	CATTTAACAACAGCAAATGTCTGCATCGCTGCATCA

	26126_10
	11
	[A/G]
	CGATCAGGTCAGGCACGAAGCTGCCAGTCAGCCTGA

	2613_17
	18
	[G/A]
	ACTTCAGCTGTTGCATGGCCTTGCAGGACTGGGACT

	26132_25
	26
	[G/A]
	GGGGAGGACACTGCAATGAAGTGCCGTCCTGAATTA

	26133_30
	31
	[A/G]
	TAAATTTCCCGAGCAGTTGCATGCAGCGGTACCATA

	26136_2
	3
	[C/T]
	AGCAACACTGAGGCACTGCCATGCTTCACTGTAAGC

	26139_18
	19
	[G/T]
	CAGTGTCTCCCAGCACTCGACTGCTCTCATGGAGGT

	26142_19
	20
	[A/T]
	GTTGGTCTAAGAGCATCGAATTGCCACCACTGCTCT

	26144_30
	31
	[T/C]
	ATGCCGCACAAAGCAAATGACTGCGAAGCCTGAGGC

	26150_1
	2
	[G/T]
	GGCGCTGCGGTGGCACCTTTTTGCACTAGGTCACAC

	26151_29
	30
	[G/A]
	AACCCAGGAAGAGCACATTACTGCAGCACGTGACAC

	26153_19
	20
	[C/A]
	AGCATGGTGGTGGCAACATCGTGCTTCTGTAGCGTT

	26154_6
	7
	[C/T]
	ATACTGCAGCTAGCATGACCGTGCTCCGTTTGACCT

	26157_7
	8
	[C/G]
	GTTTCGGGAGCTGCAGGTTAATGCTGGAGGTACGAT

	26164_2
	3
	[G/A]
	CAGAAAAAGACAGCATGGAGCTGCTTCAGCCATTCA

	26165_30
	31
	[T/C]
	GAACTACATGATGCATGCCGCTGCATCTTTTCAGAT

	26166_26
	27
	[G/T]
	GTACTGCTCATTGCATATGACTGCAGGTGCACCCTG

	2617_34
	35
	[G/A]
	GCAAGACTAAAAGCACACTGCTGCTGACTGACATGA

	26171_1
	2
	[A/C]
	CACACACACACAGCAGAAGCCTGCAGATCGGACATC

	26174_3
	4
	[C/G]
	ACTCTGAATCAAGCAATAGTCTGCAGCACCTCTACA

	2618_28
	29
	[G/A]
	TTGGGTTTTCTTGCACCAGTGTGCTTCAGTTCTTAT

	26185_17
	18
	[G/A]
	CAGCTTGGCGTAGCAGTGAGATGCACCATCTGTTGT

	26186_17
	18
	[T/C]
	ATGGTACACTTTGCACCTGCGTGCCAGGCTGAATGA

	26187_4
	5
	[A/T]
	ACACTACCTGTTGCACCATCGTGCTTCACATGTGTA

	26194_1
	2
	[T/C]
	TTATAGGTGTCAGCATATGTCTGCAGAGGAAACCAC

	26198_3
	4
	[T/A]
	TGGTTAAAGAACGCACCACGATGCTGAGAGCTCAGG

	2620_15
	16
	[A/G]
	ATGTTCTGATCTGCAAACCTCTGCAAAACCTTGATA

	26206_15
	16
	[G/A]
	TCACAAAAACCTGCAGTTACGTGCAGGAGTGTGTAG

	26207_27
	28
	[G/A]
	GGAGCTCTTTCTGCAGCACACTGCTCTGATGCTGTC

	2621_17
	18
	[A/G]
	TGCTGCCAGTTGGCAATACAGTGCGCCTGTAAGGCA

	26213_15
	16
	[C/A]
	AAACTGCAGCTGGCACAACCGTGCCGGCTGTGATAT

	2622_34
	35
	[G/A]
	TAGGTCTTAGCAGCACTGGCCTGCCACTGTGTGAGA

	26223_24
	25
	[A/G]
	GGATGCCCTCTTGCACCAGTGTGCAGTTTCCCAGAG

	26225_17
	18
	[G/T]
	GGGTCTTCCATGGCAAAGACTTGCAGGCCACAATTT

	26235_32
	33
	[T/A]
	TGTGATGGATTTGCAGCCTATTGCAGAAACACTGGG

	26238_26
	27
	[C/T]
	CCAAAAGGGTGTGCAAACTTCTGCACCCAACTAAAA

	26248_24
	25
	[A/T]
	AATGATGATCATGCACTTGAGTGCATCCCAATGGTA

	2625_16
	17
	[A/G]
	AAGGCAGAAGCTGCAGAAGAATGCCTTGCTTGTGTA

	26253_16
	17
	[A/G]
	ATTCTAAGCCCAGCATAACCATGCAAGTTTCTCAGA

	2626_4
	5
	[A/G]
	AATGAACTGGATGCATTAAATTGCCCCTGGGTCTCT

	26262_28
	29
	[G/A]
	TTATTACAGAAGGCATTCGACTGCCAGGGAGATTGA

	26266_2
	3
	[G/A]
	GAGGCTGTGGAAGCAAACAACTGCAGTCACTGGGAA

	26269_2
	3
	[G/C]
	GACGAGAGGACGGCAAATTGATGCGGCGTGCTGCTA

	26271_7
	8
	[C/T]
	TTCACAACGGATGCAGTGAGGTGCTTTAACCCTCTA

	26272_3
	4
	[T/C]
	CCCCAAGTTACTGCACCCTAGTGCCAGAGAGGGCAA

	26274_17
	18
	[A/G]
	GATGACATCTGGGCATCATTGTGCAGCGGCGATTAT

	26279_4
	5
	[G/A]
	CCGTATGCGAGAGCACCAAAGTGCCAGAATAATCTA

	26281_10
	11
	[C/T]
	TACACAGTATCAGCACATGAATGCGCCTCAATTCAT

	26286_26
	27
	[G/A]
	TGGACACCTGGAGCAAGTCTGTGCCTGAAAGAGATG

	26298_8
	9
	[C/T]
	GAGCTGCACGCTGCAGTACCGTGCCAGTGCGATACC

	26303_15
	16
	[A/G]
	AAGAAAGACACAGCAACTGACTGCTGGGAAGAGGGA

	26305_3
	4
	[C/A]
	TGCCTGCTCACAGCAATTTGCTGCCACCACCATGCT

	26306_8
	9
	[A/G]
	GAATTTCAAAAGGCAAAGCACTGCGCACCTGGTCAA

	26308_26
	27
	[G/A]
	ACTACCCAGGAGGCAAAGCCATGCTGGAACTGCACA

	26313_32
	33
	[C/T]
	GGGCACATCTGAGCACATCAATGCAATTTCTTCCTC

	26317_33
	34
	[C/A]
	TATGAGAAGTTGGCACAGAGCTGCCTACCTCAGCAC

	26321_3
	4
	[C/T]
	ATTCACGTTCGAGCACCGCTCTGCCAGCAATTAAAC

	26324_28
	29
	[G/A]
	TCAGAAAATGATGCACTGCAATGCTTGGGAGTGTTG

	26327_20
	21
	[G/A]
	ATGGCTTCAACGGCAGACGCGTGCACGCGAACGCCT

	26328_8
	9
	[G/A]
	AATTAGCGGGTGGCACAGTTTTGCCGCAGGTAGTGC

	26332_1
	2
	[C/A]
	GCTTTTGCTGGTGCACCTGGCTGCAGGTGTGTAGGT

	26337_32
	33
	[C/T]
	TCATCCCTTCCTGCAAGACGCTGCTGAACACGCGAC

	2634_19
	20
	[A/G]
	GACCCCAGTACGGCAAAACACTGCCTGGGATGTATC

	26341_11
	12
	[T/G]
	TTGTTAAGTTGGGCAGATTTTTGCAGCCACTAAGTT

	26343_9
	10
	[A/G]
	GAACTACCCATGGCACCACTGTGCCAGCCTAAACCA

	26344_3
	4
	[C/T]
	CTTCACAAGTCAGCATCTCGGTGCTCCTGCTCATTA

	26349_27
	28
	[T/G]
	CAGGATACTGGTGCATCGGAATGCAGGTCCATAACG

	26351_1
	2
	[G/C]
	CGCATGAAGCATGCAAGTCGGTGCGCGAGATAACGT

	26364_1
	2
	[T/G]
	CTCAGCAGCTCTGCACAGCACTGCTGTTTCTTGCCA

	26368_2
	3
	[A/G]
	AAAAATTCAATCGCAGGTGCCTGCAGCTTCGGTAAA

	26370_18
	19
	[G/A]
	AACTCAGGAGAAGCATCCGCATGCCTCCCCTGACGT

	26373_31
	32
	[C/T]
	ATGAAGAGGAACGCAAACAACTGCGCTCAGCCGAGG

	2638_7
	8
	[T/C]
	CTGGAAGTGCCTGCAGAACAATGCCAGTCACAAAAT

	26398_30
	31
	[T/C]
	GGGCAGTTTGATGCAGTGAAGTGCACCCTATACTGC

	26400_24
	25
	[G/A]
	TGGAATATTCCAGCATGATGATGCGCTCCATTGTGA

	26402_20
	21
	[C/T]
	TGAGATGAGATTGCAGTGGCCTGCACTCTTGGCATT

	26403_15
	16
	[T/C]
	TTTTGAACGTGGGCATTGTAATGCTTGACCATGTTT

	26404_8
	9
	[C/T]
	GGCTACAACGCTGCACAGCTTTGCCCTCTGTAACAA

	26411_19
	20
	[C/T]
	AGCAAAACAAAAGCAGGTGCGTGCGCGACACACACA

	2642_25
	26
	[G/A]
	TAAGCAGCAAAAGCAACAATTTGCCGTTTCTTCATG

	26420_20
	21
	[G/A]
	ATCTCTAGAGGGGCACCAACGTGCCATAGGGCCGAC

	26424_30
	31
	[G/A]
	TGGAAGCTTTGTGCATGTAGCTGCTCTCACGATGCT

	26427_33
	34
	[G/A]
	TAATTGTATACAGCATTTCACTGCGAGCTGACAGAC

	26430_4
	5
	[G/A]
	ACTTGGCTTTATGCATCCGATTGCAAAAATCTTCTC

	26432_5
	6
	[A/C]
	CTACCACAACAAGCACCAGCCTGCTTTAGCACACAG

	26444_7
	8
	[C/T]
	AAAGGGCCTCGGGCAGGGGAATGCCTCGTGTCTCCG

	26446_5
	6
	[T/C]
	GCAGCTGAAAAAGCACTTGCCTGCACTTCTGATGAA

	26449_6
	7
	[T/C]
	GTGTGGTACCCTGCAATGACTTGCTTCCTGTCCCAT

	26450_17
	18
	[A/C]
	CTCCAGGGTCCAGCAGCAGCATGCTTTACATCACTT

	26460_33
	34
	[G/A]
	AGGTGGGAGTTAGCAAGGATTTGCAAAAGGGGTGAT

	26461_34
	35
	[G/C]
	TGGCTAAACCCTGCAGGCTGATGCCCAAATAAAAGT

	26463_5
	6
	[C/T]
	GATGGCCACATCGCAGGCGAGTGCGTTATCTTTCGA

	26465_18
	19
	[C/A]
	ATGCGAAACCGGGCACAAAGGTGCCGTGTCGAGATC

	26468_19
	20
	[C/T]
	TGATAATTCCTGGCATGATCCTGCGCAGCTGCAGCA

	2647_28
	29
	[G/A]
	ATCCCAACACATGCATGTACATGCAGTGGCCTGCAT

	26484_16
	17
	[C/T]
	AGTAGATCTCCTGCAGCGCCATGCTCCACATTTCCC

	26492_28
	29
	[C/A]
	TTACAAGTGACTGCAAATTGCTGCAATCCTCACCAT

	26501_7
	8
	[C/T]
	AGCAGCACATTAGCATGGTCCTGCATTTGGAACTGA

	26507_11
	12
	[T/G]
	TAGAGTCAGTCTGCATCTCTGTGCTTGTGTACATGT

	26509_29
	30
	[G/A]
	TTGGTGTCTCCAGCAGTGCTGTGCTGTGCGTTTACT

	26512_15
	16
	[T/C]
	GGGGCACAGTTGGCATCTTAGTGCATCCCAAAAGTG

	26515_31
	32
	[C/T]
	TGTTCTGAATGTGCAAATCCCTGCAGCCATTCTTTA

	26519_28
	29
	[G/A]
	AATGCGTACCAAGCACCCTGATGCAGATGAATGTAA

	26525_2
	3
	[A/T]
	AAAAGTCGCGGCGCACCGGAGTGCGACATGATCAGA

	26528_26
	27
	[A/T]
	GCACAACTCCATGCATTCGGCTGCTGAAACATCTCC

	2653_31
	32
	[T/A]
	AAGTGCTTTGTGGCATTGCATTGCGTAACTCTCCAG

	26535_29
	30
	[A/C]
	ACAGCAGATGCAGCAGTAAACTGCCCTTCACCCATC

	26540_24
	25
	[G/A]
	TGAGCTAACTCAGCAGAGAATTGCGAAGTGGACGTT

	26541_18
	19
	[G/A]
	TTAGGACGCGGTGCACACGACTGCTTCTGGGCCAAA

	26553_4
	5
	[C/T]
	AACTCCAGGTTCGCATAGCGATGCTCGCAAACCCCC

	26556_6
	7
	[C/A]
	CAACTTCCCCTGGCAACTAACTGCCACGACCACGCG

	26557_9
	10
	[A/G]
	GTTGTTTTAAAGGCACGGACATGCACGGGTGCGGAG

	2657_20
	21
	[T/G]
	TTCAGTTATCATGCAGGCTATTGCAGCGCTGGATCT

	26576_33
	34
	[G/T]
	TAGGCTCTGGGTGCAAATACCTGCAGAGTAAAAGAA

	26577_9
	10
	[C/T]
	AATGCGTTTCAGGCATGAGTGTGCGCGTTTCAGCAT

	26579_11
	12
	[C/T]
	TGCACACGTGGCGCAGATATCTGCCGCCTGTATTCT

	2658_16
	17
	[A/C]
	ATTGGAGTGGTGGCACAGAGATGCCATTTTCTCTTT

	26580_27
	28
	[G/A]
	ATGGGGTTTCCAGCAGAAGACTGCTGCGTAAGCATA

	26581_5
	6
	[G/C]
	TCGGCGGCGGAGGCACGGGCATGCAACTCGCAGAAC

	26582_16
	17
	[G/T]
	AGTTGTCTACCTGCAGGGGTGTGCTTTCAGCAGACA

	26583_3
	4
	[C/A]
	TTACGAGGCGCAGCAAAAAATTGCGACGGAAAACAG

	26587_30
	31
	[A/G]
	TTTACAAGCTTAGCACAAATATGCAGCCTCGCCCAC

	26589_15
	16
	[C/T]
	AATTTGTAAGTGGCACGGTGGTGCCAAAGTTTTTGT

	26594_11
	12
	[A/G]
	GCACAACGTAGGGCAAGATTCTGCACCTGGTCACTA

	26597_17
	18
	[G/A]
	TGGCTCTAACAAGCAAAGGCATGCCATGTCCCCTCT

	266_4
	5
	[A/G]
	TACAAAGCAAAGGCAAGTGAGTGCACAGCTTATTAT

	2660_18
	19
	[G/A]
	GAGGGTGACAAGGCAACCGCATGCTGGAGAACTACT

	26602_16
	17
	[G/A]
	CGTCTATCCAGGGCACGACGTTGCCTGGCATGTAGG

	26605_18
	19
	[A/T]
	GAATGTATGCATGCACAGAGCTGCTTGCGTAAGCGC

	26609_31
	32
	[G/A]
	GAGTAAATGAAAGCAAACAGATGCCGCTTCTGAGAT

	26614_20
	21
	[T/C]
	ATCACGGCCTTGGCAATCTGTTGCAACTGATTGCAA

	26619_6
	7
	[G/A]
	TAACATGACAAGGCAGTGTGCTGCAGCCTATTGTAA

	26621_28
	29
	[A/C]
	TTGACATTAACGGCAGGAATTTGCACCCAGAGTTTG

	26622_3
	4
	[A/G]
	TTCATGCTTTCTGCAGAAAAGTGCATGATGCAGTGA

	26623_20
	21
	[G/A]
	AAACCTGCTCCAGCATGATGGTGCTCCTGTGCACAA

	26630_4
	5
	[G/A]
	TATCGTCATATGGCATCGTCCTGCTGGACTAGAAGA

	26632_19
	20
	[G/A]
	ATTACCTTCCCGGCACTGCGGTGCTTCTGGTAAACA

	26636_33
	34
	[G/A]
	GCCGGGCATATAGCATTGCAATGCACAATGCACGGA

	26637_15
	16
	[A/C]
	CAGAGAGCTTCAGCAAGCAGCTGCTGCTGAGCCTCT

	26638_18
	19
	[T/C]
	ACCCATGAATTTGCAAACTTCTGCCTTGTGTAGGTC

	2664_3
	4
	[A/G]
	AACATGTTCTACGCAATGACATGCTAATAACCGCCT

	26642_2
	3
	[T/A]
	CATAGATGATTAGCAGCTCTTTGCCTGCAGCAGGAA

	26644_5
	6
	[T/A]
	GTTGCTGCTGGGGCAGGGCCATGCATTACGTTTAAT

	26654_31
	32
	[T/G]
	ATTTAATGCTAAGCACAAAAGTGCAGCAGGTTCCCT

	26661_31
	32
	[A/G]
	ACCCAAGCTAATGCACGAGTGTGCCAACGCTAAGAG

	26662_32
	33
	[A/G]
	TTTCTCTTCCCTGCATGAAGGTGCACACATACAGGA

	26665_16
	17
	[G/A]
	ATTCTTGGTCCAGCAAGCAGTTGCCAGGGGCCTTTT

	26666_1
	2
	[T/C]
	GTCTGTGATTGGGCACCCTGTTGCTCCAGGGGCCTC

	2667_5
	6
	[T/C]
	AAACCTCAACAGGCATGCTTCTGCCTTTTAAGGAAC

	26675_6
	7
	[G/C]
	GATGAGGAGGGGGCAGATTCTTGCTCGAGTCACCAT

	26684_3
	4
	[T/C]
	CTGTGCGTGGATGCAGCTCGCTGCTGGTGAACACAC

	26685_10
	11
	[A/G]
	ATTGCCATGGAGGCAGAGTGTTGCACTGGCAGGATA

	26687_19
	20
	[C/T]
	TTTGACTTCCCAGCAGCTGCGTGCGGTGCAGGGAGT

	26688_31
	32
	[C/T]
	TGTACAGGCAGTGCAATACTTTGCATGTCAGCGTGA

	26690_3
	4
	[C/T]
	TTTCAGATCCCGGCACTAAGCTGCCACTTTTGGCCC

	26698_1
	2
	[T/C]
	CTAATGGATCTAGCAGAGCTCTGCAGGCCACACTAG

	26699_30
	31
	[G/A]
	CACTCCCCAATAGCAGGGAAGTGCTGTGATGGCCAA

	26702_1
	2
	[A/G]
	AAGAGAATAAAAGCAAGCAGCTGCTCATGCCTCAGT

	26705_20
	21
	[C/A]
	TCGCACTCCTCTGCAATCCCATGCTCTTTCTCTCAG

	26707_15
	16
	[C/G]
	TAAATGCCCTGTGCACAGGGTTGCCAGGTCCAACAA

	26709_24
	25
	[C/T]
	TGAGAAGCAACAGCAATAAATTGCCCCTGCAGGCTT

	2671_15
	16
	[C/T]
	AATTAGACACGTGCACAGAGCTGCTGCTAAAACCCT

	26712_9
	10
	[A/G]
	AATTTGAATACAGCAGGAACGTGCTTGCAAAGAGTG

	26714_34
	35
	[C/T]
	TCTTCATAACTGGCAACTGGCTGCTCTGTTCCTTTA

	26719_18
	19
	[C/T]
	ACTATACCATTAGCATGTCACTGCTCCCTGCGGTTT

	26729_7
	8
	[G/A]
	GAGGCCCGTCATGCACACTATTGCTGTGCTGCGAAC

	26736_18
	19
	[C/T]
	ACTTTACCTGTGGCACCACCATGCAACTCAGTGCTG

	26741_8
	9
	[A/G]
	TGGGATTGAGCAGCACAGTGGTGCCGCAGGTAGTGC

	26748_7
	8
	[G/A]
	GCTACGGGAACGGCAACCACGTGCACGGCTCGAACC

	2675_3
	4
	[G/C]
	GCCGGGCAAAGGGCAAAAGTCTGCTGCACATCCCAT

	26750_4
	5
	[G/C]
	GGTTGATCTACTGCACTGCATTGCATGTTGGCGGTA

	26756_8
	9
	[C/T]
	TTGCTCAGCGTAGCAAATCTGTGCAACGGAAGACAA

	26766_16
	17
	[C/G]
	GCAGGGAAAACAGCAGCGCAATGCCAGATCCCTTAT

	26770_29
	30
	[A/G]
	AGTGCACGGTTTGCACCTGTGTGCAAGTCAAAGAAA

	26775_25
	26
	[G/A]
	TGGCACACTGGGGCACAGTCATGCCGGTACAGAAAA

	26777_18
	19
	[C/T]
	ACCTCAGTGAAAGCAGAGCGCTGCCAAACAGCCCCA

	2678_5
	6
	[C/T]
	CCAATCCTGTCTGCAGCCTCCTGCAGTAATTAGTTT

	26784_18
	19
	[G/A]
	ATTCGTGCACATGCAAGCGAATGCAGAAATGGCAAG

	26785_27
	28
	[T/A]
	ACCAATGTTCGAGCATGACAATGCACCTGTACACAA

	26787_29
	30
	[C/G]
	TAATAGCAAAGCGCAACCTGATGCAACCGCAACGCT

	26790_16
	17
	[G/A]
	TGACACTCCTGGGCATGGGGTTGCGAGGGTACGGGA

	26793_4
	5
	[C/A]
	TGCACCACGTTTGCATATGCATGCTGAGGAGTGCAC

	26794_26
	27
	[C/T]
	CTGCATGAACTCGCAGCCCTCTGCACTGAGACTCCA

	26795_15
	16
	[C/T]
	TCCGGCAACGCGGCACGATGTTGCGCCAAACAAATG

	26796_20
	21
	[G/T]
	CCAGGCCCCAGGGCAAAATTTTGCAGTTTTATATGG

	26801_29
	30
	[T/A]
	CGTCTTTGTTCAGCAGACACGTGCTGGTCAGGAATA

	26804_26
	27
	[G/A]
	TCAGACAGAGCTGCAGCAAACTGCCTGAGAGAGACA

	26805_4
	5
	[G/A]
	GAGCGAGCAGATGCAGCTCCATGCCAGAGGGAGGCT

	26807_8
	9
	[C/T]
	TAAGATGCCTGTGCAGTCGAATGCAGGAAAAGAAAA

	2681_6
	7
	[C/A]
	GCACAACAAAATGCAAAATGGTGCAACAGGCAGAAG

	26810_31
	32
	[T/C]
	CAATCCTCAGAAGCAAATAGATGCGCCAACCTGCTG

	26811_30
	31
	[C/T]
	AATACAGCATCAGCAACACAATGCTGACCCCGGGGG

	26813_4
	5
	[C/T]
	TGTGCGCTCGGTGCAGCAGGATGCGGTAGACGCCGG

	26816_24
	25
	[C/A]
	ATGGTGAAGAGAGCAGGATACTGCCTGTCTAGGGTT

	26820_25
	26
	[C/T]
	GATAAATGCAGTGCATTGATTTGCTCAGCCCCTCCT

	26823_30
	31
	[T/C]
	ACATGTGACTGAGCACAATGTTGCCTTTCCTATGCG

	26830_19
	20
	[G/A]
	TAAAACTGCCTGGCATGCCGTTGCTCAGGTCTGTCT

	26832_32
	33
	[A/C]
	ATTCCCACACTTGCAGCCTATTGCACCAGCTCATCT

	26839_28
	29
	[G/A]
	TACGTCGTAAGGGCAGCGACGTGCATTCGAAGATTT

	26842_10
	11
	[T/C]
	GGAAGTTCATTGGCACGGTGTTGCTTTTTGTGCTGT

	26846_24
	25
	[A/G]
	AACGACTCGTACGCATGTGCATGCAATCGAAGCTGT

	26851_32
	33
	[A/T]
	AAGGTTTTCTGTGCATTCGTTTGCTGTACGGTATGC

	26852_20
	21
	[C/A]
	CTGTTTATATGTGCATGGCGCTGCAGTGCGCCCTCT

	26859_11
	12
	[A/G]
	CAAATCTTCTCAGCAGCAGGATGCAGCACAAAGTCT

	2686_6
	7
	[C/T]
	GTCTGTCAGTCTGCAAGGTTGTGCTTATCTTACCAC

	26860_11
	12
	[A/T]
	AATCAGGCGAAAGCATTGCTTTGCAGTCTAGTGTGT

	26867_9
	10
	[G/A]
	CACCTTAATGCAGCACCGCCATGCCACCCATCAAAT

	26869_28
	29
	[G/A]
	GAGGCCATATCAGCAACTACCTGCTAGAGAAGGTAG

	26870_2
	3
	[G/A]
	GGGAACCGTGGGGCAGACTGCTGCGCCATCCTGCTG

	26877_1
	2
	[G/A]
	AGATTAGCTGCAGCACCACCTTGCTGCTCTACTGTA

	26878_17
	18
	[G/A]
	TAAGGCTGATATGCAATGATCTGCAGAAGAGACCAG

	26884_26
	27
	[G/A]
	GGACGGGGAGAAGCAGCAGGCTGCAGGACAGATAGC

	26891_24
	25
	[A/G]
	AGTACAGGCATTGCAGGGCACTGCAGGGCAGAACAG

	26899_29
	30
	[G/C]
	CATTGTGTACCAGCACCAGGATGCATCCTGAACTAG

	26900_11
	12
	[C/T]
	CATTTTGGTTTCGCACACAGTTGCTGAGTTTTGCTG

	26903_2
	3
	[C/T]
	CTTACGACCGAAGCAGGGAGCTGCATGTAATTGATT

	26905_11
	12
	[C/T]
	GAGATAATGACCGCATCCATGTGCTCTTGGCTCTGA

	26906_31
	32
	[T/A]
	CCTCCACAGACTGCACTGGCCTGCGTGGATCTTTAT

	26911_24
	25
	[C/G]
	GCGTGAGCGGAAGCAGGTCGGTGCCGGCAGATCCAG

	26917_20
	21
	[A/G]
	CTTACACACACTGCAGAAACATGCAGGATGAGCACA

	26923_19
	20
	[G/T]
	GGTCACGTTCATGCAGGAGGATGCGCTGCTGAAAAG

	26925_30
	31
	[C/T]
	AATTCGGCTGGTGCAAATGTCTGCAGAATACTAGGC

	26929_2
	3
	[C/T]
	GCCGGATGATGAGCAATTTACTGCAGTCAGGAGACG

	26930_2
	3
	[G/C]
	TTGTAGCGAATGGCACACACGTGCTCATGGGGAAAA

	26931_28
	29
	[G/A]
	ATAAGGCAAAGGGCAGGAATATGCTCCTGGGCAGGG

	26941_10
	11
	[T/C]
	AGCTGGAAGATGGCAGGGTGTTGCTCGACACGTGGT

	26942_5
	6
	[G/A]
	ATGCTGAAAGCTGCAGAGCTGTGCTATGCTGTGTGT

	26944_17
	18
	[C/T]
	TCAATAGCACAGGCATCTTGCTGCACCTCTGTAACA

	26945_30
	31
	[C/T]
	CACACACTGCGGGCATGGTTATGCCGGGGTCAGAGT

	26947_4
	5
	[C/T]
	CAGCTGTCTGTAGCACAATCATGCATTCTTTCTGAC

	26949_1
	2
	[G/A]
	TGGCTGATAAGGGCAACTATGTGCTGCCACATGTCT

	26951_2
	3
	[C/T]
	CACGGTTGTTGTGCAAACAGCTGCACTGCGCCTTGT

	26961_29
	30
	[T/C]
	AGTGGAGTTAATGCACACACATGCCTGCCTACACAC

	26963_19
	20
	[C/T]
	ACATTCCCTACAGCACCACCGTGCCACCCTAATTTT

	26970_31
	32
	[T/G]
	GCCCTTTCCACTGCATTGGGTTGCGGCTCTCTACTT

	26972_15
	16
	[T/G]
	GGCACCCATGGGGCAGGGACATGCTTGGGTTATTAA

	26974_26
	27
	[G/C]
	TCCAGAGTTCCTGCAGCGTGCTGCCCGGGGTTCTCT

	26978_31
	32
	[T/C]
	GAGCAATGAGAGGCACAGCGATGCGGTGTCCTGCCC

	26984_3
	4
	[C/T]
	ACACTCTTTATCGCACAACGATGCAAAAAAAGCACA

	26989_2
	3
	[T/C]
	AGTTAGTACCTGGCATTTCGATGCAGACTCCATCGT

	26996_1
	2
	[C/T]
	GCGGAGTCAGGGGCAGGTGCATGCGGCTTGAGGCAT

	27003_17
	18
	[G/A]
	AAAACTATATTGGCAACGCTGTGCAAAAGTCGAGGC

	27006_6
	7
	[C/T]
	CCCCACCGCCATGCACATTGCTGCAGCTAAGGAAGT

	27007_3
	4
	[G/A]
	GTGGAAGAACTTGCAGTGTCCTGCACAGAGCCCTGA

	27019_3
	4
	[C/T]
	GTCCTCAGTGCGGCATATGGCTGCAGCGGCGCAGCG

	27020_30
	31
	[C/A]
	ACACCTTGTAGAGCACTACACTGCTCCCAGCACTCC

	27021_27
	28
	[C/T]
	AGTAAGGTCAGAGCAGCACTTTGCTCTCTCAGTGAC

	27024_4
	5
	[T/C]
	GACCTTCAAAATGCAAAGTGTTGCCCTCGAGGACAC

	27026_20
	21
	[C/T]
	ATTCAGCATCAGGCAAATGACTGCACTGCTTTGTGT

	27029_24
	25
	[G/A]
	TTCAGTAAGACAGCAAAGTGCTGCGAAGTGGAAGCG

	27030_25
	26
	[T/G]
	AAGCTTGTGTGGGCATCTGTATGCTTGTGGGTGCAT

	27031_10
	11
	[G/A]
	ACCCACCTACGTGCACACAACTGCATTTCTGAAGCT

	27044_9
	10
	[G/C]
	GAGTGAAGAGAAGCAGCAGGATGCAAGGACTTGTCA

	27052_3
	4
	[T/C]
	CTTTATCTGCCAGCACAATTTTGCGTCTGTCTCCTC

	27053_19
	20
	[C/T]
	AAAGCACAAAGCGCACACTTATGCACACACTCACAC

	27054_8
	9
	[T/G]
	CCTGATCATGTTGCAGTAAAGTGCTGGGTGACCAGA

	27055_6
	7
	[G/A]
	TGTAAGGAGCGTGCAAGGAGGTGCCAAAACTTACGC

	27056_11
	12
	[C/T]
	AGAAAAGTTCACGCAGCCATATGCTGTTGTGACACT

	27058_9
	10
	[C/A]
	CCACTGCTCCAGGCATGTTTGTGCATGTGATTTCTG

	27060_10
	11
	[G/A]
	GTGTATTCCTGAGCACGAAGATGCCCGTTGGGTTCC

	27071_16
	17
	[C/T]
	AGATGGCGGCGTGCAGCGGCGTGCGGCCCATGTTGT

	27073_28
	29
	[G/A]
	TGCTGAAAGGAAGCACGCACATGCGCGTGCACACAC

	27077_26
	27
	[C/T]
	AAGGGAAATGAAGCACAGCTTTGCACCGTCATGGCA

	2708_27
	28
	[G/C]
	GGCGTGTCAGCAGCAGGAGTGTGCGTCGTGGCAGTT

	27080_33
	34
	[G/T]
	GCTTCTTATACAGCAACGGCTTGCATGTCTCGGGTG

	27081_18
	19
	[A/G]
	GGCTGAGCTAATGCAGAAATCTGCTGACCTGAGACA

	27084_7
	8
	[T/C]
	AGGTCAACCATGGCACTCAGGTGCACCACCAAGATA

	27089_26
	27
	[A/C]
	AGATCCCTGTTGGCACAAAACTGCACACAATAGGAA

	2709_25
	26
	[G/A]
	TGGCTGTTGGTCGCATTGTGTTGCAGGGCATAAGCC

	27090_19
	20
	[G/A]
	AGCAGGAGTAACGCAGAGCGCTGCTTATTTCTGTAG

	27095_26
	27
	[G/T]
	TGCAATGTTTACGCATCCGCATGCTTGAGGAGCGCG

	27101_18
	19
	[C/G]
	ACCTGTTCCTTAGCACCGCCATGCCGCTCCTCACCG

	27103_20
	21
	[T/C]
	GAGAAGATTGTTGCAGAAGTTTGCAGTTTGTCCTGT

	27104_1
	2
	[C/A]
	ACACTGGCGGTGGCAGTGTCATGCTGTGGGGTGGTT

	27106_26
	27
	[T/C]
	GCTACTAGATTAGCATCGGTATGCTCTGGTACCGAC

	27111_18
	19
	[C/A]
	GGCCTACCAGCAGCAACTCTATGCCCTATCCAGTCA

	27112_26
	27
	[G/T]
	AAGGTTCCCATTGCAGCACAATGCGAGAGTTTCTGA

	27115_9
	10
	[A/G]
	CACCAGAGGACTGCACAAGGTTGCCCCCCAGTGAAT

	27116_5
	6
	[G/T]
	TGTGTGTCGTAAGCATTATGGTGCGGATTGCATTCC

	27122_31
	32
	[G/T]
	ATCTGTATGTAAGCAACACACTGCCTGATCTGCAGC

	27128_6
	7
	[C/G]
	GAAAGGCTGCGTGCATCTTAGTGCACGCCTGGCTCT

	2713_4
	5
	[C/T]
	GATGCTGGATGGGCAAACATGTGCATGAAAACACCC

	27133_9
	10
	[G/T]
	CTACCGCCTGGTGCAGTCTTTTGCAGTCGTCCTGTT

	27134_9
	10
	[G/A]
	AGCAGACTCGTGGCATCAGCCTGCAAGTCACTCACA

	27137_7
	8
	[T/C]
	ACTTGACTTGTAGCATGTTGCTGCTGTGGAACCTCC

	27146_18
	19
	[C/A]
	GACATCTCGGTGGCAGGTCGCTGCTACACCTGGAGC

	27147_25
	26
	[G/A]
	ACGCATTAGAATGCAGAGATATGCAGGCCTGCAGGC

	27152_26
	27
	[C/T]
	TGTTATAACAAGGCACTGCGGTGCTCCGTCGAACCC

	27155_26
	27
	[C/T]
	AGTGGCAGCTTGGCAGTGCTTTGCCTCGAACCCCCA

	27158_4
	5
	[G/A]
	TAACGGGCTTTGGCATCAGCATGCATACCAAGTTGT

	27164_20
	21
	[C/T]
	TGGACCCTCATAGCATGACACTGCCACTATCATCTG

	27167_25
	26
	[C/G]
	AGTAGCCACTCTGCAGTATTCTGCTCAGAGTTATGT

	2717_26
	27
	[C/T]
	TGCCCAATACATGCACATGGCTGCCCCCACACTCCC

	27176_20
	21
	[A/T]
	CGATCAATTCTGGCAGGGGTATGCGTCAGGAAATAA

	27179_25
	26
	[C/T]
	ACTTCTCCTCCTGCAGGTAGCTGCTCAGAACGTCCT

	2718_19
	20
	[G/A]
	ACTCGTGTGTAGGCATTAAGCTGCGCGAAGCCAACC

	27180_24
	25
	[A/G]
	CTCCTCGGCTCAGCATCTGCGTGCACACACCCGGAC

	27182_9
	10
	[C/T]
	TTGTTCCTCCGTGCACTGTGGTGCAGATGGGACTTG

	27188_32
	33
	[G/C]
	GTACTCCGCCTTGCAATGTGCTGCTCCAGGAAGGCC

	27190_30
	31
	[T/A]
	CATTCGGTTTTAGCATCGTGTTGCACTGGGTCAAAC

	27197_24
	25
	[A/G]
	CATCATCCGGACGCACAAGTGTGCAAATGCTTAAGC

	27198_15
	16
	[C/T]
	ACATTGTCCTACGCACCTTTGTGCCGTTCATTCAAG

	27204_3
	4
	[C/A]
	GCTCTCGGTGGAGCAAAGGCCTGCTTTCCATCCACC

	27212_34
	35
	[G/A]
	ATATCCTGTGATGCATTGGCATGCTGTCCTGAGTGG

	27214_19
	20
	[G/A]
	CTGGCTATAACAGCACAGCGGTGCTCTTAGTAGCTG

	27216_7
	8
	[C/T]
	TTGGGCTCAGGGGCATTATCATGCTGATACAGGTCT

	27218_28
	29
	[A/T]
	AAGCTAATTCAAGCACAAACCTGCCAAAAAAGCTTA

	2722_20
	21
	[G/A]
	GGTTGTGGTGCTGCAGCACCGTGCGCACATGTGCAG

	27220_26
	27
	[C/T]
	CGTAACACACTGGCAGCATCCTGCGACGAGCTCTGA

	27221_17
	18
	[G/A]
	GCTCAGTACAAGGCACTGAAATGCACTCCACCTTTT

	27230_19
	20
	[C/T]
	TTCCTAAAACAAGCATTGTCGTGCTCATGTTCCAGA

	27231_3
	4
	[C/T]
	TGACTCTCATCTGCAACCCAGTGCTGAACTCTTAAT

	27237_34
	35
	[C/T]
	GCGGTGTCCTCGGCAGCCAGCTGCTGAATCCCTTCA

	27239_19
	20
	[T/C]
	GTCTGTGACCTTGCATACATGTGCAGAAGTACCAGT

	27240_30
	31
	[A/T]
	TCTCCAGTTTGTGCAGCAGCGTGCTTTCTTAACCGA

	27247_32
	33
	[A/C]
	AATACACACCATGCACAACACTGCAGGCACACCACG

	27250_34
	35
	[G/A]
	GCGAGCTCGGCGGCACGCGGTTGCAGGCTGCTTGGA

	27256_31
	32
	[A/C]
	ATGGAGAGGAGGGCACTAAAATGCCTAACAAAGCCG

	27257_3
	4
	[G/A]
	ACTGAAACACCTGCACACCGGTGCGTTCGTGCAGTT

	27267_3
	4
	[G/A]
	ACAGCTAGCAAGGCATGCTATTGCTATCCCCCAGGA

	27270_4
	5
	[C/T]
	TCCACATAGATGGCAGTGGTGTGCAGTGCTCATTCT

	27271_27
	28
	[A/T]
	AGCACAGAGGACGCAGAGATCTGCTGCAAACTGTGT

	27275_7
	8
	[G/A]
	AGGAGATGAAAAGCAGTGCTGTGCTGCTCTGTCTCT

	27281_8
	9
	[T/C]
	AGACAGACTCGAGCACGACGATGCTTTCATTATCAA

	27284_19
	20
	[G/A]
	CGCTATTTTGCGGCACAACGATGCGGACCCGCACCG

	27285_16
	17
	[G/A]
	ATTAGATTTTCTGCAGGGACATGCTGATGGCAGGCT

	27288_4
	5
	[T/A]
	ACTGTCAGGTCAGCAATCCAGTGCTCCAGAATGTTC

	27290_20
	21
	[C/T]
	GCAGGGGTCGCCGCAGAGCTCTGCTGCTGGGCGGGG

	27293_10
	11
	[C/A]
	GAACCCAAAACCGCAGGTTAGTGCTTACACATGACC

	27301_18
	19
	[G/A]
	TAAAGATTTGCCGCATGAGAGTGCCTCCGACATGAA

	2731_27
	28
	[G/C]
	CTCATTTTCTTGGCACACGTCTGCGTCGATTAATAT

	27313_28
	29
	[C/G]
	CACGAAGACGTCGCAGACGGCTGCCGCGCCGACGTC

	27315_7
	8
	[C/T]
	CTCAAAACGATGGCATAATGCTGCCACCTGCTGGCT

	27317_17
	18
	[A/G]
	TGCCAGAAAATGGCAGCACGATGCCGAGATGCCGCG

	27322_16
	17
	[G/A]
	AAAAACCTATACGCACGTTTCTGCCAGGCCTGTTAC

	27325_10
	11
	[C/T]
	TGCCACACTTCAGCACCCCCTTGCGTGACCGTAAAA

	27329_16
	17
	[C/T]
	AAAAGTGTACCAGCAGCGTGTTGCGTATGACAGAAT

	27332_8
	9
	[C/T]
	ATACTGTACGGTGCATACGAATGCAAATTCCACCGA

	27333_11
	12
	[G/T]
	GTGATGTCCTAGGCAGTCCTATGCATGAGAGCTTGT

	27335_3
	4
	[A/G]
	CCCAGGGTGTTGGCAGGAATATGCAGTGCTGTGTGA

	27336_25
	26
	[C/T]
	ACATCTTGGCATGCAAAAGCCTGCTCCTTCCAGAAA

	27346_25
	26
	[A/G]
	TGGACTCAGGTAGCATCAGGTTGCTAGGCAACTTCT

	27357_17
	18
	[C/T]
	ACAGCTTGGCTTGCAACCTCCTGCATCATGTCCTGC

	27361_1
	2
	[T/C]
	GTGTAATATGTCGCAACGCTCTGCTACGAATTAAAT

	27362_29
	30
	[C/T]
	ACACAGGGATACGCATCGACATGCACAAACGCACAC

	27363_34
	35
	[G/A]
	GAAGTATTCTACGCAATCCAGTGCCCGTGGAGCAGT

	2737_16
	17
	[T/C]
	AAGGTCATAACAGCATTAGGTTGCTCTGTGTTTGTC

	27372_5
	6
	[C/T]
	AACACCCACACAGCATCATTCTGCCACCACAAACCT

	27376_31
	32
	[G/A]
	TTTTAGGCTGGAGCAACATAATGCCTGCCCAATGTA

	27379_25
	26
	[T/G]
	TGGCTCCGTTGCGCACTGTGCTGCTTCTTTTTCTCT

	27382_1
	2
	[C/G]
	ACAGGAGGAGGTGCACACAGCTGCCAATCACATATT

	27387_6
	7
	[A/G]
	TGTCTCAGTGTCGCACGCCCCTGCAGCTTTCTTTAG

	27388_34
	35
	[C/T]
	GCACTGCTGACAGCATAGACGTGCACCACTGGCACA

	2739_28
	29
	[A/T]
	GTCTTGCATTCTGCATGTGTATGCTCGAATGGTTTT

	27393_32
	33
	[A/G]
	GCTGGTCAAGCTGCATGCTCTTGCCAAACCCAAAGT

	2740_28
	29
	[T/A]
	CACGTACACACAGCAGTATGTTGCTATCATTGCAGG

	27400_26
	27
	[C/T]
	GGAATGGTGTTAGCAAAGTCCTGCAGCGGAGAAGAG

	27403_1
	2
	[A/T]
	AAAGAAGAGCATGCAGCAATGTGCACTTGTTTCCCA

	27405_5
	6
	[G/T]
	GTCATGTTTACAGCATTTCTTTGCACACGCCTGATA

	27413_6
	7
	[T/C]
	TGCGTGTCCCAGGCACTCATCTGCTGAAATCCGCAA

	27415_5
	6
	[T/C]
	CTTTTTACTTCAGCACAGACTTGCATACGGTACCTA

	2742_11
	12
	[T/A]
	TACTAGGGTGTTGCATCAGGTTGCATCTGGTGTAAA

	27422_18
	19
	[A/G]
	CATTAGACACACGCAAACACGTGCGTGCACACACAC

	27423_7
	8
	[T/G]
	CCTTCTCTGTTAGCATGTTGCTGCTCGCCTCTAGAC

	27430_34
	35
	[G/A]
	ACGCTAGAAGAGGCAGACTGTTGCATTGTGGAAAGA

	27432_15
	16
	[G/T]
	GTGTGTGTGTTGGCATTTGCTTGCTTTGGCACACTT

	27434_19
	20
	[T/G]
	ACCTGAAGCCGTGCAACGTTTTGCTGAGCAGCCGAG

	27435_8
	9
	[T/C]
	GGCGGCATTGGTGCATCATCGTGCCAGGGTCTGGAA

	27440_3
	4
	[C/T]
	CTTCAGATTGGTGCAGTTACCTGCCCACTGTATCCG

	27443_8
	9
	[G/A]
	CACACTACGCACGCATGCAGCTGCCAGTAACAGGTG

	27444_8
	9
	[C/T]
	TGGCAGTTCTTAGCAAAATTGTGCAAGCTCTGTTAG

	27448_24
	25
	[T/A]
	TAAAATCCTACCGCATGTGTGTGCTCAGGACAGAGA

	27449_19
	20
	[C/T]
	GACACCGGCCGAGCAAGATTATGCGCTTTGTAGACA

	27455_16
	17
	[G/A]
	AAACTGGTACAGGCAAGCTTATGCAGCCTTTACATA

	27458_19
	20
	[T/C]
	GCTGGTCCACTTGCATGTCTGTGCCTGTAAATCTCT

	27471_18
	19
	[A/T]
	GATGCAAAGCCAGCATGGTCCTGCATTGCATGCACA

	27473_3
	4
	[C/T]
	CCTCACTGCCCCGCACGCCTCTGCCAGGCAGCCGGG

	27475_24
	25
	[C/A]
	AAGCACATTTGAGCAGCACAGTGCCGTAAAAAAGTA

	27477_6
	7
	[C/G]
	CTCAGACCCACAGCAACACAATGCTCTGATCCAAAG

	27478_4
	5
	[T/C]
	CAACTTGGTGAGGCATTTAGATGCCTGCGAGACCAT

	27480_27
	28
	[C/T]
	TCGATGGGGTATGCAAACTTTTGCTCTCTGTCTGTA

	27483_31
	32
	[G/A]
	ACAGTGTCTGAAGCACTGCCCTGCAGAGAACGAGAG

	27485_10
	11
	[A/T]
	CTTGGAGGTGATGCAATTTCATGCTTCAGGCTTTAT

	27487_2
	3
	[G/A]
	ACGCACCCCACAGCACTCCAATGCCATAAGGTTTAT

	27488_7
	8
	[A/G]
	GCATGGTGCCTGGCAGACCTCTGCATTGCTAAGCAG

	27494_34
	35
	[T/C]
	TCGTGGGAGAAGGCAATGAGCTGCAGTGTTGTCTTA

	27496_26
	27
	[C/A]
	TAGCAGATTTCTGCAACTCGGTGCTACAGGAGAATA

	27499_24
	25
	[G/A]
	CACGAGGCCTGAGCACGGAAATGCGTGCAAGTTCTC

	2750_29
	30
	[G/A]
	TGTGCTTTGTTTGCACATTTTTGCTGAGCGCACACT

	27501_20
	21
	[C/T]
	TACACAAGCCAAGCACGTCTCTGCCGTTGACTTTCT

	27503_11
	12
	[C/A]
	AAGCTTGTGATCGCAGAGTAGTGCGCATCCTGTGGG

	27507_3
	4
	[G/A]
	TTCGGGTGCAAGGCAAGAATATGCACACAAGTATTT

	2751_18
	19
	[T/C]
	ACGAATTTCCTTGCAGGATGATGCCAATAATGACCC

	27510_11
	12
	[T/C]
	ATGAGATGCAATGCAGCCGTGTGCTCCAAGTAGTCG

	27513_4
	5
	[C/T]
	CCCTCATTGATTGCAGGCTGTTGCTGAATAAGCGAA

	27515_25
	26
	[C/T]
	AACCGTGTTCCTGCACATGCTTGCTCAAGTGCACTT

	27517_24
	25
	[G/A]
	ATTCCTCAGTCTGCACAACTTTGCGTGACTACACTC

	27519_29
	30
	[A/G]
	AATTTTGCGGTGGCACGGTGGTGCTGCAGATAGTGC

	2753_29
	30
	[G/A]
	ATGGTTTCCATAGCAACGACTTGCACGATGGGCGTC

	27530_33
	34
	[C/G]
	TCAGGTAAAGGCGCACAAGGTTGCCAGATTGACCTC

	27531_19
	20
	[A/T]
	TTTGGAGTGCCAGCATTGCATTGCTATGTTCCTAAG

	27533_34
	35
	[G/A]
	TGGATATGGCAGGCACACACATGCACATACACACGC

	27535_4
	5
	[A/T]
	GCTCACTCTGGAGCAGAGTAATGCTCTGGATCCCCT

	27538_9
	10
	[C/T]
	TGGAGAACTCACGCAGGTCGATGCTCCAGGATGAGA

	27541_26
	27
	[A/G]
	CTTTATGCTCGAGCAGCCTTTTGCAGAAGGAAACTT

	27547_30
	31
	[C/G]
	TGTGGTCAGAATGCACAACATTGCAGCCACCTAGGA

	27554_9
	10
	[G/C]
	AAAGATCTCGGAGCACGAAGCTGCTTTGAATCAGCT

	27555_3
	4
	[T/G]
	TCATAGAGCAAGGCAGAACCCTGCTGACCAATCAGA

	27556_3
	4
	[G/A]
	TAGGAAGCAGCAGCATTGCAGTGCATTACAGATCAC

	27558_16
	17
	[A/C]
	CTAAACAGGTGAGCACACTGCTGCAGTGACCTTAAG

	27565_9
	10
	[T/G]
	TCCCTCAGATGAGCATCGCGATGCCATCTATTATTA

	27579_33
	34
	[G/A]
	TAACAGAAGACAGCATTGCCTTGCACAAACCAGGAA

	2758_3
	4
	[G/A]
	CTTGAAAAACATGCAGTCGAGTGCTTGTAGTTGCTC

	27583_15
	16
	[C/T]
	ATTGTGACTTGGGCACCAACTTGCCCCCTGTTCCCT

	27584_31
	32
	[G/T]
	ACTTCCAGAATGGCATTTACCTGCGAGTGGAGCTGA

	27586_5
	6
	[C/A]
	TGAAACAGTACAGCAAGGTCATGCAGCAGATGCAGT

	27595_9
	10
	[G/A]
	AGCAGTTAGGGAGCAGAATCATGCTGACGCTGCACA

	27596_11
	12
	[A/G]
	TGACTGATATCAGCATTAGGATGCCACATGACTGAC

	27600_9
	10
	[T/A]
	TAGTCATGGTTTGCACACTCCTGCCCTGGCACAATT

	27607_24
	25
	[G/A]
	TTTCGTGTCCCAGCAACATGTTGCGTTCTGTCAGTT

	27608_6
	7
	[G/A]
	TACCGAGAGGCTGCATTCGCATGCTTTCCGTCCACT

	27610_30
	31
	[C/T]
	TACTGCCTTTTGGCAAATCCATGCCACAGACTCTTT

	27617_33
	34
	[A/T]
	CAATGGAGTCACGCACAATTTTGCAAAGGGTTCAAT

	27626_9
	10
	[A/G]
	CAGAGAGCTAAAGCAGGGTATTGCACTCTTTCTGAT

	27631_27
	28
	[G/T]
	GTCCAAACGCACGCAGACTGTTGCACTGCTATTGTC

	27632_19
	20
	[T/G]
	GACGAGTCAGAAGCAGGAATCTGCCTCAGTGTATGT

	27640_31
	32
	[A/G]
	AAGGGGGAGAATGCAAATTTTTGCACTGAGCAATAG

	27644_2
	3
	[T/C]
	TCTCCAAACACAGCAAACCACTGCCTAGCACTAATA

	27649_18
	19
	[G/A]
	AAGCACCAATTAGCATAGGAATGCATTTGGCTCCTG

	27651_17
	18
	[G/A]
	AATGCTGATATGGCACAGGATTGCAACAGGATGTTT

	27653_33
	34
	[G/A]
	GTGTGGCAGAGGGCACACCTGTGCATTCCACACGTC

	27655_15
	16
	[A/T]
	GCCTGTTCACTTGCAACGACCTGCCTCGGATATACC

	27656_19
	20
	[C/T]
	GGATGTCCTCTGGCACAGACTTGCTAGGCCAGACAC

	27662_32
	33
	[G/A]
	TGTCAGAGTTCAGCAAACAGATGCAGCGCTGTGAGA

	27664_1
	2
	[T/A]
	CTCACCCTCACAGCAGGACGCTGCCACCACCATGAT

	27670_1
	2
	[G/A]
	AACGAGATCCTCGCAACCTTCTGCTGGCTTTCCAGA

	27672_3
	4
	[G/A]
	GCCGGCCGGCGTGCATTCGTTTGCAGCGGTGGAGGG

	27676_16
	17
	[G/C]
	ACAGCTATTTCAGCACGGACATGCTAGAACTGCCAC

	27681_31
	32
	[C/G]
	GGCATCTCATGAGCAGGTGAGTGCTGGCAAACAAAA

	27683_5
	6
	[G/A]
	GAGGTGAAGTGTGCAGCTGACTGCAGCCCACATTAC

	27685_7
	8
	[C/T]
	CCCTGCTCCACAGCAGCTCCGTGCACAAGCGTACAC

	27686_33
	34
	[G/A]
	CTTAGTCTGTAGGCAGGCTTGTGCCTTATTTCCGGA

	27688_19
	20
	[A/G]
	AACTCCAGTCCAGCATCCAGGTGCATCCTGGAACAA

	27691_34
	35
	[A/G]
	TCTGAAAGGGGGGCACAGGTGTGCAGGTGTGCATAA

	27705_1
	2
	[C/T]
	TCTGTCAGCACTGCAAGAAGCTGCTCAAGGGGCTGT

	27708_20
	21
	[C/T]
	AAGGCTACAGATGCAACACTCTGCCCAAAAGGGATT

	27712_32
	33
	[G/A]
	GTGCTGCACTATGCAGGAGCTTGCCCAATACCGTCC

	27719_7
	8
	[A/C]
	ACACCTTAGACAGCATGTTCATGCCCATGGCGTCGC

	27728_17
	18
	[C/T]
	GAGCTTATCTCTGCACACGCATGCACATAGATCTAC

	27729_17
	18
	[C/T]
	GTTCCCTTCCCTGCAATCGTGTGCTTTTTATGAGAG

	27731_9
	10
	[G/A]
	GGTGGTCCCGCGGCAAATGACTGCCCGAGCAAGGCT

	27736_1
	2
	[C/T]
	CCCTCTTGTGCTGCAGGTAATTGCTGTGGGACTCGA

	27742_10
	11
	[C/T]
	ACTTTTGTTTCAGCATGTCAATGCAGTCGTGCTGTG

	27745_11
	12
	[C/T]
	GCCATATCAAACGCATCGGTCTGCCTTATCGCTTTT

	27747_1
	2
	[C/A]
	CCGTCACGTCCAGCACCATCATGCTGCCGTCCGAGA

	27749_30
	31
	[A/G]
	ACACCTGCAGGCGCACAATATTGCCCTACTAGAGAC

	27753_32
	33
	[T/C]
	GATTGGCCACGAGCAAATGTGTGCAAACTAAATCAA

	27758_34
	35
	[C/G]
	TGCTGGCAGAAGGCAGAACCTTGCCACGATACGCCA

	27762_26
	27
	[C/A]
	GTTCTCCACACAGCAGATTAGTGCAGCTCATTCTTT

	27769_28
	29
	[T/C]
	TGTTCACTCAGAGCAGCAACATGCACAGTCATATTC

	27773_18
	19
	[A/G]
	ACACTACCTATGGCACCAACGTGCTGTCAAGATAAT

	27774_32
	33
	[A/G]
	CATGAAGATTCAGCAGATTCATGCCCTTGGGCGAGG

	27775_6
	7
	[C/T]
	ATGCTGCCCCATGCACCACCCTGCTGTCCTTCTGTC

	27779_3
	4
	[T/A]
	CATTACTGGAGTGCAGATGTTTGCATCCAGTTCAGA

	27781_17
	18
	[G/A]
	GTGCGACGCCTGGCACTGAAGTGCGAGGAGCGCTTT

	27782_32
	33
	[G/A]
	CCACAATCGCTTGCAACTACCTGCTTACGGTAGAGC

	27786_6
	7
	[A/G]
	TGGAGCAGCCGAGCAATCCAGTGCTTGGTAATCCAG

	27787_7
	8
	[T/C]
	ACACGCCTGCGGGCACACACATGCACACAGACACAC

	27792_10
	11
	[G/T]
	TTAAGGTTTGGAGCATGCCTGTGCAATGAACTTGTT

	27797_32
	33
	[G/T]
	GTGAGGCTTCAAGCATCAGCGTGCAAGCATTAGTCA

	27798_31
	32
	[G/C]
	GCGGCTTTCAGGGCACCAACCTGCTGCACCGCGTCA

	278_7
	8
	[T/A]
	CTCTGTATCACAGCAGCAGGTTGCCGACGAGAACAT

	2780_33
	34
	[T/C]
	CCCCTCAGGATGGCATGTCTATGCAGTATCGTTCAT

	27807_31
	32
	[A/T]
	CCACCCACAGTGGCAGTTACTTGCCCCTTTTACTTG

	27808_15
	16
	[A/G]
	TTCGGTAGCCAGGCAATTCTCTGCGCTCCATTCAAC

	27810_8
	9
	[T/C]
	CAGATGGCTACAGCACAACGCTGCCCTCTTGTGACT

	27830_32
	33
	[C/T]
	CGCAGATCCATCGCAGGGTACTGCATTCAGTGCAGT

	27839_4
	5
	[C/T]
	TGTACGAACCAGGCACGCATGTGCGTTTGAAGTGTG

	27841_9
	10
	[T/C]
	CGAAATCCACGTGCATTTTGCTGCCTGCAATACAAA

	27844_18
	19
	[C/A]
	AGGGAACGAGTGGCATGCCGGTGCTGATGGGTAATG

	27850_17
	18
	[G/A]
	GGACAAAGAGATGCAGTGGGTTGCGATGTTGCCTCA

	27868_25
	26
	[T/C]
	GAGGGAAAACGCGCACTAGGGTGCACAAGAGCAAAC

	27875_25
	26
	[C/T]
	GACCTGACGTGGGCACGGCCATGCCCGAGCTCATGC

	27880_30
	31
	[G/A]
	ATGACGAGTTTGGCACACGTCTGCCACGCCGTGAGC

	27882_18
	19
	[A/G]
	TATGGATTTGGTGCATTTAGGTGCTCAGATGACTTT

	27886_6
	7
	[C/T]
	ATCAACCGTGCTGCATCTAAATGCAGATTTCTGGAA

	27891_34
	35
	[A/C]
	ACCCACACAAGTGCACACACATGCATACATGCACAT

	27893_20
	21
	[G/T]
	GAGCTCAGCTGGGCAATAAGGTGCTGGTACTCCTGG

	279_19
	20
	[C/A]
	ATTAGAGCGATCGCAATCACATGCCGTGGGAGGCTA

	27900_15
	16
	[C/T]
	CGTGTCGGGCTGGCACGTGACTGCGGCACGTCTCTC

	27902_1
	2
	[G/T]
	GGATGTTTGCTGGCAGGCAGCTGCACGCACACAAGA

	27904_34
	35
	[G/A]
	AATTAAAACCCAGCATCATGATGCACACACAGGTGA

	27905_2
	3
	[A/G]
	AAAGGCAATGTTGCAAATGGCTGCCCTGCCCAGAAG

	27907_3
	4
	[A/T]
	TGAAGGATTTTGGCACAAGCTTGCAGCGTTGTTTTG

	27909_18
	19
	[G/T]
	CCAGATTTCCCAGCACTCGGCTGCCTCGGAGTCTGC

	2791_32
	33
	[G/A]
	GCCACTTGGGTGGCATGGTAGTGCCGAATAGTGACT

	27910_26
	27
	[G/A]
	GCACAGGAATCTGCACAGGTGTGCACGTGAACCACA

	27912_27
	28
	[C/T]
	TCCTCAAATGATGCAGCATCCTGCTTTCACAATGCA

	27923_8
	9
	[G/T]
	AGTGAGCAGTGAGCACTTGTCTGCAGCACTGTCCAG

	27930_27
	28
	[A/G]
	TACTCCACAAAGGCAAAACCCTGCCAAAAACCGAGG

	27931_31
	32
	[T/C]
	CTAAACCCAAATGCAAAACAGTGCAGGCACTTCTGG

	27932_7
	8
	[G/A]
	ACACACTGAGCTGCAGTTTCATGCAGCCAATCCTCC

	27935_28
	29
	[G/A]
	ATGTTCTTGGCTGCAGTAAAATGCAAATGGAGCAAT

	27938_29
	30
	[G/A]
	ATGGAGAAACCGGCAGCGTCGTGCGAACGGATAACA

	27941_19
	20
	[G/A]
	CAGCCTCTCTGTGCAGATTGCTGCTGATTGAGCAGG

	27946_33
	34
	[A/G]
	CCCTTGGGTAAGGCACATAACTGCTTTACCCGGAGC

	27950_26
	27
	[C/A]
	ACACTACCTGCGGCACCACCATGCCACCTCACCCAT

	27953_33
	34
	[A/C]
	ACAGACAGACTGGCAGCAAAGTGCACAAGGCCTATC

	27955_1
	2
	[C/T]
	GCGAACACTCACGCATCTTCGTGCCAGCTCCGTGTG

	27956_32
	33
	[A/C]
	CAAAGGTATTAGGCAGCAGTCTGCAACACTCGAGTG

	27960_34
	35
	[G/A]
	TTCTCTAGTATGGCAAAAGCATGCACGAGCAAATGG

	27967_7
	8
	[T/C]
	CTGTGTACGTGTGCAAATCTCTGCTTCTCCTGAGTC

	27971_10
	11
	[T/G]
	AATGCCCAGGTAGCAATTGTGTGCATTCTGCCATCT

	27977_18
	19
	[C/T]
	ACAAGCTTTTTTGCAGGACTTTGCACCTGTCCACAC

	27979_34
	35
	[C/T]
	GAGGGGGTTTCTGCACAGCACTGCACCGTCACCGCG

	27985_10
	11
	[G/A]
	CTGGCAGAGGGAGCAGGGCAGTGCAAATGTAAAACA

	27997_27
	28
	[C/T]
	CAGGCTCTAGTGGCAAACTAATGCACTCCTGTGACT

	27999_25
	26
	[C/T]
	GTCGAAAGATCCGCATACCTCTGCACGCTCCAGTCA

	28002_7
	8
	[T/C]
	TTCTGCATGCTCGCACTATAATGCCACGCTTACACC

	28010_17
	18
	[C/T]
	GGCAGGGTTTCAGCAAACGGATGCTAGCATGTGTCC

	28014_19
	20
	[G/A]
	TGATAATCACATGCATTCTGATGCGGTCTGTTCGCA

	28016_9
	10
	[C/T]
	GTGTGCGTTCGTGCATGCGTGTGCGAAAGAGTGTGT

	28017_6
	7
	[G/A]
	AAAGAGGATAGAGCAGATCAGTGCACAAAGGCCCTG

	28019_1
	2
	[A/C]
	AACAGAAAAACAGCAGAACCTTGCTAAAGCGAACTC

	28036_9
	10
	[A/T]
	CCCTGTGGGAGGGCATAAGACTGCTACAGCACTCAG

	28044_28
	29
	[T/C]
	TTAGCCTGATATGCAGCCAACTGCTATGTACTGATA

	28051_7
	8
	[C/T]
	GTGTGTGCGCGTGCATGTGCGTGCTGGTGTGCATGT

	28054_5
	6
	[G/C]
	GCTCAGACTGTTGCATTTTCATGCGTCATCATCTGC

	28057_24
	25
	[T/C]
	TGCTTCTTAGCTGCAGGCGTGTGCTTGTCGTCCTCA

	28059_2
	3
	[C/T]
	AACGCAGGAAGTGCAGATAGATGCAGATCTGTGAGC

	28063_11
	12
	[G/A]
	GGATAACCTCTGGCATTGCCCTGCATCTGTCCCAGG

	28064_32
	33
	[C/G]
	TAGCAGCACAAAGCAATGAGCTGCTTGCAGATCGGA

	28070_19
	20
	[C/A]
	TGACTCTCCCGAGCACGTTCCTGCAGCTGTTTAATC

	28074_30
	31
	[G/A]
	CAGACATAACGAGCAGAGAATTGCAGTGCAGATCGA

	28077_10
	11
	[G/T]
	ACACGGAATGGTGCAGATCTGTGCTAGTTTCTAGTT

	28080_32
	33
	[C/T]
	ATCTTTGCACCAGCACTCACCTGCATGATGGTCCAT

	28097_7
	8
	[G/C]
	TTAAAATGTAGCGCATGGTTTTGCCATTTGGATCAG

	28098_17
	18
	[G/A]
	TGTAAAGCAATTGCACCGGCATGCTTTTTGCTCATT

	28099_25
	26
	[T/A]
	CCTTGCTGTGAGGCAGAAGCGTGCCTCTGTCTGAAA

	2810_29
	30
	[T/C]
	AAATCTTTAGGAGCATTCTCATGCTGCCTTGGTGGC

	28102_27
	28
	[A/T]
	AACTTTCGCTTGGCACCGACGTGCCGGATAATAAAC

	28107_8
	9
	[T/C]
	ATCAGAATTCCAGCATGACACTGCCACCAACACACG

	28112_32
	33
	[T/C]
	CTGTTGAGAGGGGCATTGCAATGCATTAGCATTCAG

	28115_34
	35
	[T/C]
	AATCAGATCGAGGCAGAATTGTGCGATGACTTGTCA

	28118_27
	28
	[T/G]
	TACAGCATCACGGCATCTTAATGCATCTCAATGGAA

	2812_28
	29
	[C/T]
	GCGTCCGTCCTCGCACCTGTTTGCTGAGCCGTTTCT

	28127_34
	35
	[A/G]
	GTAGGAGGGAAAGCAAAATGATGCTAAGCACACAAG

	28136_4
	5
	[T/G]
	GTCATGTTGGCAGCAGCACAATGCATGAAGTCATAT

	28137_33
	34
	[C/T]
	AAAGATGTTAAAGCAGTCTGGTGCCTGGTTCTTCAA

	2814_2
	3
	[C/T]
	ACCCAGACACACGCATAGACATGCATGCGGGTCTGT

	28141_5
	6
	[G/A]
	CTAACGGCATTGGCAACAGTGTGCTGCGTCACTTTG

	28159_16
	17
	[C/G]
	CTGATGCGAGCTGCAACAGGATGCCAATGAAGGGAG

	28164_30
	31
	[A/G]
	GGGCTGGAAGGTGCACTTGTGTGCTGCACAACTTAA

	28165_18
	19
	[A/T]
	CAAATCACACATGCACCCACATGCCACACTATACCA

	28171_1
	2
	[C/T]
	GCCAGTGGCTCTGCATGTTCCTGCACAGGACTTGAA

	28175_3
	4
	[G/A]
	TCTAGGGTTAGTGCAAATGTTTGCCAAGCCTTTTGC

	28176_20
	21
	[A/G]
	TAAATGCGTCATGCAGCACCATGCAGACACTGTATA

	28186_34
	35
	[G/A]
	AACACACCAAGGGCAATTTCCTGCCCAAAATCATGA

	28189_3
	4
	[A/T]
	TTTAAGGCAAATGCAATACGGTGCAATCTGTCCGTA

	28190_16
	17
	[G/A]
	TGGAGGCGGCGCGCACGGAGCTGCACTCGGCCCTGC

	28191_2
	3
	[T/G]
	TATTTGACTCCTGCACCTTACTGCAATTTCAGCACC

	28192_7
	8
	[G/A]
	TGAGGTAACCTTGCACGGTCATGCACTAATCGATAT

	28196_4
	5
	[T/C]
	TGCCTGCAAACAGCATCAGAGTGCCGTCAGCGAAGG

	28197_27
	28
	[A/G]
	CTCAAGCTTTTGGCAAGAAATTGCACCAGTGTTGTG

	28201_31
	32
	[G/A]
	GATGCTCAGCTGGCACTGGTTTGCTTAGTTCGTCTC

	28202_28
	29
	[G/C]
	ACAAAGCTAAAGGCAGAAAGATGCTCAACCATGCAG

	28210_33
	34
	[T/C]
	CTAAAGACTAATGCAATCGGGTGCTGTCCAGAATAC

	28211_9
	10
	[A/G]
	CTTTGGTCCATTGCACTTCCCTGCAGCTCTAGCTTG

	28214_31
	32
	[G/A]
	GCAGATTGATTGGCAGCCAGATGCGGAGTGAGCAGA

	28215_26
	27
	[C/A]
	ATTGATTCAGAGGCAGTAATCTGCACCGCTAATGTT

	28222_11
	12
	[A/G]
	AGAATGCATGGAGCACACAGGTGCACACACACACAC

	28223_28
	29
	[G/A]
	GTGTCTTCAGCTGCAGGTTTTTGCCTACGATTCTTT

	28225_18
	19
	[T/C]
	AGCGGTGGGAAAGCACCGTGTTGCTATATTTGTGTG

	28229_10
	11
	[C/G]
	CCTAGTCACACGGCACTCGCGTGCGAATGTGTGAAA

	28230_20
	21
	[A/T]
	AGAAAGCGTATGGCACACACATGCTGAGCTTGAAAT

	28237_9
	10
	[T/A]
	CATGCACTTTATGCACTGTGGTGCAGGTGGGTAATT

	28243_15
	16
	[G/A]
	GACTGAGGAAAAGCAGTAACCTGCGACAGGGCAGCC

	28249_6
	7
	[A/G]
	ATTGGGAGATCTGCACTTCAGTGCCGAGTAGAAAGA

	28251_34
	35
	[G/A]
	CCATGGCCTCCAGCAAGCTACTGCTAGCTGCCAAGT

	28252_32
	33
	[A/G]
	AAACAGACACGGGCAAATTTATGCCACTGGGGAAAA

	28260_29
	30
	[C/A]
	CGGGTGGCTTCTGCATGTCGGTGCTCTTTCACTCTC

	28264_34
	35
	[T/A]
	TCAGATACATCAGCATGCACGTGCTTTTTGGCCTTA

	28277_1
	2
	[G/A]
	TGAGTGCAGCATGCACTGACCTGCCTGTGAGGCCAA

	28279_10
	11
	[G/A]
	TGACGCACTCGGGCATTGGGATGCATCAGCAGGTCT

	28281_32
	33
	[G/A]
	CACCGGGACACTGCAAACTGCTGCCTACGACAGCAC

	28288_1
	2
	[T/C]
	TTCTGGTTTGAGGCATAACAGTGCTGTTTTGTTCTG

	2829_33
	34
	[G/T]
	GGTTGTGTTAAAGCAAAAATGTGCCAGGACCAGTGT

	28290_27
	28
	[G/A]
	GTATGCAGAGGTGCATGTATCTGCTGGGCTCAATGT

	28296_25
	26
	[G/A]
	CCATACCTGTCTGCAGATGCATGCTGAGGGTGTGTG

	28298_7
	8
	[T/C]
	TCTGTCCTGCTTGCAATTAAGTGCCCAGCGCGACAG

	283_11
	12
	[C/A]
	TGACATGCAAGCGCACGCTGTTGCACAGAAGCATTA

	28302_11
	12
	[T/A]
	GATATATTGGCTGCATATGTTTGCAAACAGTGGCAT

	28304_30
	31
	[T/C]
	TGGCAACAAATTGCAGTTGGCTGCACAGCCTTTGGC

	28306_24
	25
	[A/G]
	CAAAGCAAGCAAGCACGTGGGTGCACACTTCTGTAA

	28311_5
	6
	[C/G]
	ATTAGCGTTGGGGCAGGGTTGTGCTATCTTCCAGGC

	28312_6
	7
	[C/T]
	ATGACTCACCATGCATTTTGATGCCCAGTTTGTAGG

	28320_29
	30
	[C/T]
	TGAATTTCGGGAGCAGTTTCGTGCAGAGCCCATCTT

	28321_32
	33
	[C/T]
	CCAGGTGACCCGGCAGCACCCTGCCTGTTTTTCTTT

	28338_4
	5
	[T/C]
	CTGGTCGTTCCAGCAAAGGTATGCGAGCGCTGTGAC

	28345_19
	20
	[A/G]
	TACAGGATAGGCGCAGGATAGTGCTCGCTTCCAGGG

	28346_11
	12
	[G/A]
	GACTGTCGAACGGCATGACAGTGCAGCAGGTAGCAT

	28347_1
	2
	[G/A]
	CGCATTGACAGCGCACGGACGTGCCGTCATTAAGCT

	28349_5
	6
	[A/T]
	ATGTTAGCAGGTGCATTACTGTGCCACCCATTATCA

	28350_3
	4
	[A/G]
	GGAAAGAGCGACGCAGCATGCTGCAGCTCTCTGTTC

	28353_4
	5
	[G/A]
	AGACGAGCCTATGCAGTGACATGCCATCCATGCACA

	28354_16
	17
	[G/A]
	TTGGTCCAGAAAGCACGCTTCTGCACATTCCTAATA

	28359_6
	7
	[T/C]
	CCAGCTTACAGGGCATAAGGTTGCCGTAAAGATCCT

	28363_28
	29
	[C/G]
	ATTAAACACAATGCACGGGCTTGCGTTCCCCGGCTG

	28366_2
	3
	[A/G]
	TCAGCTAATATAGCAATGCGGTGCGTAAAAACGTGC

	28370_6
	7
	[G/T]
	AACCATGGTGAGGCAACCAAGTGCTCATCTAAAAAT

	28376_7
	8
	[T/C]
	AAACGTCTCGAGGCATCACCTTGCTGCAGTAGTACT

	28379_24
	25
	[A/G]
	GCACTGGAACCTGCAACCTGATGCAACTGGTTGTGT

	28381_1
	2
	[T/A]
	GTACACAGGTGTGCACACAGCTGCTAACAAACGTCA

	28386_25
	26
	[G/C]
	ATAGACAGCAAAGCACATGAATGCGGCCCCTGCTGC

	28389_2
	3
	[T/G]
	GCTTATGGTTGGGCACAGATATGCACACATACACAC

	2839_11
	12
	[T/C]
	TGTAAAGTAGCTGCAGCGAGCTGCTGATGTTAGATT

	28392_34
	35
	[C/A]
	CGGTCAGCTAGGGCACTAGATTGCGTGCAGAAGCCA

	28394_26
	27
	[C/T]
	ATGGCATCCCCAGCATACCACTGCACCGTCACATTC

	28395_27
	28
	[T/G]
	ACTGCTCCTCCTGCACACATCTGCCCCTGCCTTGCC

	28398_9
	10
	[C/A]
	TTGTTGGACCATGCATGTCCATGCTTTGAAAACGAT

	28399_28
	29
	[T/C]
	TGTCTGGATGATGCATGACTGTGCTAGCTCATGCCT

	28407_30
	31
	[A/T]
	TCCTTGGGCAAGGCACCTAACTGCAATTCCATCAGA

	28409_26
	27
	[G/A]
	GTGAATAAATCTGCATGGCGGTGCTTGTGCACCCAC

	28411_26
	27
	[G/T]
	CTCTTTGGATGTGCAACAGCATGCTCGGTGTAGCTT

	28418_4
	5
	[C/T]
	GCTGCATGATTGGCAACCTTGTGCATTGTCAGAGCA

	2842_25
	26
	[G/A]
	GTCTGGCCGCTGGCAAGGTTTTGCCGGAACAGAAAC

	28422_10
	11
	[G/A]
	TGTGTGTTAGGGGCAGAGGCATGCAAGTGTATACAG

	28427_33
	34
	[A/C]
	GAGAGTCACTCGGCATATTTCTGCTGAACAGTGAGG

	28428_15
	16
	[T/A]
	AGGCCCTACTGCGCATGCGCGTGCCGGAAACACGTG

	28438_27
	28
	[G/A]
	TTTATGCTGCGGGCAAACATTTGCACTGAATCGTAT

	2844_2
	3
	[C/T]
	ATCAGTGACTTTGCATGCCCGTGCTGCTGGATCACA

	28450_1
	2
	[A/T]
	GAGGTGGGCGGAGCAGGGACTTGCCCTGAAAGTCGC

	28451_31
	32
	[G/A]
	ATATATCACCCGGCACCGGCTTGCTCATTCTGACTA

	28453_26
	27
	[T/C]
	AAAAATGAGGTGGCACAGTGTTGCTGTAGGTAGTGC

	28457_16
	17
	[T/A]
	TTGGCTTTTGAAGCACTACACTGCAATGGCAGGGCC

	28459_27
	28
	[G/A]
	GCCTCCGAAATAGCAACAGTGTGCGCTGGGCTATTT

	28460_17
	18
	[G/A]
	TACTGTGTGAAGGCAAGGGGTTGCCAAACAGGATTT

	28464_6
	7
	[C/T]
	TGCTCTTTTCCAGCATCATGATGCAATCACTGGCAC

	28466_18
	19
	[G/A]
	GTGAACAGTGGAGCAGGTGAATGCCGGGTGTCCCAG

	28469_27
	28
	[C/G]
	GTAACGCGTACAGCACACACGTGCGCTCGTGTAAAT

	2847_25
	26
	[G/C]
	GATGTTTGCTGTGCAAGTTGTTGCCGTGTTTATGAA

	28474_3
	4
	[T/A]
	ATGTGTGACGGAGCAGTTTAATGCCTTGGTTGTCGT

	28486_29
	30
	[A/G]
	TGTAAGACCTGCGCAGACAGGTGCTAAACACAGACG

	28490_27
	28
	[C/A]
	TTCCAAAAAAAGGCACGTTCTTGCGTTCGTAGATAT

	28497_3
	4
	[T/C]
	TTTTACTGCACAGCAGGGCAATGCTTAACTTTCACT

	28498_4
	5
	[G/C]
	TGCTGGCTCTGCGCAGACGTCTGCCTCCTGTCCTGT

	28505_6
	7
	[G/A]
	TGTCCAGGACCTGCAGAAGCCTGCTGACCTTCTGTT

	28506_10
	11
	[A/G]
	GTTTACGGCGAAGCATGGTTGTGCTTGTGGAGGTTG

	28508_26
	27
	[C/T]
	TAGACAACATATGCACTGTGCTGCTGCCCATTATTC

	28517_27
	28
	[C/T]
	TGTGGTTTTAATGCACTCCACTGCTGCCATTTGACT

	28519_3
	4
	[A/G]
	GCAACATGTTGAGCACATGGTTGCAGATTGGTCCAA

	28521_33
	34
	[G/A]
	TGCAATCCCTGTGCAACAGAATGCAAGGAATGTGAA

	28525_4
	5
	[G/A]
	TCTTGAAGGTTGGCATGGTGGTGCCAGAGGTAGTGA

	28526_10
	11
	[C/T]
	CTTGATGCAACGGCAAAAACCTGCACTAATGAGGCG

	28529_18
	19
	[C/A]
	ACACTACCTGTGGCACAACTTTGCTGCCTGCGGTAT

	28533_18
	19
	[C/T]
	TGCTGCTGATCTGCACAGCGCTGCCACTTCTCCCAC

	28539_4
	5
	[C/G]
	TTCTCTATAATTGCAGGAAGTTGCTGGTGAGCCTCT

	28541_4
	5
	[C/T]
	TAAACGAACCAGGCACCCCAATGCCACTGGTGTTTA

	28549_33
	34
	[T/G]
	CTGCTGCTTTCTGCAGTTTTCTGCTGGTGGTGTTAA

	2855_8
	9
	[A/G]
	AGCAAGGGACGTGCAAAATTTTGCACACCCTTCAGA

	28550_11
	12
	[T/C]
	ACACACACACATGCAGGCAAGTGCACACAGCCTCTG

	28554_24
	25
	[G/C]
	TATTTCCCAGTGGCAAATCCCTGCGTGATCAACCGC

	28555_10
	11
	[G/A]
	CAGCTGTGTGGAGCAGAATTCTGCAGAGAAAAAGAT

	28560_3
	4
	[C/T]
	GCTCTGTCTCTGGCATGTTCCTGCTGTGCACTTGAA

	28565_1
	2
	[C/T]
	CCAGATGTTTGCGCATACACGTGCCTGTTCACCTCC

	28568_32
	33
	[C/G]
	AAGTACGGGTGTGCAAACTTTTGCATTCATCTCTAT

	28574_24
	25
	[G/A]
	GACTCACAGGTAGCACTTTGCTGCGCCTACAGGTGT

	28578_28
	29
	[A/T]
	TCCATCACAGGAGCAAGCCGGTGCAACAAATAGAGC

	28586_2
	3
	[C/T]
	TTCCGAAACTTTGCAAAAGTATGCCACGCAATATCA

	28591_11
	12
	[A/G]
	ACACTACTTGTAGCACCACCGTGCCACCCTATTTAT

	28596_33
	34
	[G/A]
	AACTTGTGGCTGGCACTGAGGTGCAACAGATACGAT

	28601_33
	34
	[T/A]
	AATAACGTGGCAGCAAAGCAATGCAACGTGTTATAT

	28603_1
	2
	[C/A]
	ACAAGACACACAGCAACACAGTGCGAGTGAGAAGCG

	28604_33
	34
	[C/T]
	TGATCTGTATGAGCACTTTGATGCCCACTAGCTCCA

	28605_34
	35
	[C/T]
	ATTGATTTGATGGCACAGCCTTGCTGGCACAGCTCC

	28606_10
	11
	[G/A]
	GAATTTAGCAGAGCAGCTACTTGCCTATGTGCCACT

	2861_3
	4
	[C/T]
	AATCGCACCACTGCATTCTAGTGCAGTGCCAGAGTT

	28611_34
	35
	[G/A]
	GACCCCTGGCCAGCAACAAAATGCCCCACCAACAGA

	28612_26
	27
	[T/C]
	TAACTTCAACATGCATGCACATGCACCAGAGCTCCT

	28619_6
	7
	[C/A]
	ACTCTCCCTAATGCACAGCAGTGCTCAGGGGTCAAG

	2862_33
	34
	[T/A]
	GCTGATATGTCTGCAGGCACTTGCGAGATGTTTTAC

	28621_29
	30
	[A/T]
	GCTCCCAAGATAGCAGGCTGTTGCTACACAACAACT

	28623_17
	18
	[T/A]
	ATCAGACCATTGGCAGTTAGCTGCTATTTGCGAGAG

	28625_5
	6
	[T/A]
	TTGGGTAAACAGGCAGCTTATTGCTACATTCCTGAC

	28626_11
	12
	[G/A]
	GCCATTGACACGGCATCGTCGTGCAGGGGCCCCGGT

	28633_7
	8
	[A/C]
	TGAAGAAAGCGGGCAGATAGCTGCTGTTGCCAGGAG

	28636_7
	8
	[T/C]
	AATCCATTAGGAGCACAATGGTGCTAAACAAGGCTA

	28640_30
	31
	[A/G]
	ATCGGCCATCAGGCATGACATTGCTTAGACACAGAC

	28644_20
	21
	[C/T]
	AAGTGGGTTAAAGCAGCCATCTGCAACTTGTCTTTG

	28646_25
	26
	[G/A]
	TTACTGCGGTGAGCAATTTCCTGCCGTTTCCTGCTT

	28647_31
	32
	[G/A]
	GAAATGGATGACGCATTTTATTGCCGCCTATGAAGG

	28651_17
	18
	[C/T]
	TGCTTAGACCCTGCACCCATGTGCTGAAGTAGTTAA

	28653_34
	35
	[G/A]
	AGTGTGTTCAGTGCACACCATTGCCAAGCTGTCTGA

	28656_2
	3
	[G/A]
	TGGAAGTGATGAGCAAGTGGCTGCCCCGAGGCTAAC

	28660_7
	8
	[A/G]
	TCTGCAGAAGGGGCAGGCAGATGCTGACCTCATGTA

	28662_17
	18
	[C/A]
	TTTATTAGAAAAGCAGCCTTGTGCGCCATCTAACGG

	28664_1
	2
	[G/C]
	CGGAGTGTAAATGCAGTGTTTTGCTGTGGAGTTTAA

	28673_15
	16
	[A/C]
	GTCATGTGCAAAGCAACCCGGTGCCAAAATCCTCAG

	28678_6
	7
	[C/T]
	CCAACTCGCTGGGCATTGCCTTGCAGATCCTCCTTC

	28680_30
	31
	[G/A]
	ACATGCAAAACGGCACTCAAGTGCGGAGAGGAAAGA

	28686_5
	6
	[T/C]
	GTATATAACTATGCACCGATCTGCCGTGGCATTAGA

	28688_19
	20
	[C/T]
	CAATGAATACTGGCAGCACCTTGCAAAGCATGCTAT

	28691_33
	34
	[G/A]
	TGATGGTGGCTTGCATGCAGCTGCTCAGCCATGGAA

	28692_4
	5
	[T/C]
	TTCCTACAGTCTGCAGCAGGCTGCACGAGATGCAAA

	28694_34
	35
	[G/A]
	GGCCATATTAATGCAGTCACATGCAGGGCGGATCGC

	28696_18
	19
	[G/A]
	AGCACTTTGGGGGCAGTTGTGTGCTGGTGGTTAGGG

	28697_1
	2
	[G/A]
	GGCGGGGCTGCAGCAGTAGAGTGCCTGTCTGGGCCT

	287_18
	19
	[C/T]
	AAGCACTAGCTAGCAAAACCGTGCACCTTCTAATTT

	28701_31
	32
	[T/C]
	TGATGAGCTGTTGCAGCATTTTGCAGTCTCTTAAGC

	28706_32
	33
	[G/A]
	TCAACATCCTTTGCATCGGCATGCATCCAAATGTAT

	28709_10
	11
	[T/C]
	CGATGTCCGCTGGCAGGGCCGTGCGACAGTCTGAGA

	28721_4
	5
	[A/G]
	GGTTATGTGACTGCAGGAGCTTGCAGTGATCAAGAA

	28722_10
	11
	[G/A]
	GGGTGGTGTGGTGCAACCACGTGCAAAGTGGACTCA

	28729_20
	21
	[C/T]
	TAGTTGGAATCTGCAACCTTCTGCAGCTCGACTCCG

	28731_17
	18
	[G/A]
	AACTGGCCAACTGCAGAGAAATGCACAGAAATTACA

	28732_2
	3
	[C/T]
	CTCGAGTATGTAGCAGGTTACTGCCAGTGGCACTGA

	28736_30
	31
	[C/G]
	ATGGCTGTGTTCGCAAAGGAATGCCCACTACACACA

	28739_18
	19
	[A/C]
	TACAGCCATCCAGCATAGAGATGCTGCAGGAGAGAT

	28743_3
	4
	[A/T]
	CACAAGGTGGGAGCAATTGGGTGCATATGTGGCACC

	28749_34
	35
	[T/C]
	TTGTGTACAGGGGCATCGTCATGCAGGAACAGGTTG

	2875_17
	18
	[A/G]
	AGTGGAATGTCAGCAGCAACATGCTCAGGCTCCAAC

	28757_28
	29
	[G/A]
	TTGGGACGATCAGCACCATGGTGCGGACGGAGGGCC

	28765_15
	16
	[T/C]
	ACGGAGTGACGTGCATGTGCATGCACATTTCTGTTT

	28766_9
	10
	[G/A]
	CCGCATGTCAGAGCACATTCATGCCCACACACAGAC

	28774_29
	30
	[A/G]
	AAAAATCACAGTGCATTGATGTGCAGGTCAGTTCTG

	28779_31
	32
	[G/A]
	AATAGGTCCCAAGCAGCCGCCTGCTGGAGCAGAGCA

	28790_7
	8
	[G/A]
	GGTAGTAGGGCTGCAGGAAGTTGCAAGGCGTGACAG

	28792_31
	32
	[C/T]
	CCGGGTAGATGTGCAGTGTTGTGCCCACCACCAACA

	28794_5
	6
	[C/A]
	TCCCACACCGACGCAAGATTTTGCACTCGTAGTCCT

	28797_16
	17
	[G/A]
	ACACAAGCTGTTGCAGGTAACTGCTTCTGCTCTAAA

	28800_8
	9
	[C/A]
	TATACACACCAAGCAGACTCATGCTTAAGGTGGTCA

	28802_25
	26
	[G/A]
	TGTAGGGAAAATGCAGCCCTATGCGGAAGAACCTAT

	28804_17
	18
	[C/G]
	GATGTTGTGTTAGCAGGCTGCTGCAGGTTTACGCGG

	28806_18
	19
	[A/G]
	TTCAAAGCTTACGCAACCATCTGCAAGTGTAGCAGA

	28807_16
	17
	[C/A]
	GAGTGTGTCGCAGCACCGATTTGCTCTCAGCCCCTC

	28809_3
	4
	[T/C]
	ACATTACATGTGGCACCACCATGCTGCCTATTAAGT

	28812_3
	4
	[T/A]
	CTTTGGCAGAAAGCATTTTCATGCAGGCCCAATCAA

	28814_8
	9
	[A/G]
	ACTCCTGTAGAGGCAACAGATTGCACTCATTCCTCA

	28815_1
	2
	[G/A]
	CGTGTCCCCACAGCATGACACTGCCACCACCATGCT

	28816_4
	5
	[G/A]
	AGCGGAAACGAAGCAAGGTAATGCAGACAGAATATG

	28820_2
	3
	[T/C]
	TCTGTGATGCTCGCATGTGCGTGCGAATGTGAAATT

	28829_10
	11
	[A/T]
	TTCGTAATACATGCAAAATTGTGCGATGGATGCAGA

	28831_28
	29
	[G/A]
	TAGGCTCAGCAAGCATGATCATGCTCATGTCTAAAT

	28839_32
	33
	[G/A]
	GTGCTGCGGGGGGCATCTGCCTGCTCGGGGGCGAAA

	28848_19
	20
	[C/T]
	GCTTTAATTCACGCAGCAACCTGCGCTCACACATGC

	28851_25
	26
	[C/T]
	CTGTAGCAGTGGGCAGAAAGCTGCTCCTCTTATCAC

	28853_31
	32
	[G/A]
	AGGGCAGTCGCAGCAGCAGCTTGCCGAAGCGGCTCG

	28855_34
	35
	[T/C]
	TAGTTCAAACCAGCACATTACTGCCTTTATGGCCTG

	28857_9
	10
	[G/A]
	GGTGTTAATGCCGCACAATGCTGCTTAAACAGATCT

	28858_32
	33
	[G/A]
	TTACATGTGAGTGCACGAACATGCACGTGCACGTCT

	2886_31
	32
	[C/T]
	CCCACACTCACTGCACACATTTGCATCTTTTCTAAG

	28875_34
	35
	[T/A]
	AACAGCACTGCAGCAGATCGGTGCATCATTATAATG

	28876_4
	5
	[C/T]
	TCGGCGAGCACAGCAAGGCACTGCACACAGAGCAGA

	28879_4
	5
	[G/T]
	AGAGGTATGACAGCAGAAGAATGCGTTCGCGTGCAT

	28886_3
	4
	[C/T]
	CATCACTGCAGTGCATGGCTGTGCTGCCCTTTTGTC

	28889_28
	29
	[A/C]
	AGCAGAACTACAGCACCAAGTTGCTGACAGATTTTT

	28898_16
	17
	[C/T]
	CCTCCTTCCCCAGCATCCCTCTGCCGGGTCAGGCAA

	2890_9
	10
	[C/T]
	GAGGTCGTACGGGCAAAGAGCTGCATAAAAGTCATG

	28910_1
	2
	[G/T]
	CGATGTCCTGTCGCATTGGGCTGCAGAGAATCAGTG

	28911_25
	26
	[G/T]
	CCTGGTTTGGCTGCATGTTGGTGCTGCAGGTAGTGT

	28915_8
	9
	[T/C]
	TGTTAGCGTGGCGCAGCGGGATGCTAATCATCACTG

	28918_30
	31
	[A/G]
	TCCCACATGATGGCAGTATGATGCAAGCCCAACTTC

	28919_34
	35
	[C/T]
	TAGATGCAGAATGCACATCGGTGCTGTATCAGCTCG

	28923_18
	19
	[A/G]
	AAGGAACCACTGGCACACATCTGCATCCAGCTGTAG

	2893_27
	28
	[T/C]
	TAAATAAGGACGGCATAGTGGTGCTGTTGGTACATG

	28931_31
	32
	[C/T]
	CTCTGCGCCCTGGCACGCTCCTGCGCACACACGCGC

	28939_7
	8
	[T/C]
	ACATTTTCAGCCGCAGTCCCCTGCCCAACTCATAAG

	28953_19
	20
	[G/A]
	TGATGCTTTTGTGCACAGCGATGCTTTTTCAGAAAA

	28957_31
	32
	[A/T]
	TACCTGCCTAAAGCAGTCGAGTGCAGTTAATAAGAG

	28964_28
	29
	[G/T]
	GCCACTGGCAATGCAATTATTTGCTGTGGCCCAGTC

	28968_19
	20
	[C/A]
	GAACGTAAGTGTGCACACACATGCTGCTGTCTATTT

	28969_29
	30
	[A/G]
	TAAAGCAGCCGAGCAGTACACTGCTGCAAACCCATA

	28972_1
	2
	[C/T]
	GCTTGAAGGGCAGCAAGAAGCTGCTTTTCATCGACT

	28981_32
	33
	[C/T]
	GTCCCTGCTTTGGCAGCACACTGCCGCTTGTTCGGG

	28988_25
	26
	[A/G]
	ACAAGTTGTTGGGCAGCCCTGTGCCATAGAGAAATT

	28992_18
	19
	[G/T]
	GTATTCAGAGAAGCACTCGCTTGCTCTGTACCACTC

	28993_1
	2
	[A/G]
	AACAACAAGTGAGCAGTCACCTGCTTTCTCTGTGAA

	28996_6
	7
	[G/A]
	AGAAGTGAACTGGCACAACACTGCGTTCAGGCTTAC

	28997_33
	34
	[C/A]
	CTGAGGGTATTTGCATGATCATGCAGCTGCACACAG

	28998_4
	5
	[T/C]
	AATGTGAGTCACGCAGGAGGCTGCAGGATAAAGGAA

	29007_2
	3
	[A/C]
	TGAGATGAACATGCATGAGCCTGCTTTGGCTCTTAT

	29010_15
	16
	[G/A]
	GAGGGGATAACAGCAGCCTCCTGCAGATCTATCACT

	29011_11
	12
	[T/C]
	GAGCCTCATATTGCACCAGAGTGCACTCAGTCCCAA

	29014_29
	30
	[G/T]
	CACAGCCAGGTGGCACGGCTATGCTGCAGGCATGGG

	29017_19
	20
	[A/C]
	GAGGTCAAGGTCGCATTATACTGCAGAGGTGATTGT

	29020_34
	35
	[T/A]
	CTGCATGCGTTGGCAATATCATGCAGCATTTCTTTT

	29021_33
	34
	[C/T]
	GTTTCTAGCTTTGCAGTGGTTTGCCTCATCTTTCAT

	29023_24
	25
	[G/T]
	GAGAGCAGCATGGCAGAGCCGTGCGTCAGCATCTAG

	29027_1
	2
	[G/A]
	TGAGTCTGCAGGGCAAACACATGCCAATGTCATATT

	29028_11
	12
	[A/G]
	AGCGGGATCTCAGCATTAGGCTGCCGCGATGACGTT

	2904_10
	11
	[G/A]
	TGGTTACAGGGTGCACATTGTTGCTACCCGTTTCAG

	29047_34
	35
	[A/T]
	TTATTAAACAGAGCAAGCATCTGCCAGGGAAGTTAG

	29048_6
	7
	[G/T]
	GAAGAAGACGGTGCACACTTGTGCTGCTTTTCATTT

	29052_11
	12
	[C/G]
	CTTTTCCTTTTCGCACCCTTTTGCACCAGGAACAAG

	29053_4
	5
	[A/G]
	CAGTATGTATGCGCAGAATTTTGCAGCAAACACTGC

	29058_20
	21
	[C/T]
	CAGAAATACACAGCACCGTTCTGCTCCGAACCCCCT

	2906_9
	10
	[G/A]
	ATAACTCTGGAGGCATGTGTTTGCTGCACATCTCCA

	29062_4
	5
	[C/T]
	ATATCTTTCACTGCAGGGCATTGCTCAGGAGATCCT

	29064_8
	9
	[C/T]
	CGACTCTTCACCGCACAACCATGCAAGTGGAGAAAC

	29066_8
	9
	[G/A]
	GAATGACTGGAGGCAAAGAGCTGCTCTTCTCATTGT

	29068_2
	3
	[C/G]
	GCCTTTCAGGACGCACAAGTCTGCCTGTTCGTCTTC

	29069_34
	35
	[G/T]
	TAGATGTTGGTGGCATGGTGGTGCTGCAGGTAGTTT

	29070_33
	34
	[T/G]
	GCAGACTATGCGGCATTGTCATGCTCTCTAGTCTGT

	29072_11
	12
	[C/T]
	TAACTGGCTTACGCACACTGGTGCTCCATTACACTA

	29074_31
	32
	[T/C]
	GCCGGCACTGGTGCACTTTGTTGCCCCTGTGTGTTT

	29077_30
	31
	[T/A]
	ATACGTACGCCTGCAGCCCGGTGCTTTTATTATAAA

	29080_28
	29
	[C/T]
	GCAGTAACTGGGGCACCACTGTGCCACCCATGTCTT

	29087_25
	26
	[C/T]
	GAGTCCTCCAGAGCAGAGGGCTGCTCGTATTAATGA

	29091_2
	3
	[C/A]
	CCCGGCAGCCTGGCATCAGTGTGCCTGGAGCTCTAC

	29092_27
	28
	[C/T]
	AATACTTTTCCTGCACTTTGCTGCACTCGTAGCGTT

	29093_16
	17
	[C/T]
	ACACTGCCTGTGGCACCACCATGCCACCCCAACATG

	29097_33
	34
	[C/T]
	CTGACTGTTTTGGCAGCTGAGTGCCGAGCTCTCCGT

	29098_26
	27
	[A/G]
	AAGTCTGCAATTGCAGGGAAATGCAGAAAAGGCTTT

	29100_18
	19
	[G/T]
	ACTGCTGGTTCTGCATGAGCCTGCATTCATTCCATA

	29101_9
	10
	[G/A]
	CAGGATAAGGTGGCACGTCGGTGCCAAAGGTAGTGT

	29103_9
	10
	[C/T]
	AAACAAACGCGTGCAACCACATGCTTTGTTCATATA

	29107_24
	25
	[G/A]
	GTATGCAAAACTGCAGAGAGTTGCGATTTGGTGGAA

	29117_20
	21
	[C/T]
	GCCAGATCTAATGCAGGGTGCTGCTGGAGCAGACAG

	29121_27
	28
	[T/C]
	TGTAATATCCACGCAGACGTCTGCATCTTTACTGTA

	29127_2
	3
	[A/C]
	TGAAGCTACAAGGCAAACTGCTGCTTTCAGGGTAAA

	29131_5
	6
	[A/G]
	CTCACACAGGGCGCAGTGCTGTGCAGAAGCATGAGA

	29132_11
	12
	[G/C]
	ATTGATCAGATGGCATGGTGGTGCCACAGGCAGTGT

	29137_7
	8
	[T/C]
	AACCAATTCCTCGCATGACAATGCCAAAGACATCAC

	29141_7
	8
	[C/T]
	TGACAATCCTGGGCATCTACATGCTTATGCGTACAC

	29142_26
	27
	[A/G]
	GTCAAACATCACGCAGGTAAGTGCACAGCGAATTCG

	29143_28
	29
	[T/A]
	CTTCGTCCTGCAGCAGCAGTATGCACGTTCTTTAAA

	29149_20
	21
	[A/G]
	CAGTGGTGTATAGCAGGATGATGCCCAGGCGATGCT

	2915_26
	27
	[T/C]
	AACATGGTGCTTGCAATTAGTTGCAGTTGACTGTAC

	29163_2
	3
	[C/A]
	TACCGCACAACTGCAAAGTTCTGCTCCGATACCGTA

	29166_20
	21
	[C/A]
	CAGGTCTCCGTAGCAGTTACCTGCATTGCACAAACT

	29169_19
	20
	[G/C]
	GGTGGCGTTAAAGCACTCCGATGCTTTTCAGCATTC

	29170_18
	19
	[C/T]
	ACACTTCCGTACGCATTCCTTTGCTGGTAGTGCTTT

	29172_2
	3
	[C/A]
	GCCAGTTTCTGAGCAACAGAGTGCTGCTGCCTGGAT

	29173_9
	10
	[C/T]
	TACGTGGAGCGTGCAGTCACCTGCCAGACTTCCACT

	29183_28
	29
	[A/G]
	AATCACATCGCAGCAGCACAGTGCAAAAAGGATAAT

	29187_27
	28
	[C/T]
	CGAAATCACACCGCAGCATGATGCTTTCAAGACACT

	2919_24
	25
	[T/C]
	CAGCAGATGGGGGCACACTATTGCTTTTACACAGAT

	29191_8
	9
	[G/A]
	GTGGTGGGGCAGGCACAGGGCTGCACAGGCGAGGCT

	29193_2
	3
	[A/G]
	GTAGAGCTGGCAGCAGCCGTGTGCCGAGAGCTGGCA

	29194_33
	34
	[G/A]
	AGAAACAGTAAAGCAGGTACTTGCAGGCAGATGGTA

	29198_4
	5
	[C/G]
	ACAACACTGACTGCATTCACCTGCCTTTGTACTGCA

	29200_8
	9
	[G/A]
	CATACGACGGTAGCACACAGGTGCTAATGCGGTAAT

	29204_32
	33
	[C/T]
	TACGCTAGACTGGCACTTAAGTGCTGGGTGCACAGC

	29212_34
	35
	[C/T]
	GCTGAAGACAAGGCAGCCCTCTGCACAACAAACTCA

	29213_11
	12
	[T/C]
	GGGCCGAAGTTCGCACACAGGTGCGGGAGGACGAGT

	29216_29
	30
	[G/A]
	GTCCATCACACAGCAGCCCCCTGCCAAAGGTCACAC

	29217_4
	5
	[C/T]
	GCATCATGAACGGCACGGTGCTGCTCGACATGCGGG

	29218_9
	10
	[G/T]
	CACTAGTGTGTAGCACTAGCCTGCCAGCTGGGCTGC

	29222_30
	31
	[A/C]
	ACTGTATGAACTGCACTGCTATGCCCCAACCCACAC

	29226_3
	4
	[G/T]
	CCCGCCAGCTGTGCAGTGCGGTGCCATTCATGAACT

	29229_17
	18
	[T/C]
	GAGTGACACTGAGCAGGTCCATGCTGCCACTAGTGT

	2923_25
	26
	[G/C]
	ATAAACTGTGTTGCACAAGTCTGCTGTTACAAGCCG

	29230_19
	20
	[C/T]
	CTCCACCAACGCGCACCAGCCTGCCACTCAGGGGCT

	29250_6
	7
	[T/G]
	GGTCTCTCTATGGCAACAAGATGCACCTGACCGTGC

	29251_7
	8
	[T/G]
	ATAATATGGACTGCAGCATTGTGCTTCGTTCACCAC

	29252_3
	4
	[C/T]
	CTCCCCTGGCTTGCAGCAGCGTGCCCCTGCACTTCT

	29260_30
	31
	[C/T]
	TGCCATGATGTTGCACCATTGTGCTACCTTCTCATA

	29263_2
	3
	[A/T]
	AGACACCGATCGGCAGACAGGTGCAGGAACTTCAGT

	29266_25
	26
	[C/G]
	CACGAAACAGCTGCATGCTCATGCGCGGGTTTTAAA

	29267_27
	28
	[A/C]
	ACCCCCAGGGTGGCAATCCAATGCAGGCTACCAACA

	29270_17
	18
	[T/G]
	CCTGGCTGACCAGCATTTCCCTGCAATCAAAAGATT

	29275_34
	35
	[A/G]
	TTGCAGCCTGCTGCAATTTCATGCGACCACACGTAA

	29276_25
	26
	[T/A]
	CTGCCAGGCTGAGCAGCGAGCTGCCTTTAGCAGCTT

	29280_25
	26
	[C/T]
	TGGCACTGCAGGGCATAAGTATGCTCCTCAACAATG

	29282_7
	8
	[A/T]
	TAAAGAAATAAAGCAGACCGCTGCATCTGGATTTTG

	29288_33
	34
	[T/G]
	TAAGGAATTGCAGCATCAGCGTGCTAATGTGTGGGT

	29289_28
	29
	[C/T]
	CAGATACTGACTGCAGCCTCCTGCTGCTCCAGGTCA

	29291_33
	34
	[G/A]
	TGACGAGGGGGCGCAGGGTCGTGCGGGAGACACGAC

	29294_30
	31
	[G/A]
	AAAAAACCTTTTGCATATAAGTGCCCTGGCGACCAC

	29297_5
	6
	[C/T]
	CGAGACCCGACAGCATTTCAATGCACTTTCACCAAA

	29299_10
	11
	[C/T]
	AATGGAATTCCAGCATCTTAGTGCCATCTTGTGGTC

	29301_10
	11
	[G/A]
	TGACCCTCAGGAGCATCTGTTTGCACTCCTGCAACT

	29302_17
	18
	[G/A]
	ATCCTGTCTACTGCAAAGAGCTGCCGTGCTGACTCG

	29303_30
	31
	[A/G]
	ACCAACAGAGATGCAGCAACATGCACGAAAGAAGTC

	29313_27
	28
	[G/A]
	TGATGTGTGAAAGCAAGGATATGCAGCGAGGAGTCT

	29320_26
	27
	[C/T]
	TGGGTGCTGACAGCAGCACATTGCAACGTAGGGTAA

	29322_5
	6
	[C/A]
	TAGAACATTTTGGCAGCCTCCTGCATTGAGCCAAGC

	29325_2
	3
	[G/A]
	CCACATCTGAGTGCATGTGAGTGCAGCTAGAGATAT

	2933_32
	33
	[A/T]
	AGAGTTGCACCGGCACTGAACTGCAACTTCACACAC

	29331_18
	19
	[C/T]
	CAACGAGGACGTGCATATCATTGCCCGTTCTGATGA

	29336_33
	34
	[G/A]
	CAAGGAGGCAAAGCAGCCAGATGCCATTCTCACGGC

	29338_1
	2
	[T/C]
	GTGTGTGTGTGTGCACATGTTTGCCTGTTTACTTCT

	29345_24
	25
	[T/C]
	GCGTCTGGCCGGGCATGGCACTGCTGCCGGGCTGCG

	2935_26
	27
	[C/T]
	AGCTGAAGCAAAGCATAATGCTGCCACCACCACACT

	29350_19
	20
	[G/A]
	TGGCATCATGCGGCAGGAAGCTGCAGTTTCAGTTCG

	29353_19
	20
	[G/A]
	GACCACAGGGTGGCAGGGTGATGCTACAGGTAGTGT

	29354_11
	12
	[C/T]
	TGTTGGACAATCGCACTTGTGTGCAGGAGATTACAG

	29356_10
	11
	[C/A]
	GCCTACACTCCTGCATCCATCTGCTGGGAGCTGCTG

	29366_10
	11
	[C/T]
	CATTTTTCTCCGGCACTCAGATGCGAGCCGGGCGGA

	29368_20
	21
	[G/T]
	TTCTCAAGTCTGGCAGCCTAGTGCTGGTGGAAAGTC

	29371_3
	4
	[G/C]
	GCAGTGCAAAATGCAACTTGATGCGGCTGCAAGGCG

	29376_8
	9
	[G/A]
	ACGAACTCGTGGGCAAACTGTTGCCGTGCGTGACTC

	29379_17
	18
	[G/A]
	CAGCCACACCCAGCACTGAATTGCAAATATGCAGTC

	29384_29
	30
	[A/C]
	TCCTAGCAGATAGCAGACACATGCAAAACCCACAAA

	29399_5
	6
	[G/T]
	TGCATGTGTCGTGCAGCTCTGTGCAGAGTGATGTGG

	29404_7
	8
	[C/T]
	TGTATCTCTAAAGCAGTGGTCTGCAGGCACATCTGT

	29407_18
	19
	[C/T]
	CAGGTTGGCACGGCACTTCGCTGCATACGGGCACAG

	29408_9
	10
	[C/T]
	GAGGAGACCCGAGCATTTCAATGCCCTGGCGTGACA

	29409_30
	31
	[C/T]
	TAGGTGGCACTGGCAATAGTCTGCCTACCTCTCTCT

	2941_25
	26
	[A/G]
	AATCAAGATATGGCACTGTACTGCCAACTGCTTCCT

	29418_19
	20
	[G/T]
	TGTCCATCAAGGGCACTTGGTTGCTCCATGGTTAAG

	29420_32
	33
	[G/A]
	GTGAATTTTATGGCACTCTTTTGCTAGCTGACGCGC

	29421_34
	35
	[A/G]
	AACCTAACAAACGCAACATCCTGCTGCTACAAATAA

	29448_32
	33
	[C/A]
	AATGGTAGCTAGGCATAAACCTGCTGACAACACTGT

	29450_19
	20
	[C/T]
	ATGCTTCGTGCTGCATCCTCGTGCATCTTGCGATTT

	29457_2
	3
	[G/T]
	GTGCTGCAAACGGCACAAGCGTGCTTATCAGCCTCA

	29458_25
	26
	[T/C]
	GACGATGAGGCAGCAGCAGGATGCCTCTGCCCGGGG

	2946_10
	11
	[G/A]
	AAACCCCAGAGGGCAGGGTGGTGCCTGAATCTCAGT

	29469_34
	35
	[C/T]
	AAGTCTGGATCAGCAGTTATGTGCAGACTCAGATCG

	29470_10
	11
	[G/A]
	CAGCAGCGTCGAGCACCAGCGTGCGGGCATAACACC

	29474_16
	17
	[T/A]
	TGCATCTTGCTTGCACTAGCTTGCTTCTTAGCATTA

	29475_26
	27
	[C/T]
	TGTGGACTAACAGCATTTCTCTGCTTCACTGAGCCA

	29483_18
	19
	[T/G]
	ACTGGCGAATGAGCAAATTGCTGCCAAATTGTGCCT

	29485_17
	18
	[T/C]
	AAAAAACGACATGCATCTCTTTGCACTCACCAGGCC

	29486_17
	18
	[G/A]
	GAGTGATCGGTAGCATTGAGCTGCTTCTGTGCTGTT

	29490_30
	31
	[A/G]
	ACATGAGGACTAGCAGTGTCATGCATCAGAAGGAAC

	29492_11
	12
	[G/A]
	AGCAGCTCTATGGCATGACGCTGCCACCACCATGCT

	29494_33
	34
	[A/G]
	AAGTCACCAGTGGCACGTCCCTGCATACCTATTAAT

	29498_27
	28
	[A/G]
	TAAAACACAAATGCAGCTTCTTGCTAAACAGCTGAG

	295_15
	16
	[C/T]
	TAACACTAGGTGGCACGGTGGTGCTGCAGGTAGTGT

	29506_10
	11
	[T/C]
	GCTGGATGCTTAGCACTGTTGTGCACCGTATCTTTG

	29508_6
	7
	[G/T]
	AGACCTGCTGATGCAGGCTATTGCCCTGGCAACCAG

	29516_27
	28
	[G/A]
	GCTAGGTGTGAAGCATGGGTTTGCCACGTGTTACCT

	2952_34
	35
	[C/T]
	GAGAACAGGTCTGCACCACAGTGCCTTTAAACTTCT

	29526_2
	3
	[A/G]
	TGACACCACAGGGCAGAGAGATGCTTCTGGGTCTCT

	29529_17
	18
	[T/A]
	CCAAGTGGACTCGCAATTTTTTGCCATTCTGGCAGC

	29531_17
	18
	[A/G]
	GTGACCTGTCTTGCACAATGTTGCATGAATTGTGCA

	29534_9
	10
	[A/G]
	GAAAGACAAACAGCAGGTCCGTGCGAAAGCGGTGCA

	29539_6
	7
	[G/A]
	CCCTGTGAGACAGCACCATCATGCTGCAGCATTTGG

	29541_4
	5
	[T/C]
	TTCCTAGCCAACGCATGGTGTTGCCTTGTACACCAA

	29556_9
	10
	[A/G]
	ACTATGTGAAAGGCAAAATAATGCTGCCCAGTTCAG

	29561_1
	2
	[A/G]
	CATGTTGAAAAAGCACTCCATTGCCGGTGATGTAAA

	29563_24
	25
	[T/A]
	TTCTAGCCAAGCGCAAATGTTTGCTTATTCATCCAG

	29565_7
	8
	[G/A]
	TGGATAGGAAGGGCATTAAACTGCCAATGGGTCTGT

	29573_18
	19
	[G/A]
	CCAAAATACACAGCAGTGGCCTGCGTGGTAATGCTG

	29577_26
	27
	[C/T]
	GCTGCAGGTAATGCAGATCTCTGCCTCTGGTCTCTT

	29582_8
	9
	[G/A]
	GGGAAATGGTAAGCACCCTGTTGCTGGCTGAATCCT

	29583_19
	20
	[C/T]
	CCCTTTTCACCTGCATCCCCATGCTTCACAGTCGGA

	29589_1
	2
	[T/G]
	GTGACGTGGCATGCAGTCTCTTGCCACTCTGTAGCG

	29590_9
	10
	[T/A]
	GGATGATTTTATGCACTGCACTGCTGCGGCACGATT

	29592_10
	11
	[G/T]
	TGGAGTTGGTGCGCACTAAGATGCAGTCGAGGCGTG

	29600_10
	11
	[C/T]
	CAGGCCGCTGCAGCATTACATTGCTCAGACCCTCAA

	29605_3
	4
	[T/G]
	TGTTTCTAACCTGCACCTGGATGCTCGTACTGTTCT

	29608_9
	10
	[T/A]
	GTACACCAGTCTGCATAGAAGTGCAGAACTGCAATA

	29611_6
	7
	[G/A]
	GAATTGGAAATTGCAGAATCTTGCCGAATCTGCACA

	29614_26
	27
	[C/T]
	CAGCCAAACCCTGCACAGCCCTGCCTCGGATGTACA

	29616_5
	6
	[G/A]
	TGCCAGTGGGTGGCATGGTGGTGCAGTGATCTATAG

	29617_33
	34
	[C/T]
	AAGCTCAGCACAGCAGGAGCTTGCCAGGACCCTCAG

	29619_32
	33
	[A/T]
	ATATTTGGAGGGGCACCTGTGTGCCCATAGATAGGC

	2962_10
	11
	[G/A]
	CTGGATACCAGTGCAGGTCCATGCTGAACTACTCAC

	29622_15
	16
	[G/A]
	TAGTATCAACAAGCAGTAGCATGCCAAACTGGACTT

	29624_2
	3
	[T/C]
	TCTGATTCTGGTGCAGTGTGATGCTGTTTTGCCGCA

	29626_1
	2
	[A/T]
	TAAGAACAGTCTGCAGGCAGTTGCACTGCATTGACA

	29629_17
	18
	[G/C]
	CACTGCAACATCGCAGAGCGGTGCCACGTCCTCCAT

	29630_4
	5
	[T/C]
	GCTCTTCATCACGCAATCGTTTGCGTTCCAGTTCTC

	29638_9
	10
	[G/T]
	GCACTACCTGCAGCACCACTATGCCACCTTAGATAA

	29641_8
	9
	[A/G]
	TGTAGCCGAAGAGCACTCTGTTGCGCAAAGGTCTTT

	29642_34
	35
	[A/G]
	TTTTTTTGTGCAGCATTTCTGTGCAGACACACACAC

	29648_33
	34
	[C/T]
	GTGCCACATATGGCAACAATCTGCCTTGCTAATCCA

	29649_31
	32
	[C/T]
	TTCTTACCTCATGCACAAAGATGCCGAATCCCGACC

	2965_8
	9
	[C/T]
	CACCGCCACTTAGCATAATGCTGCTGCAATTAGTGA

	29654_28
	29
	[C/T]
	CTGGAGGAGACAGCAGTACTGTGCACCACAACCTAT

	29659_8
	9
	[A/G]
	CAATCAGAAACAGCAAAAGCTTGCACAGGTTGGAAA

	29661_27
	28
	[G/A]
	AGCAGGGACTAAGCAGCAATGTGCTTGGAGAGCGAA

	29662_32
	33
	[C/T]
	GGAGAAAAATGAGCAGTTTCTTGCATCACCAACGAC

	29663_3
	4
	[C/T]
	ATTCACACTCTAGCAGCCAGATGCAAAATGCATCAA

	29677_6
	7
	[G/A]
	ATGAGCGTTTAGGCACAGCTTTGCACTTTCCCTGCA

	29678_4
	5
	[G/C]
	GACTGTATACTGGCAAGCAGATGCAGACTCAGAAGG

	29680_1
	2
	[T/A]
	AATAGCGCCCGAGCATAAGTATGCCTGCAGTCTATT

	29685_33
	34
	[G/A]
	CCATGGAGGACAGCACTGTTATGCCACAAGAGCGTA

	29686_3
	4
	[A/G]
	CAGAAAAAGGCTGCAGAGGCATGCACAGGTCTTCAC

	29690_11
	12
	[T/C]
	TTGTAGAGAAGTGCACCAGGATGCAGCTCACGCATG

	29700_8
	9
	[G/A]
	CCAGATAGGATGGCATGTCCCTGCGTAATGCTGTGG

	29701_2
	3
	[C/A]
	ATCGACTAGCCAGCAGTCATGTGCTATGTGTGCAAC

	29706_34
	35
	[T/C]
	GAGATAAATCCTGCAGCACCCTGCTCACTTCTCATT

	29707_31
	32
	[C/T]
	CAGTGTCCGGCAGCAACCTTCTGCAGTCCTTTAAAG

	29709_26
	27
	[C/T]
	GAGCTGACAGAGGCAGATGAATGCTTCTTCCTACAG

	2971_6
	7
	[C/G]
	GCAGTACATAATGCAGTGGACTGCAGTGCTATTCCA

	29710_16
	17
	[C/T]
	CCACCTTGCTCTGCAGCGTATTGCTGGGCGCAGGTT

	29716_9
	10
	[G/A]
	TCAAAGCGCGGGGCAAAACACTGCACATGCATCATA

	29729_4
	5
	[G/A]
	CAGTGAACATGGGCAGCAGGGTGCTTGAGACTCAGA

	29730_11
	12
	[T/C]
	GGTCACTTCACTGCAATGCCATGCACGAATGCTTTA

	29731_33
	34
	[C/T]
	GCGCACTCAGACGCATCACGTTGCTCCGCGTACCGG

	29736_32
	33
	[C/A]
	GCCTGTTGTTAGGCAGCACACTGCGTCATGATCATA

	29738_24
	25
	[T/G]
	GGCCAGGATGTTGCAGCGCAGTGCTCCGTAGACGAT

	29741_8
	9
	[T/G]
	CTAACAGTTGGAGCACAATGCTGCCAGAGTGGAGAA

	29745_2
	3
	[G/A]
	TTGCGACTCACCGCACTCGTCTGCGCTGACGTTGAG

	29746_18
	19
	[T/C]
	GCATGACGATATGCATTTTGCTGCTAATCCACTGAT

	29750_29
	30
	[C/T]
	GGAGCGGCTGCTGCATGCTTCTGCACATGCTGAACG

	29751_27
	28
	[C/T]
	GCGAGCAACTCGGCATGAGGATGCGTGCAAAAAGCA

	29754_29
	30
	[C/T]
	CATTATTTCCCAGCATCGTCCTGCAAACTCTTTCAC

	2976_7
	8
	[G/T]
	ACACCCGGTGCTGCAGGGCAATGCCTACGCTGACTC

	29760_34
	35
	[C/T]
	CATCGCCCCCGTGCAGACGCTTGCGCTTGGTCAGCC

	29763_6
	7
	[C/T]
	GGCTCGCAATCAGCACTACTTTGCTCCAGAGTATGG

	29764_27
	28
	[C/A]
	GATAATACGAAGGCACCTGTCTGCCACCTGCACTCT

	29769_20
	21
	[T/G]
	GTCCTTCGACACGCAGCTGTTTGCCGGAGATTATTT

	29770_19
	20
	[A/G]
	TTTGGCTTGGAGGCAGAGCAATGCTTTATGTGTAAC

	29773_1
	2
	[C/T]
	CCTCGTGATGGAGCAGGTTTTTGCCATGTGGCGAAT

	29778_1
	2
	[A/G]
	GAGGCAGCATGAGCAGCTTGATGCAGGCGCTGATGT

	29780_15
	16
	[C/T]
	AGTCAACGGGTGGCACGATGGTGCCACAGGTAGCGG

	29785_26
	27
	[T/C]
	GAGTCTAAAGCCGCAACAGATTGCCTCAGCTTTGGC

	29792_6
	7
	[C/T]
	GTCTTGCGCCAAGCAGAAACCTGCAACATTGTGGTA

	29795_15
	16
	[G/A]
	TATTCCCCTGGTGCAGGTCGATGCCTGGCTTCATTT

	29796_27
	28
	[G/T]
	GCCTATAATCCAGCAGCAGCCTGCTGAGGAGAGCAG

	29799_28
	29
	[C/T]
	GGTTAATCGCGTGCATTCGGCTGCGTGTCATCGGTA

	29803_33
	34
	[G/A]
	ACACAGGGTTTAGCAGTTTAGTGCCTCTGAGACGTA

	29804_29
	30
	[C/T]
	GATACGTAGCCAGCACCATTTTGCACGCTCCATCAT

	29806_34
	35
	[C/A]
	GTGTGTCGCTGCGCATTCATTTGCATAACATAAGCT

	29807_11
	12
	[C/T]
	GCACAAACAGGCGCACACACATGCACACACACACAC

	29811_29
	30
	[T/C]
	GTGAATCATAACGCACCCGAATGCCTGAATGCCTCT

	29819_33
	34
	[C/T]
	GCTAAGCTAACTGCAGAACTTTGCAGTGACAGACTG

	29821_19
	20
	[A/T]
	TTTGGGAACACAGCAGGAATCTGCTGGCAATAAACG

	29822_33
	34
	[T/A]
	GACCTGTTTGACGCAGCGCAGTGCATAACGGAGTGT

	29823_29
	30
	[G/C]
	TCGAGTCGGTGTGCATCCTTTTGCTAGCAGCACATT

	29827_34
	35
	[G/A]
	AGGAATCAGAGAGCACGTGCTTGCTACACCTCATGA

	29828_28
	29
	[G/A]
	GGGTGCGCTGATGCATAGTGTTGCAAAAGCAATCAT

	29831_8
	9
	[C/T]
	ACAAGAAGTCTGGCAGGGTGCTGCTAGCGGCATCAT

	29832_7
	8
	[G/A]
	CCTGAGTGAGTAGCACAGTGGTGCCGTCTGTCACTC

	29833_2
	3
	[G/A]
	GTGATGGTGTGGGCAATGTTCTGCTAGGAAACCTTG

	29834_11
	12
	[G/A]
	CTGTGACAGGCGGCACCCGCATGCTATGGAAAGCTG

	29838_2
	3
	[C/T]
	CACACACACACAGCATTTCTTTGCAGTGGCCTAAAG

	29841_20
	21
	[G/T]
	GCAGACACCCTAGCAGTAGCGTGCTAGCATTAGACT

	29846_32
	33
	[G/A]
	ATGATGGTAGTGGCATTGTGGTGCTGCAGGTAATGT

	2985_2
	3
	[A/T]
	ACACACGTGCACGCATGCACATGCAACAACAACCAC

	29850_15
	16
	[C/T]
	AATTAACTACCGGCACAATCGTGCTGTTAACACGTT

	29854_15
	16
	[A/C]
	TCCTTCAGTTGTGCAAAAGCATGCACATGTGCCTTT

	29855_9
	10
	[A/G]
	AGGATAATGAATGCACGCATCTGCCATCAGTCCGAA

	29857_1
	2
	[G/T]
	TGGTCTCTTCCAGCAGGACGATGCCCAACCACACAC

	29858_4
	5
	[A/T]
	TCCTAATCAAGAGCACGAGATTGCTCCTCAAAGTGA

	29865_31
	32
	[G/A]
	CAGTTTATACGTGCATGTCGCTGCAGTCACTGTATA

	29868_24
	25
	[G/T]
	GTACTATGTTGCGCATACGCATGCGAAACACAACCG

	29874_25
	26
	[A/G]
	ACACCACCTGTTGCACCACCATGCTACCCATTCTTT

	29875_7
	8
	[G/A]
	TACCGGAACCAGGCACTGACCTGCTGCAGAGTAATG

	29877_2
	3
	[C/G]
	TCCGATGCCTCAGCAGTATTGTGCTCATGCAGATGA

	29888_8
	9
	[C/T]
	GTCTCTCTCGCCGCACCTTTCTGCTTTATTTTACGT

	29889_26
	27
	[T/G]
	GCATACAAAGTGGCACAATGGTGCCATGAGTGTGCA

	29890_6
	7
	[C/T]
	GGAACACAGTCAGCAAAAATGTGCACGAGCGCAGCT

	29891_2
	3
	[C/T]
	TCCGTTACATTAGCACTGCGCTGCGCTCTCCGGTTC

	29893_3
	4
	[C/T]
	GATCGCTACAGAGCAGTGCCCTGCCCTGGCTCTCGG

	29894_7
	8
	[A/G]
	GACAGCAACACTGCATCAGGATGCGGACCACAAAAG

	29895_7
	8
	[G/A]
	ATGCGTTGATTGGCAGAAACATGCTACAAGGATTTA

	29896_34
	35
	[C/T]
	GAAGTCAGAGCTGCAGGCATGTGCCTGGGAGGCCCG

	2991_4
	5
	[C/T]
	TCCTCATGCTGTGCAACATCGTGCTGGACTGCGCGA

	29919_26
	27
	[C/T]
	ACAAAAGTCTCAGCAACACTTTGCCTCACGAAAGTG

	29926_25
	26
	[C/T]
	AATGCAATAACCGCAATCTAGTGCACGTCAACTTTT

	29934_16
	17
	[C/T]
	CACACACTACCTGCATCACCCTGCTGCTCAAGCCCA

	29936_7
	8
	[A/C]
	CCGGCATACCCTGCATCCCCTTGCTCTCTCCTCCTC

	29941_7
	8
	[C/T]
	AAAAATACGTGAGCAGATTTTTGCTAGCACGCTGCT

	29943_16
	17
	[A/G]
	CTAATCTCTGAGGCACACCGATGCTGTCATTACGCA

	29946_2
	3
	[C/G]
	AACTGCCCAAAAGCACAATACTGCCACCACCATGCG

	29952_29
	30
	[T/C]
	CACAGGGGAAAAGCAATATCGTGCCAAAATGCGCAG

	29955_24
	25
	[T/C]
	AAGGTGTTCACTGCACCATGTTGCTTCCCGAATACC

	29956_1
	2
	[A/G]
	AATAGGATGCTGGCACAAAACTGCAAGTCAGAGGAT

	29957_24
	25
	[A/C]
	AATCATGTGGCAGCATCACAATGCAGAAAATGATGC

	2996_31
	32
	[G/A]
	CCACCTTTAACAGCAGTCAGCTGCAGGCACTGGAGA

	29960_18
	19
	[A/G]
	GCAGTCGCCACGGCACTTATATGCTGAAGTGCCCTT

	29963_9
	10
	[T/C]
	ACAGGAACTTAAGCACACTCGTGCACTAGGCTTTTT

	29964_5
	6
	[C/T]
	ACCCTTACGTAGGCATGGCCATGCACACACATACAC

	29965_11
	12
	[T/A]
	CACACACACAGAGCAGTGCAGTGCGAGATCCCGAAA

	29966_8
	9
	[T/C]
	CATGTTGGTGCTGCAGGTAGGTGCATGTCATCACCT

	29970_19
	20
	[T/C]
	AGCCACCCCAGGGCAGCTTTATGCCCACCCAGTCTT

	29973_26
	27
	[T/C]
	CGAATTGTTTTGGCAACAGAATGCCATCTTCCCTTA

	29983_11
	12
	[A/G]
	GCAGGAGGTCTAGCATCAGTGTGCGTTTTTATAACA

	29985_10
	11
	[A/G]
	GTATTTGTCAAAGCAGAAGGCTGCCAACTGTGTGTG

	29995_5
	6
	[C/A]
	GACACCGAGCGTGCAGTACTTTGCCAAACTGTTTAC

	29999_18
	19
	[A/G]
	TAGTGCAAAGCAGCAAACAACTGCCATGGTCATTAG

	3_7
	8
	[G/A]
	TTTAAAGGAATTGCAGTGTGTTGCTTTGCATTCGTG

	30_19
	20
	[T/C]
	TTCAGTGTCTGTGCAGGTTTCTGCCAGCCAGGTGGT

	3000_32
	33
	[A/G]
	TTTTCAGCAATTGCACGTTGCTGCACAAGGTCAGAC

	30006_8
	9
	[G/A]
	AGTGTAATGAGTGCATCATCTTGCACGTGATGCAAG

	30009_7
	8
	[G/T]
	CCGAGCAGTACCGCATGCAGCTGCGCAGGCACCGTG

	30011_7
	8
	[C/T]
	GCAGGGGCTGTAGCAGAAATGTGCAGGGTGGTGGGT

	30012_11
	12
	[A/G]
	GTCAGCATTAAAGCAGACGCATGCCACACTTGACTG

	30013_31
	32
	[T/C]
	CTGGAGTTCGCTGCAGAGTCCTGCCCCACTATATCA

	30016_29
	30
	[T/G]
	AACAAGTGACGGGCACATGGGTGCCAAATTGCTTTG

	30023_10
	11
	[G/C]
	ACCACTGAAACAGCACGTGAGTGCACACAGTACTGT

	30024_32
	33
	[C/T]
	CCTGGGCGTTGTGCACAGGGTTGCCCAACACTCTAG

	30028_8
	9
	[G/A]
	GTTTGTCTGTGTGCATGCTTTTGCAAAGGGGGTCCC

	30029_30
	31
	[C/T]
	GGGTTTGCTTTGGCAAGCCACTGCCTCTTTCATGCC

	3003_5
	6
	[C/T]
	GTGCATCGGAGCGCAGGCTCGTGCAGTCCAGATCAT

	30030_29
	30
	[T/A]
	GTGAAGCCAGGTGCATAGACGTGCCTTTTTGTCGTG

	30032_25
	26
	[T/C]
	CCTCTCTCTCCTGCAGTAACCTGCGTAATGTTCTCT

	30040_15
	16
	[G/C]
	CTTTGTAGACACGCAGGATGCTGCGCTGATTATGTT

	30047_16
	17
	[C/A]
	GTGTAAACGGAAGCAGCTTGTTGCGAGGACGTACGA

	30052_7
	8
	[G/C]
	GTGGCGCGGTTAGCACAGCGTTGCTCTGAATGACTG

	30055_15
	16
	[T/A]
	ATTCCTCTCGCAGCATTGCAGTGCTGCGTTGCTATA

	30061_2
	3
	[C/T]
	GTCAAAGCTCCCGCAAAGAAGTGCACGAAGATGAAG

	30062_17
	18
	[A/C]
	TTCAAGCAGGGAGCAACAGTGTGCATATTTTGCAGA

	30070_3
	4
	[C/T]
	CTGCTATTTTGTGCATTGCACTGCTGCCACCTGCAT

	30073_31
	32
	[G/C]
	AATACCAGGGCAGCAAGTCATTGCAGGGAATGAACT

	30074_17
	18
	[C/A]
	AAAACCCAAAAAGCAGACAGTTGCCTGACAAAGTCC

	30076_15
	16
	[G/A]
	GGGTGGTGAACAGCAAAAATCTGCCCTACGACCTCC

	30078_5
	6
	[G/T]
	GCGTGGACGTCGGCACCGTGCTGCAGCAGGTACTCT

	3008_31
	32
	[G/C]
	TCCTTCATACGAGCAGACACCTGCACATCTGGATCA

	30083_20
	21
	[C/G]
	CACGCAGGGTCAGCAGCTGCCTGCAGAATAAAGTCG

	30086_19
	20
	[C/T]
	TGTTGTGAAAGTGCATCTCCCTGCGTGTGCCTGTCG

	30099_33
	34
	[G/A]
	CTTAATGACGGCGCAGTGGCTTGCTCTTGCCCCGAG

	30100_1
	2
	[T/C]
	GTTGGAAAGTTTGCAACTCTCTGCTTTGCAGAACTC

	30101_7
	8
	[C/T]
	TGTATTTCTGTAGCAACCGACTGCTTCACGACTTGA

	30108_7
	8
	[T/A]
	GGCTTCCTCCAGGCACTCGAGTGCGTGTCTGTGTCC

	30109_34
	35
	[G/A]
	CGAGTGCAGGAGGCATCAGGTTGCTCGTTTCGCCGC

	30116_29
	30
	[C/T]
	ATTACCCACAATGCACCACTTTGCCGGCGCTCACTG

	30117_1
	2
	[C/T]
	GTGATACAGAGTGCACCTGGATGCCCAGCTCTCTGG

	30118_28
	29
	[G/A]
	TCTGGCGAACCTGCAGTAGCATGCACAGGAATATGA

	30125_2
	3
	[C/A]
	GTCAAGCAGCCAGCAGCTTAATGCTGCTGAGAAAAG

	30131_8
	9
	[C/T]
	CATCCTTCCACTGCACAGAAGTGCTGATTCAGCATT

	30136_16
	17
	[C/G]
	TGTCCGGTTCGTGCAGCTCCGTGCGGCGTGTGATGA

	30137_1
	2
	[C/T]
	TCTGAGCTTTCTGCACTCACTTGCGATGTGGTGGGG

	30143_34
	35
	[C/T]
	CTGTCATTTAATGCATCCACCTGCCTTGCTTTCTCT

	30149_28
	29
	[C/T]
	GAAAATCTCAAGGCATCAGGTTGCTCCTCATGACAA

	3015_19
	20
	[C/T]
	CACTGATTGTGTGCAGCACCGTGCACTAGGCAAAAG

	30150_5
	6
	[G/C]
	ATCTGCAGAGCAGCACGAAACTGCTCGTGAGAAACG

	30155_4
	5
	[C/A]
	GAGACGACTGCAGCACCTGGATGCTTTGACCTTGCT

	30159_27
	28
	[T/A]
	AGATGTAGGCTGGCACAGACTTGCCCATTTTTTGAT

	30161_4
	5
	[C/G]
	AACACTAAACCTGCAGGCCTCTGCTAAAAAGCTGAA

	30169_34
	35
	[G/A]
	CCATGATGCCTGGCACACAATTGCAGCCTGTGGTGA

	30174_30
	31
	[C/T]
	CCCTGTTTTACTGCACCGAGCTGCTCCAGTCTCTTA

	30185_19
	20
	[G/T]
	CAGTAGAACATAGCACACTGGTGCAGCAAGCTTACC

	30187_25
	26
	[G/A]
	TTCCTGCCCTGAGCACGAAGATGCCGTGTGTGTGCT

	30189_17
	18
	[G/T]
	AAATAAGAAACAGCAGCGACATGCAGCAAGTAAACA

	30190_8
	9
	[G/C]
	CCACAGCAGTGCGCAGTGCAGTGCAGGTAGTTAGCA

	30199_3
	4
	[G/A]
	GCCGAGCCGGCTGCATTCTCCTGCCGCCCATGGTGA

	30201_27
	28
	[T/C]
	TTGTAAAAGCCGGCAGTATTGTGCCTGTGCTCCTCG

	30204_31
	32
	[T/C]
	TGGTGCTTAAAAGCAATTTCGTGCGCTGTGCTATGT

	30207_8
	9
	[G/C]
	TGTTAGCTGGTCGCATGGGTGTGCTGCAGTCTTAGA

	30210_24
	25
	[C/G]
	CCTGTCCTTGCTGCATAACGCTGCGAACACCGTGCT

	30213_18
	19
	[C/T]
	ATGTTCACCAGTGCAATGCCATGCTGGTTGTGCCCA

	30217_27
	28
	[C/A]
	AGTCGCACAACAGCAGCAGCTTGCTCTCGTCTGCGT

	30222_3
	4
	[G/A]
	GGGGCTGAAACGGCAGCCTGATGCTGCGGGATTTGA

	30223_1
	2
	[T/C]
	TTACTGCAGCTGGCACATCTGTGCATGTCTGGATGC

	30228_3
	4
	[G/A]
	CTCGCTTATCTGGCAGCTGTTTGCTAACTTACCTTA

	3023_27
	28
	[A/G]
	GCCAAAGTTGGGGCAGTGGGATGCTTTAAATGCTAC

	30232_30
	31
	[C/T]
	CTGGAGCAGTGGGCAGATCTGTGCCTTACCCACGGG

	30233_3
	4
	[C/T]
	CTACGGCATCGAGCACGCTCTTGCTCTGGATGTGCT

	30236_19
	20
	[T/A]
	GGCAGACGGTGCGCAGAAATATGCCTTTCCAGGCTG

	30237_18
	19
	[T/C]
	TGCTGGCTCATGGCACCCTATTGCTATGTTGGCTGG

	30245_31
	32
	[A/C]
	GCGATTGTGTACGCATGTGTGTGCTTGAAGGAATTG

	30247_15
	16
	[T/C]
	GAGACTGCCACAGCATTGCCGTGCAAGCCGCAGCCT

	30257_6
	7
	[C/T]
	TGTGCTTGGCGTGCATGCTGGTGCATTTCATTTAGC

	30263_11
	12
	[C/G]
	TGTGCAGAAACCGCATGTGGTTGCAGAGGAAAACGG

	30264_26
	27
	[G/T]
	GAAACATTGTCGGCATTTGGATGCTCGGTATCTGAT

	30265_10
	11
	[G/T]
	GGAAGCTGGATAGCATGGAGCTGCTAGCAGGCACTT

	30267_1
	2
	[T/C]
	GTACTGCACACTGCACCGTCCTGCACTGTCCAGTGG

	30279_15
	16
	[C/T]
	TGCACTGTGCCAGCACCAACCTGCCAACACTATCAT

	3028_7
	8
	[C/G]
	AACATGTCTGCTGCAGGTACCTGCTAACAGAGGGGT

	30284_3
	4
	[T/C]
	GAATTTGTTCCAGCATCCTGGTGCTAGGACAGAGAT

	30286_24
	25
	[G/A]
	GCAGCGTTTTATGCAAAGCCATGCGAGGCAAATTCA

	30290_17
	18
	[A/G]
	AATGTAGTGCGTGCAGCACCATGCCAGACTACAAGA

	30291_34
	35
	[C/T]
	TTGTCGAACCTGGCAACCGTCTGCTGATGTGCTTCC

	30292_3
	4
	[G/T]
	GAAGTCCCACGGGCACACCTCTGCCATCCTGCCACT

	30299_25
	26
	[A/C]
	AGGATACAGCAGGCAGAATTGTGCCACACACACACA

	30304_2
	3
	[A/G]
	TCAGGACACAGTGCATCCTGGTGCTCCAGCAGCAGC

	30311_15
	16
	[G/A]
	GGGTCGATGGTGGCAGTGTGTTGCTGCTTCTGCTGC

	30315_27
	28
	[G/C]
	ACAGATAGTAGTGCAGTGTTCTGCCCAGCCCACCCC

	30316_4
	5
	[C/T]
	TCACCGCTCCGGGCACATGTGTGCCCATTTTACGTG

	30319_7
	8
	[C/T]
	ACATCAGCGCCAGCATCAGGCTGCTCTCTCGGACTC

	3032_25
	26
	[C/T]
	CCTTACTCAGGCGCAGACTCATGCTCATGACCCCCA

	30321_34
	35
	[C/T]
	GGTACTGCATGTGCAAAAAGTTGCCCTCACCCTTCT

	30322_33
	34
	[G/A]
	TATATCATGTTTGCAGGTCGGTGCATTTCCAAGGAA

	30328_28
	29
	[T/A]
	GTGAAGGAAAGTGCACTGCACTGCTAGCTTTTTTTT

	30331_33
	34
	[C/G]
	AGATCATGGCAAGCACACACTTGCAATTATCTCGCT

	30336_5
	6
	[A/G]
	AGAAGATCTACCGCAAGGCTGTGCTGGTAGTCCATC

	30337_11
	12
	[G/A]
	AAGGGGCAAAAGGCAAAAGCATGCCAACAGAAAAAC

	30339_29
	30
	[G/A]
	GTCCAAGCGAAAGCAAGAACTTGCTGACCGCCTGAA

	30340_19
	20
	[C/T]
	CCCGTACTGTTAGCAGCGTCGTGCTATGCATCATAC

	30343_15
	16
	[A/G]
	TCTCAGCCAATAGCAAGACGGTGCGTCCTCACTGCT

	30353_9
	10
	[G/A]
	ATATAAACAGAAGCAGCCCTCTGCATGAGGGAGGAT

	30358_25
	26
	[T/A]
	AAGCCATTAATGGCACATGCCTGCTTGTCATGAAAT

	30364_4
	5
	[A/G]
	ACTCACTCCTCCGCACCCGGTTGCCTTGACAGTAGA

	30371_2
	3
	[T/C]
	CATGTTCAGTGTGCAGCAGGCTGCACTGGCCCCAAA

	30374_17
	18
	[T/A]
	GACGCTAAAGCAGCACTAAGTTGCTCCTTCTGGGGC

	30375_16
	17
	[G/A]
	CTTACATCAGCAGCATGCCAATGCTAAACTTGAGTA

	30381_15
	16
	[G/A]
	TGTTCCTGGAAAGCAGTGCGCTGCCTCAGTACGGAG

	30382_20
	21
	[G/A]
	ACATTTGGGATGGCACAATGGTGCCACAGGTAGTGT

	30383_1
	2
	[C/T]
	CCTTGTAATGGGGCACGTCGGTGCACTTGAGCATGC

	30384_9
	10
	[A/G]
	GGTGTGTGTAGAGCAGCGCTGTGCCGAGCTGAAGAG

	30385_25
	26
	[G/A]
	TGTGTGCTGCATGCAGAGAGCTGCTAAGATGAAGGT

	30388_9
	10
	[G/A]
	TGTGATGTTGAAGCAGAGACATGCTGGACCAGTAGT

	30392_10
	11
	[G/A]
	ACGCATTTCCGAGCAAGCACATGCTAGCCTTCACCT

	30393_5
	6
	[C/G]
	TGGTACAGCTGTGCATGACGCTGCTGAAGTGCCTTG

	30397_9
	10
	[G/T]
	TGGCCAAAAGCAGCAGGAATATGCAGGAATGGGCAA

	30404_15
	16
	[G/C]
	GTTGCTGGTAGAGCAGGCCGATGCTACGACTGCAGA

	30405_24
	25
	[A/G]
	TGCAGCTAGCACGCAAAAAGCTGCAGATCTTATGGA

	30408_1
	2
	[T/C]
	CTCGACTGAAGCGCATGACCATGCATTGCAAAGCCG

	30418_2
	3
	[G/A]
	TCGAGGTGAAGCGCAACGATCTGCTCACACAAGAAA

	30424_19
	20
	[A/G]
	GTTAGAGGACCAGCACAAGAGTGCAAAGAGCCCTAT

	30433_1
	2
	[T/A]
	TTACCATAGAGGGCAGGTCGTTGCTGTCAGCCTCAT

	30438_6
	7
	[T/C]
	TTTCCTTGTTCAGCACCGCTCTGCTGAGGTTCACGA

	30440_1
	2
	[T/C]
	CCGTGTTTGACAGCACAGTAATGCCATTCCTCCCAC

	30445_29
	30
	[C/T]
	TAGCCTTATCTGGCACATCCTTGCCTCTGCCTCCTG

	3045_31
	32
	[C/T]
	ACTGCTGTCTATGCACACAACTGCCTTCTGTCAGCA

	30452_33
	34
	[T/C]
	CTAGCTCCATTTGCAGACCAATGCATTTTCATCCGA

	30454_1
	2
	[A/G]
	AATGTGTGTTATGCACCCCACTGCCCAGTGATTGTT

	30456_25
	26
	[G/A]
	ACATTTCCATCTGCAGGTAGTTGCTGAACGACTGTT

	30458_31
	32
	[G/A]
	ATCTAACCTCGAGCAGGAGGTTGCTAAATACGAGAC

	30460_25
	26
	[A/T]
	CACCGACGGCATGCACCAGCATGCTAAACATGCACA

	30464_33
	34
	[G/T]
	GCGTCCCAAACCGCACAGCAGTGCACTTAATAGGCT

	30465_25
	26
	[C/G]
	ACGCCTGAAAACGCATTCACGTGCCCTGCCATGGGA

	30466_1
	2
	[C/T]
	CCCTCTCTCTCCGCAGGAAGCTGCACAGCGGAATGA

	30468_24
	25
	[A/C]
	TCTATAATGGGTGCAGTGTGGTGCCGTGTGTGTATG

	30474_9
	10
	[C/T]
	CTCAGGTGCCGAGCAGTCACTTGCTGTTTCTGCCTT

	30476_10
	11
	[C/T]
	AGTGCAGACACAGCAGGTTACTGCCATAGCTGTGTA

	30478_32
	33
	[T/C]
	CAGGGGAATGTGGCATGTCTCTGCTTCTCATCTACT

	30479_17
	18
	[C/T]
	ACTGTAAGTCAGGCACTCTTGTGCAGCATCAGTGTC

	30481_6
	7
	[C/T]
	TGACATCATCAAGCATCCATGTGCCAATTAGTGCAA

	30482_2
	3
	[G/T]
	AAGCAACATTCTGCACAGAAATGCTCTGCTGTACAT

	30484_4
	5
	[G/A]
	CTTCGGGTTCCCGCAGTCGTATGCACAGCGCACATT

	30486_10
	11
	[G/C]
	GAAGAGCGCGGAGCAATCGCGTGCAGACAGGAATTC

	30488_27
	28
	[T/A]
	AATTGCAACCTGGCACAACATTGCAAGTGGGTACAT

	30490_29
	30
	[T/C]
	GAGGAAACCGCCGCACACTCATGCACTGCTAGACAC

	30492_26
	27
	[A/G]
	ATAAACAGTTCAGCACAGTGCTGCCTAATCTCAATT

	30496_18
	19
	[G/A]
	TAAAATGCTGGAGCAAATGAATGCGGTGGAATTCTT

	305_15
	16
	[T/C]
	TTGAAGTACAATGCATGACTGTGCCTTCGTGTTTAA

	30505_3
	4
	[C/T]
	ACGTCTCACTCTGCAGAAGCTTGCTTTCCTGAAACC

	30509_28
	29
	[C/T]
	CAAAAGCCAGGGGCAAGTTAATGCCATTCAGCGCCA

	30510_19
	20
	[A/T]
	ATGTTTTACGACGCACACTAATGCATGGTGAAGAAC

	30512_19
	20
	[C/T]
	CGTTCAATCACAGCACATCCGTGCTCCACGCTGCTG

	30517_7
	8
	[C/T]
	TGCTGCACGTGAGCACAGTGGTGCAGACTCATACAA

	30522_27
	28
	[G/A]
	TGTCTTGTGGTGGCAGCATCATGCTGTGAGGGTGTT

	30525_24
	25
	[A/G]
	TGCCCAATCTCGGCATGGCACTGCATGATGCCCGGT

	30526_2
	3
	[G/A]
	CCGTCTGTGAAAGCACGCCCATGCTGAGTCTCCCAC

	30535_33
	34
	[G/A]
	CGTTGCGTAGTCGCAAAAATCTGCTTTTTATCCGTG

	30540_26
	27
	[T/C]
	AAATCCTCCATTGCATGGCCCTGCCTCGTTCCCCTA

	30541_4
	5
	[G/T]
	CCCCGGTGTGCAGCAAGGGACTGCAGATTCACACTA

	30551_8
	9
	[A/G]
	TGTACCAAAGGAGCACAATTCTGCTGTGTGGAAGAA

	30553_15
	16
	[G/A]
	GCTGCTGCTGCCGCAGCTGTATGCGCTCCTGACATG

	30554_25
	26
	[G/A]
	GCTGGGTGTGAAGCAGGACTATGCCGATGCATATTC

	3056_9
	10
	[C/T]
	CAGGATCAGCGAGCATTGTCATGCTTATCACCTATG

	30560_25
	26
	[C/A]
	TCTCCTACAAGTGCATTTGGATGCCCTCTGATGTTG

	30562_26
	27
	[T/G]
	GCACCTTTCATGGCAGAACCTTGCCATTGGCCTCTG

	30570_3
	4
	[A/G]
	AATAGTTTAATTGCACGGCTTTGCCTCCGCAATGCA

	30572_15
	16
	[C/T]
	CAGCACTCTGGAGCACGACTCTGCTGACCCTAATGA

	30575_25
	26
	[C/G]
	AACAGACCCCAAGCAGTACAGTGCAGAGGATTACTG

	30582_7
	8
	[T/A]
	GTGGAACTGAAGGCAGGCTGGTGCGTAACAGGTAGA

	30583_11
	12
	[C/T]
	ATCGCAGGCATCGCACAAGCATGCGTCCCTTCGGAC

	30586_2
	3
	[G/A]
	TCGACGAGCTCAGCACCCGTGTGCCGACCCGCTTGG

	30588_18
	19
	[C/T]
	TTAAATGTAGCAGCATGGCCGTGCGATTGGTCATGT

	30590_16
	17
	[G/A]
	GTTGTATGGTTGGCACGAGGCTGCAAACTAATACCA

	30596_15
	16
	[C/T]
	TGCCCTTCATCCGCACGGGCATGCTTTACTTCTAGT

	306_11
	12
	[C/A]
	AAGAATGTCAACGCAAAGGTTTGCAATTAGCCTTCC

	3060_34
	35
	[T/C]
	TAAGCCTTATGCGCAGTAAAATGCACGTAATCTTTA

	30601_26
	27
	[G/T]
	GACTGCCCCATTGCATACAACTGCACGCCATTGTAA

	30610_15
	16
	[T/G]
	ACACACACACACGCATGCACGTGCATACACTCAAGA

	30618_18
	19
	[A/C]
	CAGTGACCGGGAGCAGGAAGCTGCCAGCTCACCTGA

	30619_24
	25
	[G/C]
	TTGGCACCCTGTGCACCTGGGTGCGCTCTGGTCTAA

	30626_6
	7
	[G/A]
	GTGTGTGTGTTGGCATTCCTGTGCTCTGGTGCTCGG

	30628_20
	21
	[G/A]
	TATGTCAGTGCAGCAGAGGCGTGCAAATGTCCTCAG

	30634_34
	35
	[C/T]
	GAAATCATTACGGCAAAAAGCTGCAACCCAATCTCA

	30636_31
	32
	[G/A]
	TGTGTTATTTGTGCATATGCGTGCACCTATCGGCCA

	30642_1
	2
	[C/G]
	CCTCCCCGGTCAGCATGGCCATGCCGCCGCAGGGCT

	30646_33
	34
	[T/C]
	CTGAGCTCATCGGCATGGACGTGCTCGTGGATCTGG

	30648_34
	35
	[A/T]
	TAACGCGAGCATGCATGGGAGTGCCTTCATCTGGAA

	30653_18
	19
	[G/A]
	GAACAAGCCTAAGCAGACGTCTGCATGCTGAGAAAT

	30658_15
	16
	[A/C]
	TGGTCTGGGGTGGCAAAGTCATGCAGCTGGTAGTGT

	30661_4
	5
	[T/C]
	ATGTTTTACGCAGCATGTTTGTGCTGGAGGGCCCCA

	30662_8
	9
	[A/G]
	TCGTGTTAAGAGGCAGAAATCTGCACTCGCATTCAA

	30666_34
	35
	[G/T]
	AGCTGAAGTTGTGCAGGACACTGCGATGACCATAGT

	30669_33
	34
	[T/C]
	AAATTCTCAAGCGCATCATCGTGCAATACAAAGTCT

	3067_19
	20
	[A/G]
	TTGGTTCCTGCAGCAACTCGCTGCCCAAACAACAAG

	30672_18
	19
	[G/A]
	AAATAATACGCCGCATCCGCATGCCAAATGGAGAGT

	30674_34
	35
	[A/G]
	TCCTGCGTGCGTGCATGCCTGTGCGTGTGTGTGCAT

	30675_4
	5
	[G/T]
	AATGGCTTTAAAGCAGAGGGATGCGGATACGTAGTA

	30680_20
	21
	[C/A]
	ATTTGACAACATGCAGTCCACTGCGGCAAAAAAGGT

	30681_25
	26
	[T/C]
	ACACACATGGTTGCATCGACCTGCTTTAGTTCACAG

	30692_31
	32
	[G/A]
	CCTGAACTTTAAGCACCTCTGTGCTGAGCCTGAACA

	30696_17
	18
	[C/T]
	GAAAAACACCCGGCACTCTGATGCGCGCACGCTCTA

	30697_34
	35
	[G/A]
	TGAGCTCCAGCAGCAGCTTCCTGCAAATTCCAGCGG

	307_1
	2
	[G/A]
	TGAACAAGACTGGCAGGCTGCTGCAGTATAAAGCTG

	30700_27
	28
	[T/A]
	ATAGGCTTTAGTGCAGTGAAGTGCTCGTCTTATTTA

	30702_1
	2
	[G/A]
	AGAGCATTTTCAGCAAGCACATGCTGTTTTACCATC

	30703_28
	29
	[G/A]
	CTGCGGACCTCAGCAGCGTGTTGCTCCTGATAGAAA

	30705_9
	10
	[C/T]
	CCATCTTTCCCCGCATCCGGATGCACGAGATGCGTC

	30707_11
	12
	[C/T]
	CATCCTTTAGACGCATCAGTCTGCACTGAAAAACAA

	30709_5
	6
	[T/A]
	TACTTTAACTGTGCAGCCACGTGCTCAAAAAGCAAG

	30710_5
	6
	[T/C]
	TGTCTTTCTGCTGCAACTTCCTGCCAGCTGCTCCCC

	30711_27
	28
	[A/G]
	AGTGATGGAAAGGCAACAGGATGCCGGAGACAGAAA

	30713_30
	31
	[G/A]
	CCTGTCTGGGGAGCAATAGATTGCCTTGCTGGGACC

	30716_27
	28
	[G/A]
	GGTGAAGAGGTGGCACAAAGCTGCTACGATCATCCA

	30718_26
	27
	[C/T]
	TAGACTTACAAAGCAGACCTGTGCTGCTGCTTCTGT

	30720_10
	11
	[T/G]
	TTTACAAACATGGCATGGTGGTGCAGCAGGTAATGT

	30739_31
	32
	[T/A]
	TGTTTAGAAAGAGCAAACCTCTGCAACCCAGTGTAA

	30740_20
	21
	[A/C]
	GGGGTGTTAAGCGCAAAACGATGCAGCTGCTGCAAT

	30741_7
	8
	[T/C]
	GCCATGCTTGTTGCACTACCTTGCTGGTCAGATAGA

	30745_25
	26
	[C/G]
	CATGGTCCTACAGCACCTATCTGCTCTTCTTCTGCA

	30753_19
	20
	[T/C]
	ACGGGCCTCTCCGCATCCTCCTGCGGGTCACTTTTA

	30765_11
	12
	[C/T]
	GCGCACTCGCCCGCAGCCTTCTGCGTCATGGAGCAG

	30768_3
	4
	[A/G]
	CCGATAAGCTCAGCATCACCGTGCACCACGAGTCCG

	3077_28
	29
	[G/T]
	CAAAATGGTGTGGCATAATGGTGCCACAGGTAGTGT

	30778_19
	20
	[C/T]
	GCGCTACCTACAGCACCACCGTGCCCTCTATTGTGA

	30788_27
	28
	[C/A]
	TGTAGCAGCACAGCATGTTCCTGCGATCAGGTTACT

	30798_30
	31
	[C/A]
	TCTCTTCGTAGAGCATTCTGGTGCCATGTACTGTAA

	30799_28
	29
	[A/G]
	AGGTACATTCACGCAGAACCATGCTGGGGTCCGAAT

	30801_30
	31
	[C/T]
	TGAAGTGTAAGTGCATGTTCATGCATCTGCCCTGTA

	30806_3
	4
	[C/T]
	AAACGTGTGCATGCATGCACGTGCTCTTGATGCAAT

	30811_5
	6
	[C/G]
	CATCCCCCTGCTGCATGCCCGTGCACTAAAGCTGTC

	30818_4
	5
	[G/A]
	AAGTAAACCAGTGCAAACATGTGCAAGAACAGGTCA

	30823_28
	29
	[C/T]
	AGATTTTCTCCTGCAGGTGTTTGCATGCCTGGACAA

	30835_17
	18
	[G/A]
	CTAGGAACACAGGCATGGTGTTGCTGCAGGTAGTCT

	30836_32
	33
	[A/G]
	GATAAAATGCACGCACACACATGCACATGTGCACAC

	30839_32
	33
	[G/A]
	AAAATGAACTGTGCACACTTTTGCCCTTTGACGTTG

	30841_31
	32
	[G/A]
	TAAATGTTGGTAGCACCAGTGTGCCAGATCAGATCT

	30842_15
	16
	[T/G]
	GGTGGGTTTGTGGCAGTAAGCTGCCTGATGAGAGCT

	30846_7
	8
	[C/A]
	TGTAAAACACTGGCACTGGTGTGCTGTGGCAGGAGA

	30850_19
	20
	[C/T]
	TTCTCCCAGAATGCATCGCCGTGCTGCGTTTCTCTC

	30851_1
	2
	[C/T]
	ACAGCGGAATCGGCAACTTCCTGCCCGAAGAAAAAA

	30853_17
	18
	[C/T]
	AGGCTTTAAAAAGCAGTCCCGTGCAGACCTCTACTC

	30855_33
	34
	[C/T]
	ACAGTGAGACGTGCATTCAAATGCACCACTTTGCCT

	30870_3
	4
	[C/T]
	GGACGTGTCCCTGCACCGGAATGCTGTTTCACTCCG

	30884_19
	20
	[A/G]
	AATGTATTTTGTGCAGTCCAGTGCAAAGGCGGAAAG

	30885_28
	29
	[T/A]
	AGGCTTGCTGTGGCATGTTCCTGCACCAAATTAAAG

	30888_34
	35
	[G/T]
	AATCATGTTCATGCATGACAGTGCTCCATCTCGTGC

	30889_20
	21
	[G/A]
	GACCAGGAGCTGGCAGTCACGTGCCACCCTAAGACA

	3089_29
	30
	[G/C]
	CAGTACTTATGGGCACTTATGTGCATGCTGCAGGAG

	30890_11
	12
	[C/T]
	ACTACGGCTCACGCAGAGCGCTGCGGGCTTAATTTA

	30892_11
	12
	[C/T]
	TAAATGGGTTATGCAGGTCTGTGCCCAGTGTTGCAG

	30895_17
	18
	[T/A]
	TGTTACATCACAGCAGCATCGTGCTTTAACTAACAC

	30896_5
	6
	[G/A]
	GGACCGATATAAGCAGTCACCTGCTCTGAGAGTGTA

	30897_1
	2
	[A/T]
	GATTAGACTAAAGCAGCATCCTGCAGGCTGTACAGT

	30898_27
	28
	[C/G]
	GGTCTTGCACACGCACTTTTATGCAAACGCTGACGA

	30903_33
	34
	[A/G]
	CATGCAAGACAAGCAACACGTTGCCAGAGTGGTAAA

	30906_19
	20
	[T/C]
	GAGAGATCCCGTGCAGACGTATGCGCAGCGGCAGCT

	30909_3
	4
	[C/A]
	AATCGACTAGTTGCACATTAGTGCCTCCCAACAGCA

	3091_2
	3
	[C/T]
	CTCAATCTGGGAGCACCTTTTTGCTTTCAACTGCCC

	30910_30
	31
	[G/T]
	TTATGGCATTTGGCAGAAATGTGCAGAAATGTGCAG

	30913_34
	35
	[G/A]
	TACACAATCTGGGCACCAACATGCATTTTAAACCGA

	30921_7
	8
	[G/A]
	TTTGGACGGAGTGCACCAGGTTGCGGATGCGCCCAG

	30933_4
	5
	[G/A]
	GCTCGTATGTACGCACCCACATGCACCCACACACAC

	30935_27
	28
	[C/T]
	AGACGAGTCTCTGCAGCTACATGCTTTCATTTCTGA

	30937_32
	33
	[A/G]
	GAGCCCTGGCGTGCAATCTGCTGCTGTTCCTCAGGA

	30943_32
	33
	[C/T]
	AATTCTGTACCTGCATTTGTATGCGCCAGCTTCATT

	30953_27
	28
	[C/T]
	GCTAGATCGGGAGCATGATGATGCCTTCCTCCATCT

	3096_28
	29
	[C/A]
	CACAAACCACATGCACTGTTGTGCCAAGCACTTTTG

	30961_19
	20
	[C/T]
	TGATCTCACCGGGCAGCAGCGTGCACTCACTCCCTG

	30967_7
	8
	[A/G]
	CTGTGACAGATTGCATGCCTTTGCATTGTGTCTTAA

	30969_10
	11
	[C/T]
	AGCTGAGGGACGGCATCGACGTGCGGCTCCTCCACT

	30977_27
	28
	[C/T]
	CAGCAGGACCAAGCAAGGCAGTGCCCTCATCTCCAC

	30981_17
	18
	[G/A]
	ACAGTCCGTGTTGCACCGAACTGCTTCGTAATGCCA

	30983_26
	27
	[G/A]
	TTGTGCTACACTGCACAGTCATGCACGCTTCTCTCT

	30985_16
	17
	[A/G]
	GAACCATGTCCTGCATAAAGATGCCCACGGGCTCGG

	30991_32
	33
	[C/T]
	GAAGAACAAACTGCACCCAGTTGCCTTTTTCTCCTG

	31014_10
	11
	[A/C]
	AATCTTCCAAATGCAGCCTGTTGCTGAGGGAGAAAT

	31015_33
	34
	[T/G]
	GCACTGGTGGTGGCAGCATTATGCTGTGGAGGTTTT

	31018_20
	21
	[T/C]
	ACAGCACCAGGAGCATCAATTTGCTGTCTGCAGACG

	31024_33
	34
	[C/T]
	TCCTGATTCCGTGCAGGCTTCTGCCCTCTGTGCCTT

	31026_8
	9
	[T/C]
	CCCTGTGGTGCTGCATTGGCCTGCTTCAGCGTTTCT

	31028_11
	12
	[C/T]
	ACTCTCAGACTCGCAGTACTGTGCCCTCATTCACTA

	31035_16
	17
	[G/A]
	CTCGAGTTCAGCGCAGGCTTATGCATACAGAGGAAG

	31036_15
	16
	[C/T]
	ATGCAAAGCCCCGCACGCTCTTGCCCTTTATACTCT

	31041_18
	19
	[T/C]
	AGAAGTTCCACAGCACAATGCTGCCAAGCTGCATAC

	31046_10
	11
	[C/T]
	ACAATGCCTGCGGCACCACTGTGCTGCCCTACTGAA

	31051_31
	32
	[G/T]
	CTCACCACAGCTGCATTGGGCTGCTGTTTCTGCCAG

	31054_33
	34
	[C/T]
	GGGGCTAGGATGGCAGTGTTCTGCAGCGTTAAACCC

	31056_16
	17
	[C/T]
	AAGCTCACAAAAGCAGCGGCCTGCCGGGACGACTTA

	3106_4
	5
	[G/A]
	TAGGGTGGGTGTGCATGCGCATGCAGGGTGGATGAC

	31060_29
	30
	[C/T]
	AAGGATCCTTTGGCATGACATTGCAGCTTCAGTGAT

	31061_10
	11
	[A/G]
	CACGCCCACGAAGCATAGAAATGCAAACACACACAC

	31067_29
	30
	[A/T]
	GCTCCCTGGTTGGCATAAGCTTGCCCACAACTCCAG

	31068_26
	27
	[G/A]
	CAAGAAGTCCTGGCAAACATTTGCCAGGCAGCCACT

	31073_11
	12
	[T/C]
	GACAGAGCTGCTGCAATGTGCTGCCACTAGGACAAG

	31075_7
	8
	[A/G]
	CCACATTAGCAAGCAATGGTCTGCAGCCAAGACTCA

	31078_28
	29
	[A/G]
	AGGAGAAGAAGCGCACAGGCTTGCGGCGAAAATAGC

	31080_31
	32
	[G/A]
	AAGTGCACTTGTGCAAACATGTGCAACACATGCATG

	31082_33
	34
	[C/A]
	AAGAGCATGGCTGCAGGAGTGTGCAGGTGCAGACCA

	31086_5
	6
	[C/T]
	AAGTTCCCTGACGCAACAGCGTGCTCTTCAAAAAGT

	31088_31
	32
	[C/T]
	TCCATCAGAAGGGCACATTCCTGCACATTATCACAC

	3109_7
	8
	[T/C]
	ACATGTTTGCATGCATGTTACTGCATGTACTCCCAA

	31090_32
	33
	[G/C]
	AATATTGAGGCAGCATGGCAGTGCCTCAGGTAGTGT

	31097_31
	32
	[C/T]
	TCTACTGTCCATGCATCAAAGTGCGTCTCAGCTGGG

	31100_7
	8
	[C/T]
	AAATGCTCTGAAGCAGACGCATGCAGTCGCATTTAT

	31101_4
	5
	[T/C]
	AAACTTGCCACAGCACCCCGTTGCTATTTAAAGGAT

	31105_28
	29
	[G/C]
	ATCAGCGGAGCTGCAGATTTCTGCTAACGTAGTATT

	31108_24
	25
	[A/G]
	GTTGAGCCTGCTGCAGCCGGTTGCACCCGTTCTCCT

	31110_29
	30
	[A/C]
	TCTGCCCGCTCTGCAAATGACTGCAACTCAGTCTAA

	31113_30
	31
	[G/A]
	GGTGATGATGGCGCAAATGTTTGCCGAGCCGCTTTA

	31114_4
	5
	[C/T]
	TCACCTCCTGCCGCAACTCCCTGCACAGATTCACAC

	31119_7
	8
	[A/T]
	AATCGTGAAGCAGCATCACAATGCACAACGAGATTC

	31120_5
	6
	[G/A]
	TCAGAGATAAATGCATATTCATGCGGCGTCGCTGGG

	31121_24
	25
	[G/A]
	TTTGTCGAAGACGCACAATAATGCGAACCCGCAGGC

	31123_25
	26
	[A/G]
	GCAGCACACAGAGCAGCTACATGCCAGATAAAGTCT

	31124_15
	16
	[C/T]
	AATTAATTCCCCGCATGACATTGCGTGTGCAATCAA

	31126_34
	35
	[G/A]
	CGGGCTTTTCATGCACTTTGGTGCAGCAGCTAGAGT

	31129_5
	6
	[T/A]
	ACTTTTGCAAGGGCAGCTCGTTGCTTACGGCACCCC

	3113_32
	33
	[C/T]
	AGCAATCTTACAGCAGAAGTCTGCAGAGAGCTCCCA

	31134_20
	21
	[A/C]
	TGGAATCAGCTGGCAGAACGCTGCCCAAAGTCAGAG

	3114_31
	32
	[T/C]
	CGCTCCTGTGCCGCATGCTAATGCGCAATCACGTAG

	31142_31
	32
	[C/T]
	TTCGCACGTCCAGCATCAGAATGCAGGTGCACACGT

	31143_27
	28
	[C/T]
	CTCTCTGGTGGTGCACAATGATGCACACATGGTGGA

	31144_19
	20
	[G/A]
	CGCCGAAAGGACGCATCACGGTGCAGTTTTACGAGA

	31145_11
	12
	[T/C]
	CACCACAAGCGTGCACAAATATGCAAAACCGTCACG

	31150_20
	21
	[G/A]
	GGGATGTAGGTCGCATTGTTGTGCGTGATAAAAGAG

	31153_34
	35
	[G/A]
	GGGCAGATACTGGCACTGGTGTGCGGCAGTCGTAGA

	31157_2
	3
	[G/A]
	TTGAAGCATAAAGCACAGTGATGCTAAAGCCTCTGT

	31163_8
	9
	[G/A]
	GCGGAGACGAGTGCAGAAGCGTGCGGAGATAACGCT

	31167_28
	29
	[C/G]
	CTGTGACATCAGGCAGCATCTTGCCATCCCAGTGTA

	31168_26
	27
	[T/A]
	CAGTGCAGCATAGCAAACAGTTGCTCTCGGGTGTAA

	31171_30
	31
	[T/C]
	GGCGTTTCTAGGGCACTCGTATGCTTCTGATGAATA

	31175_18
	19
	[A/C]
	CCACATACACAGGCATTCACTTGCACAATCACCCCT

	31176_11
	12
	[G/A]
	TCGAAGCACCTGGCAGAAACCTGCACAAACACAGGG

	31187_30
	31
	[C/T]
	GCTCACGTCTGTGCAATTCCCTGCCTGCCTTCACCT

	31193_1
	2
	[G/T]
	TGGCTCTAAACAGCAGTGTCTTGCTTGATTACGGCA

	31196_33
	34
	[T/G]
	TTTTAAATGCTAGCACATGTCTGCGTAGGCCATTTG

	31200_19
	20
	[A/G]
	GATCTCTCGCTGGCACTGCAGTGCATTGTCATTTAT

	31209_33
	34
	[G/A]
	TCCAGCAGAGCTGCACAACGTTGCTTCGGTAGAGAC

	31210_4
	5
	[C/G]
	GCCCCCGGACCGGCAAGTCTTTGCCTCCAGCCCCAG

	31211_31
	32
	[C/T]
	AAACATGATTAGGCACGTTAGTGCGTGAGCTCTCCA

	31214_18
	19
	[A/G]
	GGAGAGAAGGAAGCAGTCAGCTGCAAATGTGCCATT

	31217_1
	2
	[C/G]
	TCGCAGCTTGTGGCAGTGATCTGCTGGGGATTTGAT

	31219_27
	28
	[A/G]
	GTAGCGTAGTCAGCAGAAACCTGCGCCAGTCAAGTC

	31220_3
	4
	[A/G]
	TGAAGAGAATACGCACAGGCCTGCCAAATATCACAG

	31228_28
	29
	[C/T]
	AATGGCTTTTCTGCATTGGTGTGCGTTGCTGTCCCC

	31231_8
	9
	[C/T]
	ATGCTTTTCAATGCATTACGCTGCATGCAGATCACA

	31232_3
	4
	[C/T]
	GTCCGGCAGTGTGCACATTTGTGCTGCTTCTAAGAT

	31233_1
	2
	[A/G]
	TAAACCCTCTGTGCAGCCTCGTGCCCCATCCCCAGA

	31234_33
	34
	[C/T]
	CAGACGAGCCGGGCAGATCTCTGCGCTGTCAGACGT

	31242_28
	29
	[G/T]
	GCTAACTCGCGTGCACGTGCGTGCCGCCGGTCTCCT

	31243_25
	26
	[G/T]
	ACGGTTATGGTGGCAGCCTGGTGCAGAAGTTTGTGT

	3125_19
	20
	[C/T]
	GGAACATTGTCAGCAGAAACGTGCATGCTTGCAGCT

	31251_33
	34
	[G/A]
	TAGTTATTTGATGCAGCATGGTGCAGTCTTCCAGGG

	31252_1
	2
	[T/C]
	ATACAGTCACAAGCAGCGATCTGCAGGTTCAAGGAC

	31257_29
	30
	[A/T]
	GTCTGCACGTTCGCAGTCAGGTGCATTGGAGAACGG

	31262_28
	29
	[C/T]
	TCCTGGTTCCCAGCATGCACCTGCACCACGCCGTGG

	31266_32
	33
	[C/T]
	CATGTTTTCTTCGCACGTTGATGCGGTTCGGTCACT

	31269_31
	32
	[C/T]
	CAGCTGTGAAGGGCATCATGCTGCACCGAGTCATCT

	31273_32
	33
	[A/T]
	AGGACGTGCTCAGCACCTCTGTGCGACCATCCAATA

	31279_3
	4
	[C/T]
	TCCCAAGACCACGCACTAACTTGCCTGGATAAACAC

	31281_27
	28
	[A/G]
	AAACTACATGTAGCACCACTGTGCCACGTCCACTTT

	31283_20
	21
	[T/C]
	TTCCTGAGCCTGGCATCAGTTTGCTGACGGCTTATG

	31293_11
	12
	[A/G]
	ATGCCGAAACAAGCAACGCAATGCAGATTTGACATT

	3130_34
	35
	[A/G]
	GAGAAACCCAATGCAACCACATGCAAAAACTCAGAA

	31303_31
	32
	[T/C]
	GTATGCTGCGCTGCACTGTCGTGCGTCAAGCTCCCG

	31304_34
	35
	[C/A]
	ATGAGAGGGTTTGCAAATTTCTGCAACCTGGTTTCT

	31310_16
	17
	[C/T]
	ATTTCCCCGAGCGCAACGTGCTGCTTCTTTCATAAC

	31316_19
	20
	[A/C]
	CCACTAGCAGCAGCATCGGAGTGCCGGTCCTTTTAA

	31322_8
	9
	[G/A]
	ATGAGCAAGGGTGCAAATTGCTGCTATGGGCTTATC

	31323_19
	20
	[T/C]
	CTCCTCCAAGCAGCATTTTTCTGCCAAACAGTTCAA

	31324_30
	31
	[G/T]
	AACCCGGCTCTGGCACCCTGCTGCATAATGGATGAC

	31325_19
	20
	[T/C]
	TAAACACCTACAGCACAAGTGTGCTGACATTCGCAG

	31326_31
	32
	[A/T]
	TGGACTATGTGGGCATGAGTTTGCAGCACTTAAGAA

	31337_26
	27
	[C/T]
	ACACACCACCTGGCATCCGCTTGCCTCGTATGCGTA

	31344_5
	6
	[G/A]
	GATCCGGATGTAGCACCTGACTGCATTCCAAAAGTG

	31345_11
	12
	[C/A]
	GGTCTTTTCTTCGCAGCGCTTTGCGTTTTTTGGCAG

	31359_32
	33
	[A/T]
	ATCAAAGACTCAGCAAAATGCTGCGTGTTTCTAATA

	3136_32
	33
	[G/A]
	GCTCCATGTACCGCATCCATATGCAAGTGTCCACGT

	31363_32
	33
	[A/G]
	GAGATCTTCATGGCATTCGTTTGCGTGATCTTAAAG

	31365_10
	11
	[G/A]
	AAGTAAATTGGAGCAGGTGCGTGCCCTGCTGTCAAC

	31367_1
	2
	[G/A]
	TGATGTGATGGGGCAAAGTATTGCCCATCTACCCAC

	31370_9
	10
	[G/A]
	GTTTACTTCGGTGCAAGAGGTTGCATGGTACTCATA

	31372_34
	35
	[C/T]
	TGGTGTTGGAACGCAGTAATATGCGGGGTGAATCCA

	31379_11
	12
	[C/T]
	CGCTTGGCTAACGCAGACACATGCACTGTGAATCAA

	31383_28
	29
	[T/C]
	GTCCCTGCTAAAGCACTGATCTGCTGGATTCTATCA

	31385_29
	30
	[G/C]
	CAGGAGTTCTGAGCAGTACAATGCTCTGTGTTTGGA

	31388_27
	28
	[G/A]
	ATGGAAACCAAAGCAAAGGCGTGCTGAGATATCCAT

	31389_28
	29
	[C/T]
	GATCTTCGTGTTGCACCTTTTTGCTCACCAGGTGCA

	31392_9
	10
	[T/C]
	GTGTGACAGTCTGCAGACATTTGCAGTGCCTGCTTA

	31394_34
	35
	[G/A]
	GAGCTGACGGATGCAGTCATGTGCCGGGGTCTCCGG

	31397_9
	10
	[C/T]
	TATTGAACTCCTGCACTTGTGTGCTAGCCTGTTTTG

	31398_29
	30
	[G/A]
	GTTAGGAAGGTCGCAGATCTCTGCTGAATGATATGA

	31401_28
	29
	[A/G]
	TGAAATAGAAGAGCACCGTCCTGCTCCCACTAAGGT

	31403_1
	2
	[G/A]
	GGATCTCCAATCGCACCGCAGTGCACCAGCCCTAGC

	31409_15
	16
	[G/A]
	ACAGGATGAACTGCAGCGTGCTGCAGACGAGCAGCG

	31413_9
	10
	[A/G]
	TGGGTGTTTAGTGCACTCTTCTGCATCATTTCCTCT

	31416_27
	28
	[A/C]
	GAGCGTCTGACAGCAGTTAATTGCGACAGACATAAA

	3142_2
	3
	[C/T]
	TTCGGTTACCTTGCACATTTCTGCAGATAGACCCTC

	31421_11
	12
	[C/T]
	ACACATGCATACGCAGTTCAGTGCTTTCTGCACACC

	31425_18
	19
	[T/C]
	TCGTCTGTTATTGCATGGTTGTGCATCATCAGTGTT

	31427_18
	19
	[A/G]
	CCCTCCAGGTGTGCATGGACCTGCAAACAAAGAGTC

	31432_9
	10
	[T/A]
	GTGTGTGTGTTCGCACTCCAGTGCAATCAGACGTGC

	31437_7
	8
	[A/C]
	GCTGCAGAGCTTGCATTACAGTGCCAGAGGTCACAG

	31445_30
	31
	[A/G]
	GGAGGGGAAGTAGCAGGGGCATGCTGCATCACACAC

	31465_26
	27
	[C/G]
	CATACCCCAGGGGCAGATTACTGCAGCCTGGGGGCC

	31469_19
	20
	[G/T]
	TGGAGCATCTGGGCAACCTTCTGCAGGCCAGCGCTC

	31485_33
	34
	[T/C]
	CTCGTTTTGCATGCAGTTTGTTGCGTGTGGGCGTGC

	31486_10
	11
	[G/A]
	TAATCCCACTGAGCATTCCGATGCCGTAAGTGGAAA

	31488_7
	8
	[G/A]
	GTCACTGGTTAAGCAAACTTGTGCCAATGGTGTCCA

	31489_10
	11
	[C/T]
	GGTGCATAAACGGCAGTAAGGTGCTGAACTGTGGTA

	31490_34
	35
	[G/A]
	GGAGGTGTTAAAGCAGAAACATGCAGGGCGGTGCGC

	31495_29
	30
	[A/G]
	GGGCGAGAAACTGCATCAATCTGCCATGGAAGCACA

	31496_17
	18
	[G/A]
	GGAGTGGACATGGCATTGAATTGCGCACACGAGCAG

	31497_6
	7
	[C/T]
	GAACAGCCAGTGGCACAACAATGCAGCAGGTAACAT

	31505_10
	11
	[C/A]
	GGTGCAGCCACTGCACTCCTGTGCTCGTGTGTCATA

	3151_4
	5
	[T/A]
	TGTTTTATGTGTGCAGGATGCTGCTAATCCTGCAGA

	31514_24
	25
	[A/C]
	GATTGCACTAATGCATCCATGTGCATTCATGAGCCT

	31517_7
	8
	[C/G]
	TTCCACACAGTTGCAGTAGAGTGCAGAGGTCTGGTT

	31522_20
	21
	[G/A]
	GTGCTGTTGGCAGCAGCAGTGTGCACCAAGGCTGGA

	31525_32
	33
	[C/T]
	TCGTTGGCATCAGCAAAGTATTGCTGGGCCTGCAAG

	31529_30
	31
	[C/T]
	AAAAAAGTAAACGCAGCATGATGCCTTGTCCCTGTT

	31530_34
	35
	[A/G]
	TTCCAAAACAATGCAGGCCTGTGCCTGAAACCTGAG

	31531_2
	3
	[C/G]
	GGCGAGTGTGCAGCATCACAATGCCCTTTAGAAATT

	31537_20
	21
	[C/A]
	GAACACAAACACGCAGGCGGATGCAGGAACCGTGAT

	31550_34
	35
	[A/C]
	ACACCGGTTACAGCAGCTGTGTGCAAATGGTTTTAC

	31554_1
	2
	[T/G]
	TTCACAGACATGGCATTTATTTGCTCAGGTTGCTCT

	31559_6
	7
	[T/C]
	CCTTAATCTCCAGCACACAGCTGCCTCACACCATAC

	31560_5
	6
	[A/C]
	GTACCAGCAATGGCAATCCAATGCTGATCATTTGAT

	31562_34
	35
	[C/T]
	GCTCGAGCCTGTGCACGTGCGTGCTCTGATTGGGCG

	31565_26
	27
	[A/G]
	ATTGAGTGCCTGGCACCACAGTGCCAAAGAAAGACT

	31569_17
	18
	[G/A]
	AGCGATGTATTTGCAGTGAAGTGCAACTCACACATA

	31579_29
	30
	[G/A]
	GAGCAGTGCTAAGCATCAGGTTGCCAGATGCTCTAT

	3158_26
	27
	[T/G]
	CAGGCAGGCCAGGCAGGCACATGCACTCTACGTCTA

	31581_18
	19
	[T/G]
	TGCAAGAAACTGGCATGATGGTGCACGAGAGCATCT

	31588_4
	5
	[T/G]
	AAGTTCCTCGTGGCAAATATCTGCGAGCTGATCAGC

	31589_11
	12
	[C/T]
	CAGCTTTCCGCCGCACTAACTTGCCTCATAAACACT

	31598_6
	7
	[C/T]
	CCTGTACGCCCAGCAGCTCGCTGCTCAGCACGCCAT

	31616_4
	5
	[G/A]
	ACCTGAAGAGCCGCACTGAATTGCAGCTGCTGCACG

	31622_29
	30
	[C/T]
	TATCTAAGATTGGCAGGTTGCTGCAAGCGCGCAATT

	31623_28
	29
	[C/T]
	TATCCTTTATTTGCAGACTGCTGCCATTCACACCAC

	31624_8
	9
	[G/A]
	CGTTATCAGGCAGCACGCTGGTGCATATATTACCTA

	31625_18
	19
	[C/A]
	GTTAGACTGGAGGCAACTCTGTGCTGGGATTTATGA

	31627_31
	32
	[A/G]
	GACAGATACAAGGCATGGTGGTGCAGTACACGCCTA

	31629_24
	25
	[T/C]
	GATCTCCTTCTCGCAATTCAATGCTGTAGACGTGTT

	31632_29
	30
	[G/A]
	CACTGGTATCGTGCACTGGAGTGCTGTGTGAGGTGA

	31634_17
	18
	[C/T]
	ACACCTGTTTTGGCAGTCTTGTGCCTAGTAAGTGTA

	31641_24
	25
	[C/T]
	TCCCACACAGTTGCACACAACTGCCAAGCTGCCTTG

	31643_19
	20
	[C/G]
	TCAGAGACACTGGCACTAGCGTGCCTCTTCAGTGTA

	31648_27
	28
	[C/A]
	ACACACACACACGCACTGTCATGCCAGCTTTCTTCT

	31653_16
	17
	[G/A]
	GAATTGGAATCGGCACGTTACTGCCTGCACAGCTTC

	31654_15
	16
	[G/A]
	CACAGCATCCAGGCAGCCGTTTGCTCAAGGGCACTT

	31659_26
	27
	[G/A]
	ATTAAACCTACAGCACACCAGTGCACGAGTCGAGGA

	31662_2
	3
	[G/T]
	GTGTACAGGCCGGCACCTACATGCCACATTCGTACA

	31664_26
	27
	[T/G]
	CTCTGACAGCCTGCAACAGTCTGCAATTCTTTGCAT

	31665_16
	17
	[C/T]
	ACACTTCCTGCAGCACCAACATGCCACTGTTATTGT

	31670_31
	32
	[T/C]
	TATTTGACAGTGGCAACCTTATGCCCCTGTCTGATG

	31672_4
	5
	[G/T]
	GCCAGTGAACCGGCAGAGGAATGCCCCCGGAGCAGG

	31681_18
	19
	[G/T]
	TCCTCACTGTCCGCACACGGTTGCTCTCTGTGGATA

	31682_4
	5
	[T/C]
	GTCTTTCTACCCGCACAAATCTGCCCATCAGGCTTT

	31683_18
	19
	[G/A]
	AAGCCACAGTAAGCAGATGAGTGCTTATTCCACACT

	31687_34
	35
	[G/A]
	CACATACCTGTGGCACCACTGTGCTGCCTTGGCTGA

	31690_10
	11
	[T/A]
	GAATATTTTGAAGCAGCGGTGTGCCTAATGTGCATG

	31693_10
	11
	[C/T]
	TTTGGATTTTCTGCACCACACTGCACACTTTGCACA

	31697_3
	4
	[C/T]
	CAGCTCGCTTCAGCAAAATCCTGCCACTGTCTTTAA

	31701_33
	34
	[C/T]
	TCGATTTGTTGTGCAGACACATGCACTGACGCACAC

	31702_10
	11
	[C/T]
	TGATCTACGACGGCAACCCAGTGCCGGGGAGCCCGT

	31704_20
	21
	[G/C]
	AATCACTACTACGCACCACAGTGCAACGTGGCCAGT

	31706_29
	30
	[A/G]
	CCAGAGCGACACGCACTGCAGTGCATCACATTGTGT

	31716_30
	31
	[A/C]
	TAATGTGCTTGTGCACTATAATGCTGGGCTAGATGC

	31718_18
	19
	[G/T]
	CACCTCTGCGAAGCAAAAGCATGCCAGGACATTGCC

	3172_24
	25
	[T/C]
	TCTGGGGAAGACGCAGACGGCTGCCGTGCAGAGGGA

	31721_25
	26
	[C/T]
	CCAAGTCCATCAGCAAACACTTGCTCCGTGATGGAC

	31722_32
	33
	[G/A]
	GTGGCATATGAGGCACTAAAATGCAGTTGAGGGTTT

	31728_32
	33
	[A/C]
	CTTTGTACTCTTGCATCCTCTTGCAACTCTGAACCC

	31733_33
	34
	[C/T]
	TTTTCCAGTCTTGCATCCTGGTGCCATGTCTTCCCT

	31740_30
	31
	[T/G]
	GTGTACGTGTGTGCATGTGTTTGCGTGTGCTCATGT

	31741_3
	4
	[C/T]
	TAGCGACAACAAGCACAACACTGCCAAAATTGGTCG

	31744_2
	3
	[A/T]
	GTACGAGGAGCTGCAGAGCTCTGCTGGAAACTATGG

	31747_11
	12
	[C/T]
	TGTCCTCAGTACGCAGAGGTTTGCGGTGCTCTGGGC

	31752_17
	18
	[T/C]
	AAGGATCAGGTTGCAAATACATGCCAAGCAAATCAG

	31762_15
	16
	[C/G]
	GTGCACAAGGCAGCACCCCAATGCCAACACAGGTCA

	31764_19
	20
	[G/A]
	AAGTGATGGATGGCAGCCCGCTGCTGCAGGAGAGTG

	31766_5
	6
	[A/G]
	TCACAATGGGCAGCACAATGGTGCCACAGGTAGGGT

	31769_31
	32
	[C/T]
	AAAAAAATCTGTGCACGCTACTGCTGAACTTCCCAT

	3177_31
	32
	[C/A]
	ACTAAGGGGATGGCATGATGGTGCCAAGCCAAGGGT

	3178_2
	3
	[A/G]
	TCATACCAGGAGGCAATTTAGTGCATCCAGTTCACC

	31785_10
	11
	[G/A]
	GCTGCAGTGCGTGCAGGGCGTTGCCTGCGAGCCCAA

	31787_33
	34
	[G/A]
	AAAGGAGTTGATGCATGGTGCTGCCTTTAAGCCGCT

	31788_2
	3
	[G/T]
	GCGTTGGCCGTGGCAAGAACCTGCTGGGAGGAAACA

	31797_1
	2
	[T/C]
	ATCTCTGTTTGAGCAGTAGCCTGCAACAGCTCTGAC

	31800_2
	3
	[G/T]
	AGGTAACCAGGTGCAAAATGTTGCTGAGGTTTACAC

	31803_30
	31
	[G/A]
	CTGTGGCCGACAGCAGGTCCGTGCAACTCTGAAACC

	31805_7
	8
	[G/A]
	GGACTACGGTGAGCAGCGCACTGCTGACCCTGACAA

	31807_34
	35
	[C/T]
	ACCAGTCAGAGTGCAGAACAGTGCCAACCACCTCCG

	31813_3
	4
	[C/T]
	CATCAGCGGCGTGCAGTTTAGTGCCTTTTCTCTCCT

	31814_27
	28
	[T/C]
	GGAAAGAGCATGGCACAAAAATGCCTCTGACGACAG

	31818_9
	10
	[A/G]
	TAAGACCCGACTGCAACTGGATGCCAGGTATGTAGT

	31819_18
	19
	[A/C]
	GCACTACCTGTGGCACCAATGTGCAGCCCAAACTGA

	3182_9
	10
	[C/T]
	TTCTGACATCCAGCAGCTTACTGCCGTTTCTCTTCT

	31822_32
	33
	[G/A]
	GCCATGGTAGGGGCAAGGGGTTGCGTTGCGACGGGG

	31824_34
	35
	[G/A]
	TGGCCCAGTGTGGCAAAAAGGTGCTGTGCCATGCGT

	31826_18
	19
	[C/T]
	GTGTGCTGTTGTGCACGGCTGTGCAGAGGTAATGCT

	31827_16
	17
	[C/T]
	CATGGAGACCACGCACCGGAGTGCGTTGGCCGAGAG

	3183_2
	3
	[G/A]
	ATGGATGTTCTAGCATGACAATGCCCATGTTTACAG

	31832_30
	31
	[A/T]
	ACACATGGCTTTGCAATGCCCTGCTGGCACAATTAA

	31835_33
	34
	[A/C]
	CTATCTGCCCTTGCAGAAGAATGCAGCATAACCATG

	31839_25
	26
	[G/A]
	GGGTTGTGGGTGGCACATTGGTGCCGCAGGTAGTGT

	31842_3
	4
	[T/C]
	GCTTTGGCTGCAGCAGCATCTTGCTCAGCTTTAGCT

	31843_29
	30
	[A/G]
	GACAAGACCAGGGCATGGTGATGCCGGCTAGAGTGA

	31856_9
	10
	[C/T]
	CGGTTTGAGCGAGCATTACTCTGCTCTGAGTATGAC

	31857_27
	28
	[A/G]
	TCTTTCACACCAGCAGCTCAGTGCACGAAAGCATGT

	31858_2
	3
	[T/G]
	TTTGGAGTTTGAGCACATTTTTGCAGTTCCCAATGC

	31860_16
	17
	[G/A]
	TCAGGCCCAAATGCAGGATTTTGCCAGAGAGGAGTA

	31861_27
	28
	[T/C]
	CCGGTTCTTCCTGCAATAGGATGCCAGTGTTGCAAC

	31862_34
	35
	[A/G]
	GCATTTGGGAAGGCAATTAGTTGCACCTGCATCGAT

	31864_6
	7
	[G/A]
	TTGCTTGATGAGGCAGAAAAGTGCAGTGTGTCTGTG

	31867_11
	12
	[C/T]
	GCGTGCCAAGGCGCAATGTCATGCGTAGGAGTGGCA

	31869_27
	28
	[C/T]
	ATTGCAAAAAAAGCAGTTTGTTGCTCTCGATCGTGG

	31870_30
	31
	[C/T]
	TCACTATCTGTTGCAGCGACTTGCAGTGATCTGACA

	31871_19
	20
	[A/G]
	AAAACAGGACCAGCATTATAGTGCGTAACCATTCAT

	31878_5
	6
	[T/C]
	GCAATTTTCTTTGCAAGCGTCTGCTGGGGAAGTGGA

	31880_33
	34
	[G/A]
	TGTTGTGAGACAGCACTGTGTTGCCTCAGGGAAGAA

	31884_7
	8
	[C/T]
	GGCCAAACGTGTGCAAATCTGTGCTTTTTGACCGGG

	31894_1
	2
	[C/T]
	TCACAAACGACGGCATGGACATGCACTATTTCGTGA

	31896_7
	8
	[C/T]
	ATAAACACGTGTGCAGATACGTGCACAGGGTGAATT

	31903_29
	30
	[C/A]
	CGCTCTCTGCTGGCAGTGCGGTGCAGGTACACCCAG

	31908_19
	20
	[T/A]
	ACTTTAAAGGCCGCAGTGGAATGCATTCACAGATAC

	31909_11
	12
	[C/T]
	GATTTTATTGCCGCATAACGTTGCTGAGCCTCGACC

	31911_17
	18
	[G/A]
	TACAAGCACAGGGCAACGAAATGCTGTTAGTATCTA

	31912_10
	11
	[G/T]
	TTAAACAGAAGTGCAAGTGCCTGCATGTAGTTTTGC

	31914_30
	31
	[T/G]
	CACCCGCGACTAGCAAGCGGCTGCTTTTTCTGCACC

	31917_24
	25
	[C/G]
	CACTAAAGCCGTGCAGGGAGTTGCCGTGGATCCGCA

	31919_4
	5
	[G/A]
	TCCTGATGAGCTGCATCAGAGTGCAGTACTGTGCCT

	31922_32
	33
	[A/G]
	GTCTCCGCTCCAGCACAAAAATGCAACCCGGAAAGG

	31925_16
	17
	[A/T]
	CGCAAATCCGCAGCACAACGTTGCCTTTTATGGGGA

	31926_19
	20
	[A/G]
	AAACGAAGAGAAGCAGCACACTGCTGAGCATGACTT

	31930_19
	20
	[T/C]
	GAATATTTTTGCGCAAACGCCTGCATCGGAGAAGGC

	31939_5
	6
	[G/A]
	CCGTTGACTCATGCAGGTCAGTGCCTTTGTGGCAGT

	3194_34
	35
	[C/T]
	AAGACAACAAAAGCAACCTGGTGCTGAAGTTTAACA

	31941_3
	4
	[G/A]
	CTGAACAAGGCAGCAATCCATTGCAGGGTACCAAAT

	31942_34
	35
	[A/G]
	AGAAAGTCAGACGCAGTCGTATGCATCTTGACCCAT

	31944_4
	5
	[T/C]
	AGGCTCACTAAAGCAGATCGCTGCTGATTCGTAGAC

	31949_24
	25
	[C/T]
	TGCCTGAGTCAAGCACACACTTGCCTGCCTGTGTCC

	3195_26
	27
	[G/A]
	GAATCTGGAGCTGCAGTGTCATGCACGCTCACACAC

	31951_15
	16
	[G/A]
	GCATCAGGGTCAGCAGGCAACTGCATTTAAACACAC

	31956_4
	5
	[C/T]
	AAACCAGAGACTGCATGTTGGTGCAGTTATTTCCTG

	31958_9
	10
	[A/C]
	TAGCCATTAAATGCATAGCAATGCGTGTGCACTGGT

	31964_11
	12
	[C/A]
	AAGCTGAGCAGCGCACATCTCTGCTCTCTGAAGTAC

	31967_25
	26
	[A/G]
	AAACTGGTCCTGGCAGAAACATGCCGATATGAACAC

	31972_10
	11
	[C/T]
	AGCATCCGACCGGCATCGACGTGCCACTTCGTCATC

	31976_4
	5
	[T/C]
	ATGCTGGTCGGTGCATCGCCATGCCGAGATAAGATG

	31982_9
	10
	[T/C]
	GGAACTATTTTGGCACGATTTTGCTGCTTTGCATCG

	31985_15
	16
	[G/C]
	TGTGAGTTAAGTGCAGCGCTGTGCAGTTTGACATGA

	31998_7
	8
	[C/T]
	CTATCTACGCCGGCATTAAAGTGCCTGCTAACGAGG

	320_1
	2
	[A/G]
	TAACATATTTGTGCATGCACCTGCATGTGTGTGTGA

	32000_32
	33
	[C/T]
	ACTTTTACCTCAGCAGTCTCCTGCTTGGCTTTCCCT

	32004_16
	17
	[T/A]
	CATTAGGCGGCAGCAGTGGGCTGCAGAAATGGCTTG

	32006_3
	4
	[G/A]
	CGGAGCAAAAGAGCAGACCAGTGCAAGGCCAGTAAT

	32013_33
	34
	[T/C]
	GTGCGTGTGCGTGCACGCCTGTGCGAGAGTGTGTGT

	32018_26
	27
	[C/A]
	TACGTGAAATTCGCAGAAAGATGCACCGACTTATTC

	32029_26
	27
	[T/C]
	CCTTCAGCACCTGCACTTGTGTGCTGTCATGAACAG

	3203_27
	28
	[T/C]
	CGCAATTGGGCAGCATGGGCATGCTTTTGGCCATTA

	32036_8
	9
	[C/A]
	ACCCTGTCCATGGCATATTCTTGCCCTGCACCTGAC

	32037_10
	11
	[G/C]
	GTCATGAAAAGAGCAGCAGACTGCGCTGCTGGACAA

	3204_17
	18
	[G/T]
	GAGCATCTATTAGCAGTGGCGTGCCATGAAAATATT

	32040_25
	26
	[C/T]
	TCTGAAAGAGCCGCAGTCTCCTGCTCAATATACACA

	32042_34
	35
	[G/C]
	ACAAGCAAAAATGCAGAAAGCTGCAGCACTGACGCT

	32043_31
	32
	[G/A]
	TGAGTGACTAAGGCAGGTGCATGCAGGCCATGGTGC

	32048_19
	20
	[C/T]
	CACATTGCTGTCGCAGGCTCCTGCCCGGTGATCAAA

	3205_7
	8
	[A/T]
	CCATTCTAACAGGCACACTGATGCACACTGACCACT

	32050_9
	10
	[C/T]
	GACGTGAGTCGCGCAGTGGGTTGCTGTTTACATCCT

	32060_19
	20
	[C/A]
	CTGCCCTGGTCAGCACTCAAATGCAGACAAACAGTA

	32065_10
	11
	[A/G]
	TGACATGCTGATGCAGGTCTCTGCTAAAGAGAGAGA

	32066_31
	32
	[C/T]
	GGTCAGCAGGGGGCAGCCTGGTGCAAGGAAACACAC

	32068_5
	6
	[C/T]
	CCCATCACAGGCGCATGTATTTGCACAACTGGCTAC

	32076_8
	9
	[T/C]
	CCCGACAATGAGGCAGGTTTCTGCCAATTAATCAGA

	32078_18
	19
	[C/T]
	TGACTCTAGCTGGCACCCTGCTGCAAACTCATTTGA

	32088_2
	3
	[C/T]
	GTCAACATGGAGGCAGTTTTTTGCCCCACATGACGA

	32090_26
	27
	[C/T]
	GATGAGCAGTTAGCAAGACGGTGCTTCAGTAAACAT

	32093_28
	29
	[T/C]
	ATATTGGAGGCAGCATTCGGATGCCTTGTTTCTTTA

	32097_6
	7
	[T/A]
	CTAATATAAGAGGCAGAGGTGTGCTGTGGAGTGTGT

	32105_19
	20
	[G/A]
	AACACCCCCACGGCATGATGCTGCCACTACCATGTT

	32107_33
	34
	[A/T]
	CATGTATAAAAGGCAAAAAGGTGCGCCAGAGAGAAC

	32111_30
	31
	[A/G]
	ATCCATCACCGTGCACGGCTGTGCTTGCTGATCACT

	32115_1
	2
	[G/A]
	GGATATCAACCAGCACTGTTTTGCCCCTTCTTGCCC

	32118_2
	3
	[T/C]
	CTTAAGGGGACAGCACAGTGGTGCCGCAGGATGTGC

	32121_10
	11
	[G/T]
	CAGATCAAGCGAGCATTTCTCTGCCTCCAGGTTTAA

	32123_28
	29
	[G/A]
	AACCTCAGCTTGGCAGGGGTTTGCCATGGGTGTGTG

	32125_3
	4
	[T/G]
	TAATAACTAATGGCATGGGGGTGCTGCAGGTAGTGT

	32128_8
	9
	[A/C]
	TCAGTAACATGTGCAGAATGCTGCTGTTGCCTGGCT

	32132_7
	8
	[A/G]
	AGCAGACAGATCGCACATTGATGCTCTAAGGCTTAT

	32133_10
	11
	[A/G]
	TCTTTCACACACGCATGCACATGCGTCCTTGCTCCT

	32136_25
	26
	[A/T]
	CAAACACGTTTTGCAGGAAGATGCCAAATAGAGGAG

	32141_18
	19
	[C/T]
	CAGGTGGGAGATGCAGGACGATGCTCCGCTTGAAGA

	32144_4
	5
	[C/A]
	GTGACCGGGTTGGCAGTCGATTGCTGGTGTATTGCT

	32145_2
	3
	[C/T]
	TTCCCTCTCCATGCAACAGAATGCAGTGGTGGTCGA

	32146_10
	11
	[T/G]
	TGCACGTCCTTGGCACGTTTTTGCCTCTCTGTTAGG

	32149_4
	5
	[A/G]
	AACAGCAGTGTGGCATCCAGGTGCTGGAGCAGATGG

	32154_20
	21
	[C/G]
	TGGAAAAACCCTGCAAAGATCTGCTGTTTTCGAGAT

	32157_15
	16
	[A/G]
	GATTTAACGGTGGCAATAAGATGCGATCATTTGCAA

	32159_31
	32
	[G/A]
	CACACACACACGGCACGATGGTGCTCGGCTCACAGC

	32160_2
	3
	[G/A]
	ATGATGATGACGGCATCGATGTGCCCGACTGCCCCA

	32161_19
	20
	[C/T]
	TGGACTTCTCAAGCAAATACGTGCGCATGTTGGCGC

	32164_29
	30
	[T/G]
	GTGGTAATTCTAGCAGTTCCTTGCCCTGCTCTTCAG

	32167_8
	9
	[T/A]
	GGGTCTTGTGGAGCACACACTTGCGTACACAAACAC

	32168_28
	29
	[A/G]
	TGATCGTCCCGCGCAGGGTAATGCGCACACACACAC

	32177_33
	34
	[G/A]
	TAAAGCTTTACAGCACTGCAGTGCCATCCAGTGGCT

	32181_24
	25
	[G/A]
	ATTGGGTGCTGTGCAGAGTCCTGCGTGACTTTCTGC

	32184_33
	34
	[C/A]
	GTCTGGCTCCCTGCACCAGCATGCTGAAGGACACCA

	32187_29
	30
	[G/A]
	CTGGAGTAGTGGGCAACCCTATGCTATAGGAGCTAG

	32191_30
	31
	[C/T]
	AATATTTGCTTTGCATTTCTGTGCGTCGCTCGCTAA

	32193_26
	27
	[G/A]
	GTGTGTGTGTGTGCATGCTGCTGCACGTGCACGCCT

	32194_34
	35
	[C/T]
	GGTATGGCCAGCGCAGGTATGTGCCTCGGGGCACCT

	32197_28
	29
	[G/A]
	TGCAAGTGACATGCACCTGAATGCAACAGACAGAAT

	32198_6
	7
	[G/T]
	GGGATCGGAGAGGCAAACTTTTGCCTCAAACCTGAA

	32200_26
	27
	[A/G]
	CTTCCAGATGGAGCACCTACCTGCTGAGGCTTATGG

	32202_33
	34
	[C/T]
	GCAGGTAAATGTGCAGCTTGATGCGCAGTGCGTCTC

	32216_34
	35
	[G/A]
	GAGCAGGGAGCAGCAGAGCTCTGCACCTGGTCCCGC

	32219_10
	11
	[C/T]
	GATGGATGGACGGCATTATGGTGCATTACGTCAGTA

	32223_6
	7
	[A/T]
	GAGTTAATGGAAGCACTGAACTGCACATGAACACAT

	32226_27
	28
	[G/A]
	AGGACCAACGGTGCAAGTAAATGCTTTGTGTGCCTC

	3223_31
	32
	[G/T]
	AAGATCTTAGCTGCACCCGAGTGCCATTTTTGGAAA

	32230_5
	6
	[G/A]
	GAGCAGGCTGCAGCAGTGTTGTGCACACTAGGCCTG

	32231_1
	2
	[C/A]
	GACAAGGTGCTGGCATGTAAATGCACCCTTGCACAC

	32237_5
	6
	[C/T]
	CATGCCGTTTGAGCAGAGAACTGCAGATTTTACAGC

	32238_28
	29
	[C/T]
	ACTGCAGTTACAGCATTGAGATGCTTCACAACACTA

	32244_16
	17
	[T/C]
	GTGTGCAGTTTTGCACTGCACTGCTGCCACATGATA

	32248_16
	17
	[T/C]
	GAAGAAGTACTTGCACTTGCGTGCTCGGAGACAGGA

	3225_26
	27
	[C/T]
	GGGAGACTTTTCGCATGGTTGTGCTTCCTAAATGCT

	32250_31
	32
	[C/T]
	CTGGATGCTGAGGCACCAGTCTGCTCTGGGCCAAAG

	32261_4
	5
	[G/A]
	TGGTGCTGGCCTGCACAGCCTTGCCTTAAGGTGTAG

	32264_17
	18
	[G/C]
	CTGTATAGAGATGCATGGCGCTGCGATAGCAGGCGC

	32265_25
	26
	[C/T]
	TTGTTTAGGGTGGCACTTTGGTGCTCCAGTACACTG

	32266_34
	35
	[T/C]
	TTTTGTACTTTTGCAGTGCTTTGCCTTGGTTCGTTG

	32269_17
	18
	[C/T]
	TATAAGCAGAGTGCAAATTTTTGCACCAGCTGGGAC

	32271_17
	18
	[G/A]
	AGGGGTGACAGAGCAACGGGGTGCAGAGGCTTACGG

	32281_6
	7
	[T/A]
	TTTTTGTCGGATGCATTTCGATGCTAGCAGATGTTG

	32291_17
	18
	[C/G]
	TGCTGAGATCTGGCAACCCTGTGCCGAGGCTCTACT

	32292_29
	30
	[G/T]
	TAGCGCAAAATTGCATTGAGCTGCCTGCTGTCCCCC

	32298_27
	28
	[A/C]
	CAATGTTGCTGGGCATTGCGTTGCTGAAATAAGGAA

	32299_28
	29
	[T/C]
	AAAGACGTGTGTGCATGTCTCTGCCCTGTGATGGAC

	32303_1
	2
	[T/G]
	TTTATAGCCGTCGCATAACGGTGCATATTGTTCAGA

	32306_9
	10
	[C/T]
	CTGACTGCTCGAGCACGGACATGCTCACCTTTACTT

	32308_32
	33
	[C/T]
	ATCCCTGACTCTGCATTTCATTGCGGTGTGTGCGTG

	32321_16
	17
	[A/G]
	TGCTGCTCGGTAGCAGAATGATGCATGATGGGATAC

	32329_1
	2
	[G/A]
	TGTTTCTGTCAAGCATCATGTTGCACAGGGATCAAG

	32331_34
	35
	[T/G]
	CGAGTTGCATGTGCATTTAGATGCCACTCAGTTCTT

	3234_27
	28
	[G/A]
	AAAATGTACACAGCATTTGTTTGCTTAGAAAAGATG

	32340_8
	9
	[C/T]
	CATTGTATCTCGGCAGTCGGTTGCTTGTGTTCTTGT

	32343_32
	33
	[C/T]
	GAAGTCAAGGAGGCAGAGGGTTGCCACACACTCCAG

	32345_3
	4
	[C/T]
	CATCAGGTATCCGCACTGGTGTGCTGCGGTTGTAGG

	32347_8
	9
	[T/G]
	ATGTGTGTTAAAGCAGAAATGTGCAGGGCATCCAGG

	32351_25
	26
	[T/G]
	GTTTCAGGGGTTGCACCGTGGTGCTTCAGGTAATGC

	32352_3
	4
	[A/G]
	GCGAAATGTGATGCAGGAAAGTGCCCGCATTGCTCG

	32354_8
	9
	[T/G]
	AACACCTCTCCTGCAGCCTGCTGCAATGCTCCTCTC

	32357_28
	29
	[A/G]
	ACAATTCTGCGTGCATGCATTTGCACACACATATTG

	32358_7
	8
	[C/T]
	CGAGAGCCGGCCGCAGGACCCTGCGCAAACACAGCA

	32359_30
	31
	[C/T]
	GAGAAGGGCCTTGCATCTGTATGCAATCCCCTGTTT

	32363_9
	10
	[G/A]
	CTCATATTCGGAGCATGTGTCTGCATTGCACACTGG

	32377_4
	5
	[T/C]
	AGTCTTTCAGCAGCAGCAGCTTGCGCTCAGGCTACG

	32379_2
	3
	[C/A]
	CACAGGCTACCTGCACTCTACTGCTGTGACAATACC

	3238_1
	2
	[C/T]
	TCGAGCTCTTTTGCATTGTCTTGCTTCTCGATGGCT

	32382_17
	18
	[C/T]
	CCAGTTATTCCGGCACTCTGGTGCACGTCTTATGGA

	32384_30
	31
	[T/C]
	ACAAAGCTGCCAGCACGAGGATGCTTGTCATGAGAG

	32398_10
	11
	[A/T]
	GAGAGAGAGGAGGCACCATCCTGCTTCATCCATCCA

	324_31
	32
	[C/T]
	TAATGGAGGAAGGCATCGTGCTGCAGCAGAATCAAA

	32404_33
	34
	[G/A]
	GAGCGATACACTGCACCACAATGCTGCAAAATGGAT

	32407_30
	31
	[G/A]
	AATGTTTGGGTGGCAGGACACTGCCACAGTGGCTTC

	32408_1
	2
	[A/C]
	AACAGCACCACAGCATGATGTTGCCGCCTTCACTGC

	32410_16
	17
	[G/T]
	TAACGGTAGACTGCATGTTGTTGCTATCAGTCTGTG

	32412_9
	10
	[A/G]
	GTGAAATGTAATGCAGTGTGATGCCTCGTTGATGAT

	32414_8
	9
	[G/C]
	GGGAAGCGGATGGCAGAGCACTGCTGTGAAGAAGCA

	32418_30
	31
	[T/G]
	GTGTGACATCGAGCATGTTAGTGCCGACTCTGCAAC

	32429_26
	27
	[C/T]
	TTTTACAGCACAGCATTTTTGTGCTCCGTTACAGCT

	32432_26
	27
	[T/C]
	GATGCAGGATCCGCATGCTGGTGCTCTTTCTGCGTC

	32433_1
	2
	[C/T]
	TCGTCTGTAATGGCATCTGCATGCGATAATTCGAGG

	32435_3
	4
	[A/C]
	ACCACAACAGTAGCAAAGAGCTGCAAAGAGCATGCT

	32438_9
	10
	[C/T]
	GAGATGCTTCCTGCAGACTGCTGCCAGGCTTCTGTA

	3244_29
	30
	[A/G]
	TATACTGTGTAAGCAGCAAGATGCAGGGCAGTGAAT

	32445_17
	18
	[G/C]
	TTGAGTCTGTGTGCACAGTGCTGCCACACCCATGCT

	32448_7
	8
	[C/T]
	TTCCAGACTTTGGCAACCTAGTGCAATGCAAGACAT

	32451_19
	20
	[A/G]
	CGTCAGCCTGCAGCACTGGGATGCTTCAGATAATCA

	32453_3
	4
	[C/T]
	AAGCCTGTTCCAGCAGTGACCTGCCAATTCAACACA

	32454_17
	18
	[T/C]
	TTTGTGCCTAGAGCACGTTCATGCAGACAACTCAAA

	32456_24
	25
	[C/G]
	AACACCCCCACAGCATGCTCCTGCCACCTCCATGCA

	32457_9
	10
	[C/T]
	GGCTCTTGCCCAGCACTCTTCTGCCAGGAATCCATG

	32469_33
	34
	[G/T]
	TTGGCTTGTGAGGCAGTTTAATGCCACCGTTCAGCT

	32472_3
	4
	[A/G]
	CCCAGTCCCAAAGCATAATCCTGCCGTGCTGTATTG

	32485_26
	27
	[C/T]
	GAATAATGCAAGGCACCGGGCTGCGCCGAGCAATAT

	32487_31
	32
	[C/T]
	CGATCGGTTTTAGCATCCGTCTGCTACTTCTCCTTA

	32489_8
	9
	[C/T]
	TGACTGCTCCAGGCAAGTGTGTGCAGTGTTAGTGTG

	3249_11
	12
	[C/T]
	ATTTGTTCCACCGCATGCCAGTGCATTTGTGAGATC

	32490_31
	32
	[T/C]
	AGCAGAAATGCTGCACACATCTGCACACAACTCCGA

	32493_33
	34
	[T/C]
	CACAAACAAACGGCACAGTCCTGCTTTAATTCCTAA

	32495_7
	8
	[A/T]
	CAGTTTCATTTAGCAGAAGTCTGCTGTGTCTGTGGT

	32498_24
	25
	[T/G]
	GTTGGGAGGAAGGCATGAAGGTGCGTTGCATGTTCA

	32502_27
	28
	[T/C]
	TCTTCGGTAATGGCAAATGAGTGCTGCCGAACATGA

	32505_27
	28
	[A/G]
	CACAATGTATCGGCAAGTGGATGCAGGGAACGTGTG

	32507_31
	32
	[C/T]
	TGAACGTACCCGGCAACTCCCTGCTGCAGCCCTTCT

	32513_19
	20
	[C/T]
	TGACAACGAGCCGCATCAGCGTGCAGCTGAGCGCTG

	32518_17
	18
	[C/T]
	ATGGTTGCTAACGCAGTCCTGTGCGATTTCTGATGC

	32520_20
	21
	[T/A]
	TAGGATGCAGCTGCAGACATTTGCTGCTCTTTTTTC

	32521_28
	29
	[T/A]
	GACACCACAACAGCACAATGCTGCCACCTCCATGCT

	32524_33
	34
	[G/A]
	GGCGAGTATTTCGCATCAGCTTGCTGGTATAACGCA

	32525_32
	33
	[G/C]
	GACCACACAACAGCACACTGCTGCTCTATAGAGGCG

	3253_3
	4
	[A/G]
	GAGAGGTGATGGGCAGCTCTTTGCAGTTGGTGCAAT

	32543_24
	25
	[C/T]
	GATAAAGGCGGGGCAGAGGTCTGCCTTTGTCCTCAT

	32544_4
	5
	[C/T]
	ATTTCAACTGCAGCAGAGCACTGCACTCATTCTAGT

	32546_6
	7
	[A/C]
	GGAAACATCCAAGCAGTCGATTGCTAAATCCATCGA

	32549_27
	28
	[G/A]
	CACCTTGCACCTGCAATGGCATGCTCAGTTTTGCTC

	32550_8
	9
	[A/T]
	ACCCTGATAACTGCATTCATGTGCCATCGTGTTATT

	32553_2
	3
	[C/T]
	TTCAGAAGGCAAGCATAGGTGTGCTAAATTGCTTTG

	32561_16
	17
	[C/T]
	TCAAAACTTTCTGCATCCATCTGCGTGCAGAAAGAA

	32564_33
	34
	[A/T]
	ACTTGCAGCTTGGCAATCACATGCTGCTGTTATAGC

	32567_31
	32
	[C/T]
	GCGCTTAGATAAGCAAGCAGGTGCCACAACCCGCTC

	32571_32
	33
	[G/A]
	AGAAGTCATTAGGCACGCTTTTGCTTGACTGCGGGA

	32576_8
	9
	[T/A]
	CAGCATGATAGTGCAAGAGACTGCTTGCCAACTTTG

	32578_1
	2
	[G/A]
	CGCCATCCGCTCGCATTGATGTGCCATTGGTTCATT

	32586_4
	5
	[A/T]
	TGAGAATCTCCTGCAGAAACATGCGCAGATCTTTCT

	32590_1
	2
	[A/G]
	CGATACTAGACTGCATTAGACTGCACCTGCTGTTCT

	32591_34
	35
	[A/G]
	CCACCTCCAGCTGCACCACCTTGCAAGAAATAACAT

	32595_8
	9
	[T/A]
	TGCACCATTTCTGCAGCCTCGTGCTTCTCCGAGCCG

	32596_34
	35
	[C/T]
	CTGGTCCCTGCAGCACTGCTCTGCAACCATGACTCT

	32597_1
	2
	[C/T]
	CCACTTAGCTCAGCAGAACAATGCACTAGGGCTGTC

	32601_34
	35
	[C/T]
	TTGGGCTGCAAGGCAACTAAATGCAAGAGGGTCTCT

	32604_34
	35
	[G/T]
	AGCATGGTGGTGGCAGCGTCATGCTGAGGGGGTTGC

	3261_17
	18
	[G/A]
	CACCCAAATCCTGCAGCGCACTGCTCTCAGAAATAC

	32613_17
	18
	[G/A]
	CTCTGCATTTGTGCAGTGATGTGCGAGAAAGACTCC

	32614_18
	19
	[G/A]
	CACAAACAGACAGCAAGCGTGTGCAGACCCGAAGCT

	32616_20
	21
	[A/T]
	CTCCACAGCCAGGCAGCTGCATGCAAGTCTTACATC

	32624_34
	35
	[G/T]
	GGGTTAAACGCTGCAGGGCTCTGCCGTGTACAGCGT

	32625_33
	34
	[T/A]
	GAGTGAACTGGGGCAGACTCTTGCTGAACCACATGG

	32628_7
	8
	[C/T]
	AAGTGAACGTGTGCATTCACCTGCTCCAGTGTATCG

	3263_16
	17
	[C/T]
	TTGTACTGGGTGGCATCCTATTGCCCTATTTAGGAA

	32630_30
	31
	[A/T]
	GGTGTTTTGGAAGCAGGTAACTGCAGGTCTTAGGTT

	32636_7
	8
	[G/T]
	GGTACGTGAACAGCACAAGGATGCTGACACAGCAGC

	32640_6
	7
	[G/A]
	CACATGGAGTTGGCAGAGCTGTGCTTGGATGGAGCA

	32653_9
	10
	[G/A]
	CTTAACCTGGCTGCATAATGGTGCAGTGATGAACAG

	32657_29
	30
	[G/A]
	GGAGCCAACCCGGCATCTTCCTGCATAGCGTGCCAA

	32663_6
	7
	[T/G]
	AAGTCTTTGTTTGCAATGCTCTGCAGTGTCTGGGAC

	32665_8
	9
	[A/T]
	CAGATCCCTGCAGCACCAAGCTGCCACTGCAGTATC

	32669_30
	31
	[G/T]
	TGCATCTCCTTTGCAGGTGGGTGCAGCCGAGGCACA

	32671_1
	2
	[C/A]
	GCGGAAAAAACAGCACCCTGCTGCAGTCATAATCTC

	32675_4
	5
	[G/A]
	ATTTGAAACCCTGCACAGGCATGCACAGTATGTCTG

	32677_18
	19
	[C/T]
	CTGAAACTTTGTGCAACTCATTGCAACATGCAACGT

	32690_19
	20
	[T/C]
	ATGTTTAGTTGCGCAGTTTTGTGCAATCAGATTTCT

	32698_25
	26
	[A/G]
	TCCCTGACCTGTGCATGTTAATGCTAGGTGGACCCG

	32699_9
	10
	[G/A]
	TCCGGGCCAGCAGCATCGTCCTGCACCAGAACAGGT

	3270_19
	20
	[A/T]
	CGACGGACACGAGCACACGACTGCAGGCCGAGAAAG

	32700_28
	29
	[G/A]
	ACCCCACTATCAGCACAGACATGCTGTCGGTGGTTC

	32704_2
	3
	[G/T]
	TTGGTGGAACAGGCATTCCTGTGCTTGTGATCAGAA

	32708_20
	21
	[A/G]
	ATGCAATGTGAAGCAGGCGCATGCGTCTTGGAAGTT

	32712_6
	7
	[A/T]
	TCCTAAATGACAGCAGTAGGATGCACAAGGAGGACG

	32717_27
	28
	[G/T]
	CTGGTGGGTCTAGCAACAGGATGCAGTGCAGGCACT

	32718_25
	26
	[G/A]
	GATGCCAAGCTAGCATGCTAATGCCGCCAATGAAAT

	3272_4
	5
	[A/C]
	AATTACTCCATCGCAGGTTACTGCACACACCTATTC

	32721_6
	7
	[A/T]
	ACAGTGAGTCAGGCATCCAACTGCTCCCAAACACAC

	32729_19
	20
	[C/T]
	TCGGGCTGTTTAGCATGCTCATGCGAATGTGACTTT

	32730_17
	18
	[C/T]
	CCTGTACAACTTGCATGCGAATGCTCTTATCACCCC

	32731_1
	2
	[T/C]
	TTGTGGCCATCTGCACAAGATTGCTTACGTCTTAGG

	32738_34
	35
	[G/C]
	TTGAATAGGGTGGCATGTTGTTGCAGTCGGTAGTGG

	32739_10
	11
	[A/T]
	GAGAGGAAATATGCACAGTCATGCCAAGTCAGAGCT

	32740_27
	28
	[G/A]
	TATGACTGTAGTGCATCCAGCTGCACAGATCAGTTG

	32741_9
	10
	[C/G]
	TGCACCACCCACGCAGGTTGCTGCTTCGGGTAAAGT

	32743_17
	18
	[C/T]
	AGGAGGTGACCGGCACTCGGGTGCATGCTGGGAGTT

	32751_24
	25
	[G/T]
	TCCTGTGCTCCAGCATTAATGTGCGGCACAGTAGCT

	32757_4
	5
	[A/G]
	CGAGACGCAAACGCAGAGCGGTGCAACAGGAGCCGG

	32758_4
	5
	[G/C]
	TTGAGTAAGCTCGCAATTACATGCTGCAGTAGACAA

	32775_9
	10
	[G/A]
	TTCAGACAGAAGGCAGGCGATTGCTGGTGTGTGTGT

	3278_16
	17
	[T/A]
	TCTCAGTTCAGTGCACTATACTGCTGCAAGTCATTT

	32788_3
	4
	[G/C]
	ACCGAGGTCACTGCAGACCATTGCCATGGTCAAGAA

	32792_10
	11
	[G/A]
	TGAGAGGAAAGCGCAGATTGTTGCGCAGATTTACTC

	328_26
	27
	[G/T]
	ACTGACAATACAGCAGTAGTGTGCGGGTCTGTGTGT

	3280_10
	11
	[C/T]
	TAATGCCCATTTGCAGAATGGTGCAAGACACTTGCT

	32804_19
	20
	[T/G]
	TGATGACTCTCTGCATCTCGGTGCCCTCCCTCCCAC

	32811_28
	29
	[C/T]
	ACAATTATATCTGCAGGTCGGTGCAGCTCGGGGGAA

	32812_11
	12
	[T/C]
	TAAGTGACACATGCACATACTTGCAACACACACACA

	32813_19
	20
	[C/T]
	CGGGATCACAGTGCAGCTTCGTGCATGTCAATGGCC

	32831_7
	8
	[C/G]
	CAGGGTACCAATGCACAACAATGCACACTCACTTAC

	32833_33
	34
	[T/A]
	GTGCTCAACCCAGCAATGTTGTGCAGAGCTGGTTCC

	32836_10
	11
	[A/G]
	ACTAGCTTGTAAGCACCAATTTGCCTTTGGAGCCCA

	32837_10
	11
	[A/G]
	CGGCAGGACAAAGCACGCGGCTGCAGTTGCGTTTCG

	32838_26
	27
	[C/T]
	GGCATAAGGGTGGCACGGTGGTGCTACAGGTAGTGT

	32845_33
	34
	[G/A]
	TTTGGCTGTCTGGCACCTGTCTGCACATTATTAGGA

	32848_11
	12
	[C/T]
	GCACAGATAAGCGCATGCAACTGCAGTTCAAAACAG

	32849_3
	4
	[T/C]
	TGCTGCCCCATTGCAGTACCTTGCACCCTATTCAGG

	32853_8
	9
	[A/C]
	CTAGGTACAGTGGCAGATCTGTGCAGTGCATTAGCC

	32855_26
	27
	[A/T]
	CGATATCTCAGAGCACCAGCATGCTCACATAGTGAA

	32864_19
	20
	[T/C]
	ACGCCACACTGAGCAAGGATGTGCATCCCGCAGCTT

	32872_33
	34
	[G/T]
	TGGGTCCTGGGTGCAGAGAGATGCATTCTTTCCGAG

	32874_32
	33
	[G/A]
	GCAGGGTGTGGAGCAGAAAGCTGCAGCTATTCGAGT

	3288_33
	34
	[T/A]
	CAGCTTTCAAGAGCAGCAGAATGCACAGAATAATGC

	32884_2
	3
	[C/T]
	TTCACATGCAGAGCAAAAATCTGCGTCATTGTGCAT

	32885_32
	33
	[G/T]
	GACCTTTTGTGAGCAGCTGGATGCTTGCTACAGGAA

	32888_2
	3
	[G/A]
	TCACATTTCTGCGCATCATAATGCAGGTCATCCTGC

	32894_26
	27
	[C/T]
	ACTCAAAGCAATGCAGTGGAATGCATCTGAAAGCTG

	32907_9
	10
	[A/C]
	CTGAAACCTAGTGCATGCACTTGCACATTCCATTTT

	32909_16
	17
	[G/A]
	TATGAGCCAGTTGCAGGAATCTGCTTTGTGTTTCAG

	32916_9
	10
	[G/A]
	AGCTTGAAGGGCGCATCAACTTGCCGAGAGCAGCAC

	32918_28
	29
	[C/T]
	TCGATGGCCTCAGCAGGGTCGTGCTCCTCAGAGCTC

	32922_20
	21
	[C/T]
	TAGGGAGAAGGTGCAGCACTCTGCCTTTGAGAAGCA

	32926_8
	9
	[T/G]
	TATGAGCTTAGCGCACAGTGGTGCTTAAACACCCAG

	32931_4
	5
	[A/G]
	TTTCACTCCGCCGCACCACCATGCTGGACCGGGCGG

	32938_31
	32
	[G/A]
	TTAACCAGGCCCGCAAATTGCTGCGGGAGCTGAAAT

	32940_20
	21
	[C/T]
	ACGCGGAACATGGCACGTTTCTGCTGGGACTTTCTA

	32941_27
	28
	[G/A]
	ATCATCGATCTGGCAATTCCCTGCCGAGAACAGGGT

	32943_30
	31
	[G/A]
	TTACATAAAGGTGCACTGGTCTGCATCCGAGATACA

	32945_19
	20
	[G/A]
	ATGTGATGCGCTGCACTGCGCTGCTGTTTTTAAGTG

	32948_5
	6
	[T/A]
	ACCTGAACATCAGCACCGAGCTGCTCCAGCTGACTG

	32949_7
	8
	[G/A]
	TCGCTTCGGCCTGCAGTGCCGTGCATGTGACGGGCT

	32956_34
	35
	[C/G]
	CTTCCACATTAAGCACCAAGCTGCTCACCTATGACA

	32957_9
	10
	[G/A]
	AAAAACACTGAGGCATCTTCATGCAGACGTTACCAG

	32961_7
	8
	[C/T]
	GCGCCAGCGACTGCATCATGCTGCGCATGTAGGGAG

	32964_15
	16
	[T/A]
	CAGGACAAGGCTGCATTCCATTGCAGAGTACCACAC

	32977_10
	11
	[C/T]
	TCATCGTCGGTGGCATCAACGTGCTCTTCTCAGAGT

	32978_6
	7
	[A/C]
	GTTTTAACCTCCGCAGTCTCCTGCACCTTGTCTATC

	32981_9
	10
	[A/G]
	CAGGGAGAGGAAGCAAAGCGCTGCAAACACATACTG

	32983_30
	31
	[G/A]
	TGCCGTTAGCAAGCAGGCCGCTGCTCTACTGAGCGG

	32986_18
	19
	[A/T]
	GTGAGTACACATGCAATTTGGTGCCTTGTCCTTCAG

	32987_17
	18
	[A/C]
	TTCGAGCTCCTGGCACGACTCTGCCCCAACAGCACA

	32989_11
	12
	[C/T]
	TATCAGTAACACGCACCGTCCTGCATGCGGTGACAT

	32992_20
	21
	[G/A]
	GTGTTGGATTTCGCATTTCTGTGCTGGAATTCGCAG

	33001_3
	4
	[C/G]
	CAGCCCCGCTAAGCACGTCATTGCCTCTTCCCATCT

	33006_28
	29
	[T/C]
	CAAAGTAAAGTGGCATGCCCTTGCCATCTGAGGGCC

	33011_3
	4
	[T/G]
	GATTTATAGCTTGCATGCAACTGCTCGGCCATAGAA

	33020_11
	12
	[T/C]
	AAATTGTGGTCTGCACTCATGTGCCATAAGGGACCT

	33023_6
	7
	[A/G]
	ACTATGAAGTTCGCAGTTTGGTGCAGCCATCACAAA

	33027_34
	35
	[T/A]
	ATGAAAGAGCTGGCACAGATATGCTGGAGACTGTTG

	33039_3
	4
	[A/T]
	TGCAGTCGCTAAGCAACAGCATGCCAACGACACCTC

	3304_3
	4
	[G/A]
	TTTGAAGTCCTGGCAGCATCATGCAACGTTGTGCAA

	33040_17
	18
	[T/C]
	ACAGGAAACTCAGCACCTACATGCTGGTGTGTGTTT

	33041_5
	6
	[C/T]
	TCTCGCTGTGCTGCAGCAGCGTGCCTCAGAGCATGC

	33043_1
	2
	[C/T]
	TCCTTAACAGCCGCACCCACGTGCCGATATCCACGT

	33044_8
	9
	[C/T]
	AACAACCCCACAGCATGATTCTGCCACCATCATGTT

	33049_1
	2
	[C/T]
	TCAAGATCCTCTGCATTTGCTTGCACAAGAAGCATT

	33050_30
	31
	[A/G]
	CACATCAGACAAGCATACCTCTGCACACACACACAC

	33051_17
	18
	[T/A]
	ATAGTCCATAACGCAAATGCATGCTCTCAGGGCGTC

	33060_5
	6
	[C/T]
	ACAGTCGATAGGGCATCGACCTGCCCCACCCAACAA

	33062_15
	16
	[G/T]
	ATATAGCAAGAGGCAGTTCAGTGCAAGAGCTTTGAT

	33064_2
	3
	[A/G]
	GCAGCAGCAGCAGCAGGCGGCTGCCGTGAGCTGGGA

	33066_6
	7
	[C/T]
	GAGCTTTGAGAGGCACGAGGATGCACAGAGAGTAAG

	33069_7
	8
	[A/G]
	ACATACAACCATGCAAGCAGTTGCCAAATAAACCAC

	33074_18
	19
	[G/A]
	ACAGCTGATGGAGCAGGTGAATGCAATGCATTCATC

	33076_15
	16
	[G/A]
	CCAAGAAATCTGGCAGAACATTGCTGAGATCCAGCT

	33080_5
	6
	[G/A]
	TCGATGACTTTGGCAAACTGCTGCAAAGTCGAGCTC

	33086_25
	26
	[C/A]
	CCTGAGCAGTGGGCAGCAAAGTGCCCATGGTGCCCA

	33088_15
	16
	[A/T]
	CAGACTGTGGTTGCAAGAGCTTGCAAGAGCTTTTCC

	33089_27
	28
	[G/T]
	CTCGTCGGCCGGGCATACGTATGCTCCGTGTGAACA

	33096_19
	20
	[G/T]
	GAAGAAATGCATGCAAGTAGCTGCAGGATGGGACAA

	3310_3
	4
	[G/A]
	TTAGAAAGTACTGCAACGTTGTGCAGAAAAGTCCCT

	33101_24
	25
	[G/A]
	CAGCACGCTGATGCATATTGATGCGAGATGATACAC

	33102_7
	8
	[T/C]
	TAAAGCATGTTGGCATGATGGTGCTGCTTAGGCAGA

	33103_2
	3
	[C/T]
	CTCGGAGCAAAAGCACAGGAGTGCCAGGTTTAACTA

	33113_18
	19
	[C/T]
	GATTTCTGCACAGCACTACATTGCGAGACATGCAGG

	33115_26
	27
	[C/T]
	GGTGTCACCCAGGCAGAGATCTGCCCCGTTCACTAA

	33117_28
	29
	[G/A]
	GGTGTGTGGCCAGCATGCGGATGCCCAGGCGAGAAG

	33122_29
	30
	[C/A]
	CTAAAGCTCGAGGCAAAAGATTGCATAAGCACTTAC

	33123_9
	10
	[C/T]
	AAGAGAGAGCGAGCAACACGGTGCAGCAGCAGATCA

	33140_16
	17
	[A/G]
	TTGGTTGATTTAGCAAACCAGTGCTGGACATTGTTT

	33149_16
	17
	[C/T]
	TGGGTGAGGATGGCACCGAGCTGCACGGTGTGCTGA

	33155_5
	6
	[G/A]
	AGACCGGCAGACGCAGCGGACTGCTCTTCCTCGCCG

	33157_29
	30
	[T/C]
	CCAGGTGAGGAAGCACCACCTTGCAGTAATGAAAAC

	33158_2
	3
	[T/A]
	AATAACCAGTGAGCAAAAGTCTGCTGGGCAGAAATA

	33162_18
	19
	[C/T]
	TAACAGACTCCAGCATGCCGGTGCTGAGTGAGCCCC

	33165_24
	25
	[A/G]
	CATGCAACGACTGCATCGAAGTGCATACAAAGGGCC

	33166_1
	2
	[C/T]
	CCATGTGTATGGGCATCGGGATGCTGCTGCGCCGGC

	33168_1
	2
	[C/G]
	ACGCAAACACACGCATAGCCATGCGCGCTTCATACG

	33171_11
	12
	[C/T]
	GCTGTGGGATCCGCATCAGGGTGCCGTTGTGTGTAA

	33174_17
	18
	[T/G]
	ATGGAGGCAGCAGCAGCTCGGTGCGCTAGTGCAGGG

	33176_27
	28
	[C/T]
	CTGAGGTAAGCTGCAACGCAATGCCGTCTCAGACAG

	33178_17
	18
	[A/C]
	TGTTGTCGTGTTGCAACATTTTGCCCTTGTTCGCAT

	33180_28
	29
	[C/T]
	ACGCTCGTCAGAGCAAACACTTGCCTGGCCGGGAAG

	33182_17
	18
	[G/A]
	TCTTTTCAGAGTGCACAGCTATGCAAACGTGCATTG

	33185_17
	18
	[T/C]
	GAAAGTGGCCAAGCAGCTACGTGCAAGTCTTACATC

	33186_26
	27
	[G/A]
	CCTGTGTTCATCGCATCGGTATGCATGAGGATGCAA

	33193_1
	2
	[C/G]
	ACGGTTCCCACGGCAACCCCATGCTTGCTTAACACC

	3320_29
	30
	[T/A]
	ATGAATCACTAAGCAACAGAGTGCTAAAATTACATT

	33207_25
	26
	[G/A]
	CTTCTGCCACTGGCAAATTGGTGCAGTTTACAATGC

	33208_33
	34
	[G/A]
	GGAACATCTGTCGCAATGACCTGCCATCGTATCGGG

	33211_19
	20
	[C/T]
	AGCACATTACGTGCAGGCACGTGCTGTAAAATCTGC

	33212_2
	3
	[A/T]
	CGAGAAAGACACGCACAAGCATGCGCGAAATTGCCT

	33214_25
	26
	[A/G]
	CAAAAGCCCACAGCAATAATGTGCAACATGTCTGGA

	33216_11
	12
	[C/T]
	TGTAGTCAAGCTGCACGCAAATGCTGATGTATTCCA

	33224_24
	25
	[A/G]
	GAGCTGAGTGCTGCATCCACATGCAAAGAAAGAGAT

	33225_27
	28
	[C/T]
	TCAAACGTGTCCGCATCAGCATGCCTGCGATGGTCG

	33226_4
	5
	[T/C]
	ATCTCCTGAAATGCAATCCAGTGCAGCGGATATCCG

	33233_32
	33
	[C/T]
	TTATATTGTGGTGCATAAACGTGCCGCCAGTTCATG

	33240_7
	8
	[A/T]
	AACTGAAAATGTGCACGGCTTTGCCGTGAATTCGAA

	33241_17
	18
	[G/A]
	CAATGAGTCTGTGCAATGGATTGCCTCAGATTCGTG

	33247_30
	31
	[T/A]
	TGCCTATAACCTGCACATCTCTGCCACGGATCACAG

	33248_34
	35
	[C/T]
	TGCTGGTCATAGGCAAGTTTGTGCGCGAGTTCTTCA

	3325_7
	8
	[A/G]
	AATTTAGAAGGTGCACAACTGTGCTTGCAAGCCAGA

	33250_27
	28
	[G/A]
	AAGAGACAATTTGCAGGGAAATGCAGTGAGAGCCGG

	33251_2
	3
	[G/A]
	ATGAAAGTGATAGCACGGCACTGCTGGGAACTATTT

	33252_28
	29
	[G/A]
	TGGGCCGTATTGGCAGTTTGATGCTCCCGCACTGCC

	33253_25
	26
	[T/G]
	CTCAAACTTCAGGCACTGCCATGCCTGTGTCAAATG

	33256_3
	4
	[C/T]
	ACACGAGACTGAGCAGTTCCCTGCAGAGCCATTAGA

	33257_34
	35
	[T/C]
	ACAGCTCGCTGGGCACACTAGTGCAAAGGTGAAATG

	33258_6
	7
	[A/T]
	ACTAAAAGTAGGGCAGCTGTTTGCTGTGCAAAGTTT

	33262_31
	32
	[A/G]
	CAAAAGGCTGCTGCAAGACAATGCTGTGAGCATCCT

	33263_20
	21
	[A/C]
	GCTACGAGATGCGCAAACGCATGCATACGCGCTAGA

	33264_11
	12
	[A/T]
	GACAGGAAGAAAGCAGCATCATGCGGAGTGTGGAAC

	33268_18
	19
	[T/C]
	TAGTCCCGCACCGCACGATATTGCTCTTTATTCAAA

	33275_34
	35
	[G/A]
	GAGAGGATCTGAGCACCTCTGTGCAAAGATAAGTGA

	33285_29
	30
	[C/T]
	TACAGCTCTGAAGCAGGAAACTGCTCCCTCATGTAC

	33289_11
	12
	[T/C]
	GGTTAATGGCCTGCAGCTTCATGCTCAATTTGGTGA

	3329_10
	11
	[C/T]
	CCTAATTTGTCAGCAATGGCATGCGCAAAACATACT

	33291_7
	8
	[G/A]
	TGCTGATGAAGTGCATCTGTGTGCACTGTAGGCCAA

	33296_31
	32
	[A/G]
	TACAGATGCCCTGCAGCATGTTGCCCTGTCCGAGGC

	33298_29
	30
	[A/G]
	CTATGTGTGCATGCATGTGTGTGCGATGTATGAGTC

	33299_26
	27
	[C/T]
	TATTATAGAGTCGCAGCAGGTTGCTCCGCCTCCTGC

	33300_31
	32
	[C/A]
	TGGCAGTGTGTCGCAGGCTACTGCTGGTACCCAGGG

	33302_6
	7
	[T/C]
	GGCAGACGATGTGCACGACAATGCTGACTGTAATTT

	33306_9
	10
	[G/A]
	ACAGAAGCTGAAGCAGTGACATGCCAATTTACTGCT

	33308_6
	7
	[C/G]
	CACCCACCCAGGGCAGTTTGGTGCTGCTGGGATTTA

	33313_20
	21
	[G/A]
	GCGGTGATGTCAGCACCGTCGTGCTGGTCATGTGAC

	3332_6
	7
	[G/A]
	GTGTGTGTGTGTGCATCTCCATGCTTTAGGAGAGTA

	3333_30
	31
	[G/A]
	AACGTTACCCATGCACCTACCTGCTTCTTTGAGGAG

	33332_2
	3
	[C/T]
	TTCAATGGTCAAGCAGCTACATGCAAGAGAGTCACG

	33334_19
	20
	[G/A]
	CATTACATAGCAGCATTGCGATGCATATGCAGGCCA

	33337_1
	2
	[C/T]
	ACGGAATGCCAAGCACCGTTGTGCCCTCTGGCTCAG

	33339_6
	7
	[C/G]
	TTTTCGCGGGCAGCATGGTGGTGCTGCATGTAGTGC

	3334_5
	6
	[A/G]
	CCATCACCCCCGGCATGGGGTTGCAGCTGGTGACGA

	33351_33
	34
	[C/T]
	CAGGAACGGCTTGCAAACTCCTGCCATAATGGACGA

	33355_25
	26
	[G/A]
	GAAATTAATTTCGCACACATCTGCCGGTGCCACAAA

	33359_28
	29
	[A/T]
	CTCCGAGGAATTGCAAGAGCATGCTAATAAAGCCTG

	33366_7
	8
	[G/A]
	CTGACTCGCGGGGCATCTATTTGCCACCTGAGGCGC

	33368_18
	19
	[G/A]
	CACACCCACCCGGCAGACGGTTGCAGTTATCGTTCT

	33369_20
	21
	[G/A]
	GAACCCAGATGTGCAATTCGGTGCTTGTTGATAGAA

	33370_4
	5
	[C/T]
	GATGCCGTTTCAGCATTTCCTTGCGCTTGTCATCAA

	33373_8
	9
	[T/A]
	GGACTCGCTGTCGCACTCTGCTGCCATCATCGCTGT

	3338_31
	32
	[G/C]
	TGGCTGGAATTTGCATAGATATGCAAAGCTCGCGCT

	33381_27
	28
	[C/T]
	AATTGAGCCAGTGCAACCAATTGCATTCAGAAGTTG

	33383_25
	26
	[G/A]
	TAAGTATCCAGTGCAATCTTTTGCCGGATCATGCAT

	33384_20
	21
	[G/A]
	GAGACAGACAGTGCAATTGCGTGCAGTTATGAACTG

	33386_28
	29
	[C/T]
	GCAGGCTTTCATGCACTCCTCTGCAGAGCCATAGTT

	33389_25
	26
	[T/C]
	TTGGACTCAACGGCAGTAAAATGCATAAACACTGTG

	33391_3
	4
	[G/A]
	AGTGAAGCAGCAGCATGAAATTGCCATTACCGCTAA

	33392_15
	16
	[C/T]
	AAGCTCGAGAGAGCATGCGGGTGCAGGGCACGCGGG

	33393_25
	26
	[G/A]
	CTTTACAGCTGTGCATGGTTGTGCTGTTGCTCTGTT

	33394_16
	17
	[G/A]
	GGCCGGACTGCGGCACGGTGTTGCTCTGATGTGCAG

	33395_7
	8
	[G/T]
	GCATTAAGACTGGCATTAGCCTGCTGACTTTCTTCT

	33396_33
	34
	[C/A]
	TTGTTATTACCTGCAGTCTGGTGCAAGACAGAACAG

	33398_27
	28
	[C/A]
	ATGCTACCTGCAGCACCACTATGCCACCCAGTATTA

	3340_16
	17
	[T/A]
	AAGTCAGTGCTTGCATTCAGATGCACACAGGGGATT

	33402_9
	10
	[C/T]
	ACATCACTCCAGGCAAGTGTGTGCTCGTTGCTCATT

	33405_17
	18
	[T/A]
	CAACATACAGCAGCATTTAATTGCAGAACGTGGGTA

	33417_26
	27
	[G/A]
	AACATCTGTACAGCAGGTCTCTGCATGGGCCCAACC

	33418_19
	20
	[G/A]
	GACCAAGATAACGCAAAGCGGTGCTCACCTCCAAGT

	33419_17
	18
	[G/A]
	ATGCAGATCTTGGCAGCGTCATGCGAAGGCCAGGGT

	33424_5
	6
	[C/T]
	CCGCTCACCTCGGCACGCAGCTGCGGGACAAGAAAC

	33426_16
	17
	[A/T]
	TCAGGTTTGTTGGCAGAGGGTTGCTGTATCTTAAAT

	33427_33
	34
	[T/C]
	CTCAGCCAAGAAGCAGCACGCTGCCTGTGTGTGTGT

	33434_25
	26
	[G/A]
	CAGGAGCTGGCTGCAGAACACTGCCGCACAACCTGT

	33440_32
	33
	[C/T]
	TCAGCTAGTCATGCAGAGGAGTGCAATGAATACCAT

	33442_9
	10
	[G/A]
	CGAGGCGATGAAGCAGCGCTGTGCGGTTAAGTTCAG

	33446_17
	18
	[C/T]
	ATCCTTGCAGATGCATCCCCATGCCAAGATCCCAGA

	33454_7
	8
	[G/A]
	ACACATCGTAGAGCAGCTGCATGCACTTGGAAGAAA

	33457_11
	12
	[C/T]
	ATCAGGTAGAGCGCAGCTGCCTGCAGGCTGTGTCGT

	33472_7
	8
	[T/A]
	TGATGTTTGAGCGCAGACATCTGCCGGAGGGAAGAA

	33477_34
	35
	[C/T]
	TCAACGGGCCACGCATCTCCCTGCTGATGTTTACCG

	33483_17
	18
	[T/A]
	GCATGGCCCGGGGCAGGTGTATGCTTGTTAAAAGTA

	33485_24
	25
	[C/T]
	CATTAGTCTGTTGCATGCATTTGCCGACACACACAC

	33486_31
	32
	[C/T]
	TGCAGACAGACAGCATGCTCATGCGGCCAAGCTGAG

	33487_24
	25
	[C/T]
	CGGGGGGTCACCGCAGCAGGGTGCCGACGGACGCTG

	33491_3
	4
	[T/A]
	GTGTGAGCATGGGCACGTGTGTGCATGCACATGTGT

	33493_27
	28
	[A/G]
	GCTCCATTCTGAGCAACACAGTGCACCACAAACCTT

	335_3
	4
	[C/T]
	GTATCTATAAATGCATTGAGTTGCCGTGACAACCCG

	3350_5
	6
	[A/G]
	TGAGTAGGGTGTGCATCTGTGTGCAAGATGGACCTG

	33502_32
	33
	[G/A]
	TTTGATTGCCATGCATGCTGCTGCACATGCAAGGGA

	33507_25
	26
	[G/A]
	GCACTACCTGCGGCACCACTGTGCCGCCCGTTAGCT

	33509_25
	26
	[A/G]
	GCACTAGCTATTGCACCACTGTGCCACCAAAAGTCG

	33510_8
	9
	[G/C]
	AACAGTTGGCATGCATGTGTTTGCTTTGACATGTTG

	33517_8
	9
	[A/G]
	TGAAGATCAGTTGCAAGCTGCTGCAGACACTTTCAT

	33518_1
	2
	[T/C]
	ATGTGCTATACCGCACACACCTGCACCAGTGGACAT

	33520_7
	8
	[G/C]
	GTGAACTGCCAGGCAAACATCTGCATGAGGTGAGAA

	33521_27
	28
	[T/A]
	ATGTGAAAATGAGCAACTTCGTGCAGGTGAAACTGC

	33523_7
	8
	[T/C]
	TGCAACATCCCGGCAAAGGAGTGCAAGACATAAGGA

	33525_26
	27
	[C/T]
	CGGAAATCCAGGGCAGGAGGTTGCTTCGTTTTATCA

	33534_33
	34
	[A/G]
	TGCTGATACCTGGCATGTTGGTGCGTTTAGGTAGGA

	33538_24
	25
	[A/G]
	ACACACAAATGGGCACAGGGGTGCAATGGATGAGAG

	3354_26
	27
	[G/C]
	ACACACGTGCATGCAAGCTGATGCCTGTTGTCTGTT

	33540_32
	33
	[A/G]
	TGTGTTGGTCATGCAGGGAGATGCAGAAACAGATGC

	33541_1
	2
	[T/A]
	TTCCTCTTACTGGCAAGCCCATGCCAAAGGTTGCAA

	33542_15
	16
	[T/C]
	AATAATAGCCAGGCATAGAGCTGCAAGAGATGCTTA

	33546_32
	33
	[T/C]
	AATTAAGGCGTGGCACGCAGGTGCCCACATGACGCC

	33547_26
	27
	[T/C]
	AGTTCACGCACCGCAGTCACCTGCCTTACGCTTCAC

	33548_32
	33
	[G/A]
	AATATGGACACTGCATCATACTGCAGCTATTCGCAC

	3355_19
	20
	[C/A]
	TGCCCTATCAGTGCACTTTCATGCCATCCACCCACA

	33552_32
	33
	[C/T]
	AAGCTCCCACTTGCATAACGCTGCACTTAAGACGTA

	33554_10
	11
	[G/A]
	ACCCTGTCCAAGGCATATTCCTGCCTAGTGCCCGAA

	33558_8
	9
	[C/T]
	TCTGTCTCCCACGCATCCTCCTGCATTACTGCCTGT

	3356_28
	29
	[G/A]
	TAACCGCATGCTGCACAGACTTGCGCTGGCTCACAC

	33563_5
	6
	[G/A]
	ACAGAGGCAGAGGCAGGGTGTTGCTAGAGAGAGAAA

	33565_5
	6
	[C/G]
	TGTCTCTACCCAGCAGCAGGGTGCACTATTTATGAG

	33569_6
	7
	[C/T]
	GTTGCCCGATTTGCAGTTGATTGCACTGATGGAGCT

	33578_19
	20
	[C/A]
	TGATCGAACACGGCAGCACCATGCTGGAATCAGACC

	33584_18
	19
	[T/C]
	CAGCACCAAACTGCATCCTTCTGCATCCTTTGATTT

	33589_32
	33
	[G/A]
	ACACGCCAATCTGCACTCGTCTGCTTAGGGAGGAGA

	33591_28
	29
	[C/G]
	GCTGAATCAGAGGCAGCGAGGTGCCAGCCTAGTCTG

	33594_1
	2
	[G/A]
	AGAGCAAAGGCTGCAAAAAAATGCTTTGCCTGTGGA

	33595_26
	27
	[C/T]
	GGCCTTTGTGTTGCAGGAAGATGCCGCAGCTCATTA

	33607_16
	17
	[C/T]
	AATCGTGTTGCAGCAGCGCAATGCATGAAATCAAGC

	33608_4
	5
	[T/A]
	ACAGTTGATGGTGCAGCATTGTGCAAAACCGAAGGA

	33612_3
	4
	[A/T]
	GGGACGGAACTTGCAGAAGCCTGCACACTTTGCTTA

	33619_18
	19
	[C/T]
	CCTCGTACCAAAGCAGGTCACTGCCTACAACTCTGT

	3362_9
	10
	[A/T]
	GGGCGTATGATTGCAAGTTCATGCCATTTTCTGCCA

	33626_7
	8
	[G/A]
	GACATGCGGAGTGCAGGGTTTTGCTCGAGAGCTGCA

	33631_11
	12
	[C/T]
	GCTCGTGCATGCGCATCCAGCTGCGTTATTTTCCTG

	33632_25
	26
	[G/A]
	CTAAATAATTAAGCATTTGGTTGCGGCGCCTTTTGA

	33635_8
	9
	[G/A]
	AAGGTGAGGAAAGCAGCCGATTGCTGTCGGAAAATC

	33640_31
	32
	[T/A]
	TTGAGCGAGTGTGCAGAGCTCTGCTCGGAGTTACAA

	33651_17
	18
	[A/G]
	GAGACTCCTCCAGCAACAAGGTGCTACATAAAACAA

	33652_30
	31
	[G/A]
	TTCTACAATGATGCAGGAAAGTGCATGCACGTGTAA

	33656_29
	30
	[G/A]
	GGTTGCGTCAAAGCAAAAATGTGCAGGGCGATGTGC

	33659_2
	3
	[C/T]
	GACGACAGACCTGCAGGTTTTTGCCGCTATCCTGCA

	33661_4
	5
	[C/A]
	AAATCTCAGGCAGCAGCTACATGCTCACTCGGCCGG

	33662_26
	27
	[G/A]
	AGAGAAGCGCGCGCATGCGGATGCACGGCAACGTAC

	33670_15
	16
	[C/T]
	GCATTACCTGCAGCACCACCATGCTGCACTGTAATA

	33671_7
	8
	[G/A]
	GTAGAATGGGCAGCAGAGTTCTGCACAATCTGAAAC

	33675_5
	6
	[G/A]
	AACCAGCAACGGGCAGTCTTGTGCTGGCAGCTAGAT

	33680_1
	2
	[G/T]
	CGCTCTCGCGCTGCAGTGATGTGCGTCCTCGCCGTT

	33688_27
	28
	[G/A]
	TTCATCAAAGCAGCATTGACCTGCACAGCAGTGAGA

	33695_19
	20
	[C/A]
	CATGAACGATGGGCAGAAGCATGCACCTGAGATCAC

	33698_20
	21
	[G/A]
	CAGTGTGGTGTGGCATGGAGGTGCTGCTGAGGTGCT

	33700_11
	12
	[T/C]
	GCTGGAAGTACTGCAGAAGCTTGCCAAGATCTGATG

	33706_27
	28
	[G/A]
	TGGGCTCTTCCTGCAGAGCTGTGCTGAGGTGGCTGA

	33708_10
	11
	[G/A]
	CCTTGGCACCGGGCAGCTCGGTGCTGATGCCTGCTG

	33709_32
	33
	[C/T]
	GAGTGTTTGTGTGCATGTGGTTGCAATTTTCTCTGC

	33710_3
	4
	[G/A]
	GTTGATGCAGCAGCAGGCCATTGCCTCCAGCTCTTC

	33718_24
	25
	[G/T]
	TGGATTTGAAGAGCAAGCCAATGCGTTCCAGGATCA

	33720_26
	27
	[G/A]
	GCACGTTTGTTCGCAGCATTGTGCTTGATGCAATGT

	33722_3
	4
	[C/T]
	CTACGTGGAACAGCAGACAGATGCTTGTGTCAAACT

	33735_10
	11
	[G/A]
	GCGCTGGCCCGGGCAGTGCTTTGCTTGCTCCTCTGG

	33742_33
	34
	[G/A]
	AGAGCCTACTTGGCATCTTCATGCACAGGGCAGGAA

	33743_8
	9
	[G/A]
	GGATTCCCGACTGCAGATGATTGCGTTACCGTTGTA

	33747_20
	21
	[G/A]
	GAAATGCACAGTGCACACACGTGCACACACACACAC

	33752_7
	8
	[G/T]
	GCACTTCGCAGTGCATTACCGTGCCACGTACGTGAC

	33754_3
	4
	[C/T]
	ACACTACTTGCAGCACCACCGTGCCACCCCAATGCA

	33756_15
	16
	[C/T]
	TGGGATTCGCACGCACGGTGGTGCAGCTAACTGTTT

	33757_17
	18
	[G/A]
	GTGCAGAATAACGCAGCGTGATGCTGACCGTAACTG

	33758_2
	3
	[G/A]
	ACGCCCGCTCTCGCAGATGGGTGCGTGGAGCTTGAG

	33759_16
	17
	[A/T]
	GACAATGCACAGGCACACCCATGCACGCAAAAAAAA

	33764_4
	5
	[G/A]
	TGCAGAGGAACTGCAGACACCTGCGCCTGGTGAATT

	33769_34
	35
	[T/A]
	TGGCATTGATATGCATCACTCTGCAACCACAGCATG

	33771_31
	32
	[C/T]
	TGCCCTTATAGCGCAAACTCGTGCGTCACTCCTCTT

	33774_11
	12
	[A/G]
	ATTTCTGTCCCGGCACAGCACTGCCAGGGTGCAGGG

	3378_15
	16
	[C/T]
	TACACCCTCACAGCACGATGATGCCACCACAATGCT

	33781_31
	32
	[C/T]
	TTTGCAGGCTGTGCACTTTCCTGCTTTTGTTCAGCC

	33783_28
	29
	[T/A]
	CAGAAATGTGGAGCAGGGGCATGCCTCGTATAACCA

	33784_1
	2
	[G/C]
	CCGGCTTTTCTTGCATGTAAATGCGTCCAGACTGGA

	33787_7
	8
	[C/T]
	TGAGACGCTTCAGCATAATGATGCAAGAACGTCACT

	33790_33
	34
	[C/T]
	ACAAACCTCAGGGCATCTTACTGCATCACAGATCCT

	33793_10
	11
	[C/T]
	TGGCCAGTTTCCGCAGCACGGTGCTCACTGAACTTC

	33803_28
	29
	[C/T]
	TAACCCCTGTATGCAGTTTAGTGCAGCCCAAAATAG

	33811_19
	20
	[T/G]
	AAAAACTGCAGTGCATAAGTATGCGAGTGCCTCTTT

	33813_6
	7
	[G/A]
	CGGGTCATCTGAGCAGCACTCTGCCTCCTCAGCAAA

	33822_1
	2
	[T/C]
	GTGTGTTTACCCGCAGCAGTGTGCAGATAGCTGTGT

	33829_32
	33
	[G/A]
	TGGCGCAGGTCGGCAAGTTTCTGCAGCAGTTTGGGA

	33830_16
	17
	[C/T]
	GGCTGCTGCTCCGCACCGGACTGCCCTCCTCGGTCT

	33834_29
	30
	[A/G]
	TGGGTGTGGGGGGCAGAACCATGCACCAAAACATCT

	33845_3
	4
	[C/T]
	TATCACAGACCTGCACGATGGTGCCAAATTCTTCAC

	33847_15
	16
	[G/T]
	CCAGGTGAAAATGCAGAATGCTGCCTTCAACCTTCA

	33849_34
	35
	[A/T]
	AATGGATCAACTGCATGACTGTGCAGGTGTTTGTAA

	33857_8
	9
	[T/C]
	GCGATTTTCCTGGCACGGTTGTGCGTTTTGAATTTG

	33860_33
	34
	[A/T]
	TGATTTAATTGAGCAGGTAAATGCCGGTGCTGCAGT

	33871_26
	27
	[T/C]
	GTGAACATCTTGGCAGGTTAATGCAGTCTGCTGGTA

	33875_3
	4
	[G/A]
	TGGAAGGATGGCGCACCCTCCTGCAGCTTCTCCTCT

	33880_31
	32
	[A/G]
	GTCTTCAGGCTCGCAGTTCGCTGCAACTTTCAGAGT

	33881_15
	16
	[G/A]
	AGTTTGCGAAGAGCAGAGACCTGCTTCTCTCCAACA

	33884_9
	10
	[A/G]
	TGGAGCAGAAAAGCAACGAGCTGCTCACTGTGCATG

	33887_31
	32
	[C/T]
	TCGGTTGCCAGGGCAACAGATTGCCACCATTCACAC

	33891_1
	2
	[C/G]
	ACTTTGCCTACGGCATCAGGCTGCTTGTTTGCTTGA

	33894_7
	8
	[A/T]
	GGGGAAGAGATGGCAACATGATGCATGATGCATGAT

	33895_17
	18
	[A/G]
	GACATGCACGGCGCAGCAGGGTGCACTTTTACACTT

	33903_9
	10
	[T/A]
	AACGAGACTTTCGCATTTGGCTGCGAAACAAGAAAG

	33905_20
	21
	[G/T]
	TATGACTTAAGGGCATTCTTGTGCTTGGGCAGGTAA

	33907_24
	25
	[A/T]
	CATCTTTGAGTGGCAAAAGTATGCACACCTTTGCTT

	33908_10
	11
	[A/C]
	GTCATTGTTCATGCATCTGCTTGCTAGGTGGGTACG

	33911_8
	9
	[G/A]
	TACACTGGGGCAGCACAGTGGTGCAGTGGGTAACTC

	33912_25
	26
	[C/A]
	TATTCACCTGTGGCATGGACCTGCACCGGCATCAAC

	33914_11
	12
	[G/A]
	AATTAGCTCTCGGCATAGCCGTGCCAGTTGAGCTCC

	33916_33
	34
	[G/A]
	TTTAAAATCACAGCAAACTTCTGCAGCGTCTCCGTA

	33917_10
	11
	[C/T]
	TGAAATCGTTCCGCATCCAGATGCTCTTACAGACCT

	33919_29
	30
	[T/A]
	AAATGCTGGTCGGCATTTGTGTGCACTGATATGCTT

	33920_16
	17
	[G/A]
	GGCTTGCTGTGTGCATGAGTGTGCCGTGTTGAGGTT

	33925_16
	17
	[T/C]
	TCGGAGAGGGCGGCACTGAGCTGCACGGTGTGCTCA

	33926_9
	10
	[A/G]
	GTTGATTCGACAGCACGAGGATGCCAAGGAGCTGAA

	33927_32
	33
	[T/G]
	ACACTACCTGTCGCACCACCATGCCACTTATGTATG

	33929_10
	11
	[C/T]
	CACAGTCAGGCTGCAGGATGATGCTGCGTGTGAATA

	3394_34
	35
	[G/A]
	GCAGGACAGAAGGCACTAAGCTGCTATAACTACTGA

	33944_30
	31
	[C/T]
	AATGTCCCCCAGGCAGACTGCTGCTGTTCTCACAGC

	33945_2
	3
	[G/T]
	AGGGCTAGCCTAGCATGTTGCTGCGCAGCCGGACGC

	33960_28
	29
	[G/A]
	GTCAAGACTTTTGCAGAGAACTGCATACGGTGGATT

	33961_32
	33
	[A/G]
	GCGCAGAGATGCGCACCCCGCTGCGGCTCTGGAGGT

	33964_1
	2
	[C/T]
	ACGCAGAAGAAGGCAAGTCGTTGCGAGAGAGTGAAT

	33969_2
	3
	[C/T]
	TTCATGCCAGCTGCAACCTGGTGCACTGACCAAAAA

	33975_19
	20
	[A/G]
	GTTACAGCCCTGGCAGTCCAGTGCAGAGGGATCCCA

	33978_30
	31
	[G/T]
	CCCACCAAATGAGCAAATTTGTGCTGAAGTGGTCTT

	33983_34
	35
	[C/T]
	AGTGGTCTAACAGCACATATTTGCCCCCGGAGCTCG

	33984_7
	8
	[G/T]
	GAAAAAGGGCAAGCACTAAAATGCTTCAGAAGGCCA

	33986_33
	34
	[C/A]
	CCAGGATTGGTCGCATCCTGGTGCTGCTGGCTGCGG

	33991_17
	18
	[G/A]
	GTGGAGAGACAGGCAAAGAGATGCTTTTCGAAATTT

	33995_25
	26
	[A/G]
	GACACACACAAGGCACACCAATGCGAGCATAGACAC

	34000_1
	2
	[A/C]
	TATACGCCTTTGGCATGTGCATGCTTGAGATGGCGA

	34007_5
	6
	[G/A]
	GGGCTGACGGCAGCATGCGGCTGCATCAGTATTGCA

	34009_7
	8
	[G/A]
	GCTGTCTGAAATGCATCCCACTGCTATTGTGCCATA

	34010_1
	2
	[T/A]
	ATAACTGACTGTGCAGCCATGTGCGACCATCAGTCA

	34021_11
	12
	[C/T]
	CTATCTTGTAACGCATGGTTTTGCCAGAGAATGCAT

	34023_2
	3
	[C/T]
	CGCAAAATCCACGCAAACATCTGCTGCTTTTTACAA

	34025_17
	18
	[G/A]
	GGTGTATGATCAGCAGGGAACTGCATCCATGGCAAC

	34029_24
	25
	[C/T]
	TAGAATCCCTGAGCAACACACTGCCTCTCATTATCC

	34033_16
	17
	[G/A]
	CTTTGCTACTGTGCAGGAGCTTGCACGCTGCATGTA

	34034_7
	8
	[G/T]
	GGAGGGAGTGAAGCAGATCACTGCTGATGTAGAGAA

	34038_7
	8
	[A/C]
	CTAAATAACTGGGCACAGGGTTGCAGCAACACACCC

	34039_19
	20
	[C/T]
	TAGATCTCTGCTGCATCTACGTGCTGGTCTGTGTGT

	34041_27
	28
	[C/T]
	GTGTGCTAAGTGGCACAGCGGTGCCTCCGGCAGTGT

	34048_30
	31
	[G/T]
	ACCTAGACATTAGCACAGAGGTGCGTCTGGGGTGTC

	34049_11
	12
	[G/A]
	AATGACTGTGCGGCAAATGGCTGCGCCTCATTACCC

	34057_26
	27
	[A/C]
	GCTGCAGTGGCAGCAGCAAACTGCATAAACATTCCC

	34060_17
	18
	[C/G]
	TGACCCGAGGTGGCATCGGGGTGCAAATAGTACAAA

	34078_26
	27
	[T/C]
	GGTCAGAAACAAGCAAAGACTTGCAGTACGGTGTAC

	34090_9
	10
	[G/T]
	TAATGAGGGGCAGCATGGTGGTGCCGCTGAAGTATG

	34092_6
	7
	[G/A]
	AAAGTGGGCGGGGCAAATGTTTGCGCATCCTTAGCA

	34093_19
	20
	[C/A]
	TGACAGCATGCAGCAATACCATGCATGACACACTTA

	34099_3
	4
	[A/G]
	ACCAAATTTCACGCATGCACCTGCTTCTGTTTGTAC

	341_28
	29
	[A/G]
	AGTCAACACGATGCACACTCGTGCCAAAAAAATATG

	3410_31
	32
	[G/A]
	TTCACCTCTCAAGCATTCTGTTGCTGGTCCAGAGGA

	34103_1
	2
	[A/G]
	CAGCGCTGAGACGCAGAAAACTGCAGCACTTGTGTT

	34111_33
	34
	[G/A]
	TTAGCCACATGGGCAAACAGATGCAAATAGAAGACT

	34115_33
	34
	[G/A]
	ATTGCATAGCTTGCAATGTTTTGCAGATAACGCGAT

	34116_19
	20
	[C/T]
	TGACAATGCTGGGCATGTACGTGCCAGACAGATTCT

	34118_17
	18
	[A/G]
	GTGTTCGGGGTTGCAGCATGTTGCTATTTATACGAG

	34122_34
	35
	[G/A]
	ATGTCCCAGCAAGCACAACATTGCTACAACGTTGGA

	34125_10
	11
	[A/T]
	GAAGGATTTAATGCAGCAAGGTGCTTCTGGGCTTTA

	34126_5
	6
	[C/T]
	TTGCACACACAAGCACTCTCATGCATGATTGATGCT

	3413_9
	10
	[C/T]
	GCTAGTGTTCGAGCACTGCTGTGCGAGTCTCCTCCT

	34135_25
	26
	[C/T]
	TGGTGAGCAAAGGCATAGGGCTGCTCAGTGCACTCT

	34137_19
	20
	[C/G]
	AAAAAAAACGTAGCATGTCCGTGCTCGATGGCTGCG

	34139_33
	34
	[A/T]
	ATGACAGCCTTGGCACAGTGCTGCCAGCTAACCAGA

	34145_25
	26
	[C/T]
	TATACCCCCTGTGCATGCCCTTGCTCTTGATGACAC

	34146_3
	4
	[T/A]
	GCCAGTTCAGGAGCAGTGTTGTGCAGGTGCACTGAG

	34155_16
	17
	[G/A]
	GTGCATCGCAGTGCATGGGACTGCATAGTTACACAG

	34158_6
	7
	[G/A]
	GCAGTGGGGGCTGCACTTGGCTGCTGATCAGTTACT

	34163_17
	18
	[G/C]
	ACACTTTCCTGGGCAAAGCAGTGCCAGGCCTGTGTG

	34165_15
	16
	[C/A]
	ACACTACCTCTGGCACCACTGTGCCACCCAGACAAG

	34166_20
	21
	[G/C]
	GGCCAGAGCATGGCAGGAAGGTGCAGCTTATAGTAC

	34171_24
	25
	[T/C]
	GTCCACTGCTCAGCAGAAACATGCCGAGCACCTCAC

	34172_30
	31
	[T/C]
	GAAACAGCTCCAGCAGCATCATGCTAAGCATTTGTG

	34179_15
	16
	[G/T]
	TAGTCAGGTAGAGCAGCAATGTGCACTATACACAAG

	34182_34
	35
	[T/G]
	GATCATTAACCAGCAACGTGCTGCTGACACAGGGTT

	34185_16
	17
	[A/G]
	AACCCATGGTACGCACACGCATGCATGAAGCATGCA

	34186_25
	26
	[T/C]
	TTTACCCGGTCTGCAGATTTGTGCCCGAGTTGTTGT

	34187_11
	12
	[T/C]
	ACTCTAAGCAGTGCACAGCATTGCGAGGGAGCATCT

	34191_25
	26
	[C/T]
	GCAAATTTGTGTGCAAAATATTGCTCAGGCCAAAGC

	34197_30
	31
	[T/C]
	ATCAGGATCCTGGCAAACTCGTGCACATTTCCTTTC

	34198_7
	8
	[A/G]
	ATGCAGCACCCGGCAGGATATTGCACAATTGGTGTA

	34199_10
	11
	[A/G]
	ATAGACAACTAGGCACCGGGCTGCAACAACAGTGCT

	342_1
	2
	[C/T]
	TCCCTAAGCCAAGCATTACAGTGCTGCTGACCACCT

	34200_31
	32
	[T/C]
	CTGACTGTCAAGGCATCTCTGTGCATCACGGTAGTG

	34201_25
	26
	[C/T]
	ACCTACTCTTCAGCAACATGATGCTCAGCCACCTCA

	34204_25
	26
	[G/C]
	CATGCATGTGTGGCATGTATGTGCTGCCTTGGCAAG

	34205_34
	35
	[C/T]
	GGAGAGCAAATCGCAATACGCTGCTTCTTCTTAACT

	34207_1
	2
	[A/T]
	TAAACCAGGAAGGCAGTGGATTGCAGTCTAATAACA

	34214_30
	31
	[C/A]
	ATAAACCCCAGAGCATCACTTTGCCACCACCATGCT

	34219_28
	29
	[G/A]
	AGAGACCTGGCAGCACGCAACTGCATGTGAGTGGTT

	34222_17
	18
	[A/G]
	TGTCTGATGATGGCATCAAGTTGCAAGTGTAGACTA

	34223_2
	3
	[C/T]
	CTCTTCCCACAGGCAGACTCCTGCTGAGTGAAGGAC

	34230_18
	19
	[T/C]
	GAGGGGCATCTGGCAGGGTGATGCCCTGGGTCAGTC

	34231_34
	35
	[C/A]
	AACCTGTTCCCAGCATTGAAATGCCCATTGCCAACC

	34232_15
	16
	[G/C]
	ACTGTCCACAGAGCAGTGGTCTGCAGACAGTTTGTT

	34236_24
	25
	[G/A]
	GGATAAATGAATGCAGGCTTTTGCGGGCTGAATGAC

	34237_15
	16
	[G/C]
	GCTTGTATACGTGCAGTAGCTTGCAATTGTCACACA

	3424_19
	20
	[G/A]
	GGAAAAAAATACGCAATGCGATGCAGCGGCTCTCGG

	34240_24
	25
	[G/T]
	TTTGACGCAGTGGCACGCTGATGCGCGCGCTTTCGG

	34251_8
	9
	[T/A]
	TGCTCCTTTGCAGCAGATTTATGCATTAGCGGACCA

	34253_10
	11
	[C/T]
	CAGAGGGCAGCTGCAGTAATCTGCATTGCTTTCTCA

	34256_2
	3
	[A/G]
	GCAGAAATGACAGCACAAGACTGCTGATGTGAAGTA

	34257_10
	11
	[A/G]
	GTCCACACACAAGCAAGTTCCTGCACTTGAATATAT

	34267_34
	35
	[T/A]
	GAGCTTTCTTCTGCACCCTGATGCACCATGGTTTTA

	34270_7
	8
	[G/A]
	ATCCAGAGCCAAGCAGCGGGGTGCGAGACACAGAAA

	34275_27
	28
	[C/T]
	ACAGGTGGAGTAGCAAAGCATTGCATTCAGATCCTC

	34280_9
	10
	[G/A]
	CAGTAAGAGAAAGCAGAGAGCTGCATACGCACACTC

	34281_27
	28
	[C/T]
	GAATAACCCTGAGCAGCATGGTGCCATCGGAGAACT

	34284_11
	12
	[T/C]
	AATGCATTCTCTGCACAGAAATGCCACATCTGCTTA

	34290_31
	32
	[G/A]
	GGTGGGAACAAGGCAGTCAAGTGCATTTGACGGAGG

	34291_9
	10
	[T/C]
	ATCTACACATAAGCATTCCTGTGCTCAGGTTCACAC

	34293_1
	2
	[C/T]
	TCATAACCCTGAGCAGCGAGCTGCGGGATCTCCGGT

	34302_11
	12
	[A/G]
	TTGGCCAGAGAAGCACACATATGCTCGCGCTGGAAG

	34306_31
	32
	[A/T]
	ATCAACCCCAAAGCATCATGCTGCCACCACCATGCT

	34310_29
	30
	[C/T]
	AGAGCAACAAACGCACGCGTGTGCTCCCGCAATCGC

	34312_15
	16
	[A/G]
	GTGCCTCCCATTGCAAGAATATGCTGCATGTTAGCA

	34313_34
	35
	[A/G]
	ATAAGCTAATCAGCAGCACAATGCATGCAACTAGAG

	34317_17
	18
	[T/C]
	TGGTGATTAGTAGCATATCCCTGCAGGGGGTGTGGT

	34325_4
	5
	[C/G]
	ACAACGACATCTGCATTGCTGTGCTGTGCTCAGCTA

	34327_1
	2
	[T/C]
	GTGAGCCCTGATGCAGTTCAGTGCGCGAGCTCTTGT

	34331_26
	27
	[A/G]
	GTCTGTTGTGCTGCAAGGCCCTGCTCAGCAGTTAGT

	34339_29
	30
	[C/T]
	GTCGAGTGAATCGCAAGTCACTGCAAAGTCTCTACT

	34348_29
	30
	[G/C]
	ATCGTCGAACGAGCAACCACCTGCAAATAGACACAC

	34350_27
	28
	[T/C]
	ACCGGGACACTTGCAGCGCGATGCGCATGGTGGGAT

	34361_20
	21
	[G/A]
	AGCATGTGGGCAGCAACATGGTGCAGTAGGTACTTT

	34362_1
	2
	[T/A]
	TTGCATGCTGCAGCATAGCTTTGCTACTCCATCCCC

	34363_3
	4
	[G/A]
	AAGGTGATAATCGCAATCAAGTGCCACACTGAAAAG

	34366_29
	30
	[G/A]
	GTATGAGTACGCGCAAAAAAATGCTGTGCGTGCATC

	34369_25
	26
	[G/T]
	AAGGGCTAAGCAGCAGCTCAGTGCTGAGAGCTTCAT

	34375_17
	18
	[C/G]
	AGATGGAGTGTTGCACCCTGTTGCAGAACAGCTGTA

	34378_24
	25
	[T/C]
	TCGGTGAAAACTGCATGCACCTGCTTCAGTCTGTGA

	3438_27
	28
	[C/T]
	GCTGAAATGAAAGCATGGTTATGCACACGTGCTGCA

	34388_24
	25
	[T/C]
	AGGTTTGTTTTGGCACAGCACTGCTGGGCATGAAAA

	34394_11
	12
	[T/C]
	CTTCTAGACTACGCACGACGCTGCTACAAGGCCCTG

	34400_18
	19
	[C/A]
	AAACCAACATTGGCACTGCACTGCTATAGACCTCAT

	34401_33
	34
	[C/T]
	GGGAGAAGACATGCATGTGTGTGCCCCATTGCTCAG

	34403_33
	34
	[G/A]
	TCTCAGGTACTGGCACAGCACTGCAGCATATGCGAT

	34404_18
	19
	[C/G]
	ATGATGTTTTAGGCAGAGCGATGCTTGTCTACACAA

	34406_24
	25
	[G/A]
	CCTATCATGCCTGCACTTTCATGCGTTCGGATCGTC

	34407_16
	17
	[G/A]
	CAACATCTGATGGCAAGGTGATGCCAGAATGTTGGT

	34410_27
	28
	[G/T]
	GAGAGCCAAAAGGCATTTAGATGCCAGGGAGCTTTA

	34412_17
	18
	[T/C]
	GAGTGTGTGCCTGCATGTGTGTGCAGTTGTACCCTG

	34417_6
	7
	[T/A]
	CCTGTGTACTAAGCAGGTTTATGCAAACCAGGCTGT

	34424_24
	25
	[A/C]
	ACATGAATTATGGCATTAGGGTGCAGTGCTGACAAG

	34428_32
	33
	[G/A]
	TGTCCGAGTACAGCAAGCAGATGCAGAGATGTGAGT

	34436_18
	19
	[G/T]
	GGTGGGCTTGGGGCAGCTGGTTGCATGGTGTCATGG

	34438_26
	27
	[G/A]
	CTTTAGATTAGTGCATTGTCCTGCTGGAAGAGGCCA

	34447_19
	20
	[G/A]
	TTAGTACACAGTGCATGCTGATGCACGTCCAGGTAA

	34449_1
	2
	[G/T]
	TGAGTAATGATGGCACAACACTGCATGACTAACGGT

	34450_1
	2
	[G/A]
	AGCAAAGAGAAAGCAGGTCCTTGCTCAGGGGCCCAA

	34455_2
	3
	[G/A]
	ATGAGAGAGCACGCACACTCGTGCACACACTCGCAC

	34462_34
	35
	[C/T]
	TTACACGTTTAGGCAGGAGTCTGCTAATTATCCACA

	34464_15
	16
	[A/T]
	AATTAAATAGGGGCAATTTGGTGCCGCAGGTAGTGT

	34471_5
	6
	[G/A]
	CCCATGCCAGCTGCAGATTAATGCTGTCATGATGAA

	34476_32
	33
	[A/G]
	GACAGAGCAGTGGCATGGCCTTGCGTGTACTCAGGT

	34477_15
	16
	[T/A]
	TAAGATGCGGAGGCATGCTGCTGCGAAATGGACTCG

	34481_2
	3
	[G/A]
	CTGAAAGATTCTGCATCATTATGCCCAAACCGCTCG

	34482_8
	9
	[C/T]
	CAGAAGCTCGTCGCAGACACCTGCTCATGCTTCAGT

	34484_18
	19
	[A/G]
	CGCCCCCTGTCGGCACAAAGCTGCCACTACAGCCCC

	34487_18
	19
	[T/C]
	AGTATGGTGGTGGCACAGTGATGCTTTGGAGCTACT

	34489_18
	19
	[C/T]
	CAGAGCACATCAGCACCTCAGTGCCCCCTCATCGCT

	34490_3
	4
	[G/C]
	TTCGCTACAGTTGCAAGACTGTGCACATCACACACA

	34492_19
	20
	[T/A]
	GGAAAGAGGGCAGCATCTTTATGCTCGAGATGTCCT

	34493_2
	3
	[G/A]
	CTGAAGTGCGGTGCACCACAATGCGTCCTGGATCAA

	34494_17
	18
	[C/G]
	CACTCAGAGAGTGCAGACCTCTGCCAAGGCTAAATT

	34496_4
	5
	[G/C]
	TAGCGAACTCTGGCACACTGATGCTACAAACATCCT

	34512_1
	2
	[G/C]
	GGCGTGATTGGAGCATACGGTTGCCGTACGGTTGCC

	34514_20
	21
	[C/T]
	AAAACAGTGGAAGCAGATCTCTGCTGGCAACAACAC

	34516_26
	27
	[G/A]
	TCATCCCCTGCAGCAGGTTCCTGCATGGCTGCAGAC

	34519_28
	29
	[G/C]
	AGGGCACTGTTTGCAAACAGCTGCTTTCGGACCCGT

	34521_25
	26
	[T/C]
	AAAAGGAAGAGAGCACTCATCTGCCTTTACACCTGG

	34525_10
	11
	[G/A]
	TCGGTTCCATGAGCAAATTTTTGCTGGCCTGGAAAC

	34526_29
	30
	[C/T]
	GACCTTCAACATGCATCGCTGTGCTAGCTCACAAAC

	34528_28
	29
	[A/C]
	GGGAAATGTGCAGCATTAAAATGCGGGAATCTGCAG

	34531_8
	9
	[G/C]
	CAGGAGAAGACAGCAACCCTCTGCCACCTGAGACCG

	34532_5
	6
	[C/T]
	AGTGCCCAGGGAGCAGTTAAATGCCCAAGGTGGAAT

	34539_4
	5
	[T/C]
	TAATTATTAGTAGCAGACCTGTGCCTGGTGATCCCA

	34545_30
	31
	[G/A]
	AAAGCTGGATTAGCAGGGTTGTGCCACATCGCCTGC

	34546_26
	27
	[G/A]
	GTCATGTGACTGGCACAAGACTGCAGGAAAAAATGT

	34548_9
	10
	[G/C]
	GGAATTAGTGGGGCAAATGTTTGCTCTGGCAAGAAG

	34552_32
	33
	[G/A]
	TGTCTGGAGCGAGCAGTCACGTGCACGGATTCGTCG

	34555_9
	10
	[C/A]
	CATACACCACCAGCATGGCTGTGCCGAGTGAATGGA

	34559_7
	8
	[T/A]
	TTTCTTGTGGCGGCATTGGGATGCTCAGTTTCTGTT

	3456_32
	33
	[G/A]
	CTGTCATAGCCTGCAGTGCTATGCTAATTGATGTGC

	34560_28
	29
	[C/T]
	TCTCCGCAGATCGCAGCCAGGTGCTCGACGGCCAAA

	34562_33
	34
	[C/A]
	ATCACAGACATGGCATCTGAGTGCTCAGGCAGTCCG

	34567_19
	20
	[G/C]
	ATCAGCGAAAGAGCAGGGTGCTGCCGAAGCACAGCT

	34568_33
	34
	[C/T]
	ACAGTGAAATCAGCAGCAGGATGCGGAAATCACCCA

	34576_5
	6
	[T/C]
	GGCTTTTACCTGGCACGGGGTTGCCTGAAAGGACCT

	34579_7
	8
	[A/T]
	GGCCACTAAGCCGCACATGAATGCCTTCCTTCAGCA

	34581_10
	11
	[C/T]
	TCCACACATTCAGCATGAGGTTGCTGGGTGTCAAAC

	34584_26
	27
	[A/T]
	GCTCATGGCTTTGCATCCAAGTGCACAGTGAACAAT

	34585_32
	33
	[C/T]
	TGATCCCATCCGGCATTTTTGTGCGCTGGACGCCAA

	34588_3
	4
	[C/T]
	TCTCAATCACACGCACACTACTGCAGGCTGCATGTG

	34594_16
	17
	[G/A]
	CTACAACAGGTGGCACGTTGGTGCTGCAGGTAGTGT

	34595_19
	20
	[C/T]
	GAGTCTTTCTCTGCACCCTCGTGCCGGGTGCCTGAG

	34600_32
	33
	[C/T]
	GCGTAATTCCCAGCATCCCGCTGCACTGAGGCTCAG

	34602_11
	12
	[C/T]
	CTGAACTGTGGCGCAAAAAGCTGCCCACCTATTAGG

	34607_34
	35
	[C/T]
	ACTACTGAATCAGCACACAGCTGCTGCACTAAGACG

	3461_15
	16
	[T/A]
	AGGGAAAAATATGCATAGGCTTGCAACAAACAGCAG

	34611_24
	25
	[A/C]
	GTAACAGAAACAGCATGTGATTGCAGAGCCTTCAAG

	34613_9
	10
	[C/G]
	ATGCCAAGACATGCACAACGATGCCTGGAGTTGCTC

	34617_3
	4
	[T/A]
	TACTGTAGTGTAGCATCTTATTGCCCAGCTTGTCTT

	34619_9
	10
	[C/T]
	TTTTATTGCCGGGCAGTATGCTGCTGCAACCATAGA

	3462_18
	19
	[G/A]
	CACTATGTCAGAGCACAAGCATGCATCACGACTCTG

	34620_4
	5
	[A/T]
	ATTAAGATATGTGCAAGCTTCTGCCGACTGAGCAGA

	34626_1
	2
	[A/T]
	CAGCATCGCAATGCATACAGATGCATGCAGATTTTC

	34631_20
	21
	[C/T]
	CACTCAGACGCAGCATTGCACTGCTCCAATGACCTG

	34633_25
	26
	[G/A]
	CTCCCTATGAGCGCATACCCTTGCTGAAGTGCCCTT

	34636_33
	34
	[G/T]
	TGGATTCTGTGTGCATGTGGCTGCAGGTCTGTCGGT

	34640_15
	16
	[G/A]
	TCCTGGCAGAGAGCAGAGAAATGCCCTTGAGAAATG

	34643_10
	11
	[G/A]
	GGGTTCAGTCGTGCATGAACGTGCCTCTGTGGATGC

	34653_20
	21
	[A/G]
	AGTGCCAATAGCGCATGGTGATGCCATTTAACTGAA

	34654_26
	27
	[G/A]
	TGTTCATTCAGGGCAGCCAGGTGCAGGGTTGGATGG

	34657_18
	19
	[G/A]
	TATTTACCGACGGCAGCAGCGTGCTTGGCTGCGTTT

	34661_32
	33
	[G/A]
	GCACAAGCTGTGGCACCAAAGTGCCGCTCTCTGAAA

	34663_32
	33
	[C/T]
	GCCAGCAACAGAGCAAAGAGGTGCGTTTTTTTCACC

	34670_25
	26
	[C/T]
	CTGGAATGGGCTGCACAGAACTGCACCACATGCTCC

	34681_26
	27
	[G/A]
	GCAGAAATGTGAGCAGGCTGCTGCCTGACTCCACGT

	34682_33
	34
	[G/A]
	GCCACCCTCACAGCATGATGCTGCCACCACCGCGCT

	34687_20
	21
	[C/T]
	GGCATCGTTCAGGCAATATTCTGCATCAACACACAC

	34689_32
	33
	[T/C]
	CTCATTAAATTAGCATCCCGCTGCGTTAGCCCTATA

	34690_3
	4
	[T/A]
	CACTGGGGAAAAGCAGAGCTTTGCCTCAGCTCCCCT

	3470_33
	34
	[A/C]
	TCTGTTAACTCAGCACTCTGATGCATCAAGGCCACC

	34700_16
	17
	[T/C]
	TCCCAGCACATGGCACTAAACTGCATTGGTCAGGCT

	34709_28
	29
	[T/C]
	CACACGCCTGTTGCACCCGATTGCTTTTTCCACACT

	34717_26
	27
	[A/T]
	TCCTACATAGGCGCACTCTACTGCGTTCACAATAAT

	34720_8
	9
	[C/G]
	TGAGTGCCCTCAGCATCTTGCTGCCACTAAGTCGAC

	34724_10
	11
	[C/T]
	TCATGGAGGGCAGCAGGTGGATGCGTGTGGTGTTGA

	34730_20
	21
	[T/C]
	GGTTCGAATCGGGCATCCAGTTGCAGAATGAGCCTG

	34735_1
	2
	[C/T]
	TCGTGTGTGTGTGCACACAAGTGCATGCATACTCTC

	34739_24
	25
	[A/G]
	CAAACACTACAGGCAGAACCATGCACACACACACAC

	34740_18
	19
	[T/A]
	CTGATGATCACTGCACTCAACTGCTGGTGCAATTTT

	34741_20
	21
	[G/A]
	TAAGACGGGGCGGCACGGTGGTGCCGTGGGTAGCGC

	34746_8
	9
	[G/C]
	GATAGTCTGTCCGCAGGGGGATGCTCAGCTCTGTTT

	34749_30
	31
	[A/T]
	AGTGAACCAGGGGCAGGGTCATGCACAGTCAAGGCT

	34757_11
	12
	[C/T]
	TAATTTCAGCACGCACAGACGTGCAGTTTCCACTTC

	34760_9
	10
	[C/A]
	ACGGGTTACCGAGCAGTGGAATGCCTCGCTGGACCG

	34764_7
	8
	[G/A]
	AATGGAAGACCTGCATCAGCCTGCTGGGGTGTTCCT

	34765_7
	8
	[G/A]
	ACAAGAGGCAGGGCATTGTTCTGCACCAGGAGGAAC

	34771_27
	28
	[T/A]
	CTGGCATGGTCAGCATGAGTTTGCTTTTGAGCATTC

	34772_4
	5
	[A/T]
	TCAGAAACTGCGGCACCACCATGCCTAAAGACCTTA

	34773_17
	18
	[G/A]
	GCTCTCCGACTCGCAGCGGCGTGCGTCTTCAGCGCT

	34779_16
	17
	[A/G]
	GAGCTGATCCGAGCACAAACCTGCTAAAATCAGCTG

	34782_31
	32
	[T/C]
	CCATTTCGAGCAGCAGCTCTGTGCTGCACCCTAAAC

	34788_32
	33
	[C/A]
	TCTGGAAGTTCTGCAGATGTCTGCAGCTTCAGCGTG

	34790_11
	12
	[G/A]
	CCCTCCAGTCCGGCACCTTGCTGCTGCTCGGACAGC

	34796_7
	8
	[A/G]
	ACCCCTGATGCAGCAAGGAGTTGCTCCTGCTTCGAT

	34798_34
	35
	[C/T]
	CCCGCAGTGAGAGCAGTCTGGTGCTGGACAGATTCT

	34802_3
	4
	[A/T]
	GTTAAAGCATTTGCAGCAGCTTGCAGAGGAATTAGA

	34809_17
	18
	[C/T]
	AAATGGGAATTTGCATGCGAATGCAGACTGATACCA

	34814_29
	30
	[G/A]
	AATGAGTGCCGAGCATTCAGCTGCCTGATAATGTCT

	34818_24
	25
	[T/G]
	AACAAGGCGTCCGCAGATTGCTGCTTTGCCTGCAGC

	34820_15
	16
	[T/C]
	AATCAGATGGGAGCATGTTCGTGCGTGAACTCGTCT

	34828_18
	19
	[G/C]
	CACACACCTAGGGCAATTGTGTGCACATCCACTTTA

	34833_15
	16
	[C/T]
	TTTACACTGAAAGCACGCTCCTGCATCACAGCCATA

	34836_4
	5
	[C/T]
	TGTTCACCTGATGCACAGCACTGCAGTTTCCCATCA

	34842_25
	26
	[G/C]
	ACCGGTCTAAGGGCAACTTCCTGCAGGGCAGATAAC

	34843_30
	31
	[A/T]
	GCGCGTCCGCATGCAGACACATGCGTCAAGATAGAA

	34858_32
	33
	[C/T]
	GCTTGTCATCATGCAATTCCCTGCAGAAGGTTCTAG

	34868_9
	10
	[T/C]
	GTTGAGGATTTTGCACGTGGCTGCTTTCCAGGTGAC

	34870_6
	7
	[C/A]
	ATCATCCTCATGGCATCATCATGCACCTACACAGAG

	34872_5
	6
	[T/C]
	TGTCATGGGCATGCAGAACAGTGCCTTCCTTCTGGA

	34880_17
	18
	[A/C]
	AACAAACACGGCGCATCATGCTGCTTCTTAACTATC

	34883_8
	9
	[A/G]
	TGTGAGACAGGAGCACACCAGTGCACTGATAGCCAG

	34888_6
	7
	[G/T]
	TGCCCGGATCCTGCAACACAGTGCAGCACACAAGCC

	34893_24
	25
	[G/A]
	AACCGGGACGGAGCAGCCCACTGCGCTGACCCTTGA

	34899_16
	17
	[A/C]
	TCACAGATGTTGGCAAAGCAGTGCTTCTGCTCTTCA

	34901_25
	26
	[G/A]
	TATCGGGTGTGTGCAATGTTCTGCCGGGTTTAAAAT

	34905_26
	27
	[C/T]
	AGGAGGGGGGATGCACGGCTCTGCGGCGCTACAAGG

	34906_20
	21
	[A/G]
	TAACAGTTGTGTGCATGCTCATGCCCCATCCAGGGT

	34907_33
	34
	[C/A]
	TGAATGCATGCAGCAGACACCTGCAGCTTATCACAA

	34918_4
	5
	[G/A]
	TCATGCACATGCGCAAAACACTGCGTGCAAAACAAA

	34921_19
	20
	[C/T]
	ACAAACACTGTGGCACCACCGTGCAGTCACAGCAGC

	34922_32
	33
	[C/T]
	TGTTTCTCTCCTGCAACTGACTGCTTGTGACACCGG

	34924_16
	17
	[C/A]
	AATTTACCAGGCGCAGCAAACTGCACAAATAAAAGT

	34925_16
	17
	[G/A]
	AAGCCCTGATACGCACGTGTCTGCTCAGTGAAGAAG

	34926_2
	3
	[G/C]
	TGGATATGATTGGCAGTGTGTTGCTCGGCGGTTGTG

	34929_34
	35
	[T/A]
	TCAGCTGCCACTGCAGAGCTCTGCAAACACTAACTT

	34931_34
	35
	[C/T]
	CACATTAACAAGGCATTTTCATGCGACTGCAGCTCA

	34934_33
	34
	[G/A]
	TATCTATAATAAGCAGACTGCTGCGCCGGGGTTGAT

	34939_16
	17
	[T/A]
	GTGAAGTGAAGTGCAGTAAGATGCTGGCTGAATGGC

	34942_3
	4
	[G/A]
	AGCGAGCAGGTCGCAGCTGAGTGCGTGAGCCACCCG

	34947_6
	7
	[C/T]
	TACACTCCATGTGCAGCATGTTGCCCAAGACCAGCT

	34953_5
	6
	[C/T]
	GCGCTCACCTGTGCAATGATCTGCTCTCCATTGTTG

	34954_9
	10
	[G/A]
	AGAACCACCGGAGCACAAAAGTGCATCCTGGGGCAT

	34956_9
	10
	[G/A]
	CCACAAACTACAGCACCACAGTGCATGACCATGTGC

	34962_1
	2
	[T/C]
	GTACGGCCTCGAGCACAAAGGTGCTGGTAAAAAAAT

	34963_28
	29
	[C/A]
	GAGTACGAACATGCACTCGGATGCTCTTCATGCTGA

	34965_17
	18
	[C/T]
	AAAATCTACAGAGCATGCGGCTGCGGGTCAGAGCTG

	34967_4
	5
	[C/T]
	TTAACGGTGGGAGCACACAAATGCCTTTAAACCTTC

	34972_28
	29
	[C/A]
	ACAAAGCAGCAAGCAACAGAATGCATCTCTTCACAC

	34976_11
	12
	[C/T]
	ACTTGGGTTTACGCATTGAGCTGCTGCAATATGAAT

	34978_18
	19
	[C/A]
	ACACTACACCCTGCACCACCATGCTGTCTGGCCAGT

	34981_5
	6
	[A/T]
	GTGTCAGGTACCGCAGAACACTGCACAGATCAAAGT

	34985_11
	12
	[G/A]
	TCGATAGCACCGGCAGATGTATGCAAACAGCTTGCT

	34987_9
	10
	[T/C]
	AGCATTATCTCAGCATGACATTGCCAAAGCGAGTGA

	34988_17
	18
	[T/A]
	TAACCTGTATGTGCAAATGTGTGCCCTGTCAAGTCA

	34989_3
	4
	[T/C]
	AAATGCTGACTTGCAAGTGGATGCGCTATAGATTTA

	34990_28
	29
	[A/C]
	GCTGGGAAAGTGGCACCAGGATGCACTAAGGGAAGA

	34991_7
	8
	[G/C]
	TGTGGGAGGGGGGCAACCTCGTGCTATGCCACGATA

	34995_29
	30
	[G/A]
	TCTGGCTTCGGAGCAGTGAGCTGCATTTAGAACTTA

	35_25
	26
	[T/G]
	GAGTTACCCTGTGCAACAATGTGCTTTGTAATGCAA

	35004_4
	5
	[C/A]
	CTGACCTAGGTGGCAAACCTATGCATGGATGGGTTA

	35006_34
	35
	[G/C]
	TCAATATAAAGCGCATTCAGCTGCAGGTCAGCGAGG

	35013_7
	8
	[T/C]
	CTGTTATTTACTGCACCACTGTGCTGCCCTTTTCTT

	35015_9
	10
	[C/G]
	CAGCAAAAGCTTGCATCCATTTGCCCCACAATTAGG

	35016_2
	3
	[G/A]
	GCGAGCTGATCTGCATAACTGTGCGAACATAGACCA

	35018_1
	2
	[C/A]
	TCTTCCTGGATAGCAGCGAGGTGCCGATTCGTTCTT

	35019_26
	27
	[C/T]
	GACGATGGCATAGCAGCTCCATGCTTCAGGGTTTGA

	35020_34
	35
	[G/A]
	TGAACCAGCCGTGCAATTTGATGCCCATCTCTGGGA

	35021_19
	20
	[G/T]
	GATTATAGCACTGCACTCTGCTGCATTGCCCCTGGA

	35022_2
	3
	[C/T]
	TTCCCACTGCTTGCAGCTCCATGCATGTGTGCTCAA

	35024_27
	28
	[G/T]
	CCACGCTACGCTGCAGTAATGTGCACTGCTGATAGC

	35039_1
	2
	[G/A]
	CGGAACAAAGGAGCAGGACGGTGCCATCAGTTTCTC

	35046_4
	5
	[A/G]
	ACTCAGATTAATGCAGGCCAATGCTACCAGCAGCAG

	35048_4
	5
	[T/C]
	AGCGTGTACGCTGCACAGAGGTGCCGTAGCGAGTGG

	35050_5
	6
	[G/A]
	ACCATGAGCTCAGCAAGAGATTGCCCTCCGTTGGTC

	35051_7
	8
	[T/G]
	CAGAAGTTTGTTGCACGTTTATGCAGGTTGCAGTAG

	35056_9
	10
	[A/G]
	CAGCCCAGCAATGCACAGACATGCCCATCAAGGCCA

	35059_16
	17
	[A/G]
	AGGACTGGAAGAGCAAAGAGATGCGAATCCGACAGA

	35060_7
	8
	[G/A]
	GGCTACTGAACAGCACAGGAGTGCCATGGAAGAACT

	35063_7
	8
	[G/C]
	GGCACTTGCATTGCAGATTAATGCACGATGGCCTTT

	35065_27
	28
	[G/T]
	GCCATACGAGATGCACCGAGATGCCAAGAGAAACTT

	35071_26
	27
	[C/A]
	TTTTGGGTTTAAGCATCGCCATGCCACGTCTCACCT

	35074_15
	16
	[C/T]
	GAAACATCAAAGGCACTGAGATGCTCAGAGCTTTCC

	35075_3
	4
	[C/G]
	ATGCCTTCAGGAGCAGAATGCTGCAGGTTAGAGGAA

	3508_3
	4
	[C/T]
	ATTCATGTGGCAGCAGTGCAGTGCATGAAATAATGC

	35082_28
	29
	[C/T]
	TCACGTGATCAGGCAACAGATTGCATAATCGCGTGT

	35086_20
	21
	[G/A]
	AATCAGTGTTTAGCATGAACGTGCCGCTGTGGATCG

	35092_31
	32
	[C/T]
	ACGCGCATCGCAGCAACTGGATGCGTAACGTCAACC

	35100_18
	19
	[T/C]
	GCATGCAGAGCTGCAGTTTGATGCATGACTGCTTTG

	35105_25
	26
	[A/G]
	ATCACTATCTGAGCAGTCAAATGCAAGAAAAGGCTG

	35106_25
	26
	[T/C]
	ACTGCAGGATAGGCATGAATTTGCCTGTGCATGCCT

	35108_29
	30
	[A/G]
	ATTCGGTGCTGTGCATGAAAGTGCAAAAGATAGTTA

	35111_3
	4
	[T/C]
	TGCTGTCTCACTGCACGATGCTGCAGATACACTCGT

	35123_4
	5
	[A/C]
	ATTTATGTGGGAGCATTTGAGTGCGTCAGTAACCTG

	35129_2
	3
	[A/T]
	CCACAGACAATGGCACCACAGTGCTGCCCTAATTTA

	35131_17
	18
	[T/C]
	AATGGATTTGATGCAGTTATCTGCCTGGGCAACTCA

	35132_5
	6
	[A/G]
	GAAATAAGGACAGCAATGTGGTGCGGCAGATAGTCT

	35140_30
	31
	[T/C]
	TGAAACAGGTCAGCACATGCATGCCAAACATACACA

	35142_24
	25
	[C/T]
	ACCTCCTAGGCTGCACCCCATTGCCTTCTTCTCCCG

	35146_29
	30
	[A/T]
	ACATGCTGTCACGCACTCACCTGCAAACTAGAAGCA

	35148_4
	5
	[A/C]
	GGCAAACGTGGTGCAACAAAATGCGACAACTTAAAA

	35149_11
	12
	[C/T]
	TGTAGTAACTCCGCATCCCTGTGCCAACAAATGTCA

	35155_7
	8
	[A/G]
	ATTTCCTAGCACGCATTAGCATGCGATTAGCCAACG

	35157_28
	29
	[T/A]
	CACTGAAGGCTTGCATCTGACTGCTAGGTTTCCTTA

	35159_34
	35
	[G/A]
	TAACACATAACAGCAGATGCCTGCATGTCTGAAAGA

	35161_16
	17
	[C/A]
	AGTGTGTGGAAAGCAGCGAAATGCACAGTGCCGTCA

	35165_3
	4
	[G/A]
	GCCGGTGAAGCGGCAGCAGCATGCATCCCGTTAAAA

	35168_9
	10
	[A/T]
	GTCCAAGGAAGGGCAGTCATATGCTTGCGGTTAAGG

	3517_27
	28
	[G/T]
	ATGTCATGATGTGCATGTGTGTGCGTTGCTGTCAAT

	35172_16
	17
	[C/T]
	GCGGCGCTTTGAGCAGCTGGATGCCTGAGCACATCA

	35176_7
	8
	[G/T]
	GATTTAAGGCTTGCATGCAGCTGCTTGAAGATGCAA

	35178_31
	32
	[A/G]
	ATTCCTACAGTGGCATAGTAGTGCAGCAGGTAGTAC

	35179_29
	30
	[C/T]
	CACTCTGAGCAGGCAATACCATGCAGCTGCGCCCTC

	35186_6
	7
	[A/G]
	GCACTCAGCGATGCAGTGGGCTGCACTTTAAAGAGG

	35187_34
	35
	[A/G]
	GTGAGGACATATGCATCCTCGTGCGATCTCACATGA

	35191_15
	16
	[C/A]
	GAACAGACATCAGCACCTGGATGCTTGGGGCAGTCG

	35193_28
	29
	[C/T]
	GCACTACATGCAGCACCAATGTGCCACTCATATTTA

	352_31
	32
	[C/G]
	TTAGGAACACCTGCACATTCATGCAGTTATCCAAGC

	35200_25
	26
	[A/G]
	ATCAACCCTTTTGCACATAAGTGCCATGGCAAGCCC

	35205_20
	21
	[C/T]
	GCTTTGTCTTGTGCAGGTCACTGCCTCAGAGAAGGG

	35211_2
	3
	[G/T]
	CAGACGCACGTTGCATTAATATGCGACTCGTGTAAT

	35212_29
	30
	[C/T]
	GTGTTTGTCTTTGCAGTGACCTGCATCCTCTTACAC

	35215_1
	2
	[C/A]
	CATCACACTGCCGCATTTAGATGCTGTCACATGTTC

	35216_3
	4
	[T/A]
	ATTTAATTTCCTGCACCAACCTGCTGGAAGTCATTT

	35219_24
	25
	[C/T]
	GGAATGCAGAATGCAGATTTGTGCCGGTTTTGGCTT

	35221_32
	33
	[C/T]
	GTGTTTGTTCATGCAGTGGGATGCTGTGTTTTCAGA

	35226_6
	7
	[G/A]
	ATAGATGGGGTGGCACGGTGGTGCAGACAGCGCGCG

	35229_11
	12
	[A/T]
	ATGGCACGTAGAGCAAACTTCTGCGGTGGCTCCAAA

	35231_5
	6
	[G/A]
	TTGGGGAAACTGGCATTTGATTGCTCAAGACGTTCA

	35232_8
	9
	[T/G]
	GGTGAGGTTTGTGCATGTTGCTGCGCTGTGTTAATA

	3524_16
	17
	[G/A]
	CTGGCATGATGAGCAGGTCCATGCTGTCCTCACACT

	35240_17
	18
	[C/T]
	ATACAGTGCCATGCATTCTCATGCCAAAGTCGCAGT

	35241_9
	10
	[G/T]
	CAGACAGCTGCTGCAGTGATCTGCACCTGGGATCTA

	35243_8
	9
	[A/T]
	CAGCAGGGACTGGCAACAGTGTGCTTAGTAACATTA

	35244_5
	6
	[G/T]
	CATTAGCAACATGCACTTTGCTGCAATGGCCACACC

	35246_10
	11
	[C/G]
	CAGGTTAGAACAGCACCGGCATGCAGCATGAGGTAT

	35249_6
	7
	[T/C]
	CACTCATACACTGCACACACTTGCACACCTCTGTCA

	35253_7
	8
	[C/T]
	TGAAAGTCCGGAGCACTTTCCTGCCGTGACATGACG

	35256_31
	32
	[G/A]
	CCAGAGCAAACAGCAATGGGCTGCAGTGATCGAGAA

	35260_2
	3
	[C/T]
	TTCACTTTTCCAGCATCTTGATGCTGCCACCCCCAT

	35265_4
	5
	[C/T]
	CTTTCAGGACTGGCAGTGTTGTGCGTATTTCTCGAC

	3527_6
	7
	[T/A]
	TGTCTGTTGGTGGCAATATAATGCCCCATGCCCTCT

	35270_4
	5
	[G/A]
	AACAGAAGCAAAGCATGATGATGCACACTGTGTCAT

	35275_6
	7
	[C/T]
	AAACAACCCTATGCACAGCAATGCACTGTGTTCTCA

	35277_30
	31
	[T/G]
	TGAAATCAAGGAGCAGACTACTGCACCAGGGTTTGA

	35278_19
	20
	[C/T]
	CAGAGTTCCCCCGCACCATCGTGCCTCACTGCCCAC

	35284_1
	2
	[A/C]
	CATCACTAGCTGGCACCGGAATGCACAGATCAACCA

	35289_2
	3
	[A/T]
	ATATAACACTGTGCATGTCTGTGCAGGGCTGGGCCA

	35290_24
	25
	[A/G]
	AGCGCACCTGCTGCAGGTCTGTGCACACACACACAC

	35291_29
	30
	[A/C]
	TTATACAACCGAGCAATTAGGTGCCCAGCAGTGCCA

	35298_26
	27
	[A/G]
	AAACCAACAATGGCACACCCATGCTTACGCAAATCT

	353_24
	25
	[T/C]
	ACGCATCACACAGCAAGACTTTGCTAATATGACTGA

	35300_20
	21
	[C/T]
	TCTGTGATCAGGGCAGACCTCTGCTTCAGGCACTTC

	35302_7
	8
	[T/C]
	GCAGACGTTGAAGCACAACGGTGCCGTCGCCCAGTT

	35304_4
	5
	[G/A]
	TTTAAGGCTCTGGCAACAGTCTGCCGGCCTGTTTGA

	35307_32
	33
	[A/T]
	CAGGAAGCAGTTGCAGTTAGGTGCCTTGCCCAAGGG

	35321_17
	18
	[T/A]
	CAAAAGCACGGAGCAATTAACTGCCCTGTCCCAGCA

	35322_11
	12
	[G/A]
	GTGCTACCTGCGGCACCGCCGTGCCTGTTATTATAA

	35325_2
	3
	[C/T]
	CTCCAGATGGTGGCATGTTCATGCCCGAGACAATTC

	35327_6
	7
	[C/G]
	TTTTTAGACCTGGCACTAACATGCGCTTCAGGTAAT

	35329_33
	34
	[C/A]
	TCCATCTGCATGGCACGTGTGTGCAGACGAGAACGG

	35330_6
	7
	[A/C]
	AGAGAGAGCTGTGCAAAGCTATGCCAAGCTGACATG

	35332_34
	35
	[C/T]
	CGGTTCATCTAGGCACCATCTTGCTGGAAAAACTCA

	35347_33
	34
	[T/A]
	AATGGACACAGGGCACGGCTCTGCTAGTCTACTAGT

	35350_11
	12
	[A/G]
	ATTGAGAGTTGAGCAGTGTGGTGCCACAGTGGTATG

	35351_24
	25
	[A/G]
	GCCTGTACAAAAGCACATACTTGCAGCCGCTGCCAC

	35354_9
	10
	[T/G]
	ACCGCAAACTGTGCATGCTGCTGCTGCGGTGAAGCT

	35356_20
	21
	[A/G]
	ATCCCTCTGTGTGCACATGCATGCGTGTGTGTGTGT

	3536_5
	6
	[C/T]
	GCACTCCCCACTGCACCGCCATGCCATGCCATGCCA

	35360_10
	11
	[C/T]
	AATATGATTTCAGCATGACACTGCCCCTGTGCACAA

	35373_26
	27
	[G/A]
	GAACGTCCTGCTGCAAGTGGTTGCCCGGCGACGCTG

	35377_9
	10
	[G/A]
	ATGCAGCTCGAAGCATTTCCTTGCGTCATTTTGTTG

	35381_11
	12
	[T/C]
	ATGGATAGGCCTGCAGGTTTATGCGCTCGGCACCCA

	35383_3
	4
	[G/A]
	GATGCACGAGGTGCAGCCATATGCTTTTCACCACTC

	35387_7
	8
	[A/G]
	AGCAGGCAGGACGCAGATAGGTGCAGACGGACGAAC

	35388_27
	28
	[C/T]
	TGAAGTCACACAGCAGTGGTCTGCTTCCATTGAAAA

	35393_31
	32
	[G/A]
	TGCTGACCTCCTGCAACAGTCTGCAAACATGGAGCA

	35394_26
	27
	[G/T]
	ACCTGCTCTGTGGCAGCAGCTTGCACGGTGTATTTC

	35396_3
	4
	[C/T]
	GCGCGTCCGTGTGCAGAATGTTGCAGCAGTCCCACT

	35401_8
	9
	[C/T]
	GGTGACCTCAATGCATTTTGATGCCCCTCTGGGGAC

	35407_4
	5
	[A/G]
	AGACAGAACTCTGCAGCCAAATGCAAAAACACTACT

	35408_32
	33
	[C/A]
	GAGTGCAGCGGTGCAGTTGAGTGCAGCGGTGCCGTT

	35409_27
	28
	[A/T]
	AAGGCTTCGAAAGCATAAACCTGCCTTAAGGGTGCT

	35412_10
	11
	[C/T]
	AACAAGCACACTGCACCTGGATGCACCAGATGTGAA

	35414_34
	35
	[C/T]
	AAGGTGACACTCGCATGAAAGTGCAAAATCTAATCA

	35415_4
	5
	[C/T]
	TCATCTTCTCCTGCATTCTCCTGCAGTGTCCCACCA

	35416_6
	7
	[C/T]
	GTCTGACGGAGAGCAGGATGCTGCTGTGAAGCTGGA

	35422_16
	17
	[G/A]
	TTTTTAACCAGGGCAAGAAACTGCCCCCAAACATCG

	35423_3
	4
	[T/C]
	CCTTAAAGCACTGCACAGCACTGCACAGAGGTGTTC

	35424_1
	2
	[C/T]
	ACTTCACTTCATGCAGGCTTTTGCGTGCAAAGCTTA

	35427_27
	28
	[A/C]
	CTGTCTGTCTGGGCAGGAGCCTGCAACATCTCTGAC

	35431_9
	10
	[C/A]
	GACAGACAGCCAGCATGGTGATGCACTGACATATGC

	35432_24
	25
	[G/A]
	TAACAGCCCAGGGCAGTGTAGTGCGGCCAAGGGATC

	35437_34
	35
	[T/C]
	AAGACATTTCCTGCAACGTGCTGCAATTTTACTGTA

	35438_28
	29
	[G/T]
	AATCCCACCATGGCAAAGCACTGCGTGTGATTTGTT

	35440_30
	31
	[G/C]
	CGACTTGGCGTTGCATCGTACTGCGCTGTAGTTTAC

	35444_16
	17
	[T/A]
	CTCTGTCTCTTGGCACTCTTTTGCACTACACGACAC

	35445_6
	7
	[C/G]
	CAGACACAAAAGGCAGACGGATGCACTAAGAAGATT

	35447_5
	6
	[C/T]
	TTCTTCACGTTGGCAGGAATTTGCACATCAAGCCAG

	35448_19
	20
	[C/T]
	GTCAGCCTGAAGGCACCTTCCTGCTTCGAGACTCTG

	35451_17
	18
	[G/T]
	CTATATTTGCTGGCATGGTTTTGCTGCAAAGTGAAA

	35455_29
	30
	[C/T]
	TCATATGCTGAAGCAGTTCCCTGCTGCCTCACTGAG

	35457_34
	35
	[C/T]
	AGTCAGATTGCAGCATGAGATTGCACGCCCTTTCCG

	3546_32
	33
	[A/C]
	GCAGGATTTCCAGCAGCCTGTTGCAGAATGAAAGGG

	35468_6
	7
	[G/A]
	GAGTGTGAGCACGCAGGGGCCTGCCACCAGAACAAT

	35470_10
	11
	[C/G]
	GTCTGAATAACAGCACGCCCCTGCAGACACAAACAC

	35477_10
	11
	[G/A]
	GATGAAGCCAGAGCACATTCATGCAATCAGCACTTT

	35484_26
	27
	[G/A]
	ATCCCAGACAGTGCAAGCTCGTGCAAGATTAAAGTG

	35490_7
	8
	[C/G]
	TGGAGAGCGGCTGCATTTGAATGCGACACGCCAGAT

	3550_30
	31
	[C/T]
	TGTGACTCACCTGCAGGTCAGTGCAATTCACGGAAG

	35500_15
	16
	[A/G]
	ATGAACAGGTGTGCAAGTGAGTGCTAGCCCTCAGAG

	35501_17
	18
	[T/C]
	CAGCTAGTGTGGGCACTTTCCTGCTTCAATTATTTT

	35504_17
	18
	[T/A]
	AGGTGTTATTTTGCAGTTAACTGCACCAACTGCAGA

	35505_27
	28
	[T/A]
	TCTGCCACTGCTGCACCCTTGTGCAACTCCCTTAAC

	35507_5
	6
	[A/G]
	GGCTGAAGATCGGCATTACCTTGCGCACACACTTGT

	35510_4
	5
	[G/A]
	GGAAGACAATTCGCAGACACCTGCTACCAAAACCCC

	35515_27
	28
	[C/T]
	CTGTCTTATACAGCACGTGCATGCGTTCAGTGTTGC

	35519_3
	4
	[G/A]
	ATCGTCATCGCCGCATTTCCATGCCGACCTGCGTCA

	35521_34
	35
	[C/A]
	GCATGACTTTATGCATTGCACTGCTGCCACCTGACT

	35522_30
	31
	[T/C]
	ACACTACCTGCGGCATTACTGTGCTACCCTCCATAC

	35526_24
	25
	[C/T]
	CATCTTCCCGTCGCATTTTTCTGCCATCAGCAACAT

	35527_24
	25
	[C/T]
	GGGCGGGATGGAGCACCCTCGTGCCCTTGCTTTGGA

	35528_11
	12
	[C/T]
	ATGCAAAGCGCCGCAGACACATGCTCGAGCCACCCT

	35535_7
	8
	[C/T]
	TTGGCACCGGTGGCAGAGCTGTGCTAGCATGAGAGC

	35538_11
	12
	[T/C]
	GCTCGTTTTCCCGCAGCCGTCTGCAGACGACTCATC

	35549_25
	26
	[G/T]
	TTTGTTACGCATGCATCCATCTGCTGACATCAAACG

	35550_8
	9
	[C/T]
	TGATCCTTCAGCGCAGAGCCCTGCAGGTAGATGACT

	35551_27
	28
	[C/T]
	ATACAACCTGCAGCACTAATGTGCCACCCAAGATAG

	35556_3
	4
	[C/G]
	TTCCCCACATTAGCACAGGACTGCAGAAATGCATTA

	35559_30
	31
	[G/A]
	GTGAAAACTTATGCAAATATCTGCATTGGCGGCGCG

	35560_24
	25
	[G/A]
	CCGGTGCACAATGCAGCACAATGCGGTGTGCTCTCA

	35561_31
	32
	[C/T]
	GGGTTATATGACGCATGACTCTGCGTGCACTCGAGG

	35562_3
	4
	[A/C]
	TGTATCCCACCTGCAGGATATTGCACTGCTGTATGG

	35568_32
	33
	[C/T]
	TCACCTAACTCGGCATGGAAATGCTCTGAATGCATG

	35570_2
	3
	[C/A]
	GTCTCCTGCTCAGCATCACGCTGCGGCATCTCGGCC

	35573_27
	28
	[A/G]
	TTGGACAATGGTGCAGCGAACTGCTGGAGGGCCAAA

	35579_18
	19
	[C/T]
	GAGGTTGCATTTGCAAACCGTTGCTAGGCAACAGGT

	35580_2
	3
	[G/A]
	TTGCGAAAAACCGCATTGCGCTGCTCCAGCACACGG

	35581_29
	30
	[T/C]
	CGTCATTTAACGGCAGGAAAATGCGTCACTGTAGAC

	35583_3
	4
	[G/C]
	GATGGAGGTGACGCAGAGTTCTGCTTAATGACATTG

	35584_8
	9
	[C/T]
	ATTAAATACGCCGCACCTGGATGCATTTACATGGCA

	35587_29
	30
	[C/T]
	TGTAGAGTGGCCGCATGATCCTGCAGCGCCGCTAAT

	35589_32
	33
	[G/A]
	GTCTTGGTGACAGCATTATGGTGCCTCGAGGTGAGT

	35590_10
	11
	[G/A]
	AAAAACGTGTGTGCACAATGCTGCTCACATCGGCGG

	35596_19
	20
	[C/T]
	TCTCCGTAAGCTGCACATTCTTGCCAGGCCTGGAGC

	35599_4
	5
	[G/A]
	CTTGAAGAGCAGGCAGGACAATGCATGTGTTACACA

	356_9
	10
	[C/T]
	CTCCGTCTCCCTGCAAGAAGATGCACGTGTTGGCCT

	35600_31
	32
	[C/T]
	GCAGTACAGCCTGCAGTCTGGTGCAGAGCGACGGAC

	35602_29
	30
	[A/G]
	TAAGATTGCAAGGCATTCCTCTGCTGCAGACGTACA

	35605_34
	35
	[T/C]
	CTCGAGGTCCGTGCAATGACATGCAATATTGGCATT

	35609_3
	4
	[A/G]
	TTTGAAAGAGACGCAGAAGTGTGCTGACACATTGAT

	35615_33
	34
	[C/T]
	TGATCAAACGGCGCAATGGCATGCCAGATGTCACGG

	35617_30
	31
	[A/G]
	ACACTACCTGTGGCAACACCATGCCACCAGAGAAGG

	35619_18
	19
	[A/C]
	CTCGCCAAATGAGCAAAGACCTGCAATTAGACATTT

	35620_28
	29
	[G/A]
	GTGGTGGTGGCGGCATCATGCTGCGGGGGAGCAGGG

	35622_31
	32
	[T/A]
	GAGACGAAAGTGGCAGCCTGGTGCTTCATGATGCCC

	35627_19
	20
	[G/T]
	AAAGCCGTTTCAGCAGACTGATGCGTTTTTATCGTC

	35635_20
	21
	[G/A]
	AAATTCCTACCTGCATTTGCGTGCATCTCTGACCCA

	35638_10
	11
	[C/T]
	CTGCCACTGTCGGCAAACAAATGCTTAGGGCACAAT

	3564_6
	7
	[A/G]
	TAAAAAAGTGTTGCAGTCAGTTGCACACTGGCTGCA

	35640_27
	28
	[G/A]
	CTTCAAACCTCTGCAGATGGCTGCAGCGTTTAACCT

	35647_19
	20
	[G/A]
	CGGAGACATCTCGCACATTGATGCTGGAGATTGTAG

	35650_3
	4
	[C/T]
	AGTCCCACACATGCAGGTACATGCACATACAGGTGT

	35651_29
	30
	[T/C]
	TTTATTTCTCTGGCACTCGTTTGCCAGCGTCGTGCT

	35652_2
	3
	[T/A]
	AATCATCTAGCGGCAATTGTTTGCGTGATCTGATTT

	3566_4
	5
	[G/A]
	AAACAATATGCTGCATGACATTGCGTGAAATTGGGT

	35664_15
	16
	[G/A]
	CTGACCAGTGGAGCAGGCATGTGCACATAGTTCCTC

	35665_31
	32
	[G/A]
	TCTGGTACTACAGCACTAAGGTGCAGTTGGGGGAGC

	35667_33
	34
	[C/T]
	CCTGTCGCACAGGCAGATGTATGCAGATGTGTGCGC

	35668_27
	28
	[T/A]
	GCTCTACAGCTAGCAGGCTTGTGCGTTTAGTGCACT

	35678_9
	10
	[T/C]
	ATGCCAGGTTTGGCAGCACTGTGCCGAGATTGGCAA

	35679_2
	3
	[C/A]
	ACCTGGCAACATGCATTCGAATGCTGTGTGATGCTA

	35688_11
	12
	[T/C]
	TTGTAGATCAGTGCACCAGCATGCCAAAGCAGCAGG

	35690_29
	30
	[T/G]
	CGTTAATACCCTGCAATGGATTGCTGCCCTGTCCAG

	35698_15
	16
	[C/T]
	AACCACATTTCTGCACCGTGTTGCCTCGTCATGCAC

	357_24
	25
	[A/G]
	CTTGTAGATGATGCAAGTGCATGCAAATGAGGCACT

	35701_33
	34
	[G/A]
	TGGACACTGTTTGCAAAACGATGCCCAGATGGCGTA

	35704_29
	30
	[C/T]
	TCGTGAGGAACCGCAGATTAGTGCCAGCTCGATCAA

	35705_11
	12
	[A/G]
	AAACAAAGCGCAGCAGATGTGTGCACGCTGATAAGA

	35706_29
	30
	[T/G]
	GGTCTCAGAATGGCACAGTACTGCAGTGTGGGGAAA

	35707_15
	16
	[A/G]
	GAACGGTGCTATGCAATTTACTGCACACATTGCATG

	35709_26
	27
	[G/A]
	AGCTACCGGGTGGCACAGTGGTGCCGGAGGTAGTGC

	3571_18
	19
	[A/T]
	GCTGACTGTGTGGCACAGAAATGCCGAATAAGCAAT

	35710_16
	17
	[G/A]
	TTACTAGCAGCTGCACGAGGGTGCGTGAAGAAAGAA

	35713_8
	9
	[G/T]
	ATGTTGCAGGGGGCAGTATCCTGCTAAAGAGTCCAC

	35714_28
	29
	[G/A]
	GTGTCCTGATTTGCACCAATCTGCATGTGGGCCGAT

	3572_34
	35
	[A/C]
	TGTGAAGCAGATGCAGTGTGATGCTCTGTTTTTAAA

	35726_7
	8
	[A/G]
	GAAGTCAAGTCGGCACATCCGTGCAGGAAGAGCACT

	35728_16
	17
	[C/A]
	CTCCCTCTCCCTGCACCGTCCTGCAGACACCCTCCA

	35730_17
	18
	[T/C]
	AAACAAGAGCCAGCAGCTGCCTGCCAGAGTAAGGCT

	35733_2
	3
	[C/T]
	GACAGAGCGCGGGCACGATGCTGCCTCTCACCGCCG

	35734_16
	17
	[C/T]
	GCCTTGGCATACGCAGCCACCTGCCATCTCCATATG

	35744_5
	6
	[A/G]
	CTTGCAAAGTGCGCAGCTGATTGCGGAGAAAAGTCT

	35749_4
	5
	[T/C]
	TGACTGCGAGCTGCATGCTCATGCGGGGGCAGTGCA

	35758_5
	6
	[C/T]
	TACTTCGTCCGTGCACTGGACTGCATGCGAAGGTAA

	3576_8
	9
	[T/C]
	ACGTTTTTTGCCGCATTACAATGCGGAATGGTTTCA

	35766_5
	6
	[C/T]
	GCTCACGATGCTGCATCACAATGCAGCAAAACACAC

	35767_1
	2
	[G/A]
	TGATGTTTTGGGGCAGATATCTGCAGCTTTCAGCAG

	3577_3
	4
	[A/C]
	CGTACTGCATCAGCAAGATGTTGCGTTGCATATAAA

	35775_27
	28
	[T/C]
	ATTGGCAACATGGCACTGAGATGCTGCCGAGTCTCT

	35778_4
	5
	[A/T]
	TAGCAGGGCAGAGCAGTGAGGTGCATCAGGTCTGGA

	35780_33
	34
	[C/A]
	TATTGGGCCTGTGCAAGGACATGCCCTTTTCTCCGT

	35782_11
	12
	[T/A]
	GGTGGACAGAGTGCAGAGCAGTGCGTTGGAAACAAA

	35787_8
	9
	[T/C]
	TATCTTGCTCCTGCAGAGCTCTGCCCCTGTTCCAAT

	35796_15
	16
	[T/C]
	ATCCCACCGCCAGCATTGAGCTGCCACTGTTGGGCC

	35799_8
	9
	[T/C]
	TTCTCTTTTGCTGCATCATAATGCGGAGAACTACAT

	35802_10
	11
	[C/T]
	CCTGTTTCTGCTGCAGCGGGCTGCTGGAAATGAGAA

	35807_19
	20
	[T/A]
	GCTGCAAAGCATGCAGCAGTTTGCAGTAGATGCGTA

	35809_3
	4
	[G/T]
	AATTATTGTGATGCAGTTCGCTGCTTGACTGCTTGC

	35817_7
	8
	[T/C]
	CCCGTGTTGTTTGCATTTGCATGCCGCTGCTCCTCT

	35820_5
	6
	[G/T]
	AATTGGCTGATTGCATAACTGTGCAGATGAGCAGCT

	35824_10
	11
	[T/C]
	AATTGTGGCCTGGCACTTCATTGCAGGTATTGTGTG

	35828_2
	3
	[C/T]
	CACCCCTGCACTGCAGCATATTGCACCTGGGAGAGG

	3583_31
	32
	[T/G]
	GACACTTAGACCGCACACCACTGCGGTGGTTTGGCG

	35833_7
	8
	[C/T]
	AGAAGTACGGCTGCAGGGGGATGCCAAAGATCCCTG

	35848_9
	10
	[G/A]
	TAGTGCACTGAAGCACGTCCTTGCTTGAATGTGGAA

	35857_24
	25
	[T/A]
	GATCAACGGATTGCACCCTGTTGCTCGCACCAATCT

	35860_31
	32
	[C/A]
	CCCTCTAAAAGTGCACACTCGTGCGTCAGAGCGAAC

	35868_20
	21
	[G/T]
	GTAAATGTCTCAGCATCCTGGTGCTGCTTTTTGCCC

	35871_34
	35
	[T/G]
	ACACATTCCACTGCAACTGGATGCTGAACTTCCTTA

	35876_31
	32
	[A/C]
	GGAAGCTGCTTTGCAGTCATGTGCTTCTTCCAGTTA

	35880_1
	2
	[G/A]
	TGCAGCTTTAATGCATAATGCTGCCTCTGCCAGGCT

	35881_34
	35
	[G/C]
	TATCTCATGTCTGCACTTGGTTGCACATTCAGAGCT

	35889_28
	29
	[G/A]
	CAAGCACTGCCTGCAAATCTCTGCAAGTGAGCATCG

	35892_19
	20
	[C/T]
	TGGGAACAAAACGCATCCGCTTGCATAAAATATTGG

	35896_10
	11
	[A/T]
	TGATGGTGGTATGCATTGAACTGCGAATTCCACTTT

	35897_30
	31
	[G/A]
	ACTCTTTTGAAGGCAGATGGTTGCTGGGTTGAGGTA

	3590_16
	17
	[C/T]
	GCAATACCTGAGGCATCACTGTGCCACACTTTAACT

	35901_16
	17
	[T/A]
	GCTGTTGACTTGGCAGACTTGTGCTACATTGCTCTT

	35905_16
	17
	[C/T]
	CATCATGTGCTAGCAACGGCCTGCTATACCTCTACG

	35908_26
	27
	[T/C]
	TATCAGCATGTTGCACTATGCTGCGCTCATAAATCA

	35916_4
	5
	[G/A]
	TCGGGATAATTGGCAGAGGTGTGCGCATCAGCTAGC

	35918_34
	35
	[G/T]
	TTATTCAGGAGCGCAGCATGATGCAGCAGGTGCTGG

	35919_1
	2
	[T/C]
	CTTGGAGCAGAGGCACGAGTTTGCACTGAAGTGGAG

	35920_24
	25
	[G/A]
	TGTCAAGCCCAAGCACAGGCTTGCGGATGCACACTG

	35922_34
	35
	[G/A]
	TTAGTGAGAGATGCAGCATTTTGCTTTGCTTGATGA

	35923_24
	25
	[G/A]
	GCAGCAATTTCCGCAAACTCGTGCGCTCATTTCAGC

	35925_16
	17
	[C/A]
	TAATTACCTGCGGCACCATTGTGCTGCCTATGTTGT

	35927_4
	5
	[C/T]
	AACACGGAAGATGCAGCGGAGTGCTGGGGAGATTAA

	35930_24
	25
	[T/G]
	GGATGTTTGTGGGCATTGTCCTGCTGCAGAATAAAT

	35936_20
	21
	[C/T]
	ATCGGGATAAAAGCAGGTTCCTGCCGGCCACGAATT

	35938_10
	11
	[C/T]
	CTAACACACACTGCACTATTGTGCCGGCTAAAGTAC

	35941_26
	27
	[T/G]
	CACAGATTGACAGCATTTTTCTGCGCTGCCCCCACA

	35942_6
	7
	[C/G]
	CGAGCACGGGCAGCAAACACATGCCAAAGACAATCC

	35945_19
	20
	[C/T]
	CTCCTGAGCTGTGCACCACCGTGCCACTCTAGAGAT

	35946_4
	5
	[C/T]
	CTTTCCCCACAAGCACACACATGCACAACCTCTGGA

	35949_9
	10
	[G/A]
	ACACACACAGGGGCAAAGTTATGCAGGCTGGCACAA

	35952_16
	17
	[C/G]
	CAGCAGGATCCAGCATCAGCATGCGTCGTACCAAGT

	35954_19
	20
	[G/A]
	TGATCAGTAAGTGCAGGAGGATGCTGGTTCCTCCTT

	3596_27
	28
	[A/T]
	AAACTGTACTATGCAACTGACTGCATAACGTCCAAG

	35961_6
	7
	[C/T]
	GCACACCGCCCTGCACCCATTTGCTTTAACACAGCC

	35962_19
	20
	[A/G]
	CTGCGACCGTCAGCATTCCACTGCAGCGCAGTATAA

	35965_19
	20
	[C/T]
	CATAAAGCATGTGCATACTCATGCATGCAGCTGCCT

	35969_9
	10
	[A/G]
	CTGTCCAGTAAAGCAGTTAGTTGCCAGGACCAGATG

	3597_8
	9
	[G/A]
	AGGCAGACGGAAGCAATTTCATGCACCACGACACAT

	35972_16
	17
	[C/T]
	TAGGAAGAGGGGGCATCGAGCTGCATGTGTAATCCA

	35973_18
	19
	[C/A]
	CTCCCACCAAAAGCACATCCATGCATTGTGCCTGGA

	35977_10
	11
	[C/T]
	TGTGATGCTGCTGCATATGCATGCAAACTCATGCAT

	35980_19
	20
	[T/A]
	TGTGATTTGCTAGCACCTTTTTGCAAAGCCACAGAA

	35982_30
	31
	[T/C]
	TGATGAAAAGCTGCAGTACCTTGCTGGTGGTAAGCA

	35983_32
	33
	[G/A]
	GAGTGCAGTCCAGCAAAAAAGTGCAGAGGAGGGAAC

	35993_4
	5
	[C/A]
	CACACACACACAGCAGGGAAATGCACATGATCCATT

	35998_10
	11
	[G/A]
	ACAAAGTCAGGAGCAGTCAGTTGCAACAGACACTTT

	35999_10
	11
	[C/T]
	CCGGTCAGTTCGGCATGCCTTTGCTTCATGCTTTCT

	36000_27
	28
	[C/G]
	AAGGCACTATAAGCACACGGCTGCCACCGTGCATTA

	36005_3
	4
	[A/T]
	GTCAGTTCCGCTGCATGCTAATGCCAAAGATATTTT

	36010_11
	12
	[A/T]
	CATTACCCATGAGCATTGTACTGCCCTAAAATGCAA

	36013_33
	34
	[T/C]
	AAAGGCTGTGATGCAACTGTGTGCTTAGTTGCGTTA

	36017_9
	10
	[T/C]
	GTGTGTGTGTGCGCATGCGTGTGCTTGTGTGTGCGT

	36028_18
	19
	[G/A]
	AAACATGAACCAGCAAATGGATGCCCACAATCTCTA

	36030_20
	21
	[C/A]
	CTGCCTTTAGTTGCAGCAGACTGCTAATGATCATCA

	36036_31
	32
	[A/C]
	CCCCAGGCTGCTGCAGAGATCTGCCCTGCACAGCAT

	36038_34
	35
	[C/T]
	AGAGGAATTCCAGCAGTCAAATGCCCCTGGAGTTCC

	36039_8
	9
	[G/A]
	ACAAAAATGTTCGCACAGCACTGCTCTGAAAAGGAC

	36040_24
	25
	[A/G]
	ACACCCACACAGGCATGTGTGTGCACACTCACTCTC

	36050_8
	9
	[G/A]
	AAGTATTCGCTGGCAGTTGGATGCTCATGTGGATGA

	36053_25
	26
	[T/C]
	TGGAGCTGTGCAGCACATGCATGCATGCAGTCTCAC

	36054_30
	31
	[C/T]
	CGGCAAGGTGGAGCAGCTTGCTGCCAAATTCAAAAC

	36060_4
	5
	[G/A]
	TGGAAAGAAAGTGCATTTGCATGCACGGTGATCACC

	36062_30
	31
	[C/T]
	TATGCATGACCAGCAGATGGATGCAAGCTTCCACAA

	36065_18
	19
	[G/C]
	TTATAGATGCAGGCAGGCGTTTGCCGCTGAGTGTGT

	36066_3
	4
	[G/A]
	GCGGCAGCAGCAGCAGATCGATGCTCAGCAACAGCT

	36069_18
	19
	[T/C]
	GGGCAGACTAGTGCACATTGGTGCATGCTTGACCCT

	36075_1
	2
	[G/A]
	CGGTGCAAATCGGCAGTCGTCTGCAGGAGCTGCCTG

	36079_20
	21
	[C/T]
	GCACCAACTTGGGCAGGGTTCTGCTCAGACCCCGAG

	3608_30
	31
	[T/A]
	TGGTGTAAATTTGCATTAGGGTGCAGTGGGTGTGGG

	36080_24
	25
	[T/C]
	GGAGGATGCCCAGCAGGGTGATGCTAGCCAGACAGT

	36082_31
	32
	[G/A]
	AAGATGCAGGAGGCAGGCTCATGCCTAACCCGTCCC

	36086_15
	16
	[G/A]
	TGTTGGGGCTCGGCAGATGACTGCGACGCTGCATAA

	36089_28
	29
	[A/T]
	CACCTGTCTCCTGCAGCCACATGCCTGGTTGGAATG

	36090_15
	16
	[A/G]
	CATGTGACCTTGGCAACGTTCTGCACATCAGTATGG

	36099_6
	7
	[C/T]
	CCCAAGCGCTCAGCATTCTCCTGCACTCAGCACTGA

	36101_19
	20
	[T/C]
	TTTTTACCTGAGGCACCACTGTGCCAACCTGTCTCT

	36104_2
	3
	[G/A]
	CAGAACCCTCCAGCATCCAAATGCCAATTTCTTTTT

	36108_32
	33
	[G/A]
	CTGGGCAGTGGAGCACCGCATTGCCAGTGAGAGAGA

	36109_30
	31
	[A/G]
	CTCCAGTGCACAGCATGATGGTGCGGTGTTACTTCT

	36114_1
	2
	[G/C]
	GGATATTATGTGGCACAGCGATGCTGCGGGTAGTGA

	36115_34
	35
	[T/G]
	TGCCAGTACAGTGCACGGGTTTGCAAATAATGTGTT

	36116_3
	4
	[G/A]
	TTAGAGATGACTGCAGCAGTCTGCATTATTAGCCAG

	36124_15
	16
	[A/G]
	ATGTAAAGCAGTGCAAAACTGTGCATGACGTGTGGC

	36126_2
	3
	[G/A]
	GAGGGAGTGCATGCACAGAGCTGCACAAGGCTTCGT

	36129_29
	30
	[G/A]
	CTGCTGGAAAAGGCAGCGAAATGCATCGGGAACTTT

	36134_11
	12
	[T/C]
	TTGTTATATCACGCACCTCTTTGCTTCGAGTCTCTG

	36139_15
	16
	[C/G]
	ACACCTCGAGCTGCACCGGTGTGCAGGTGATAAGTC

	3614_2
	3
	[A/G]
	CCAGTCCGGATAGCATCGTTTTGCATTTGTAGTAGT

	36140_5
	6
	[G/A]
	AACACGGTGGTGGCAGCATCATGCTGAGAAGATGCT

	36141_33
	34
	[G/A]
	TCTTACCTGGTGGCATGCCAATGCCAGATGTTGGAA

	36143_3
	4
	[A/G]
	AACAAGGCCCCCGCATTCCCATGCAAATTTAGCCTG

	36147_27
	28
	[G/A]
	ATACAGATTGTGGCACAGCTGTGCTTCGGTGTAAGA

	36149_5
	6
	[C/T]
	AAGTTCCACACAGCAACACACTGCCTAGTGCGCTAA

	36159_31
	32
	[G/A]
	CCTTGTCGTCGCGCATGCGAGTGCAACGCGGGAAAC

	36162_20
	21
	[C/T]
	CTCTCGCCGCCGGCAATTTTCTGCGCTCCTAAAGGC

	36167_33
	34
	[C/T]
	AAGAGCAGAACTGCATGCACATGCACATCCACACAC

	36172_9
	10
	[T/A]
	TCTTTGATTTCCGCACTCGTATGCTGTCCTCCCTTT

	36176_4
	5
	[A/T]
	TTTTATGATTTGGCACATCGCTGCTAACTTTGTCTG

	36190_30
	31
	[A/C]
	ACCGCCACAGACGCAGGTATGTGCACCTCTCACACG

	36204_33
	34
	[G/A]
	GGCTCTGCCTGAGCATTGCGCTGCTGTATTAGCGAA

	36214_8
	9
	[C/T]
	ATTCGTCTCGTCGCAGGTGCGTGCATGGAAAATGCA

	36216_33
	34
	[G/A]
	CCACTTGTGCATGCATCCCTCTGCGACTCCCTCGTC

	36218_1
	2
	[C/A]
	GCGTTGCCCCCTGCACAGGACTGCAGGTGATCCCCA

	36221_5
	6
	[A/T]
	GATGTAAGGTTTGCATGCAGATGCTCAGAAATGGAA

	36226_5
	6
	[G/C]
	CATGCCGACAGAGCAAAGCATTGCCTGAAGGGAGTG

	36227_32
	33
	[C/T]
	GTTGTATAGCTAGCATGGCGCTGCCTGACGATCGTA

	36228_15
	16
	[A/G]
	TACAGATGATTGGCAAGCGATTGCAGCCGACTTCCT

	36232_8
	9
	[A/G]
	GCCAAACCAGACGCAGGAACATGCGTCAACATCTGC

	36237_1
	2
	[G/A]
	GGAGAAACGACAGCATCTTCCTGCAATCTAAGCGAT

	36238_24
	25
	[A/G]
	ACATTACCCCCTGCAGGGACATGCAGGACCTATTAC

	36242_18
	19
	[C/T]
	TGTGAGCATGCGGCATTTTACTGCTGCCGAGTACAC

	36247_10
	11
	[C/T]
	ACACTACCTGCGGCACCGCTGTGCCACCCATTTAAG

	36248_17
	18
	[A/G]
	AATGGAGATTCGGCAGGAGTTTGCAGTGAGTCAGCG

	36250_26
	27
	[G/A]
	GACAGAGGAAGAGCAGTCCTATGCAGGAAAGGACAA

	36251_4
	5
	[C/T]
	TAGCCTTACAGTGCAGGTGTTTGCATTTGCACATTT

	36258_24
	25
	[G/A]
	CTGCACAACTTGGCATCCATGTGCGTGTACACGGAT

	36261_9
	10
	[G/A]
	CATGCTGAGGAGGCATGGTTGTGCTCAGAGTTCGTT

	36262_15
	16
	[C/T]
	TACTGTAGGGTGGCACGGTGGTGCCACAGGTAGCAC

	36263_33
	34
	[A/G]
	CATCAATGGGACGCATCATGTTGCCTTTCTGTGAAA

	36269_18
	19
	[G/A]
	GCTACCTGACCCGCACAGATCTGCTTAGTGTCTGTT

	36270_26
	27
	[C/T]
	TTCAAGCTGAAGGCACTGAACTGCATCCTGTCTTTG

	36271_16
	17
	[A/G]
	TCGAAAACGTTGGCAAAACTTTGCAAAGAGTGAAGG

	36278_32
	33
	[G/T]
	GCCATGACAGCTGCACCGCAGTGCATTATGGGGAAA

	36283_3
	4
	[G/T]
	AAAGGTTGTGTTGCATTTAAGTGCTCAACACGACTA

	36285_29
	30
	[G/A]
	ACAAGAACGGGGGCATTCAGATGCCAAGCGTTGTGC

	36290_17
	18
	[G/A]
	GGTGAATTGGATGCACTGAATTGCCCTAGGTACGTG

	36294_28
	29
	[C/T]
	ATTATTCGCAACGCATTTTACTGCTACACGAGGCAA

	36295_6
	7
	[C/T]
	TTAATTCCAAAAGCATGGACGTGCTACACTAGACCA

	36296_4
	5
	[G/T]
	TCCTGGAGGCCGGCAGGGAGCTGCCCAGACTCCGAG

	36300_11
	12
	[G/C]
	TGGTTGTGCAGGGCATGGCAATGCAGGGGTGACCCC

	36306_34
	35
	[T/G]
	GTCATTTTGTGAGCACAGTGGTGCTGATGTTGCCTC

	36307_16
	17
	[C/T]
	TACAGCATCTGTGCAGCATGCTGCCTGACAGCAGAG

	36308_31
	32
	[A/T]
	GTCTTTCAGTTTGCAACAGGATGCAGCAAAAACAAG

	36317_26
	27
	[T/C]
	TAACAATTTGGGGCAGAAGAATGCGTTAGTAGCAGC

	36318_16
	17
	[T/G]
	GTTGCCCATGTTGCACTCCTCTGCCAGAAGCTATCT

	36321_11
	12
	[G/A]
	TGCAAAAGGAGGGCAGCAGCCTGCATGTTTGTGGTA

	36325_20
	21
	[C/A]
	TGGATTACCCCGGCATAGAGCTGCGGCGTCTGTCTG

	36327_18
	19
	[A/G]
	CCAGACAAAGCTGCAGCTAAGTGCTAACAGCTCTGT

	36331_19
	20
	[G/A]
	ATTTACCAGAGGGCATCGTGGTGCAGAGCAGTTCCT

	36333_7
	8
	[G/A]
	TGCTTCTGACTAGCAGAGAACTGCAGCTCGCCACAG

	36338_1
	2
	[C/T]
	TCTTCAAACGGGGCATAGCAGTGCTGGTCATGGCTC

	36341_3
	4
	[C/A]
	GACCCACAGACTGCACACAGCTGCAGGATAGTACTG

	36342_2
	3
	[G/A]
	GTGAGTCAGGATGCAGAGGAATGCTCTCTGTACCAG

	36346_1
	2
	[A/T]
	GATTTCACTGTTGCATAAGGGTGCAACGCCCATTGT

	36356_1
	2
	[A/G]
	GATAAGCCACGTGCATGAGTGTGCCCTGAAATATTT

	36357_25
	26
	[C/T]
	CGCCTCCCGGGCGCAGGGAGGTGCCCGTCGTTAATC

	36364_4
	5
	[G/A]
	AACTGAAGGCTTGCACTTTGATGCCTTCCCTGTAGT

	36367_11
	12
	[T/C]
	CTTTCACACTGTGCACAGGGTTGCTTACCGCTTCAG

	36370_15
	16
	[T/A]
	GGATCAAATCAGGCATGCTGATGCGCAACTCTTTCT

	36373_28
	29
	[C/T]
	AGTAATTTCCAGGCAGCCTCATGCAATCCAGGTGTA

	36376_26
	27
	[T/C]
	TTAGAGTATTGTGCAGCCCAGTGCGCTAGCAGCAAA

	36379_8
	9
	[G/A]
	AAGCAGCAAATGGCACAATATTGCACATCATCACAC

	36384_26
	27
	[A/G]
	CAGCATGTCACGGCACGCTGATGCTCAGTTTGCGCT

	36386_3
	4
	[G/A]
	ATTGGCAAGGCAGCACAATGGTGCAGCAGATGCACT

	36390_19
	20
	[G/A]
	CCTACCAGGACTGCAAAATGATGCATCAGACACACT

	36391_17
	18
	[C/T]
	AATGCATCACTGGCAGCCGGTTGCCCACCACTGAGT

	36393_7
	8
	[A/G]
	ATGTTTTAAAGCGCATGGCTGTGCTGGGGTATCTGT

	36394_29
	30
	[T/G]
	TAAAGCTCTACAGCAGAGATGTGCGGGAGTATGGCC

	364_24
	25
	[A/G]
	ACTTTCACTCATGCACAAACATGCATTCATGCGCAC

	36401_4
	5
	[A/C]
	CCTGATGTTTTGGCACTGCACTGCTGGTGATGCTCT

	36403_27
	28
	[A/G]
	GAATCCCTTGGGGCAGATGCATGCATAATCCCTCGA

	36404_5
	6
	[A/T]
	ATTGCATCTGCTGCAAAATCTTGCAGGAGTGAATCT

	36407_1
	2
	[T/C]
	TTCGGGGGGCACGCATTCCCTTGCAAGTACAGAATG

	36409_9
	10
	[C/T]
	GTACAATAACTCGCACAGATGTGCAACCTAAACGCC

	36415_25
	26
	[G/A]
	GGTGTGAACACAGCACAGAACTGCAACCAGCAATAA

	36420_31
	32
	[G/A]
	CTGTAATACATCGCACACTGATGCACAGCATGATGT

	36429_31
	32
	[A/T]
	GCTGTCATTTCGGCATGGGAGTGCGGAAGTTAGTCA

	36430_3
	4
	[T/A]
	GAATAGAGATGTGCACTGACCTGCTGGTAGTTGACT

	36433_34
	35
	[G/A]
	TGGCTCGCAAATGCAACCAGCTGCGGAAGCCAGAGA

	36440_6
	7
	[C/T]
	CGTACTCTTACTGCATGATGCTGCACCTACGACTCG

	36446_5
	6
	[A/G]
	GCACTGCCTGCGGCACCACCGTGCTGCCCCTATTGG

	36449_33
	34
	[G/A]
	ATGGCATTTGCTGCACACATCTGCTTTGATGTTGAT

	36463_31
	32
	[T/A]
	TCCATCTAGTGGGCATGGATGTGCTAATTCGTTCCA

	36464_33
	34
	[C/T]
	CAATGCGAACATGCACTTATGTGCTGTGTGTTGCGT

	36465_10
	11
	[T/C]
	GTTTGGTCTCTTGCAGTCGAGTGCTTGGTGCTGAAG

	36466_3
	4
	[C/A]
	CGGCGATCTGCAGCAGCAGTTTGCTTGTTATCCCTA

	36467_18
	19
	[C/A]
	GAGTGTTGTCTCGCATGGCTATGCACAATATCACTT

	36479_26
	27
	[G/A]
	TATGAGATGATTGCACAACAGTGCCGGCTTTCAAAT

	36489_7
	8
	[A/G]
	TTGTTTCACCCAGCAGGATGTTGCGAGAGAACGTGT

	36490_6
	7
	[A/C]
	GCTCTCACATTGGCACACCTATGCACACCCCACATG

	36493_18
	19
	[T/G]
	GATGTTTGGTGTGCAGCTTGATGCAACATCCATCCA

	36499_17
	18
	[A/T]
	CCTGCAACACAGGCATGAATGTGCACTCCGGATTAC

	36504_6
	7
	[G/A]
	AGGTTTGACCAAGCAGTAATGTGCAGTACACGGTAT

	36505_25
	26
	[G/A]
	CAGGAGCCTTGTGCATCCCTGTGCCGTCCATTTCCT

	36512_19
	20
	[T/C]
	CCTTCATCTGCAGCAGCTCTTTGCTCTGTCTGTCCA

	3652_26
	27
	[T/G]
	CCTGGTGTCATAGCATTCACATGCTCTCTCTCTCTC

	36520_17
	18
	[A/C]
	ATTTTGGGACAGGCAGACGAATGCTCGACTGTTTGT

	36524_30
	31
	[G/T]
	CTCCACAGTGATGCAGTTTCTTGCACACCTGGGAAA

	36533_17
	18
	[G/A]
	GGCGACCCGCTGGCATAGAGCTGCCTACGCCAAGCT

	36538_11
	12
	[G/A]
	TCTCAAGACTCGGCAGTATGGTGCGGTGGTGAGTGT

	36541_6
	7
	[C/T]
	CTTATTCAGGGAGCAGCCGAATGCTCATGGTTAAGG

	36544_33
	34
	[C/A]
	CTGCAGCAAGTGGCAGGTCATTGCTGGGTGAAACGA

	36547_6
	7
	[G/C]
	GATCGCGTTACGGCAATAAGGTGCTTACGGTACATT

	36549_4
	5
	[G/T]
	AAAGGCCCTGAAGCAGGTAAGTGCCTGTGGGGTTTT

	36552_5
	6
	[C/T]
	TTACTCACGGCCGCACACTCTTGCCCTAAACAGTGC

	36553_29
	30
	[A/G]
	CCAGATCTGAGTGCAGGTGAGTGCAACCTAACGATG

	36554_25
	26
	[G/A]
	ATCGATTCTACTGCACCTGCTTGCCGTTGTGTGTGA

	36556_34
	35
	[A/C]
	CACACTTAAGGAGCAGATTTGTGCCTGACCTCCCAC

	36563_33
	34
	[G/A]
	CATCCTTTGCTGGCAAACAAGTGCAAATGGGAAGTT

	36568_1
	2
	[G/A]
	GGAATAATTAATGCACCGGACTGCTGCTTTCACTAA

	36569_25
	26
	[G/A]
	TTCTACAGGCACGCATGCTCTTGCCGTGTCCATTTA

	36576_29
	30
	[G/A]
	AACTAAAGGGTGGCAAGGTGGTGCTGCATGTAGTGT

	3658_1
	2
	[A/C]
	CAACGCAGGGCAGCACAGTGGTGCGTGAAAAAGCAT

	36584_5
	6
	[C/A]
	GTCAGCGTGTTAGCAGGGTCCTGCTGTACAATGTAA

	36585_26
	27
	[C/T]
	TGAGCAGATCAAGCATGATTCTGCTTCACCACCCAC

	36586_3
	4
	[T/A]
	ACTTGCTTTTGTGCATGTGACTGCGGCAGCGGCAAG

	36593_29
	30
	[A/G]
	TGTCGGTGGCCTGCAGGTTTATGCTTCATGGTTGAG

	36595_20
	21
	[C/T]
	TTCTTGTGCTCTGCACTCCACTGCCACTGTTGCACC

	36599_25
	26
	[G/A]
	TTAAGAAACCTGGCACGACTCTGCAACAATTCTAAT

	36601_9
	10
	[G/A]
	GCAGAGACAGAGGCATCATCATGCAGTCGGTAATGG

	36604_11
	12
	[C/T]
	TTTGCATTGAGCGCAGCCTATTGCAGATAACCATGT

	36606_17
	18
	[T/C]
	CCAGCCTTCGTGGCATATGGCTGCCCATCACTCCCA

	36607_11
	12
	[A/G]
	GTCTCGCCATAAGCACTTTTCTGCTCCAATACTTGT

	36611_33
	34
	[A/T]
	TTGTGCCAGGCAGCAGCTGTATGCCAAATATTTAAT

	36615_20
	21
	[G/C]
	CCAGTCCAAACTGCATCTGTGTGCCCCTGTTTCTTA

	36618_4
	5
	[T/A]
	ACACTGTCTGCTGCACAGGAATGCGTATACAGTGGT

	3663_4
	5
	[A/T]
	GTAAAGACAGCAGCAAGAGTCTGCAGTTATCTGTCT

	36630_18
	19
	[G/A]
	GAGCCGTCATTAGCAAACGCGTGCTAAAGTCTCAGC

	36631_30
	31
	[T/C]
	GAGAGAGATCCAGCAGGCCATTGCCTCCTGTGCCAC

	36634_33
	34
	[G/C]
	GAGAGAGTCTGCGCATGTCTGTGCTCGGACCCTGAA

	36637_9
	10
	[G/A]
	GCACTACCTGTGGCACCATGATGCCAGCCTTATAGA

	36640_28
	29
	[A/T]
	TTCGATTTGTTTGCACGCCATTGCTGTCATATAGCT

	36641_1
	2
	[C/T]
	TCACACAATCACGCAATCTGTTGCTGTAGTTTGTCT

	36646_4
	5
	[A/G]
	GAGGAGGCCAGTGCACAGGCGTGCAGCCTGTATTCC

	36651_20
	21
	[A/T]
	CTGTGAGTGTGTGCATGTCTATGCCTGTGTGTGTGT

	36652_17
	18
	[G/A]
	CAGCATTCACCAGCATTGAAATGCAGCCCTATAAAA

	36655_4
	5
	[T/A]
	AGACTTGTTCCAGCATAAGCATGCATTCTGGACAAA

	36666_30
	31
	[T/C]
	GCAGGGGACGGGGCAGTCATATGCTTGCAGTTAAGG

	36671_3
	4
	[A/T]
	GAGACTCACGATGCAGCTGACTGCGGTCTGCTCTGA

	36684_15
	16
	[T/A]
	GTAGAGCTCCTGGCATCATCCTGCCTACAGGTTTGG

	36686_25
	26
	[A/T]
	TTACCCAGGATGGCACATCAATGCGAGCTGTGGCAA

	36689_11
	12
	[A/G]
	GAAGCTCTGACAGCAGTGTCCTGCTTATGTCAGTGT

	36690_31
	32
	[A/G]
	CTAAAATTACAAGCAGTTTTCTGCGCGAGTCATGCT

	36691_18
	19
	[G/T]
	TGGCACGGCTCAGCAGGAGTGTGCTTCTGACTGAAC

	36702_1
	2
	[G/A]
	GGATTGTACAGAGCAGATAGTTGCTGGTCTGGGCTC

	36704_8
	9
	[C/A]
	ACACGACGCTCTGCAGAAATGTGCCGAATGCTGCAA

	36709_4
	5
	[G/T]
	AACAGTAACGCAGCAGCAGGGTGCACTACAACCAAC

	36718_16
	17
	[C/T]
	CAAAATTCTTAAGCATCCCTTTGCCTGAAGCCCTTG

	36719_7
	8
	[T/C]
	CCAGCGCTAACTGCAGCACGCTGCCACCTCCAATGA

	36730_4
	5
	[T/C]
	ATCCTCCGTAATGCACAAGCATGCATGCTGTTGATG

	36734_4
	5
	[G/A]
	ACTGGGAGAAAAGCATCCGCGTGCACACGTTGCTTG

	36739_31
	32
	[T/C]
	GCCAGTGGTGCTGCAGCGCTATGCTGGTACCTAATG

	36740_34
	35
	[A/C]
	CCCGAGATAACTGCAAGAGGATGCTCGAGTCAGAAG

	36741_5
	6
	[G/A]
	GCCTGGACACCAGCAGGGACCTGCAAAACATTTCAT

	36745_10
	11
	[G/T]
	TGTTAACAATGAGCAGCACTGTGCATCGGTTCTGTA

	36746_27
	28
	[G/A]
	CATGCATGCACAGCACGAGTCTGCTCTGAATGTCTG

	36747_10
	11
	[C/T]
	TGCTGATGACCTGCATGGCCGTGCAGTGCTCACACA

	36750_29
	30
	[T/C]
	ATGGCCGCGGAAGCACAGATTTGCGTATTTGTATTG

	36754_26
	27
	[T/A]
	CACTGTGTTGTTGCAGTGGGGTGCCATACAGACATC

	36755_29
	30
	[T/C]
	GAAACACGAGATGCATGTCGATGCAGGTGTGAGCAC

	36756_31
	32
	[A/C]
	GAGGAGACACCAGCAGAACGCTGCAAAGAGCACATG

	36766_8
	9
	[A/G]
	TTGTAAACAATGGCAGCTTTGTGCTGCTGCCTCCGG

	36768_17
	18
	[C/T]
	AAAAGATCCAAGGCACGCTTCTGCAGACTGAGCACA

	3677_18
	19
	[C/T]
	TTCTTGCTTGCTGCAGGACGCTGCAGACTCAGGAAT

	36771_6
	7
	[A/T]
	TCTTATAAAGAAGCAACGACGTGCACAAGACCAAAG

	36775_33
	34
	[T/C]
	GCTAACAGGCTAGCATTAGCATGCTAGCGCAGCTGA

	36777_25
	26
	[A/G]
	CGGCCACACAGTGCACTGCAATGCAACAGCCGGGTT

	36779_9
	10
	[G/A]
	TGAAAACATGAGGCAGGACTGTGCTTCTGCTCTTAG

	3678_9
	10
	[G/T]
	CTGGAGGTTGGGGCAACTAAATGCAATGTGATAACA

	36783_4
	5
	[G/T]
	TGTAGGGTGAACGCACCGTCCTGCTCTTCACCTCCT

	36786_26
	27
	[C/G]
	TAAAGGCAGACTGCAGCTAGGTGCTTCATTTTATAC

	36789_10
	11
	[C/T]
	AGACTGCCTGCGGCACCACCATGCCACCCTAAAAGC

	36790_27
	28
	[A/G]
	GCCGCTCGGAACGCATTGGAATGCAGAAAGGGATGA

	36793_8
	9
	[T/A]
	TTTGGTACTTACGCATACTGCTGCTCTCCATTCTAG

	36799_27
	28
	[A/G]
	GGACGAGGGTCAGCAGTGTGGTGCCTGATCGTAACT

	368_9
	10
	[G/A]
	GAGCAGACTGAAGCATTTCACTGCAAAGTTGTACTT

	36803_3
	4
	[A/G]
	TATAGGTCATGAGCAGACTTGTGCATGTGTCTGTAA

	36804_7
	8
	[C/A]
	CTGCACACGCGTGCATGTGGATGCTTCAGTCAGCAC

	36805_15
	16
	[C/T]
	ACTTTAACAGTGGCACCTCGCTGCATTTAGTCACTT

	36806_3
	4
	[T/A]
	TTTTCAGATGTTGCAAGTAGATGCACCTCGGACCCC

	36807_11
	12
	[T/A]
	TCCACCCGCTCTGCAACACAATGCTACTTTCAGCAC

	36815_25
	26
	[C/A]
	CCTGGAAACTGTGCACAGGGATGCCCACCCCTCTAG

	36816_18
	19
	[G/C]
	GCAATAGAGATGGCACCAGAATGCAAAGAAGCTTCT

	36818_24
	25
	[G/T]
	CTATTAAAGAGCGCAATTTGATGCGCAGCCGGAGTG

	36821_5
	6
	[G/A]
	GGTGCGTACACCGCAGACTGCTGCATGCTGCTGAAC

	36823_30
	31
	[G/C]
	TTATGCACACACGCACACATATGCAAAAGAGGCAAT

	36826_28
	29
	[C/T]
	AAAGCAGAAGTAGCACTTCCATGCCATTCTTTGGTC

	36827_11
	12
	[C/T]
	CCACACATATTCGCACCCTACTGCCTCTGTTTGCCT

	36832_32
	33
	[A/C]
	GCAACTCTTCTGGCAAAGCCATGCAACAAAGCAGAG

	36835_25
	26
	[C/T]
	TTTTCTGTTCCAGCATGACTGTGCCCCACTCAAGAA

	36844_27
	28
	[A/T]
	ATTTGTGCAGTTGCAGTTTGTTGCTTTACTGGGTTG

	36847_3
	4
	[C/T]
	CATCTGGAAAGCGCAACTGCATGCAGCGTTCTTGGT

	36848_5
	6
	[C/T]
	GCGTGCGTGCGTGCATGTGCGTGCATGTGTGTGTAA

	36851_15
	16
	[C/T]
	TGATGTAGGCTTGCACGCAGGTGCTTGGCCATGGAA

	36856_15
	16
	[C/G]
	CACGACAGGGAAGCACTGACGTGCCCTTGCAGAGGA

	36857_25
	26
	[A/T]
	CAACAGACACGTGCATTTGGGTGCAACCAGTGCAGA

	36868_28
	29
	[G/A]
	TCACTTTAAGATGCAGCCTGTTGCAGACGTTGCTCA

	3687_19
	20
	[C/A]
	CCCTGAGCAAGCGCACCGCCATGCCCAAAGAGGCTG

	36870_25
	26
	[C/T]
	TGCGCGTGTTTTGCATTGCTCTGCTCTCACCCGGTT

	36871_31
	32
	[G/A]
	GAACTTCAGGTTGCAGCTCGGTGCCAGCCAAGAGAA

	36872_9
	10
	[C/T]
	ACATTCACACAGGCAGGCTGTTGCCAGCTGAGTCAC

	36873_6
	7
	[C/A]
	GAAGTGCAGACTGCAGACGCTTGCATCACCGGTTTC

	36874_18
	19
	[G/T]
	GATTGAATAATAGCACCGGTGTGCAGACGACTGGTG

	36879_31
	32
	[G/C]
	CAGACAGCGTGGGCACGGGGCTGCTGGAGGGGGTCG

	36880_20
	21
	[G/T]
	TTAAATAAGCTGGCAGCAATGTGCTGGCATGATGTC

	36883_24
	25
	[A/G]
	GACAAACACAGTGCACACAGCTGCACACACACACAC

	36884_33
	34
	[A/G]
	TTACTGCTCCAGGCAAGTGTGTGCACTCTTTACATG

	36888_3
	4
	[C/T]
	AATCCGAGCAGAGCAATTACGTGCTAATGTCCATTG

	36891_1
	2
	[A/G]
	TAATATGTCCGAGCACAATACTGCACACTCACGTAC

	36893_18
	19
	[C/T]
	CCAGAGCCGACCGCAGACTTTTGCTGACATGGCAGG

	36902_6
	7
	[C/A]
	GGAAGGCCTTCCGCATACATATGCACATGGACCAGA

	36904_30
	31
	[A/G]
	GTCCATGCAAATGCAGCATACTGCGTCTTCATCGAT

	36905_19
	20
	[A/G]
	GCTAGGCAGAAGGCAGGGAAATGCTGCACACATCAC

	36909_7
	8
	[T/C]
	TTGAGGCCACAGGCATGGATGTGCCACATTATGAGG

	36914_33
	34
	[T/C]
	TGGCCTGAGTGGGCAGGTGAGTGCATCGAGAGATGA

	36923_3
	4
	[T/G]
	ACCTGCAGGCAAGCACACACCTGCACATGTAATCTA

	36924_15
	16
	[A/T]
	ACCGGTTTAATGGCAAGGCAATGCAAGCTTTAGTTC

	36929_19
	20
	[C/A]
	GACTCTTTGGATGCACTTTCCTGCCTTTGCTTGTAA

	36936_17
	18
	[T/G]
	ACTGGGCTTGAGGCAATTTACTGCAGTTGCAAAGCA

	36942_1
	2
	[G/C]
	GGTGTTTGAAGAGCAGAGGAATGCTGATGCGGGTGA

	36948_7
	8
	[A/G]
	GGCTGAAAGAGCGCATGCAGATGCGGCACTGGAAGG

	3695_1
	2
	[G/A]
	AGAAATCCGGTAGCATGCGCGTGCATAAACTTTCTT

	36959_33
	34
	[A/C]
	GATTAAAACTCGGCATGCTTCTGCTCAAGGTAAACT

	36961_24
	25
	[G/A]
	AACGGATGGCTGGCATGGCACTGCGTGTGGTGTAAA

	36962_33
	34
	[G/A]
	GCTTTAAAAGATGCATGCAGATGCCTCAGGAGGGAA

	36964_15
	16
	[G/A]
	GCTGCACATCCAGCAGATGCTTGCTAAACTCATGAA

	36967_24
	25
	[A/G]
	ACCCAACAACAAGCACATGCTTGCATCTGCACATCG

	36968_10
	11
	[G/A]
	GTGGCATTAAGGGCATCCGTTTGCCTTGCTTATTTA

	3697_25
	26
	[G/A]
	GCACTCATCAATGCACACACCTGCTGCACACACACA

	36972_10
	11
	[A/G]
	ACTTCAGCGAAGGCAGCTGTATGCAAATAACACCCA

	36973_4
	5
	[G/A]
	GCAAGAAAATGGGCAGCATGTTGCCCAGACCTTGCG

	36974_29
	30
	[G/C]
	GGGCCAGGAAAGGCAGGCAATTGCCTCGGGCTTTAA

	36975_34
	35
	[G/C]
	TGGGTAAATGCGGCACGAAGATGCGGCTGACGGTGA

	36979_34
	35
	[A/G]
	ACTCTTGCATTGGCAACATCCTGCAGGTTCTCACAA

	36983_31
	32
	[G/A]
	AGTGGTCTATTTGCACTTTGGTGCTGGAACTGAACC

	36997_33
	34
	[C/T]
	AAGCTTTAAATGGCAGCTTAATGCGAGTTAAGGCGG

	36998_33
	34
	[T/C]
	ATTGTGCAGTGTGCAGGAAGGTGCCTTGATCAGTTA

	36999_25
	26
	[T/G]
	AACACTTCATCAGCATCGTGCTGCATGAACCCTAAC

	37_33
	34
	[G/A]
	TCATGTCTTGAGGCAGGGGACTGCAAATGAGCCGTC

	37000_18
	19
	[C/T]
	AGCAGGTATGCAGCACCTCTCTGCTGCCTCTAATCT

	37001_17
	18
	[G/A]
	GCGCCCCCACGCGCACAGCCCTGCGCTATCAGTTTG

	37003_28
	29
	[G/A]
	GCTACCGCTTCCGCAAGGTAGTGCAGCAGTTCAGTC

	37008_2
	3
	[C/T]
	CACGAACTTGCTGCAGTCACGTGCTCGCGTCTGCCG

	37011_9
	10
	[A/T]
	TTTACACACTGTGCAGTGAAATGCCAGTCATGGTGA

	37012_25
	26
	[C/T]
	CATGACTGACAAGCAAGCTGATGCTCCATGATGACG

	37015_20
	21
	[C/T]
	CCATCAGCAAGAGCAGCGTGCTGCAGTTCCCCACTT

	37018_25
	26
	[C/T]
	GAAATATGGCTTGCATGCAGCTGCTCAGTCATAGAA

	37022_24
	25
	[A/G]
	GAACCTCGAGGAGCAGCTGTCTGCACCGAAGAAGGA

	37026_11
	12
	[C/T]
	GTAAGAACTCACGCAGGAACATGCGATCCTTTTCTC

	37030_8
	9
	[G/T]
	TTGATCACGGCAGCACCGCGCTGCTGCACCGTCTGA

	37039_6
	7
	[C/A]
	CAGGTTCACCATGCAGAACAGTGCAGAACCCTACAC

	37051_33
	34
	[C/A]
	ACGAATAGGGCAGCAATCCACTGCAGTGTACCTCAT

	37053_28
	29
	[G/C]
	CCTATTACGGCTGCAGAGAACTGCACCGGCAGAGCA

	37054_34
	35
	[T/A]
	AGGGTTAGGGTTGCAGCTTGGTGCAGCTGTCAGTTG

	37055_29
	30
	[C/T]
	GTGTGTGGATACGCAGTATTGTGCACAAGCATTAGC

	37059_18
	19
	[G/A]
	CTGGGTGTTCTGGCAGTAGATTGCACTTCTGGCAAG

	3706_34
	35
	[C/G]
	ATACAGATAACTGCATGGTGGTGCCACAGATAGTCT

	37060_25
	26
	[C/T]
	GCTCTCACCGAGGCACTCGGCTGCTCCCAGAGAGAG

	37061_8
	9
	[A/G]
	CTTGCACAACATGCAAACTTGTGCAAACTCTACAGG

	37064_25
	26
	[C/T]
	GGAAATGAACCAGCACTTCACTGCTCCACTCGTCCC

	37066_24
	25
	[A/G]
	AGAAGCGTTAAAGCATCACTGTGCATCGTGTGTAAA

	37078_34
	35
	[G/A]
	TCAATCCTGACAGCAGTTTCCTGCGACACAGATGGA

	3708_18
	19
	[A/G]
	TTACAGGTCAAAGCAGGGGCATGCAACATTACTGCC

	37082_3
	4
	[A/G]
	CTTAGGTGTGCGGCATGCCACTGCTTTGGTGGGTTT

	37087_2
	3
	[G/A]
	TGGAAGATCTGAGCAGGAAAGTGCTAACCAGTCTGT

	37090_16
	17
	[G/A]
	CACTTGCGCTTTGCACGGTCATGCTGCTCTAGTTCT

	37094_25
	26
	[C/T]
	AATAAGGACGCTGCATTGTAATGCACGTTATGCTGT

	37098_9
	10
	[G/T]
	ACCACCATGGCAGCAGCAGGGTGCCGTCTCTGCGCA

	37104_3
	4
	[T/C]
	CTCTAGCCTCCAGCAGCAAAGTGCGGAGGTCAGAAC

	37105_1
	2
	[G/T]
	TGATGTTGTTGTGCAGGTTTATGCCAAGGATTGCTG

	37109_10
	11
	[C/T]
	ACACAGGACACTGCACAGTGCTGCAGGTAACAATCA

	37116_6
	7
	[T/A]
	CTCACATTCTTGGCATGGATGTGCCTTGCGCTGTGT

	37117_33
	34
	[C/T]
	GACGCAGTTACTGCAGCCTACTGCAGAACGCTGCGG

	37121_10
	11
	[A/G]
	CGGTCATCTTATGCAGCATGGTGCCTGGAGTCTTCT

	37124_24
	25
	[C/T]
	GGTTCACTTGTGGCAGTAATGTGCCGCAAACACACA

	37129_2
	3
	[C/T]
	ATCAGCCAGGATGCATGAAAATGCCAGTGTGAGCAC

	37133_9
	10
	[C/T]
	GGAGCTCACCCTGCATCTTCATGCACAGGGCATGGC

	37136_2
	3
	[T/C]
	TGTGGTGCAATGGCAAACAAGTGCTCCATCATGACA

	37140_15
	16
	[G/A]
	TTTGCCCCAACTGCAGAAAACTGCCCTCTTTACATC

	37141_19
	20
	[G/A]
	TGAGCTTCATGAGCAGACAGTTGCTGTTGTTGGGGG

	37149_31
	32
	[C/T]
	ACACTGAAGCATGCATGGCTCTGCTGACAGACTGAA

	37150_24
	25
	[A/T]
	GATGTAATACTTGCATGCAGCTGCTCGGCCATGAAC

	37152_10
	11
	[G/A]
	CCACGACACCGCGCACACTCATGCAAATGGGCCGCT

	37153_17
	18
	[G/A]
	CTGCGATGGATTGCACAGAGATGCCAGATGGGCTCT

	37157_25
	26
	[C/T]
	TGTGTGGCATGTGCACACAGGTGCTCTTACACACAG

	37162_4
	5
	[G/A]
	AGAAGAGACGCCGCAAATCTGTGCTGGTCGACGGAG

	37165_11
	12
	[T/C]
	CAGTGGTGATGTGCACGCTCGTGCAGATCAGCAGCG

	37166_2
	3
	[T/C]
	TCTATCAGGCGCGCATCTGCCTGCAAATCTCTCGGA

	37167_17
	18
	[A/G]
	GGCCAGCAGGGGGCATCGTGGTGCTGAAAATATACT

	37172_15
	16
	[G/A]
	AATCACACCATCGCAAAAACGTGCTCTAAATGAATG

	37183_29
	30
	[C/T]
	TCTGTCTCACGAGCAGAAATTTGCTGTACCCTTCCT

	37194_11
	12
	[G/T]
	GTGTTGTAGGTGGCACCGTTGTGCTTGGGCCGAGCC

	37203_6
	7
	[C/G]
	CACGGTGGCAGTGCACTGTACTGCTGTACTAATACT

	37205_18
	19
	[T/C]
	GCTGTAACAGCTGCAACCCAGTGCTACAGTGTCACA

	37209_9
	10
	[G/A]
	GAAGGGGTGGAGGCACTGGTTTGCTTCTCTCTAAGT

	37210_32
	33
	[A/T]
	TTGAAATTCGCTGCATCAAGCTGCAGTTATGTATTA

	37211_1
	2
	[A/G]
	TAACCAGGGGTGGCACAGTGGTGCTGGAGGTGTTGC

	37212_5
	6
	[G/A]
	TTTGTGAGTGTTGCACAACCCTGCAACAAACTAGGT

	37213_34
	35
	[T/G]
	CAGCTAAGGCAGGCAATGAGCTGCTCTGGGGGGGGG

	37216_3
	4
	[C/T]
	TTTCCTCTCGACGCAATTAACTGCACCAACATTTAC

	37222_15
	16
	[A/G]
	TGTTGCAGCCTTGCAAACTTGTGCTTCTGGTACAGG

	37228_28
	29
	[G/A]
	GAAAGCAGAAATGCACACAGATGCCTTGGAGGCTGC

	37231_9
	10
	[G/A]
	TTATGTCCAGGAGCACTTTTATGCCAGATGGAGCGA

	37233_2
	3
	[G/A]
	GAGAGGTTCTCGGCATGCAGGTGCAGATCCTCGCAG

	37236_27
	28
	[T/C]
	TGAAAGTTTGGGGCATAGAAATGCAAGTGGCAGCCC

	37237_1
	2
	[G/C]
	TGCAGATTAAATGCATCTCTCTGCTGCCTGTTGCCA

	37238_19
	20
	[T/C]
	AGCAGCGAGGCAGCAATGCTATGCTATTTCACCCCA

	37239_3
	4
	[A/G]
	ATCAAGCTGTGTGCAATTTCCTGCTCTTTCTGCTAC

	37241_19
	20
	[G/A]
	CAAATCTGCAGAGCAGTTCGGTGCCATTGTCCAGCT

	37244_6
	7
	[T/C]
	CTCATTTGGAAAGCAGACGATTGCGTAGGAGGAAGT

	37246_29
	30
	[G/T]
	GGTCATGGGGTGGCATGTTGGTGCAGTTGGCATTTC

	37250_25
	26
	[G/A]
	TGTGTGAATACCGCAGCCATGTGCAGCACATTCCTA

	37251_17
	18
	[G/A]
	ATATCTATGCTGGCACAGTGATGCCACAGGTAATGT

	37258_18
	19
	[C/T]
	AAATTCCAGTTGGCAAGACTCTGCCAAGACACATAA

	3727_34
	35
	[C/T]
	TTTAGAAGAACAGCAAAGCCTTGCCACAAAGTCTCA

	37273_8
	9
	[A/G]
	ACACACACAGGTGCAAGCCGATGCTTTAACAAGTCT

	3728_2
	3
	[T/C]
	CTTCGCGCTAAAGCACTCTGCTGCGCCGGACGTAGA

	37282_20
	21
	[G/A]
	TGTGTTCATTATGCAGGCCAATGCACACAGACCTAA

	37286_20
	21
	[C/A]
	ACACACTGCAAAGCATTTCACTGCAAGTGGTACTGT

	3729_31
	32
	[C/T]
	CACAGCCCACAGGCAGGTACTTGCGATCTTCTAGCA

	37294_6
	7
	[C/T]
	GCGTTTCATCCTGCACAGCACTGCTCCAATAGCAGG

	37295_27
	28
	[G/T]
	TGCAATGGATTGGCACTCTGTTGCCAGGTGCCCTAA

	37296_31
	32
	[G/A]
	ATCCACAGACTGGCAAACCTTTGCGCTTTCCGCTGG

	37300_20
	21
	[C/T]
	GCACTGAAAAGCGCAGCGCTCTGCTCCTGTCAGCGT

	37305_17
	18
	[C/A]
	GCCTCTCTTCCTGCACACGCGTGCATGTGGATGCTT

	37306_24
	25
	[C/G]
	GAGGAGCGAGGCGCAGCGGCATGCCGATTGGCTCTC

	37309_34
	35
	[C/T]
	CTCCTGGTCACGGCATCCACATGCATGAGAAACTCT

	37310_11
	12
	[C/T]
	CTGCAGATCTTCGCAGGTCATTGCCCCCTTCCTGCT

	37312_31
	32
	[A/C]
	TTCTCAACAATGGCACGCACATGCAAACACAAACAC

	37313_28
	29
	[G/A]
	AACATGGTTCTGGCAGCATCATGCAGTGGGACTGAG

	37314_27
	28
	[C/T]
	AGGGACTGTTTGGCATGCATATGCTCCCGTCCCTCC

	37318_8
	9
	[C/T]
	GCATAAAGCATCGCACCCTGTTGCTCGTCAACCTTT

	3732_18
	19
	[A/G]
	AATTTATTCAGCGCAGTGATGTGCCCTGAATGCACG

	37321_30
	31
	[A/G]
	CACTGATGATGGGCACGTTCATGCTTTGCTAGTTCA

	37322_33
	34
	[T/C]
	TTGTGTGGGTTAGCATGTTCTTGCTTCTCCAGGTGT

	37325_2
	3
	[T/C]
	GATGACGGGGCCGCACTGCAATGCAGAGCCTCACAG

	37326_19
	20
	[G/A]
	GATGTTAGGCTTGCATGCTGATGCTCGAGCTTATGG

	37332_27
	28
	[T/A]
	CATTAGCAGATCGCAGGTTGTTGCAGTTTCGCAGTA

	37333_18
	19
	[C/T]
	AATGAGGACAGAGCAGGACGATGCTATTGGCCGAGT

	37335_4
	5
	[G/A]
	ACTCGATTGAACGCATTCAAGTGCTTTTGAACAAGG

	37339_1
	2
	[G/A]
	CGGCTCGGCTCTGCACTGTTCTGCTCGGCACAGCTT

	37355_6
	7
	[C/G]
	CGACCACTTTTTGCACCGAAGTGCCAGAAAAACTGG

	37358_29
	30
	[C/T]
	CCTTTGTGTTTAGCAAGTCAGTGCAGGCTCTGATTT

	37368_32
	33
	[A/T]
	TGAGGAATGATGGCAGGGTTTTGCCTCGGCACACAG

	37369_10
	11
	[G/A]
	GCTGTAATTGGAGCAAGTTTCTGCTCGATTGTGTCA

	37370_18
	19
	[T/A]
	AGAGCGAAATCTGCACCTAATTGCAGTGAACTCAGC

	37371_24
	25
	[A/C]
	ATTGATACATGGGCATCAGAGTGCAGTGTTTCTTCC

	37374_29
	30
	[C/A]
	TCAGGACCCTAAGCAGTTGTCTGCCTTTCCTATCCT

	37377_32
	33
	[G/A]
	TTTCACTTCCAAGCAAGGCAGTGCAAAGGAGGGATA

	37380_10
	11
	[T/C]
	CAAAAGCCCATGGCAACTGACTGCCTACTGTGTTGT

	37382_34
	35
	[C/A]
	GAGAGGCTCGTAGCAGTACAATGCTGGATAAATACG

	37385_2
	3
	[A/T]
	GGAGTGTATTGCGCATACCTATGCTGCATGGAGACT

	37386_3
	4
	[G/A]
	CTCGACGCTGGTGCACAGTCCTGCAACACCCGTGCC

	37388_9
	10
	[C/T]
	ACAGCATTGCGAGCAGTTATATGCAGGTGTCTTGAG

	37397_28
	29
	[A/G]
	TGACCCCAAACAGCACTATCCTGCTTAGAAGTCTTA

	37398_34
	35
	[A/T]
	GGGACAAAAGAAGCAGGTGATTGCTGTGGCTATTAT

	37411_2
	3
	[G/A]
	CAGTCAGTTTCTGCAAGGCTTTGCCAGAACAAGTTT

	37413_25
	26
	[C/T]
	CACACACACAGAGCAGCTGACTGCTCGGTGGTGTCA

	37417_25
	26
	[G/T]
	ACTTCTAGCTGGGCACGCTGCTGCAGTTTCACAGCC

	3742_28
	29
	[G/A]
	AAATCACAGAGTGCAATCTCATGCAGGGAATTGTGT

	37422_10
	11
	[G/A]
	ATGCTTGCCTGAGCACAAACATGCCACATCAATGCA

	37423_4
	5
	[C/T]
	TCTTCGCTCCATGCAACGAAATGCTGTTCAGTAAAG

	37424_26
	27
	[T/C]
	CGCTGTGAGAGGGCACTATAATGCTGTTGTTGCTTA

	37429_17
	18
	[A/T]
	CAAAGCTCCACCGCAGAATTTTGCTGTCTGACCCGA

	37431_5
	6
	[C/T]
	TTTTTCAGAGCAGCAGCTGCCTGCTCATGAGTCGCA

	37435_32
	33
	[G/C]
	TTCCTGCTTGATGCAGTCGCATGCAACTGAAGGTTC

	37438_27
	28
	[G/A]
	GACACTAGACTGGCATCAAGGTGCCCAGTGTGTGCC

	37440_9
	10
	[G/A]
	AATTCAGTGGCTGCAACAGACTGCTTGTGCAACACC

	37441_33
	34
	[C/T]
	AGCAGAGAAATTGCACTCGTATGCAGAATACGCCAA

	37443_9
	10
	[T/C]
	GGGTTACTATGCGCACACACATGCACACTAGTGAAG

	37447_10
	11
	[C/A]
	GCCGAACGCACGGCAAAGTCATGCTGCAGGATGAGA

	37456_17
	18
	[T/A]
	TTACCTCAGTGCGCATGTACATGCCATACTTCCAGA

	37460_24
	25
	[G/A]
	CAAACACGGCTTGCAGCGTCGTGCGATGACTCCAGA

	37465_33
	34
	[A/G]
	GCCAATGGCGTAGCAGAAACCTGCGCAGTCTATGAA

	37467_4
	5
	[G/A]
	GTCTGATAATAGGCAGCACAGTGCGTGATTGTTTTG

	37468_19
	20
	[G/A]
	TCTTGCTGTAAAGCAAGGCGGTGCTGCTGCCGTTAC

	37472_11
	12
	[A/G]
	CTACATGATTCAGCAGCAGGCTGCCCAGGTCATGGA

	37476_32
	33
	[C/T]
	TCACAGCTAATAGCAGGGATCTGCACGAGTCTCGAG

	37481_27
	28
	[T/A]
	CTTTGCAGTACAGCACTTCACTGCAGATTCCCACAG

	37484_26
	27
	[G/A]
	CATAGTCGACATGCACGTTCGTGCGCGTGTGCATCA

	37492_6
	7
	[G/A]
	GGCGCGGTCTTCGCAGCGAATTGCATTTGGAGCTGG

	37493_9
	10
	[C/T]
	TTTTCTGTTCCAGCATAACTGTGCCCCAGGGCATAA

	37498_25
	26
	[C/T]
	TGATGGCGATGCGCACTTGATTGCTCAAGTCTCGTC

	375_11
	12
	[A/G]
	AGCAGCGGCAGAGCAGATCACTGCACAGCAGTCCTT

	3750_27
	28
	[C/T]
	ATTTCAGCCAGTGCATTTCTATGCCAACCACGATCT

	37503_20
	21
	[G/A]
	AGAGGCTCTACAGCAGAACCGTGCTCTCCTCAAGCT

	37507_4
	5
	[T/C]
	TTTTTATCAAATGCAGCAAGTTGCCCCACAGGCAAC

	3751_10
	11
	[A/T]
	GAGGCAGGACAAGCAAGACAGTGCTAAAGTAATCAA

	37512_26
	27
	[T/C]
	TACACCTAACTGGCAAGTTACTGCCCTAAGATACAG

	37514_18
	19
	[T/A]
	GTCGCTTTACCTGCACATTAGTGCCAAATCTTCCTC

	37530_1
	2
	[A/G]
	GAAAGGACCAAGGCATCAATGTGCGGCAAAAGGTAA

	37531_30
	31
	[C/T]
	TCATTACTGTGGGCAGGTGGTTGCAGGCTTCCGGAG

	37535_11
	12
	[G/A]
	CTCCTGATGTCGGCACGGACGTGCGGGTACAGCCAA

	37585_10
	11
	[G/A]
	TTGGCTTAAGGAGCATCATCCTGCTGAACAAAGAAA

	37596_16
	17
	[G/A]
	ACCACAGAGCAGGCACGTATTTGCTCATGTCACAAG

	376_7
	8
	[C/T]
	CAGTCACCGAAAGCAATGAGTTGCTCAGCCCCAGTC

	37605_1
	2
	[G/A]
	GGTAGACCCTAAGCAGTTCCTTGCCATGTGTGAAAG

	37640_11
	12
	[G/A]
	ATATTGGTGCTGGCAGATGTCTGCATGACCTTTTGA

	37644_28
	29
	[C/T]
	TCCCCATTTGAAGCATCGATATGCCCCTCACTAGGG

	3765_11
	12
	[C/T]
	AGATTAAAATTCGCAGAGGTATGCATGGCTGACTTG

	37652_27
	28
	[C/T]
	TTATTTCCTGCAGCACCACTGTGCCACCTACCTGAC

	37663_3
	4
	[G/A]
	TTGGAGAACTTTGCACAGTTCTGCTAAAGACTTCTT

	3768_33
	34
	[G/A]
	GATGACTGGACTGCACTTATCTGCCGCCCATCAGCC

	37684_16
	17
	[C/T]
	TGGACTATGAGGGCAACTGTTTGCTCTGCACTATAT

	37712_9
	10
	[A/T]
	AGTGATTGGAATGCAGCCTCATGCAAATTCTGTTGT

	3774_1
	2
	[C/T]
	TCGGTAGTTATGGCAGGAAGATGCTGAGTAACAGTG

	37835_10
	11
	[G/A]
	GGTTTTTACTGAGCATCCGATTGCAAGCATTGTCTC

	37850_26
	27
	[T/C]
	CTGCCTCACTCTGCATCACTCTGCCTTGCTGTGCAT

	37851_9
	10
	[G/A]
	AGGTCACCAGAAGCATGAACATGCTCTGGATGAAGA

	3786_31
	32
	[T/C]
	TCAGAGATTAGTGCAGTGTGGTGCAAAAGCTTCACT

	37864_28
	29
	[A/C]
	TTCATGCTGTTGGCAAGGAACTGCAAAGATGGCTGA

	37887_2
	3
	[C/G]
	AACAGTCTCACAGCATGATTCTGCCACCACCATGCT

	3792_8
	9
	[G/A]
	TCCTCACAGACGGCAGACGCCTGCACGCCTTCTCTG

	37934_18
	19
	[T/C]
	GAATGATCTGAGGCAGGCTGTTGCTTGCTATGAAAA

	37953_27
	28
	[G/A]
	GTAACGAAGGCTGCAAGGATTTGCATGGAAAAAAAA

	3796_15
	16
	[C/T]
	AATTAGGGAGTGGCACCATGGTGCTCTGTAGTGCTC

	37963_32
	33
	[G/T]
	AAAGGCTTCTCAGCATGTTCATGCATCTCCATGCCA

	37965_32
	33
	[T/C]
	TCCTACACGCAAGCACAGGAATGCATCATTCTTAGG

	3798_28
	29
	[C/T]
	TTTCTAGATGTTGCATATGCTTGCTGGCCGTTTAAC

	38_3
	4
	[T/G]
	TTTTGGGGGACAGCAGGGTGTTGCACTTTACGAAGA

	38000_29
	30
	[C/G]
	TGCTTCATAACAGCAACACAGTGCTGTCCGACATGA

	38027_32
	33
	[T/C]
	GATGGTAAGGATGCAGGCAGGTGCAGAATTATCGGA

	38094_29
	30
	[C/A]
	GACATTCAGTGTGCACCTACTTGCCAGAACAGAAAA

	38117_30
	31
	[T/A]
	ATACTACCCATGGCACCATTATGCCACCCATATTGC

	38189_8
	9
	[G/C]
	ATTTTGCTCGACGCATTTTAATGCACAGTGTTGTTT

	3822_4
	5
	[C/T]
	ATTACAGCGTCAGCACTCTGCTGCGACACCTCAGAT

	3823_6
	7
	[A/T]
	TTACGTAAAGGCGCATCTATCTGCAAGCAATTCAGC

	3824_33
	34
	[T/C]
	GATAAACACATCGCATGGGGCTGCAAAAACACATTC

	38257_18
	19
	[C/T]
	ATTCAGGTAACTGCACATCGATGCTGCTTTTTCATG

	3826_15
	16
	[G/C]
	AGTGTATGAAAAGCAGAGCTGTGCAAGCTTGTTCAC

	38266_1
	2
	[C/T]
	TCCCAGTCCAGTGCACTCTGATGCTGATATTCTTAG

	3836_33
	34
	[G/A]
	CAATATTTTACAGCACAACACTGCCCAGACACTGCT

	38398_33
	34
	[A/C]
	AGATACATCACAGCAGGCAAGTGCTTCATTTTCATT

	38463_3
	4
	[C/A]
	CACAAATCCAATGCAGTCTAATGCAGTCCAATTCAG

	3847_20
	21
	[T/G]
	GGTGGGGGATGGGCAGGGGGTTGCCAGAGAGCTGCG

	38479_7
	8
	[T/C]
	TTTAACCTCTAAGCACATCATTGCCTTGGGTGTCCT

	3849_18
	19
	[T/C]
	GCGCTGCTGCTGGCATTTTTTTGCTCACAGTGGAGC

	38495_6
	7
	[A/G]
	GTGTAAGCAATAGCATGGCAATGCTAACTGGCAGGA

	38527_8
	9
	[C/T]
	TTAACAATCGGCGCACAGGAGTGCAAGACAAGCAAA

	3853_2
	3
	[C/T]
	GGCGATGGCGAGGCAGAATACTGCTTTGATAATTAA

	3854_26
	27
	[G/T]
	GACTTAGACAGGGCAGATCACTGCTGGTTTTTTGCC

	38570_7
	8
	[C/A]
	ACTTTTACCACTGCATGGTTTTGCTGTGAATGCCAA

	38592_19
	20
	[C/T]
	GCACAAACACAGGCACACACATGCACATACACACAC

	38612_8
	9
	[G/A]
	GCCGTGGCGGCTGCATGATGTTGCAGTATGGCGTGC

	38624_17
	18
	[A/G]
	TATATAGGGATTGCATTACAATGCGAGCTGCAATCT

	3868_32
	33
	[A/T]
	ATCGACAGCAAGGCACGATAGTGCAAGCCTGTAGAC

	38690_28
	29
	[A/T]
	TAAATGTAATGCGCAGTGCAATGCACGTTCTTATGC

	38702_27
	28
	[C/G]
	ACTGAATGGAAAGCAAAGAAATGCAGGCGTGAGCAC

	3871_7
	8
	[T/C]
	TCAGCATTGACTGCATTCAGATGCATGTCTGGTTCT

	38733_11
	12
	[C/A]
	CATCAACCGCACGCATATGACTGCCCCAATAAAAGA

	38738_10
	11
	[G/A]
	CACTAGCAGAGAGCAGCTGAATGCCAGGAGTGACAT

	3876_15
	16
	[G/A]
	AATCATGTGGCAGCAGCACAGTGCAGATACACATTA

	38765_2
	3
	[A/G]
	AGAAGAAGAGCAGCATTAACTTGCGATGGAGAGAGA

	388_20
	21
	[T/G]
	GATGATACAGCTGCACTGATGTGCAATGCTGGATTG

	3881_28
	29
	[G/A]
	CGGCAGACGGAAGCATCTCCCTGCGGATGGAGCACA

	3883_27
	28
	[C/T]
	GTGATGCCTTTTGCACATTTCTGCTGCCAGGGATTA

	38838_10
	11
	[C/T]
	GTTTGGAGTTCTGCAGATCTGTGCATTCAGTGACCT

	38867_26
	27
	[G/A]
	CTATTTTAAGTTGCACAGCGATGCACGAATCAGTAC

	38870_17
	18
	[G/C]
	GCCCTGTGAATAGCACTCTGTTGCCTGTATATATAG

	38899_19
	20
	[A/T]
	ACAGCAACAAACGCATACTAATGCAGTCACAAAGAC

	3892_15
	16
	[A/G]
	CAACATGTAGTAGCAACAAGCTGCTCTCCACTGCTC

	38930_30
	31
	[C/T]
	ATTGAGATTTAAGCATGGCCCTGCTGACTTCTTTCC

	38934_18
	19
	[C/T]
	AGGTCTGGGTTAGCAGCTTAGTGCTGGTGATAAACT

	3894_34
	35
	[C/T]
	GTATGATTTGATGCATTGTTGTGCTGCCACATGACT

	38962_29
	30
	[T/C]
	TGACTGAGTAATGCAGAAGAGTGCGTTCTTGAGTTT

	38993_28
	29
	[C/T]
	GTTGGGACAAGGGCATTTTTTTGCCCTTCTTCTTCT

	38997_34
	35
	[G/A]
	AAAGTGCAAATGGCAGAATTGTGCAATAACTGGTAA

	3901_18
	19
	[A/G]
	ATGCAAATATCTGCACATAGATGCACATCGCTGTCT

	39031_26
	27
	[T/A]
	GACAATAGTACAGCAGATCTGTGCCGTGTTTTGATT

	39048_9
	10
	[G/A]
	GACTGACTCGGTGCAAAACAGTGCTGTTGTTCATTG

	39051_28
	29
	[G/A]
	TAATCACTTACAGCATCATGCTGCACGAGGTAAAGT

	3907_25
	26
	[C/T]
	CTCCTCTAATGAGCACTCCTCTGCTCTGTGATTGAA

	39079_32
	33
	[G/A]
	CTGATGCCACAGGCAAATCAATGCCACAAAGAGAAG

	3912_24
	25
	[T/C]
	GCAGGATGAGGAGCAATTGTTTGCTGCTTGACACAA

	3913_33
	34
	[C/A]
	TGTTCTAAACAGGCACAGTGATGCAGCACGTAACAC

	39133_25
	26
	[C/T]
	ACATCCATCTGAGCATCTGTGTGCTTCAGAAGAGTT

	39136_30
	31
	[C/T]
	AATCAGGAGTGTGCATGACTATGCAGCAGACGAATG

	3916_8
	9
	[T/C]
	GGAGTCTGTCCGGCATCGTTGTGCACGATGTAGAAA

	39161_4
	5
	[T/G]
	GCACTGATTACTGCAACAGTATGCCAGGAGTTGTGT

	39166_7
	8
	[A/C]
	ATTTGCAAATTTGCATCACAATGCAGAGAGGAGGTT

	39220_27
	28
	[G/A]
	GGGATGCTTTGGGCAATGTTCTGCTAGGAAATCTTG

	39224_16
	17
	[C/T]
	TAGTGTATTCTGGCATCAGGTTGCTACAGAGGTGTG

	39256_32
	33
	[G/T]
	AACACGTACAGAGCAATGCATTGCCTGTGAATGGAC

	39260_2
	3
	[G/A]
	GCGTTTATATCTGCACCCAGTTGCACAAGGTTCTCG

	39262_32
	33
	[C/T]
	CGTTCCTAATGAGCAGCAGACTGCAGCATTTTCCCT

	39270_28
	29
	[A/T]
	AAAACAAGGACTGCAGCATCTTGCACGATAATAAAC

	39276_34
	35
	[C/A]
	GAAATTTAATTAGCAAGTAGCTGCTGGCCATGCACT

	39278_3
	4
	[T/A]
	ATCAAAAAGAACGCAGTCAAGTGCACTTTTTGTCTC

	39284_1
	2
	[C/G]
	ACCTTTGAATGTGCAGAAAATTGCAGTCAGGCTGGT

	39301_15
	16
	[C/T]
	CTTGTACTTTATGCACTGTGGTGCTGCCTCATGATT

	39316_1
	2
	[T/G]
	TTCACAAACCCAGCACATTCATGCCATACACAAACA

	39323_19
	20
	[C/T]
	ACGTCCGGACTTGCACAAACGTGCAAGTCTGCAAAA

	3933_3
	4
	[T/C]
	TGATTTGGAAAGGCACACACCTGCCTATATCAGGTC

	39340_34
	35
	[A/C]
	CGATGAGAGATTGCAGTCACTTGCAGAGAGAGAGCT

	39356_24
	25
	[G/A]
	TGTCCTGAAGTGGCACTGTTCTGCGTCTGCACAGAC

	3937_27
	28
	[A/G]
	CACCTGCTAAAGGCAGCAGGCTGCGTGACGCACGCT

	3940_25
	26
	[A/T]
	GTGCAGATGAGTGCAAAAGTTTGCCACCAGTTTGAA

	39403_34
	35
	[C/T]
	GCGTGTCTTAGAGCAAGTGTTTGCTTTAGCCTTTCC

	3943_4
	5
	[C/T]
	TGCTCGCTCTTAGCAGAGACCTGCAGGTGGCGCGCG

	39458_33
	34
	[G/A]
	GGAGTTACATGTGCATCGGTTTGCATGGATTTTGGT

	3946_28
	29
	[T/C]
	TGATGAGAACCAGCATGACTGTGCGCCTTGAGTCCC

	3947_4
	5
	[C/T]
	TTGACAAAATGAGCAAGGAGCTGCTACATGCTACGG

	39480_18
	19
	[T/C]
	TCTACACCAGTGGCAGTTCATTGCTTTAGGGTGGTC

	39501_19
	20
	[C/G]
	ATAATGCAACGTGCACAACCGTGCATCAGTATTTAA

	39510_26
	27
	[A/G]
	CTATTGCTACATGCATATACTTGCCCAGTCACGGGA

	39569_4
	5
	[C/T]
	GGATCAGTGTATGCATGTGGTTGCTTTTTATATTTA

	3957_15
	16
	[C/T]
	TGTTGTCATGGAGCACGGTTTTGCCATCATGCCACA

	39570_29
	30
	[A/T]
	TTAAAGGTACCAGCAAAGTGCTGCCTGAAATTTCCT

	39574_5
	6
	[C/T]
	GAGCACCACGCTGCAGAACCATGCATTAAACCAGTT

	39577_33
	34
	[G/A]
	ATGCTAAAAATCGCAATTACCTGCATTTGCCTCGCT

	39584_33
	34
	[G/A]
	TTCTGTGATGATGCAAGTCATTGCCCCTGATTGGCT

	3961_29
	30
	[T/A]
	TTCCTCTAATGAGCATTTGCCTGCTAAACTCAACCT

	39612_7
	8
	[G/T]
	TTCAGGTGTTCAGCATCAAAATGCATGTCAAACCAA

	39653_2
	3
	[A/G]
	CTATATGGATGTGCACATGTATGCCCTGCACATACT

	39658_1
	2
	[G/A]
	TGAAAAATCAGAGCATACGTCTGCCATCTAGTGGCG

	39659_4
	5
	[A/G]
	AACAACAGTAGAGCATCTGATTGCAATGAGGCAAGG

	39691_3
	4
	[A/C]
	TCAAATGCATCAGCATGTTACTGCAAAACTTCACAC

	39715_31
	32
	[C/A]
	GGCTTTCGTTTTGCATAAGTCTGCTTCGTACACTCC

	39717_7
	8
	[G/T]
	CAGAGCAGAAGTGCACCAAGGTGCTACAGCAATTTA

	39721_8
	9
	[C/T]
	AGATGGCTCAAAGCAGTGCAGTGCAACCAGGTAAAA

	39728_33
	34
	[C/A]
	CAGATAGGTGGCGCACATTCCTGCTAAATTGGCCAA

	39733_15
	16
	[T/C]
	CACATTAAAACGGCATGTGAATGCAACCGTCTCACG

	39737_34
	35
	[A/C]
	AAACAGTGCGTGGCATGGAAATGCATGATCTTTAAT

	39741_34
	35
	[A/G]
	ATTAACCACAGAGCATAAGACTGCCCCAGTCCTCAT

	39743_25
	26
	[C/T]
	TTCCACCTGAACGCAGACCTCTGCTCAACTGGGGAG

	39745_3
	4
	[G/A]
	CTCGCAGCCATGGCATGGTTTTGCATCTTAACTTTG

	39746_19
	20
	[G/A]
	ATTGATGGTGCTGCATCGTGCTGCATGCTTTTAGTC

	39748_9
	10
	[G/A]
	GCAAAGAGTGAAGCAAGATTTTGCAAGGCTGCTCAC

	3975_10
	11
	[A/G]
	TATTTGCCCCAAGCAAGACATTGCAGATCACACATG

	39750_33
	34
	[G/T]
	TGATTGGAAACAGCATACCACTGCAGACTGAGTGAA

	39751_27
	28
	[C/T]
	TACAGCAATGGCGCAAAGTTTTGCTTTCCTGCTCCC

	3976_4
	5
	[C/T]
	GTGATAGCAACTGCAAAGTCATGCTGGACATAGACC

	39762_10
	11
	[T/A]
	TGTGTGTGTATAGCATGAGTGTGCGTGTACGTTTGC

	39766_28
	29
	[C/T]
	ACACGTCCTCCTGCAGCTCCATGCTGGCCTCACGCA

	39774_1
	2
	[G/C]
	AGCACAATTTGTGCACTGTTATGCACACCAGCTTAA

	39775_25
	26
	[G/A]
	CTATGTCTATGTGCAGGGTGCTGCTGAGGGTGCGGA

	39778_2
	3
	[G/A]
	ACGCTGCAGACAGCAGGACCCTGCAGAAACACACCA

	39785_8
	9
	[T/G]
	TGCTGATTTTTTGCATTGTAGTGCCACCTGGTGTCT

	39788_24
	25
	[G/A]
	CTGGCAAGGTAGGCATGGATCTGCGTCTGCAGCATC

	39790_4
	5
	[G/A]
	GGCGGACGTCCAGCATTGTGCTGCAGACAGTAGCTG

	39791_19
	20
	[T/G]
	TGTGCACAGTTGGCAACACTTTGCAGTCAGGCCCCT

	39794_3
	4
	[G/A]
	GGGGCAATCACGGCAGTCATTTGCAGTACTAATGTC

	39795_7
	8
	[C/T]
	TGTGCCACGGCTGCACAGGACTGCAAAGATGATGCA

	39807_3
	4
	[C/T]
	GGACCGGCGAAAGCACACGACTGCGTGCGGTACCTA

	39813_2
	3
	[T/G]
	TGTGGTGATACAGCAGTGCTCTGCGTAGTGAACATG

	39817_25
	26
	[G/A]
	TTACTTCACAGAGCATTCACGTGCCATATCTGATTT

	39828_6
	7
	[A/G]
	TGCACTAACATTGCACTATGCTGCAGGAACCCTTTT

	39829_20
	21
	[A/G]
	GACAGCGCCGTAGCAGTGGCGTGCCACACGGCAAAC

	39831_4
	5
	[A/C]
	CCCGATGGTTGGGCATGTAGCTGCACGGTACGGTCT

	39838_4
	5
	[G/A]
	GCACGTTTCCCTGCAGGACTTTGCCCGGCAGGCTCT

	39845_15
	16
	[G/A]
	CAGGCCGGTGCGGCAGAATGCTGCATGAAATGCGTG

	39849_19
	20
	[G/A]
	TTATAGTGGTTAGCATAGCGCTGCGGTATTAGCGGA

	39854_5
	6
	[G/A]
	TGTGTGCAACATGCATTCAAGTGCCTGCAGGCAAAG

	39855_25
	26
	[A/G]
	ATGTAGGGATTTGCAGTCTTCTGCAAGAGGTCACTG

	39856_20
	21
	[T/G]
	TTATGGGGGCAGGCATGGTCTTGCAGTTAAGTCTCT

	39858_7
	8
	[A/G]
	GACACTCAGCATGCAACAGGGTGCAAGGGTTATTTT

	39861_28
	29
	[A/G]
	TCTCAGATGATGGCACTCCTATGCACGCGCACACAC

	39862_19
	20
	[C/T]
	GCTATGGAGCATGCACCTTCATGCTCAGTCCCGCAC

	39863_31
	32
	[C/T]
	GCAGTTCCAGTAGCACCATGATGCAGTCAGACGATT

	39868_27
	28
	[A/G]
	CTCGTTGGTACTGCAGGCCTCTGCTACATTGTCGTA

	3987_27
	28
	[T/G]
	GTAGGAGGCGGGGCATATAAGTGCTGGTTTAATAAT

	39876_20
	21
	[G/A]
	CATGACCAGACTGCAGACACGTGCCTGGAACAACCT

	39881_31
	32
	[C/T]
	TCCTGGATCCTCGCATTAAACTGCAACCGTTCGGAG

	39884_18
	19
	[A/G]
	TGAAGAGAAGCTGCATGCAATTGCTTGTTTGTTGTG

	39885_5
	6
	[C/A]
	AACATCTGGGCTGCATGGTGGTGCCACAGGGTCACA

	39887_11
	12
	[T/C]
	GTGTGTGTGTGTGCACGTGCATGCAAATCCAATTAC

	39905_33
	34
	[C/T]
	TGACTGTAGCATGCAAAGCCATGCAAATGCATGCGC

	39907_32
	33
	[T/G]
	ACGTTTGTGTGTGCAGCGTGATGCGAGTGTGTGTGG

	3991_2
	3
	[T/A]
	GCTTAACCAAATGCATCTTGTTGCCAGGCAACTCCG

	39915_27
	28
	[C/T]
	AGGTATGGTCTAGCATGGGTCTGCAAGTAAAGGTAG

	39922_10
	11
	[G/A]
	CATCCCAGCTGAGCAGAAGACTGCGGCCAAGCTTCT

	39928_7
	8
	[G/C]
	TGTGTTTCGCGTGCACTTACCTGCCGAGCGTGACTT

	39936_25
	26
	[C/G]
	AGGAGCTGTTTTGCAGTAAACTGCAGCAACCACAGA

	3994_31
	32
	[C/T]
	TATTGAGCATCGGCACATTCATGCCGCATATCAAAT

	39940_34
	35
	[G/C]
	GTTTTTACGGGTGCACGTGCGTGCGGCAGGGTGCGC

	39943_24
	25
	[C/A]
	GTACTGCTCGTTGCACCACTGTGCCAATGTAAATTT

	39947_20
	21
	[G/A]
	CATTATTAAGAGGCATGTGCGTGCCCTTTGGCAGAG

	39976_3
	4
	[G/A]
	GTTGAAGCTGTGGCAGGGCAGTGCAACAGTACCAAT

	3998_28
	29
	[C/T]
	CTCCACCTGGCAGCAGAAAGGTGCCAGCCAGCTTCT

	39982_1
	2
	[G/A]
	GGATAAACCTGCGCAAACCTGTGCCGCACTTCAGAA

	39986_9
	10
	[G/A]
	CAATGACAGGAGGCACCTGTCTGCTTTGCTGTTTTT

	39987_3
	4
	[A/C]
	TACATCACTCTGGCAGGCATCTGCACGTCAGTATAC

	3999_28
	29
	[T/A]
	CAGGTGTATGGGGCACTGAGGTGCCAGATTAAAGTG

	39993_2
	3
	[C/T]
	CTTTTGAACTCTGCATGACTGTGCACTGTACATGCG

	39994_8
	9
	[A/G]
	GACGTGAAATTGGCATGTGTGTGCTAAAGCAGAACA

	4000_17
	18
	[A/G]
	TCCAGTACGCCAGCAGCACCGTGCCTAAAGATAACC

	4001_5
	6
	[A/T]
	TTTATAAAGAGTGCATGGTGGTGCTGTGTCCTGGTG

	40010_31
	32
	[G/A]
	ATAAATGGTCTTGCACAAGTGTGCCGCAGACGCGTT

	40011_15
	16
	[G/A]
	CCCTGTTCCTTGGCAGACTTCTGCTCAAAGTCTTTT

	40012_16
	17
	[G/C]
	TCGTTCAAGTTAGCAGGAAGATGCACAGCACCCCAT

	40019_10
	11
	[C/T]
	GGGAGTCTTTCAGCAGTTTTGTGCTTGAGTGCTGTG

	4002_33
	34
	[C/T]
	TAAGTTTTACATGCACACACCTGCTCACAGTGACAG

	40023_18
	19
	[T/C]
	GGAGTGCGGAATGCACTTCGCTGCTTGCGGTTAAGG

	40032_27
	28
	[G/A]
	GGGCCTCCAGGTGCAGCTCCATGCTAAAGACACACA

	40033_27
	28
	[G/A]
	TTTGGCAGTCAGGCAGAACAATGCAGCGAAAGCAGA

	40038_30
	31
	[G/A]
	CTCTGTCAAATTGCATGACACTGCCGGTGCACCGTG

	40039_3
	4
	[C/G]
	CATCCAGCCCCTGCAGCCCTCTGCACCGTTTGGAAC

	40040_9
	10
	[A/C]
	GTGTTGTCTAGAGCAGAGTGCTGCCTGTAAACACAC

	40044_33
	34
	[G/A]
	CAGAAAACTCGCGCAAAGTGTTGCACAGATTAGGAA

	40045_3
	4
	[T/A]
	GCTACCTATGTTGCAGATGCTTGCCGGTTTCTTAAG

	40053_10
	11
	[C/T]
	CTTTGGAGCACGGCAACTCTTTGCAGTACTCGTTGT

	40059_31
	32
	[G/A]
	TTTCTGTTCTGTGCACAAAGATGCTGGGTGGGCATG

	40060_9
	10
	[C/A]
	GATGAGGGGCGAGCAAGCCATTGCTTTGCTCTGGCT

	40061_31
	32
	[T/A]
	AATCCCAATCCAGCATCTGCGTGCCACATCCTGGGA

	40071_5
	6
	[C/A]
	GCGCGAGCGCATGCACGTGTGTGCGTGTGTGTGTGT

	40072_16
	17
	[A/C]
	AACCGGATACGTGCATATGTTTGCTTTGGGGCTGCA

	40073_8
	9
	[C/G]
	ACGGCTGCCCCTGCACTGCAATGCTACTAATGCTGC

	40078_9
	10
	[T/C]
	TGGGTGACATGAGCAGTGAGTTGCTTTTATTGGAAA

	40079_6
	7
	[C/T]
	CACGCTCCAGAGGCAAACACCTGCCTGCTGGAACAC

	4008_16
	17
	[A/G]
	GTGAGCCGTGACGCACAGTGGTGCAGGTATTGCGGG

	40080_33
	34
	[C/T]
	CTCCCTCCTTAGGCAGCGTTCTGCCATGCATTTCAG

	40083_11
	12
	[G/T]
	TCCAAGGCTGAGGCATGGGTTTGCTGTATGTTTAAT

	40085_25
	26
	[G/T]
	GCAGTGATTTAGGCACAACCATGCAGTAGTGCTCAA

	40086_15
	16
	[T/C]
	ATCAGACCAATGGCATAATGCTGCCACCACCATGCT

	40090_6
	7
	[C/T]
	AGCGAGCAATGTGCAGCTGTGTGCCATTTGGGCTGA

	40094_8
	9
	[C/T]
	AAACACATCCAGGCATCTCGCTGCACATCTGGGTGA

	40099_28
	29
	[A/C]
	AAGGACTTAGAGGCAGTGCCATGCAAACATGCTCAA

	40109_19
	20
	[C/T]
	GCTTCCCACAATGCAACACCGTGCATTGACAGATCT

	40114_26
	27
	[C/T]
	GCACGGCATCACGCACCGCACTGCATCGACGTTCCA

	40115_16
	17
	[C/T]
	ACGAGCAGGGCAGCACTGAGCTGCTGCATGTTCTCC

	40116_15
	16
	[G/A]
	TTATGCCGGTGGGCAGAGGAGTGCACCAGAAGAGGG

	40119_4
	5
	[T/C]
	TACATCAGACTTGCATGCAGCTGCATGGCCATGGAA

	40131_28
	29
	[G/A]
	ATCAGCAATCATGCAGTCATCTGCTGGGGAGGTGAA

	40142_30
	31
	[G/A]
	TGTGCCATTTATGCACTATGCTGCGACACTAATTAG

	40146_27
	28
	[C/T]
	AACCAAGAAGAAGCAGTGGTGTGCCAACTGCAAGAA

	40152_4
	5
	[G/T]
	GCTTGCCCTAGTGCATTTTGATGCCATCTCTTGCCC

	40154_34
	35
	[G/A]
	CTGTTCAAAAGTGCAGTTGCTTGCATTTTCACCAGA

	40159_5
	6
	[A/C]
	CGAGAAAATTATGCACAAGACTGCCACAAAACACAA

	40160_32
	33
	[A/G]
	TCAATGCATGTGGCATGGAATTGCGTTAGCGAAAAG

	40163_16
	17
	[G/A]
	TACATTCATATGGCACGGTGGTGCTGCTGGTGATGT

	40169_28
	29
	[C/T]
	TAAAGTCAGATAGCAGCAGGTTGCCAAGCCCTCTTA

	40170_25
	26
	[T/C]
	TAATGTACAGTGGCATGTTCCTGCATATCCAGTCAT

	40171_19
	20
	[A/C]
	TGTAGGGCGCTTGCAAATCCGTGCAGGTGCATTGCT

	40175_30
	31
	[T/C]
	AATCATGTGGCAGCAGTGAGATGCATAAAATCATGC

	4018_16
	17
	[A/G]
	AATCAGAAAATTGCAGAAAACTGCGGGAGCTGAATT

	40180_29
	30
	[A/T]
	ATTACAGTACAGGCAGTCCGGTGCGAGAAAATAAGC

	40183_17
	18
	[G/T]
	ACACACAGACCGGCACTGTGCTGCCCCCTATGGGTC

	40185_10
	11
	[A/T]
	AGTGGGACACAGGCAGTTTCTTGCTCTCCGTTGCTA

	40190_2
	3
	[G/A]
	AAGAAATCCACTGCATGTGGGTGCATAGACATACAC

	40191_1
	2
	[A/T]
	CACTGACCTTCAGCAGCAGGATGCTGTAGTCGTACA

	40194_17
	18
	[C/A]
	TAGCAGTGCAGAGCAAACTCTTGCAGCTGCGCAGCA

	40195_34
	35
	[C/T]
	GGATGAAAAGACGCAACATCATGCATCCACAGTACA

	40196_19
	20
	[G/T]
	CATTATGGGGCGGCACGGTGGTGCACGTATGTTACA

	40199_24
	25
	[C/T]
	TTTTGCATGCAGGCAGCACAGTGCCGCTCCAGGCTC

	40200_15
	16
	[C/A]
	ATGGTTCATCCAGCACAGACATGCTCTTCAATCAGG

	40202_3
	4
	[G/A]
	CTAAAGGAAGATGCAGCCTGCTGCACCTCTGTAACT

	4021_2
	3
	[C/T]
	GACATTTCTCTTGCATCTTCTTGCAGTGCGGATTAG

	40218_3
	4
	[C/T]
	TTCCTTTTTGTTGCAGCTTTCTGCAAAGTGCAAGAT

	4022_4
	5
	[G/A]
	TGTGGACTACAAGCAAACATCTGCGTTCCAAGAGGA

	40221_7
	8
	[G/A]
	CAACTCTGACGTGCATAGTCCTGCCTGTATGCCTTT

	40229_2
	3
	[A/T]
	AAAGGAAATACAGCACTGTGCTGCACCCCCCTGCTG

	4023_30
	31
	[T/G]
	CACAGGGAAAATGCAGAGCACTGCACTATTTCTTCC

	40230_34
	35
	[G/A]
	GAGGCGCACCCTGCATAGGATTGCCACCGTAACCGG

	40233_20
	21
	[G/A]
	ACACTACCTGTGGCACCACCGTGCTGCCCTGGATGT

	40240_7
	8
	[G/A]
	CACACACGGCCAGCACCCCTATGCGTGCACAGCCTT

	40242_28
	29
	[T/A]
	TTGTAGACAGGGGCATTGTCATGCTGGATCAGGTTT

	40246_25
	26
	[C/T]
	CTTCGCCCCAACGCAATCACCTGCTCACTAAATCCC

	40256_18
	19
	[T/C]
	CTTTGAGACGTGGCAACATTTTGCAGACGTACATAT

	40258_29
	30
	[G/A]
	GGTTTAGGGTTGGCAAACATCTGCTGATGGCCAAGT

	40259_6
	7
	[C/A]
	ACAAAGCGGTCAGCATCTGGCTGCTGTAATAAAATA

	40261_31
	32
	[T/G]
	CGGGTCTGCTGTGCAGCCTTCTGCTGGGGGTTTGGG

	40273_28
	29
	[C/G]
	GACCATCTCACTGCAAATAAGTGCCAGACCTCACTA

	40277_15
	16
	[T/A]
	CCACAACCCCATGCATTGTGATGCTGACGGAATACG

	40278_34
	35
	[G/A]
	GCACTGTCTTCTGCATCTTGATGCAGGCGTAGCGGA

	4028_20
	21
	[C/A]
	CCAGTTCCTTGAGCAAGTTTCTGCCTTACCGTATTT

	40283_9
	10
	[G/A]
	AACCTTACCGTTGCAGGTTCTTGCTCTACATGTGCA

	40289_24
	25
	[G/A]
	ACTAACTCCACTGCATGTAGCTGCGCACTACGATAA

	40290_29
	30
	[C/G]
	GTTTGTGAATAGGCAAATGAATGCAGCAGCAGCAGC

	40291_4
	5
	[C/T]
	GGCACGGAAAGGGCATCAGACTGCAGCTGTGTGATG

	40293_4
	5
	[T/G]
	GCTTTTGAGTTCGCACGGGATTGCTGCCGGTAACTG

	40296_24
	25
	[T/C]
	GAGAGGTATCAGGCAAGGGTGTGCTTGGTCTCCGCT

	40299_17
	18
	[T/C]
	ATCCATGGCTAAGCAGCTGCATGCCAGCACAATGAC

	40301_29
	30
	[A/G]
	CTTTGGAGATCCGCAGGAGTTTGCCTTCCAAATTAA

	40304_29
	30
	[G/A]
	GTATCCAATGTTGCATTTCAGTGCCAGTGGAAGGTG

	40306_18
	19
	[A/G]
	CCTTTCCACTGAGCATTCGACTGCCTTCTTCCAAGG

	40319_10
	11
	[C/T]
	TTTAGACGCCCGGCACATAGCTGCGCTGTGATGTGG

	40320_10
	11
	[A/G]
	AAGATTTGCGAGGCAGCAGCTTGCATGACTTTAAGA

	40322_10
	11
	[G/A]
	CGAGCCAGACAAGCATCTTCCTGCAGGAATGGGACA

	40324_5
	6
	[C/T]
	GTTGGCCCTCCTGCATAGACCTGCCAAAGAGCACTT

	40327_1
	2
	[C/T]
	TCTTTGCAGTTTGCAGCGACCTGCAAATATCTACAC

	40333_2
	3
	[G/A]
	TGGAACAGCACGGCAGACTCCTGCCTCATACTGCTC

	40334_2
	3
	[G/A]
	CAGAAAATGTCTGCAAGCTTGTGCTTACACCCTCTT

	40336_2
	3
	[G/A]
	TGGTCTCAAAACGCATCATTTTGCGCTTTCTTGCAG

	40347_4
	5
	[G/A]
	TACTGATGGGTGGCATGGTGATGCCGCAGGTAGTGC

	40349_7
	8
	[T/A]
	CTGCAGATAGCTGCAAAAATGTGCTAGGGTGGGTCT

	40350_28
	29
	[A/C]
	GCCACACCGCCTGCATCAAACTGCTCTCAGCCGAAA

	40352_20
	21
	[C/T]
	TAGCAGGCATTGGCACGAATCTGCATTGCACCAGCG

	40362_9
	10
	[C/T]
	GTGCTGAACCTGGCAGGAAACTGCATCTCCAGGGTA

	40366_8
	9
	[T/C]
	AATGATTTCGCTGCACTGTGCTGCTGCCACATGTCA

	4037_16
	17
	[C/T]
	CCTTTGGCATGAGCATCTTAGTGCCCTGTGGTAATG

	40370_17
	18
	[C/T]
	CTGGGCATGGTGGCATTCTATTGCAGGGTACCAACA

	40387_11
	12
	[T/C]
	TCAAACCACTTTGCATTGTTATGCTGCATGATCCAA

	40389_3
	4
	[C/T]
	TGGCGGTTGCAAGCATTAACATGCATTAATGGTGCT

	40398_33
	34
	[A/G]
	GAAAATGCTTCGGCATGTGTGTGCACTGTGTTAATT

	40402_10
	11
	[G/C]
	AAAACACCATGTGCATGTGTGTGCACTGTGTATGTT

	40403_32
	33
	[T/C]
	TCAAGGGCAACGGCAGCGGGATGCTCCGCGTTCCAT

	40410_17
	18
	[C/A]
	TCCTTTTAAGGTGCATGCCAGTGCTGGGTGTGGCAT

	40421_31
	32
	[A/G]
	GCATCCCATTCAGCAGTCCCATGCCACAGCTAGTAA

	40425_33
	34
	[T/C]
	AAATCACTTACTGCACTGGAATGCAGCATTGGATGA

	40426_11
	12
	[T/G]
	ATTTGAGGTTGTGCATTGCTGTGCAGTTGTGATTCA

	4043_17
	18
	[T/C]
	GAGCTTATTTTTGCACTTTGCTGCCCCAGACTCTGA

	40432_25
	26
	[T/C]
	CCCTTGGGCAAGGCACCAAATTGCTTCTCAGGTTCT

	40439_5
	6
	[A/C]
	TCCTGAGGATCGGCACCATAATGCGGCAATATAACA

	4045_10
	11
	[G/A]
	CTGAATGAGTGTGCATGACCCTGCCTCACTGAAGCA

	40452_15
	16
	[C/T]
	CCATCCACCCTGGCACTGGTCTGCATTATGCTTCCA

	40454_24
	25
	[T/C]
	GTGTACAGTCAGGCAGTGACATGCCACTGGGTTAGG

	40465_7
	8
	[T/C]
	CTTTGCCTCACGGCAATAAGATGCCGCACGCAAAGG

	40468_9
	10
	[T/C]
	TTCGATCGCTGTGCAATGAAATGCTGATAGGTTCCA

	40471_20
	21
	[G/A]
	ACCTTGTGTGCTGCACCTTTGTGCTGCGCCACCCGC

	40472_19
	20
	[G/A]
	GCAGGTTTTAGAGCAGGGAGCTGCAGATGCTCCTCA

	40473_20
	21
	[T/C]
	TAGCTAATAAATGCATCATTTTGCCATCCCTGCCTT

	40475_24
	25
	[T/C]
	TGTGTGTAAGGTGCACACTTTTGCTCACGCCTGATA

	40483_33
	34
	[A/T]
	AACCGTCTTTTTGCACTGGGGTGCACTGAAAAAAAT

	40488_20
	21
	[G/A]
	ATGCTATCCACTGCACCACCGTGCCATCCTCTAAAG

	40491_18
	19
	[T/A]
	ATCATACAGATGGCAGATTAATGCAGCTGCTGGATA

	40495_32
	33
	[T/C]
	TTACCGTACACTGCAAGAGAATGCAGTGTGTGTGCG

	40499_28
	29
	[C/T]
	TGGAGAACTGGGGCAGCTCAATGCGCTCCACACCAG

	40500_19
	20
	[G/A]
	GACATTGTTAAGGCATCGGGATGCTTCCTCTGTCTG

	40504_7
	8
	[C/T]
	AGAGAGACGAGAGCACTTTGCTGCTCACACCGAAAG

	40506_18
	19
	[G/A]
	AGAGGCAATGTAGCACAGGGCTGCTGGCTGCCTGCC

	40508_25
	26
	[G/A]
	GCACGAACTTATGCATCTACCTGCTGAATCACTGGT

	40515_32
	33
	[A/G]
	TGTTGGATGGATGCAGGCATCTGCTGAGTTTTATAT

	40523_6
	7
	[C/T]
	GTGTATCGGAGTGCACGTGGGTGCCTCGATGGCACA

	40525_29
	30
	[A/T]
	GAACATAGACCAGCACGAATATGCAGGACAAGTTAC

	40526_7
	8
	[A/G]
	GACCCCGAGGTCGCATAGCAATGCGGCACAAAGGTA

	40527_18
	19
	[C/T]
	TTGCTTTTCTTTGCACATCACTGCTCGAGAGGGTCT

	4053_34
	35
	[A/G]
	CAGCAGCCTTGGGCACCCCCATGCAGTCATAGCCAA

	40531_18
	19
	[A/G]
	AAACATGTCGACGCACAGACGTGCACTAAAGCTACG

	40539_34
	35
	[A/C]
	GCACACAAGCACGCACATATGTGCATATGCACCCAC

	4054_6
	7
	[G/A]
	TCCGGCGTTTTAGCACAGACCTGCCAGGCTTAAGAA

	40540_4
	5
	[G/T]
	CGGTGTGTGCGGGCATAATCCTGCAGATTGGGGGCA

	40549_27
	28
	[G/A]
	GTGATGATAGGAGCAGACGGATGCCTCGCTTATTAG

	40551_31
	32
	[G/A]
	CACTGTGTTTCTGCAGCTTCGTGCCATTTCTGAAAA

	40560_7
	8
	[T/C]
	TCACACCTTTCTGCACAAGTGTGCAAGAAACTGTCC

	40562_32
	33
	[A/T]
	CCAATGTCAAGAGCAAGTCTGTGCCACTGGCTAATA

	40563_11
	12
	[T/C]
	GAAAGCCGAGATGCAACTCTTTGCAGTGCATGTAAA

	40564_11
	12
	[C/T]
	AGCTTGCTACGCGCACTGTTGTGCTCTGCCAATTTT

	40568_28
	29
	[G/C]
	AGCCTAGTTCTAGCATGACAGTGCCACTGTGCAAAT

	40571_19
	20
	[A/G]
	GGTAAGACTGCAGCACTGAAGTGCACTGCAAAGGGT

	40572_34
	35
	[T/A]
	AAACACCTGGTGGCAACACAATGCATAAGAATCGTG

	40577_27
	28
	[C/T]
	TGCGGCGCTACAGCAACACAATGCATACAGACTGAT

	40580_30
	31
	[C/G]
	GAAAGTTTAAAAGCAAGCTAATGCAGCAGCCAGCTT

	40588_8
	9
	[C/T]
	TGAATAACCGCAGCAGACACTTGCAATTTGTGAATG

	40590_17
	18
	[C/T]
	AGTACCTCATTGGCAAGCTGGTGCAGATTGGCTTGA

	40600_11
	12
	[G/A]
	GCACTGAACGTGGCAGTTTTGTGCGGCTTTAGTCAA

	40606_29
	30
	[C/T]
	ATCTGATTCATCGCACAGCTCTGCAATCTCACCCGA

	40618_31
	32
	[A/T]
	GTCTCTCCGCACGCACACCCGTGCGAGAGCGAGCGT

	4062_8
	9
	[G/A]
	TTCACTCGGCTAGCAACTGTTTGCTCTAATTACAGG

	40620_26
	27
	[C/T]
	GTGATACTTGCTGCACCACCGTGCAACAGAAGCCAC

	40622_30
	31
	[C/T]
	GCTTTCATACCAGCATGCATGTGCAAGGCTCTTCTA

	40624_26
	27
	[G/A]
	CCCGCCCAGCCTGCAGAGCGATGCGGGGGGCTGCAC

	40626_24
	25
	[G/A]
	CAAGCTGAAAAGGCAGCTGCCTGCGGGCTGGGACCT

	4063_32
	33
	[C/T]
	AGCCCACCCATGGCATTCTGCTGCTGCTGCTGCTGC

	40630_2
	3
	[C/T]
	CTCACATCCGAGGCAATTTAGTGCATCCAATTCACC

	40637_3
	4
	[T/C]
	CATTGATGCATGGCACCCATCTGCCATCCACAGTGG

	40640_30
	31
	[C/T]
	GCACTCCAAACTGCAAAATCGTGCCAAAACCTGAAA

	40644_16
	17
	[C/T]
	CCAGTTTTTCTGGCACCTCGGTGCATACGTGACTTT

	40645_34
	35
	[T/A]
	TTCCTTGGAAGAGCAGGCGCGTGCCACAGATTGATA

	40647_24
	25
	[T/G]
	CAAACTGTGGCAGCATGGCATTGCTGGGACTTGAAC

	40649_4
	5
	[T/A]
	TGTGTACATTAAGCAGGCAACTGCATCGCATCCGTT

	40650_34
	35
	[G/A]
	CTGTCAATCTGAGCATAATGATGCGGTTAAAGGGGA

	40652_10
	11
	[T/G]
	TGTGCCTGAGTGGCAAAGGCTTGCCAATCTGGTTTA

	40654_27
	28
	[T/C]
	TCATGCTTCGATGCACTCTAGTGCAAGCTTCTTGTT

	40655_18
	19
	[C/T]
	TAGCTTTAGTGGGCACCTCGCTGCTGTCTCGCACAG

	40658_32
	33
	[C/A]
	ACCAAACTACCTGCATTTCCTTGCGGTGCCACCCGG

	40663_5
	6
	[A/G]
	GCTGGATTTTCTGCAGCATGGTGCCCAGGGCTGAAC

	40668_34
	35
	[T/G]
	ACACCTTGTCCAGCAGGAACTTGCTCTGGCCCAGTG

	40669_5
	6
	[A/G]
	AAAGGAAGCGAAGCAAAGTATTGCGGGTCATTTGTT

	40670_2
	3
	[C/T]
	ATCGTCCGTGCTGCACGTCACTGCCGGGACAGGGGG

	40674_24
	25
	[G/A]
	GCTCCCCATTATGCAGGACAGTGCGCAGGATTAGAC

	40675_30
	31
	[A/G]
	CCCGCTCTAGTCGCATCTCAATGCCCCGTGACTTCT

	40676_17
	18
	[A/G]
	GCATGATCTCATGCATTAAGCTGCTGCTGGTTTTCT

	40679_4
	5
	[G/A]
	TAAAGGCACAGTGCAGACATATGCTGGTGTTGGAAA

	40690_31
	32
	[T/C]
	AAAACAGCTGTGGCAGCATAATGCAGAAACATAAAG

	40694_3
	4
	[G/A]
	GAGGAAAAGCACGCAACACGGTGCTCTCTAATTAAA

	40698_31
	32
	[G/A]
	CTCTTTGGAGCAGCACGGCGCTGCTGGCACCGTCAC

	40705_7
	8
	[C/T]
	AGCCTTTCCCCTGCATGGTTCTGCTCGGTGTATGGT

	40709_34
	35
	[T/C]
	GCAAGTTCTCCTGCAGTGCTTTGCGGTTAGTTTTTA

	40711_31
	32
	[C/G]
	TCAAACTTGGTGGCAGCATTATGCTTTGGGTCATTT

	40713_10
	11
	[T/C]
	CCAGTTTTTCTGGCACCTCAGTGCACTTTGTTGTTT

	40717_26
	27
	[T/C]
	AAAGACTACATGGCAAGTAGCTGCTGTTTGCCCTGT

	40723_2
	3
	[G/A]
	CGGTTGATCGAGGCATATTCGTGCAGGTCTGGTAGA

	40726_7
	8
	[C/T]
	CACTCCTCATGGGCAAGGCACTGCTTTAAGGACGTG

	4073_4
	5
	[G/A]
	GACTGAAGAAAGGCACATTTATGCTGCTGCTGAGCA

	40739_29
	30
	[G/A]
	CTAAGCTCAGCAGCAATGGCATGCTGTGAGAGGACT

	40740_20
	21
	[G/A]
	GCACTACCTACGGCACCACCGTGCCACCCCAGCAGA

	40752_20
	21
	[G/A]
	ACACTACCTGCAGCACCACCGTGCCGCCGTTTTCTC

	40770_1
	2
	[A/C]
	TAATGCAGCCTTGCAGTCTACTGCGATACAGTAAAT

	40772_28
	29
	[T/A]
	CAAAACCTCAGAGCAAGCCAATGCACCTTAATTTAT

	40777_34
	35
	[G/A]
	CCTGTTTCCGAGGCAAGGTGTTGCGACTGAATTTGG

	40778_2
	3
	[C/A]
	CTCATTAAGGTGGCACGATAATGCCGCATGTAGTGT

	40780_28
	29
	[C/T]
	AAGCCTCAATAGGCACAAAGCTGCTTTGCCACTGGA

	40782_20
	21
	[T/C]
	AGACGTTTCTAAGCAGCTTCTTGCTGTACGGCATCG

	40783_26
	27
	[C/T]
	ACACGTAGCATAGCATGTCCCTGCTGCTGCTTACTC

	40784_7
	8
	[C/A]
	AAAAGCACGAAAGCAACAGGTTGCTGTGTTAACATT

	40788_3
	4
	[C/T]
	GTTCACCGTCACGCATTCTGTTGCCACACACAAACT

	40789_32
	33
	[C/T]
	TGGACTCCATTTGCAGTCGGGTGCTGCCTTTTTCCC

	4079_9
	10
	[G/T]
	GGTCAGGTTGTGGCATTGCAATGCCAAAAAGCAATA

	40791_3
	4
	[C/T]
	GTACGGCACTAGGCAGGATGTTGCAGTCATGCTGAG

	40792_7
	8
	[C/T]
	ATTGTTGCAATGGCAGGGTGATGCAGCGAGATTTCA

	40798_8
	9
	[A/G]
	GCTCTGTTAACTGCAGCTTACTGCGTATGGCACTTA

	408_30
	31
	[C/T]
	TCCGCTAAGGGTGCACGTTCCTGCAGTTTGCGTAAG

	40800_32
	33
	[C/T]
	CTGAGTCAATTTGCACAAATGTGCGTGGGTTTCCCC

	40810_11
	12
	[G/A]
	GTGTCATGATCGGCACAGTAGTGCCATCGTCACATA

	40812_24
	25
	[A/G]
	GAGGCATCCGCCGCAGCAGGTTGCGTTTAAAAGCGA

	40817_31
	32
	[G/A]
	CATCCTACACATGCACACAGCTGCTGTGTGTGTATA

	40820_31
	32
	[G/A]
	GGTATCTCCTGAGCACTCTCTTGCGGCGGATGGACA

	40827_7
	8
	[T/A]
	TTAAGCATTCCAGCATGACAATGCCATTGTGACCTC

	40830_19
	20
	[C/T]
	AGACAGACTGCAGCATCTTCATGCCCTAGCATTATT

	40837_1
	2
	[T/A]
	GTATGTAATTCTGCATCACTCTGCCCATGAAAGCTC

	40838_18
	19
	[G/A]
	AAGGTACACAGAGCAGACGTATGCAGGGCACAGCAG

	40840_11
	12
	[T/C]
	ACAAAGGCTAACGCAGGCTAGTGCTAACACGCTCAA

	40844_10
	11
	[G/T]
	AGGTCTGCTGGTGCAATACCATGCCAACTGCATGTA

	40846_34
	35
	[C/T]
	CGTTCTTCCTCGGCATGTGACTGCACGTAATCACCG

	40847_29
	30
	[G/A]
	GGGATTCCAGACGCAATTCCCTGCTCCCCGGGTTTA

	4085_5
	6
	[T/A]
	TTCCCTGAACTTGCACATTTCTGCAGCTGTCAAAAT

	40852_6
	7
	[C/T]
	ATGCCCCTGTGTGCACCTATTTGCATTAGTCCAGGA

	40853_25
	26
	[C/T]
	CAAATAGCAACAGCAGGTCAATGCTCAGCTTTATAG

	40863_19
	20
	[C/T]
	GCAGGTCCTGTTGCATTCTCATGCCACCCTGGGTGT

	40867_31
	32
	[C/T]
	TCAGCCACGGACGCATTCATATGCAAAAGCGCGTGG

	40869_17
	18
	[C/T]
	ACTATTGTTACGGCAGACTGCTGCTACTTCAGTCCT

	40874_27
	28
	[A/T]
	GCATCATCGGGTGCAGAACAGTGCACCAGTCTATCA

	40880_4
	5
	[G/A]
	TTAAGGGAACATGCAGCAAAATGCAGTTCCCTCAGT

	40882_17
	18
	[G/A]
	GATTATTAGCAGGCAATGAGATGCAAGCGATCAGGT

	40884_24
	25
	[A/T]
	GCTTTCTTGTTAGCAGAAGCCTGCAGTTCCTCAGTG

	40896_3
	4
	[A/G]
	CTTAATGTCCTGGCAGGAGCGTGCTGGGTGATTCTT

	409_1
	2
	[T/G]
	TTTGTGTGTGTGGCACAATGTTGCCTACTGTGACAA

	40901_24
	25
	[T/A]
	GATTAGTCAGCTGCACATTCATGCTGTGAATCTCTC

	40903_19
	20
	[T/A]
	AGGTACAAACCAGCACCAATCTGCAAACAATTCACT

	40908_26
	27
	[T/C]
	CCAAGATTGACCGCATAACCCTGCGATTCTGAACCT

	4091_28
	29
	[G/T]
	TAGTTCACTGAGGCAATGTGATGCTCTCGGCAATGT

	40913_19
	20
	[C/A]
	AACGCACACTAAGCAGAACCCTGCACCTGCAGCACC

	40915_8
	9
	[A/G]
	ACAGAGTCACCCGCACCCAGCTGCAGGTCCAACCGG

	40921_8
	9
	[C/T]
	GTAGCGATCGGAGCAAATTAATGCCGCGCATCATTC

	40929_17
	18
	[G/T]
	ACTCGGTTGGTTGCAGAGTATTGCAGTTGTTGCAAT

	40939_15
	16
	[G/A]
	TTATGGCATTTGGCAGAAAAGTGCTTGTCATCATCT

	40941_4
	5
	[A/C]
	ATGCAACCCGATGCATCCACGTGCAGTGCATGTAAA

	40942_32
	33
	[C/G]
	AGGATCCCCCTAGCACAGAGCTGCATCAACCACAGT

	40950_4
	5
	[A/T]
	GTGCAGATTCCTGCAGTGTTCTGCTCAAACTGTCAT

	40952_5
	6
	[G/C]
	GAATACGGTTATGCAAAGGTTTGCTGAGACAGCACA

	40956_27
	28
	[C/T]
	CACAGCAGATCTGCAGCTCTGTGCCTTCATCTCCAA

	40958_3
	4
	[C/T]
	GCACCAAGCAGGGCAGGAAAGTGCTACGAAGAGGGA

	40960_33
	34
	[G/A]
	TGATTTGGAAAGGCACACAGCTGCCTTAACCATGAG

	40964_24
	25
	[C/T]
	CACGGGAATGCAGCACACCAGTGCCACGCTTGCAGC

	40966_3
	4
	[T/C]
	CTGCGATCACAAGCAGAAAGCTGCCAAAAGCAATTA

	40967_6
	7
	[G/A]
	CGAGTTGAAAATGCATTTGCTTGCCCCAGGAGTCAG

	40969_20
	21
	[G/T]
	CATGCACAGAATGCATCAAGGTGCAATTTGAATCCT

	40971_30
	31
	[T/C]
	TGTACATTGGTTGCAAGTTTTTGCGCAATTTGTCTC

	40973_5
	6
	[C/T]
	TGATGCAGGTCGGCACGCTGGTGCCGCAGGTAGTAA

	40979_9
	10
	[C/T]
	ACCCCAGAATGGGCAGATACATGCCATGTATGAGCA

	40981_16
	17
	[G/A]
	TGAATGGGAGCAGCATGGAGTTGCCACAGGTAGTGT

	40990_16
	17
	[G/A]
	GAGGTTCATCTAGCACGAAAATGCCACAGGTGAGTC

	40991_26
	27
	[C/T]
	TCCACTGGTTTCGCAAGGGCCTGCGTCTGCATGACA

	40999_4
	5
	[A/G]
	ACTGAGGGGTATGCAGGACAGTGCTCTAATACCACT

	41009_10
	11
	[G/T]
	GGGCGGAGCCGGGCACACTGTTGCAGGGTGTGGATC

	41014_10
	11
	[A/G]
	GACATGCTGGAAGCAGACGCATGCTAATTAATTCCA

	41016_11
	12
	[T/C]
	GGCACCAACACTGCAGGATTCTGCAGGATCAGACCT

	41018_19
	20
	[T/C]
	ACAAGGCCTGATGCATGTGTTTGCATGTTTCTTCAG

	41021_26
	27
	[T/G]
	TTCATTAAGACTGCAGGGAACTGCGCTAACCGTATA

	41023_9
	10
	[C/T]
	GTTCAGCAGCAAGCAATGGGCTGCATGCCGGGCTTT

	41026_33
	34
	[G/A]
	CTCTCACCTTTGGCATGCTGGTGCAAAAGAAAAGGA

	41028_31
	32
	[C/T]
	AGACCAGCACAGGCACTGCACTGCTAATAGACCAAA

	41029_31
	32
	[G/A]
	TGTAGCCTTAAGGCAACCACTTGCCAGTGAGGCAAA

	41031_27
	28
	[T/C]
	GAATGTCCGAGGGCAGCTAAATGCACTTGGAAGCCC

	41037_24
	25
	[T/A]
	ACTGCTGCTTCTGCAAATGCATGCTAAATCATGCAA

	41047_29
	30
	[G/A]
	GTCCCCAGCTTGGCAAACACCTGCATAGAGTCATCA

	4105_1
	2
	[T/A]
	ATGAATCATGCTGCATAAATGTGCCATCATCGCAAT

	41060_34
	35
	[C/T]
	CTTTGGCTTGTTGCATCCTTCTGCCATCCAATATCA

	41066_17
	18
	[C/T]
	GTCAGACCACTTGCATTCTTTTGCTAAAACCTTGGC

	41068_33
	34
	[C/T]
	CCTGCTCCCCGGGCACAGACCTGCCCAATGCTTCAT

	41069_17
	18
	[A/G]
	AAGGTCACTGATGCACCAGGCTGCCAAGGCCCAGGG

	41077_5
	6
	[G/A]
	TCCCAGCGCGGAGCAGACATCTGCCGGCCTGATGCT

	41083_27
	28
	[C/T]
	TTTAATCACCCTGCAGATTCGTGCACTCTTTTCTTT

	41084_26
	27
	[G/C]
	AGCAGTTACGGAGCAGCCCGGTGCTGGGAAGCTCAC

	41086_26
	27
	[C/T]
	CGGACTCTCATTGCATTTGTGTGCAGCGATGCCGAC

	41095_5
	6
	[C/T]
	GAGATCAAGATCGCACGAGGTTGCTGTAACACACAC

	4110_30
	31
	[A/G]
	TTTTCCCACAAGGCAGGTCCATGCTTGATGAGAAAT

	41102_7
	8
	[C/T]
	TGGTTATCACAAGCACAAGCCTGCTTGGGTATGTTA

	41106_20
	21
	[C/T]
	ACACCCCTCGAAGCAAACATCTGCGGAGTCAAATTT

	41115_18
	19
	[G/T]
	TCAACTGCTGTTGCAGGGGATTGCTGGGTATGCTCG

	41118_7
	8
	[C/A]
	GGCTCTCCAGCCGCAGGAGAGTGCCCGTCAATATGT

	41120_4
	5
	[G/A]
	TTCTGAGGCACCGCACACTCCTGCGGGACGATGAGA

	41125_32
	33
	[A/T]
	TCAGCTTTAAAAGCAGGGGTATGCCATGATGTACAC

	41126_32
	33
	[G/A]
	GGTGATCGTGCAGCAGAACTTTGCACTGATTTGAAC

	41128_27
	28
	[T/C]
	ACATTTCCTTTGGCACCACAGTGCCACTCACAATCT

	41129_25
	26
	[A/T]
	AGCATGTCATTAGCACTACCCTGCCAAAAGCAGTGA

	41130_28
	29
	[C/G]
	TGTTGGAGAAATGCACCATGATGCTCCTCACAGCTT

	41141_29
	30
	[C/T]
	TATCTAAATCCTGCAGGTAGCTGCTACAGTGCTGTC

	41142_2
	3
	[G/A]
	ATGAGTGAGATAGCAGTGGCCTGCACTAATGGGGAA

	41145_19
	20
	[G/A]
	GGAAGAGGAAGCGCACGCCGCTGCAGACGGATGACG

	41156_24
	25
	[C/T]
	CAAAAACCACCCGCATTCTCGTGCCGTAGCACATAA

	41158_1
	2
	[C/T]
	TTATTTAGGGTAGCACGGTGGTGCACCAGCTAACAT

	41159_31
	32
	[G/A]
	TATTCACACACAGCAGCCCAGTGCATGGTGTGTTTC

	41164_8
	9
	[C/T]
	CTGTGCTGCCATGCAGTGACCTGCTGACTCTGACAT

	4117_10
	11
	[T/C]
	CTTCGTTACTTTGCAGGGCCCTGCACTAAATTAGTT

	41173_10
	11
	[C/T]
	GTGATACTCCTGGCATCGTACTGCCTACTCACACAG

	41175_32
	33
	[G/A]
	TCACGGGTGTCTGCATGCTTATGCATGAAGTGGGTG

	41177_15
	16
	[G/C]
	GCTGTATCTAGGGCAGCAGACTGCTGTGTCCGACAT

	41178_20
	21
	[T/C]
	GGTTAGCGTGCGGCATGCTGTTGCCCATGTGCTGCC

	41187_20
	21
	[A/G]
	ACACTAGCTATGGCACCACCATGCGGCTCATGCTTT

	41190_33
	34
	[G/A]
	AAGGTGTTAAGGGCACGGTCGTGCTGGGATGCAGCT

	41192_15
	16
	[G/A]
	TGCGTACCTCCTGCAAAGTGCTGCTGTTAGGACACT

	41193_20
	21
	[A/T]
	TGGAAAATGCCTGCAGTGGTATGCCCTACTTAACCA

	41194_28
	29
	[T/C]
	CTTACAAGAACTGCAGGGTGATGCCTGCTTTCTTCA

	41196_27
	28
	[A/T]
	AGAGAAAAAATGGCATCCATGTGCCAGACGTGCAGG

	41198_9
	10
	[T/C]
	GGCTCTATTTGAGCAGTTCTGTGCTTCTGTACGCTT

	41199_2
	3
	[A/G]
	AGGACTGAGACAGCAGTAGTGTGCCCATCTCATGCT

	41202_27
	28
	[G/A]
	ACAATGTGGGTGGCACAGTGGTGCAACGGGCAGCAA

	41209_18
	19
	[C/T]
	GCACTACCTGTGGCACCACGTTGCCGCCCTGTAAGC

	4121_6
	7
	[C/T]
	CACAGACGGAGAGCACCGTCATGCTGATGATGAAAT

	41211_5
	6
	[G/A]
	CAAACGGAAGACGCAAACGCATGCACACGCTGCAAA

	41216_32
	33
	[G/T]
	TTGCAGAGATCTGCAGCATGATGCAGACAGACGAGG

	41223_20
	21
	[G/A]
	GGTGTTAGACAGGCAGGCACGTGCTTTTTAGGACAG

	41224_8
	9
	[C/A]
	CAAAATGCCTATGCAGGTTTGTGCCAGTTGCCATAA

	41225_31
	32
	[C/T]
	GCAATGCTGACAGCACTTCTGTGCCTATCTTCCAAA

	4123_29
	30
	[G/C]
	ACTTGAGCCCTTGCATAACATTGCACACAGATTGCG

	41230_31
	32
	[C/T]
	ACACATACCCACGCATGCTTTTGCATTACCTCAGCC

	41232_3
	4
	[C/T]
	ACACTACTTGCAGCACCACCGTGCCACACACATTTA

	41236_29
	30
	[T/C]
	ATGTCTGGGCTGGCATCCCCATGCCACCATGAGCTA

	41237_18
	19
	[G/A]
	TGGTGCTGGGCAGCATGGAAGTGCACCCTCAACCCC

	41243_29
	30
	[C/T]
	CTTGCACCTTAGGCACCTCACTGCAGAAACACAATA

	41245_5
	6
	[G/A]
	CTTGTGAACAGGGCAATCTTATGCATGGCAGCCAGG

	41246_24
	25
	[A/G]
	CTTCACTTCAGGGCAAAACGGTGCAATAATGTCTTT

	41253_33
	34
	[T/C]
	TTTTCCATCTCCGCACATGTCTGCGTGTCAACCCGA

	41254_9
	10
	[T/C]
	ACAGAGCCTTTTGCAATCACCTGCACCTTCTGCCAC

	41256_8
	9
	[G/A]
	CACTGCATGTGTGCATGGGTGTGCACTACACTTCAC

	41261_7
	8
	[C/G]
	ATTACGTGTGGAGCATGAAGGTGCCACGTATCGAGC

	41265_26
	27
	[A/G]
	CGCCTGAACAATGCAAACAGCTGCTCAGAACACAGC

	41266_19
	20
	[G/A]
	TGTTTGTGATTGGCATGTCGTTGCTCAGAAGGTTGA

	41268_3
	4
	[C/T]
	CCTCTGGTTCCTGCAGGATCCTGCAGCAGGACTCAG

	41271_16
	17
	[C/A]
	GATCGTGAATGGGCACCGGCCTGCAGTATAGACTTT

	41273_33
	34
	[A/C]
	GACATGATCTTCGCAAGCTGATGCCAAGGCTATAAA

	41274_10
	11
	[A/C]
	CAGCCAATCCAGGCACAGCAGTGCACAGGTATTGCC

	41275_20
	21
	[T/G]
	GGAAGCCTGCATGCAAAACATTGCGAGCACATGCAC

	41276_10
	11
	[G/A]
	GAAGCACAAAAAGCACAGAGGTGCGACCATTACCCC

	41278_3
	4
	[G/A]
	TTGGATAATGGGGCACGAAGATGCCAAAAGAAATAT

	41283_1
	2
	[T/C]
	GTAGATTAAAAGGCACGAAGATGCACGCAGGCACAA

	41285_28
	29
	[G/T]
	AATGGCTTCACTGCACCTTTGTGCTGCAGGTTTTGT

	41298_8
	9
	[T/A]
	CAATGCATTAGTGCAGCTAGTTGCCAAGGAATTTGG

	41299_19
	20
	[T/A]
	CAGCACAGTAATGCAAGTCTATGCCCCAGCATGCAG

	41310_1
	2
	[C/T]
	TCCTGCGGTGCTGCACGTGGCTGCCTTGTCAAAAAC

	41313_3
	4
	[T/C]
	TTCTGGATCTGGGCAGCCTTTTGCACTACGACAGAT

	41318_9
	10
	[A/G]
	AGAGTTCACATGGCATCTGTGTGCAACTTTTGCACT

	4132_4
	5
	[G/A]
	CATAAACTATTGGCACTCCATTGCTGAACGAATGAG

	41326_15
	16
	[C/T]
	CCAGCAGAGATTGCACGGGAATGCGCATCACCACCA

	41331_9
	10
	[G/T]
	TATCTTCGAGCTGCACGTCTCTGCATTGTAGGGTAA

	41336_7
	8
	[C/T]
	ACAACAGCAGGCGCACAGATCTGCCTATTTAAATGC

	41341_1
	2
	[G/A]
	TGTGGTGAAGCTGCATCTATCTGCTGCTACTTTAAT

	41350_34
	35
	[C/G]
	CTTTGACGTCTCGCAGCACGCTGCCGTGCACCAGGG

	41357_19
	20
	[C/T]
	TAAAGATAACTGGCAGCTTCATGCTTCCATGTCAGA

	41363_24
	25
	[T/C]
	CAGAGTGTGCAGGCAGAGGAGTGCTGAAGGATGGAT

	41364_33
	34
	[A/G]
	TGACTTCTTGTAGCAGTCCAGTGCACCAGAGCTAAA

	41368_3
	4
	[T/A]
	GAGTGAATGTGTGCAATACCCTGCAATGGATTGGTG

	4137_34
	35
	[T/C]
	GCTGAGTGCTGTGCAATTTCCTGCAATTAGACAGTC

	41372_27
	28
	[A/T]
	TATTGCTTAAGCGCATGCATGTGCAGAAACATGTAC

	41373_31
	32
	[A/G]
	CTTTACTGAGTGGCACGATGCTGCAGAGACGACTCT

	41378_16
	17
	[G/T]
	GCTGGCGCAGGGGCAGGAGGGTGCGGTAGGGCAGGG

	41380_30
	31
	[A/G]
	TATTCCGGTTTAGCAAAGTAGTGCAGGACCAAGGAT

	41384_18
	19
	[C/T]
	TATGACGGATCAGCAGATCCTTGCCCATCTGGGACA

	41395_28
	29
	[G/C]
	GTAAATAGCGATGCACTGAGCTGCCGGCGTGGGTTT

	41398_19
	20
	[A/T]
	ATAGATAACCTGGCACAAAATTGCCCAGAATTGCCT

	41402_19
	20
	[C/G]
	TGCCGGCCGACAGCACGAACTTGCCGTAGTCGGATT

	41404_30
	31
	[C/T]
	CATTCCAGACCTGCACACACTTGCCACGAACCGAAG

	41405_11
	12
	[C/T]
	GTCAGGAAAAACGCAACACACTGCAGTGCTGCTTAG

	41406_7
	8
	[C/A]
	ACATTGCCAATTGCAAAGTCATGCAAGCCAACCTGA

	41411_3
	4
	[C/T]
	CTGCCCTCACAAGCATACGACTGCTCTCAAAAACCT

	41414_24
	25
	[C/T]
	ACAGGCAGACAGGCATTCCCATGCCCTCAAGGAACT

	41418_31
	32
	[G/A]
	GGTTAGTCATGTGCAGCAGTGTGCTTCCTCTGTAAA

	41419_8
	9
	[A/T]
	CACTCCGCACCAGCAACGTAATGCAATTTAGCCATG

	41421_19
	20
	[C/T]
	AGGCAGCACAATGCACGCTCATGCATGCTCACACCC

	41422_26
	27
	[A/G]
	GCACTGCTGGCTGCAGCAGGTTGCTCGTTTCTGCCG

	41423_34
	35
	[G/A]
	AGGAGTGTTAATGCATTTTGCTGCAGCTACAACTGA

	41425_9
	10
	[C/T]
	AAGAACACTCGGGCAAGTCCTTGCGTTAGTGTTTAT

	41428_8
	9
	[C/G]
	TGACCCACCTTTGCACTGAAGTGCGTGCTGACGCTA

	41429_17
	18
	[C/A]
	TGAAACTACCGTGCAACCCGCTGCAGTGGGAAGAAA

	4143_27
	28
	[T/C]
	CCCATGTTGCATGCACATTTCTGCCTTTCCTACAGG

	41432_1
	2
	[C/T]
	TCGGCTGCATTAGCATATAAATGCACTCCTGCTGAT

	41436_3
	4
	[C/T]
	ATGCCATACAATGCAATAGTTTGCCACTCTGTCCAG

	41439_34
	35
	[G/C]
	AAAAGCAATAGAGCAGGTACATGCTGTCAGTTCAGT

	41451_24
	25
	[G/A]
	TCACTTATCACAGCACATTGCTGCGAAGATGCTTTC

	4146_5
	6
	[A/T]
	ACAATAGTAATGGCAATCTGTTGCCATGGCAGCTAA

	41465_20
	21
	[G/T]
	TTAAGAGCACCGGCATGTTCGTGCCAACCCTTGCCG

	41466_9
	10
	[G/A]
	TTCATTTCAGCTGCAGCTGACTGCGTTTTACCACCA

	41470_24
	25
	[T/G]
	GGAAGTTGTTCCGCAGCTGTGTGCTGCACTTGATGT

	41474_7
	8
	[C/T]
	GCAATAGCGACGGCAGCCCTCTGCAACAACAACAAC

	41482_3
	4
	[G/A]
	CCTGAGAGCATGGCAAAGTTCTGCTCTCTGGATTCC

	41487_9
	10
	[T/C]
	GATCAACCATTGGCAGGCATTTGCACTCAAAGCAAA

	41499_1
	2
	[T/C]
	TTGCGAGGCTGTGCAAACTGTTGCATTCAGCTGTCT

	41501_34
	35
	[G/A]
	GTCGGTTGCCAGGCACGTGGCTGCGTTTCATTTGGG

	41512_5
	6
	[A/G]
	CACACACACACCGCACCATGCTGCCATATTACAAAA

	41513_17
	18
	[G/A]
	GCCGTGTGCAGTGCAGAGTGGTGCAGTTGGTACAAC

	41516_19
	20
	[C/T]
	AGAATTCAAACTGCATCATCCTGCTGCTGCAGCACA

	41517_7
	8
	[C/G]
	TTCCCATCTGGGGCAGTGCAGTGCCACGGCAGGTGG

	41526_9
	10
	[G/A]
	ATCACTTAGGCAGCACTAAGTTGCCACATGGAGTGC

	41528_11
	12
	[G/A]
	CTGTGAACTCTGGCAGGTTTGTGCATCATTACCATG

	41533_27
	28
	[G/A]
	TCTTTCCACCAGGCACAGACGTGCCACGGCTCTAAA

	41537_1
	2
	[C/G]
	TCGTCTACTTCAGCATGATAATGCCCTCTGTGAAAC

	41541_20
	21
	[T/G]
	CTCTGCTGTTCTGCATTCAGTTGCACTTTTTCCGTC

	41544_27
	28
	[G/A]
	AGAGTATCACGAGCAGGTGAGTGCCAGGATGGCTCC

	41546_25
	26
	[C/A]
	CTCTGTTCTCATGCACCATACTGCACTCAGCTTTAT

	41548_6
	7
	[G/A]
	TATGGAGAAGCTGCATGAAATTGCTGGTAATTGCAA

	41549_16
	17
	[C/T]
	CAGCAGTGTAGTGCAGCGGGCTGCAGCCTCTCATGT

	41559_3
	4
	[C/G]
	GACCCGCAGCCTGCAAGCGGCTGCCGTCAACCAGGT

	41564_6
	7
	[T/C]
	CACTGCTTTCATGCAGGAAGCTGCAGGCTCGCTCTG

	41570_28
	29
	[G/A]
	ACCTGATTGGTCGCATCTCCCTGCTGTCGTAGATGA

	41571_24
	25
	[G/A]
	TCTCGGAGCTGGGCACGCGAATGCGGGCAGATGGGT

	41572_27
	28
	[G/A]
	ACAGTACAACTCGCAGTGAAATGCTTGGGACGAAGG

	41574_6
	7
	[G/A]
	CCGAGTGAACAGGCAATCACATGCATCATGCAGAGC

	41577_34
	35
	[A/T]
	AAGTTCATTCCGGCACTTTGGTGCCAGGACAAAGAG

	4158_7
	8
	[C/A]
	AGACTAGCATTGGCAGCGAGGTGCAATTTATAGTTA

	41583_31
	32
	[C/T]
	TTTGGCTTGAGGGCACAACCCTGCACAGCCCCGGGT

	41590_26
	27
	[G/A]
	CTTTGGGTTTCGGCAGGTGGATGCCCGTGATGCCAC

	41592_11
	12
	[A/T]
	AAAGATTTCAAAGCAGCCCTCTGCTCAAAATTGCAT

	41594_10
	11
	[G/A]
	CTTTGCACAAGAGCAGCAAACTGCAACCCCAATGGC

	41596_17
	18
	[A/G]
	GTTAATGTGATCGCATCGTCTTGCTCCGAAAGTGGT

	41600_3
	4
	[G/A]
	TGGGGTACGATCGCAGGTTGATGCTATAAATCGAGA

	41601_8
	9
	[C/T]
	ACACTTCTCCTGGCATCCCTCTGCATCCGAGCCTGT

	41603_25
	26
	[A/C]
	GCAGCAGGCTGAGCAAGGTGGTGCAATGCCCCTGTC

	41606_11
	12
	[T/C]
	TTTCTATCAGTTGCAGGAACCTGCACAAACAACATA

	41608_8
	9
	[A/G]
	ATAGAGACAGAGGCATGTCTGTGCCACATTGGCGTT

	41610_28
	29
	[T/C]
	ATCAGCGCTGTAGCATAGTGTTGCTCACTCAAACCT

	41611_18
	19
	[C/G]
	ATTCCAAGTGCTGCAATGCTCTGCCACTGTTGCCCC

	41620_27
	28
	[T/C]
	ATCTCGTCTTCTGCATCCTTCTGCTTCTTGACTGCA

	41623_24
	25
	[A/G]
	GGGCAGCGGGACGCATTTGCATGCAAAGCAAGCCCA

	41627_20
	21
	[T/G]
	TTTACACTCAATGCACCTTGTTGCATCCTGGTGTGG

	41629_10
	11
	[G/A]
	GTCACAAGCTGTGCATGGCCTTGCACCCACCTGTCT

	4163_9
	10
	[T/A]
	AACAATGTTTGTGCATCAGTGTGCATCAAGGCTTAG

	41632_29
	30
	[G/A]
	GCACTTCTCAAAGCACGCAAGTGCATCCTGGCTGGA

	41639_9
	10
	[T/A]
	AAGCTAGATTCGGCAGGTGTGTGCGTAGTGATTTAG

	41642_4
	5
	[G/A]
	GAAAGAAGACATGCAGAAACATGCCGTCTTTGTCTA

	41648_28
	29
	[A/G]
	CAGACAGCACCAGCACGGGTCTGCGCTGAGGCGGCT

	41655_26
	27
	[C/A]
	ACACTGTCCAGAGCATCACAGTGCTTCTCTGGGTTT

	41656_19
	20
	[G/A]
	GTCACATGACTAGCACTTTGATGCCAGTCAAACCGA

	41657_3
	4
	[G/A]
	TACGGTGTCTTAGCATTCCGTTGCTTGATGTCAGAT

	41662_2
	3
	[T/C]
	GGTAACAGTAACGCAATCTCCTGCCATGTGAGAGCA

	4167_32
	33
	[G/A]
	GTGAGTAATGCTGCATAAGGATGCTGATCAGAGGCA

	41674_10
	11
	[A/C]
	AGGCGCCACAAAGCAGTAATATGCGAAAGTCAATGT

	41677_31
	32
	[A/G]
	AGACTCGAACCTGCAGCATTTTGCTGTTCCAGTGTT

	41678_26
	27
	[C/T]
	GCCATTTCCGTGGCAACTGCTTGCTCCGCCTCCAGA

	41684_29
	30
	[C/T]
	GCGTCCGAGTTAGCACGTTTGTGCCTGCGCCCGACC

	41685_25
	26
	[C/T]
	TACTGAGAAGGAGCATCCCCGTGCTCAAGTTGCTAT

	41688_3
	4
	[T/C]
	AACTGGCCTCATGCAGCTGTGTGCGCTGATAAATGA

	41689_11
	12
	[G/A]
	GCAATGATTCGGGCAGGAATTTGCAACCATGTTAAG

	41691_7
	8
	[C/A]
	ACAGCCCCATGGGCACCAAAGTGCTAGGAGGGTAAA

	41693_16
	17
	[C/T]
	GCAAAATAGTTTGCATCATTGTGCACTGTCGGACCT

	41694_2
	3
	[A/G]
	GGAAAAAAAACAGCAGGATGCTGCTGTCTTAACCGA

	41698_33
	34
	[T/A]
	CATTGCAGCGGTGCAAAATGGTGCAACCGACTCAAT

	417_27
	28
	[T/A]
	GTTGGGAAAGGTGCAAAACACTGCAAATTCAGACAA

	41701_17
	18
	[A/C]
	TCCGCATGAGACGCACAAATTTGCGGATCAAAAAAC

	41709_8
	9
	[G/T]
	GTGTCCCCGGTTGCACCGGTTTGCCAAACTTGGCAA

	41711_16
	17
	[C/T]
	AACGAGCCAACGGCAGCCACGTGCGTCTAACGTGAC

	41712_16
	17
	[G/A]
	GACAGCATTAAAGCAAGTGTGTGCTCCAAAGCCCCA

	41720_28
	29
	[C/T]
	TTTTCCTTCCCAGCAACTGCATGCATCACCAAGCCC

	41723_4
	5
	[G/A]
	GCAAGAACGCATGCACATTGGTGCTGCAGGAATGCT

	41726_17
	18
	[T/A]
	ACAGACTTGTAGGCAGTTTTCTGCACCAGAAGGGAA

	41727_28
	29
	[C/T]
	GCAGCAGCAGCAGCAGATTTTTGCTCTTCTGGCCTC

	41728_11
	12
	[T/A]
	GGCAACCCTTCTGCATTAGTGTGCAGAACTGGTCAA

	41731_9
	10
	[G/A]
	ACCAAGGACGCAGCAATTAGCTGCCTGGAGATCTGT

	41737_19
	20
	[A/C]
	ATGTGACAGGCTGCAAGTCACTGCACTCCGTGAAGG

	41738_4
	5
	[T/C]
	CCTTTGACTCATGCAGGATTCTGCCTCCCTGAAGCC

	4174_1
	2
	[C/T]
	TCCTAACTGAAAGCATACGACTGCCCTGGTCTGAAA

	41746_33
	34
	[G/A]
	CCTGTTTGCCTAGCACAAACTTGCTGTCTAGATGAT

	41747_9
	10
	[A/G]
	TCGGTCGTAACGGCATCTCTCTGCGGAAGCGTTTGG

	41748_17
	18
	[T/C]
	AAGTTTATTCCAGCACCTGGGTGCCAGTACAGAGAA

	41749_30
	31
	[A/G]
	AATGATGGGAAGGCAAGGAGCTGCTGAAGCAGTCTT

	41756_8
	9
	[G/A]
	GCACTGTTGGTGGCACCTGGATGCCTCTTATTTACT

	41757_20
	21
	[C/A]
	GTCTGTCGGGACGCACGCCGCTGCGGCGGCTCCGGG

	41768_18
	19
	[G/T]
	GACAACAGATGAGCAACTGCTTGCCGTTCAAGGTAA

	41774_3
	4
	[T/G]
	GCCTGTCACGCTGCAGTAGCATGCACATACAGGTCA

	41775_26
	27
	[A/C]
	TTCATAATACCTGCAGAACTGTGCAGATCCACAGCT

	41779_24
	25
	[C/T]
	CTGCGGCCTCTCGCACAGTGCTGCTACGCACATCTC

	41780_25
	26
	[T/G]
	CTCAAGACATGGGCAATGGCCTGCCTTTCTGAAAGC

	41781_8
	9
	[G/T]
	CCTTGTTGGATGGCAGTGGAGTGCAGATCTGTATCT

	41796_19
	20
	[T/C]
	CAAGGTTTTAATGCAACACCGTGCCCTGTGTCAATA

	41799_8
	9
	[A/T]
	TACTGCATAAATGCAGGTCACTGCCTGGATTTCTAC

	41803_4
	5
	[A/G]
	ACTTATAGTGAAGCAGAAGGTTGCAGGAGGGCTATA

	41810_25
	26
	[G/A]
	CATGCCAGGGTGGCACAGTGGTGCCGCAGGTAGTGC

	41811_25
	26
	[T/C]
	GGCTGAACATGTGCAGGATGATGCGTCCGTCGTGGT

	41812_4
	5
	[A/C]
	AGTAACCAAAGCGCATTTCTGTGCTGATGTTCATCC

	41814_8
	9
	[C/T]
	CACCACCTCACAGCATATCAGTGCACCACTGGTTTA

	41823_17
	18
	[C/T]
	AGTCTTAGAATCGCACACGACTGCTGTTGTTTCTCT

	41827_27
	28
	[T/A]
	GATCATCACCATGCAACTGGATGCCACAAACTGCAG

	41837_26
	27
	[C/A]
	CAGGACAGACCAGCAGCTCGATGCCACCGCCTGCAG

	41842_7
	8
	[C/T]
	GCTATTTCCAGGGCATTCCAATGCCACAGTCATGAT

	4185_2
	3
	[C/T]
	ATCGTTGCGAATGCATGCCCATGCCATTTAAGTACA

	41850_9
	10
	[C/G]
	GCCCTGTTTCGTGCATATTCTTGCCCTGTGCCCAGT

	41853_5
	6
	[G/T]
	ACAAGGTAGGCTGCAAATCTCTGCTAAGCAATACAT

	41856_7
	8
	[G/A]
	CTTTGTAGAAATGCAGAGCCATGCTGTGGAGAGTTG

	4186_8
	9
	[T/C]
	AAATGAACTCTGGCATGCTCTTGCTACTCTCTTCCA

	41869_34
	35
	[C/T]
	GCAGCCAGTGCGGCAAAAACATGCTGCAGTGTGTCA

	41880_28
	29
	[T/C]
	CTGAAGCCTTGGGCAAATAGATGCTCCTTAGGGCAA

	41882_6
	7
	[G/A]
	TCAGTTGAACCTGCAGTATGGTGCCCAAGAGAGCTG

	41883_19
	20
	[T/C]
	CAGACCAGTCAAGCAATCACATGCTGCCACATCACT

	41895_8
	9
	[G/A]
	TGTTGAGCGATTGCAGCGATATGCAAATTGGTATGG

	41897_6
	7
	[T/C]
	CCACCGTCCCCTGCAGCTCGGTGCAGCCGTCACAGC

	41899_3
	4
	[T/A]
	TTGTCTAAGGCAGCATGGTTGTGCAGTGGGCTGGGC

	41900_16
	17
	[C/T]
	TCATCTGCAGCAGCACCGACATGCCACTGACCCTTA

	41904_25
	26
	[C/T]
	CTAGAAACCACTGCAGTAAGATGCTCCCATGGCTCG

	41905_29
	30
	[G/A]
	TCAGTGAAGGCAGCAGAGCAATGCCTCCCGTCTGAA

	41906_16
	17
	[T/C]
	AGTGTAGGAGGTGCAACGCACTGCCAACACATTCCA

	41909_7
	8
	[C/T]
	CAGAAATCCAGAGCAGCTGTATGCTCGACCCTCTAC

	41913_3
	4
	[G/A]
	ACCGGCAGACCTGCACCTTGCTGCAGCCCTTATCAG

	41914_1
	2
	[T/C]
	ATGCAGGCGTGAGCATTAGCGTGCACACTCAGCTGA

	41918_18
	19
	[G/A]
	TTTTGGGTCCAAGCACCCGTTTGCTTTCCGTATTAT

	41926_17
	18
	[C/T]
	TCCAGGGGTCCAGCAGGCCACTGCGGCACCTCCTCC

	41930_11
	12
	[A/G]
	ATGTTCCCTCCAGCAGCAGAGTGCACTTCTATATTT

	41939_27
	28
	[T/C]
	AGAAACAGCACAGCATGACGATGCGTCTTTCAGCAA

	4194_24
	25
	[A/T]
	GCCACAGAACATGCAGAAATATGCAGCTCGACTGTA

	41940_17
	18
	[C/T]
	ATGGACACCTCTGCATTCTCATGCAGCTCCTGGCGT

	41944_8
	9
	[G/C]
	ATTCAGGGGAAAGCAGCATAGTGCTGAGTGCTGCAT

	41948_19
	20
	[C/T]
	TATAGTAGAGAGGCAAGACCTTGCTCTGACACCCAC

	4195_27
	28
	[C/A]
	TGGCACTGCCCTGCACATTGCTGCCTCCAACCTTTG

	41955_31
	32
	[G/A]
	GCCTCACTGTGCGCACAGTGATGCTTCTGACGCTCG

	41960_24
	25
	[T/C]
	ACTGTGGATGTCGCACTACGCTGCCAGCACCCAAAC

	41967_16
	17
	[C/T]
	AGTCTTCTCCCCGCACTCATGTGCTGCTGTGGGAGC

	41969_11
	12
	[T/A]
	CTCCAGACTTGTGCATTTAAATGCTGTCAGCACTGC

	41971_25
	26
	[G/T]
	TAAGTGCTGCCAGCATGCTCCTGCCGGGTGGTCCAG

	41972_31
	32
	[C/T]
	CGTTCTGCTTGAGCATCCTCATGCTTTCATACGCAT

	41974_3
	4
	[T/G]
	TGGTTTCTCTTAGCAGTGTTGTGCTGGTCTGTGATG

	41975_2
	3
	[C/T]
	CTCTGGTTGTTGGCAATTCACTGCTTTTTAGTGGTT

	41978_34
	35
	[A/G]
	AAGGGTGTAAAAGCATTTTGGTGCAATTCCAGGCAC

	41980_24
	25
	[C/T]
	CAAACCACACATGCAGTTGTTTGCCTTGACGTTCAA

	41983_29
	30
	[T/C]
	GCTCCTGCTCCGGCATTGCAATGCGCCTTTAAACCA

	41984_11
	12
	[A/G]
	CCAACAGCATGAGCAAAAGGATGCCTTGCTCCCTAA

	41990_24
	25
	[C/T]
	GTGTGTGTGCATGCACAGAACTGCTATTTGCTGACA

	42001_25
	26
	[G/A]
	ATGGTGAGAATGGCAGCAGCATGCCGGGGACCGTTC

	42006_5
	6
	[G/A]
	CAGCTGAAGAAAGCATTATGCTGCCACCACCATGCT

	42010_27
	28
	[C/A]
	TAGCATGCACTGGCATGTATGTGCTCCAACAAGCAA

	42013_30
	31
	[A/T]
	TGTAATGGGCTGGCAGACCACTGCGACCCGATTACC

	42015_34
	35
	[A/G]
	GCCTGCTGATGTGCATGTTTGTGCAAGCTCTGTGAT

	42024_16
	17
	[T/C]
	GGTTAACCTGAAGCAATGCCGTGCCACCCAATAATA

	42025_28
	29
	[A/G]
	ATAGATAGAGTTGCAGCAGAGTGCAACAACGATAAA

	42027_25
	26
	[C/T]
	GGTAAATCAGCAGCAGCTGCCTGCTCCCAGTGGAGC

	42029_5
	6
	[C/A]
	GACTACCTTTCGGCACCACTTTGCCGCCCCATTTAC

	42034_31
	32
	[G/A]
	TTGTGCACAGGGGCACTGCCATGCTGGCAGTGATCT

	42035_3
	4
	[A/T]
	TGTACTGCTGTAGCACTCACCTGCTCATCTACAAGT

	42036_10
	11
	[A/T]
	CAGTCATGTCAGGCATGGCTCTGCCATTTTAGGCAC

	42038_2
	3
	[T/C]
	AACCCATCTTCTGCAGAACTCTGCTGTGATGTCATC

	42044_26
	27
	[C/T]
	TATTAAGAGGCTGCATGGTGGTGCTTCAGGTGTCAC

	42052_8
	9
	[A/C]
	GCCAGGATACATGCAAATGAATGCTGACAGCCTTGT

	42066_9
	10
	[C/T]
	AATGAGAAGCGAGCAGGGTGCTGCAGGCTTTATCTC

	42069_16
	17
	[G/A]
	TTACTCTACACGGCACGTCTGTGCCCGTAACTGAAC

	42072_9
	10
	[C/T]
	TCTTAACCACAAGCATATGACTGCACGAGGTCTTTG

	4208_34
	35
	[G/A]
	ATACGGGCAGGTGCACTATGTTGCGCATGTAGTCGT

	42080_29
	30
	[G/T]
	AATCCAGAGCCAGCATGGAAGTGCCACAGGTAATCT

	42085_2
	3
	[C/A]
	CCAAAACACCCAGCAATCCTGTGCTTGCAGTGCAGA

	42088_28
	29
	[G/A]
	AATGCATTATGTGCATGTGTGTGCGCACGTGTGTGT

	42096_34
	35
	[G/A]
	TTTTGATGCAATGCAGTTCTATGCCTTTGGAGTCGT

	421_8
	9
	[T/C]
	GTAAACATTGTCGCATTACAATGCGAAGGAGTTCAG

	42103_30
	31
	[T/C]
	AGGTAGATTCATGCATGCAAGTGCCTGATCCGCTGA

	42105_5
	6
	[T/C]
	CAGGATGGGATGGCATGTCGTTGCCGAGTCCTGGGG

	42111_7
	8
	[T/C]
	CCAACTCTCTCAGCAACCAGGTGCGATCACCCCAAC

	42112_28
	29
	[C/T]
	TGCTGCTGGCGGGCAAAGTAATGCAGTGCCCTAAAT

	42114_24
	25
	[G/A]
	TGATCCTCTTCAGCAGGCGTATGCGGGAATCCAGCA

	42121_8
	9
	[C/G]
	AGCCGACCGACTGCATGACTGTGCCACCCTACCTAC

	42122_33
	34
	[G/T]
	TAGTGAGCATTAGCAAAAGCATGCTAGTTCCAAGGC

	42124_28
	29
	[T/C]
	CTATATGATCCTGCAGTGTTATGCGTACTGAGCGTT

	42130_33
	34
	[A/G]
	AGGAGTTGTTGTGCAGTAAATTGCATCAACTGCAGA

	42136_10
	11
	[G/A]
	TGCCACATTGGGGCACAATTTTGCAGTCATTGTTGA

	42141_28
	29
	[T/A]
	AGCTTGTTTTGGGCACCAGAGTGCTCCTAATCTCCT

	42142_11
	12
	[G/A]
	GCCATCTCTTCGGCACCGCAATGCTCATTATGCATG

	42147_4
	5
	[G/A]
	AAGAGAGAGGGCGCAAGGTGATGCGCTCGTTTCTTT

	42151_32
	33
	[A/G]
	TATTCAAGAGTGGCAGAGTGGTGCAGTGGGTAAAAC

	42154_18
	19
	[T/C]
	TTCTTACCTCGTGCACTTTACTGCAGGCGGCAGGAA

	42159_34
	35
	[G/A]
	TAGGTAATTGTGGCATGCTTGTGCTCTTAAACATGG

	42165_7
	8
	[T/C]
	CAAATGTTCCCAGCATGCTGCTGCATTCCATTGGGT

	42168_25
	26
	[T/C]
	TTTGCTGTTGTGGCAAAAATCTGCCTCTCATTTGAT

	42172_7
	8
	[A/G]
	ACCTGGCAGCTCGCAACATCCTGCTGGCGTCGAACG

	42173_25
	26
	[C/T]
	TTGGAAAACAATGCACACCAGTGCTCTCATGTCATC

	42176_31
	32
	[G/A]
	AAGCCATTGATTGCAATGAAATGCCAAAGGCGCCAC

	42178_26
	27
	[C/G]
	CCCGGAATGCCCGCATCACTGTGCCGCTCTGTCCTT

	42182_33
	34
	[G/A]
	CTCACCAGTCATGCAATTTGCTGCTGCTGCAGTGAT

	42187_32
	33
	[T/C]
	TCATGCTATCAGGCAGCCTGCTGCTAAAACATTACT

	42188_9
	10
	[A/C]
	TGTTGCCTCCGGGCAACAATGTGCATTTTGCTCACT

	42196_4
	5
	[T/C]
	GTTGTCTGCGCAGCATCGAGCTGCAGGTGCAGGAGC

	42197_4
	5
	[C/A]
	GACACCACCCCGGCATTAGTCTGCACTGTGATTGGT

	4220_29
	30
	[G/A]
	GCATTAGCATTGGCAAGCACATGCGAGTCGTCTCGC

	42201_1
	2
	[G/A]
	GATGCGCCCGCTGCAGAGAGTTGCGCCTGTCCATCT

	42202_27
	28
	[A/G]
	TCAAAATGGAGCGCAAGAACATGCTCTGGTTGTTTT

	42203_29
	30
	[T/C]
	GCATCCAATGGCGCAAGTGTGTGCGCGCGTTGTGTG

	42205_5
	6
	[G/A]
	TTGTAGTTGAGTGCAAAAGTTTGCAGCTGCAGTGGA

	42209_27
	28
	[T/C]
	GAAGCGCAAGTAGCATTTCACTGCAACTATCCGTGA

	4221_27
	28
	[A/C]
	CCTATCAGTGGGGCAAGTGTGTGCTCTAGTTTGTAT

	42214_25
	26
	[T/C]
	CCTCTGTCAGAAGCAGCCAATTGCTTGACCCAATTG

	42217_24
	25
	[T/C]
	CGCCTGTGTGATGCATCAGTTTGCTTCTGCATTTTA

	42228_9
	10
	[G/T]
	GGTGATGGAGGAGCAGTTAGGTGCCTTGCCCAAGGG

	42229_30
	31
	[C/T]
	CTTTAGCAATGCGCATCTCAATGCATTCTTCCAGCT

	42232_27
	28
	[T/G]
	TAGACAAATGTTGCATTTTTGTGCCACGACTGCCAT

	42233_17
	18
	[A/C]
	AGCGAAGGAGAGGCAGCAGTCTGCCTCCTGTGTGCA

	42240_33
	34
	[T/C]
	GTCACGGTATCTGCATAGCAATGCGGGCAGAAATGC

	42258_17
	18
	[G/A]
	CCAATGTAAGGTGCATGGAGCTGCTGGAGATCCTGT

	42260_17
	18
	[T/C]
	GCGAACATTGTGGCAAATAACTGCCTGTCACTGTCA

	42261_30
	31
	[A/T]
	ACACACACACACGCACTATCTTGCTCTCTCACACAC

	42263_20
	21
	[G/A]
	AGAAAGTGTGGAGCAAGTTGGTGCCTACCAAAAGTG

	42265_27
	28
	[C/T]
	CGGTAGAGGGCAGCAGTGTACTGCAGTCATACTTTC

	42272_29
	30
	[C/T]
	TATTCACTTCTTGCAAGGGTTTGCCGTTCCGGGCTT

	42277_3
	4
	[T/C]
	CTCTCTCACTGTGCATTTTTCTGCGCAGGTTTTGTT

	42278_6
	7
	[G/A]
	CCTGCAAAGGCTGCAGCAGCTTGCACGGCTTGTACT

	42284_15
	16
	[G/A]
	GCATGGTGGAGAGCAGGGTGGTGCGCACCTGAGGAG

	42289_19
	20
	[C/T]
	ACAGAAACTGAGGCACCTGCGTGCCATTAAACGAAC

	42296_8
	9
	[C/A]
	TTCAGCCCCGAGGCAAGCGCATGCTCTGACGCCGAC

	423_25
	26
	[C/T]
	AATGTAAAGCTTGCATGCACCTGCTCCACCATAGAA

	4231_26
	27
	[C/T]
	GGTGGACGACGGGCATCCTGCTGCCACGCAGGTAAA

	42313_7
	8
	[C/T]
	ATTTCTTCCATCGCACACCTCTGCCGTGAATACGAT

	42318_17
	18
	[G/A]
	GCGCTCCCCTGGGCAGCGGGCTGCATTAATGCGTCT

	42331_5
	6
	[A/G]
	CATACAATAGCAGCATGCTACTGCAACATGCAACAT

	42336_28
	29
	[G/A]
	TATGCCTGTTGGGCAGCAGGGTGCGCGCGATGAAAT

	42341_18
	19
	[C/A]
	TGATTCCGGTGTGCAGGACAGTGCGTCTTCTGGATC

	42343_3
	4
	[G/C]
	TCACGAGGCTACGCACGCTAATGCTAATGCTTTCAT

	42353_5
	6
	[C/G]
	CAGGTCGTAAGTGCAGGGCATTGCGTCTCATCCACT

	42355_18
	19
	[A/T]
	GGAGCCTGTTCGGCATCTATGTGCGCTTGGCAGTAA

	42358_25
	26
	[A/G]
	AAAACAGAAACAGCAGGAAAGTGCCAGAACGGATAC

	42363_15
	16
	[A/C]
	TAGGCCACCGCAGCAAAGAAATGCATACTTAAAAAC

	42380_25
	26
	[C/T]
	AAAGCCCACCTGGCATCTTAGTGCGCTGGACGGAAA

	42383_19
	20
	[C/T]
	TCCGTCACTGTGGCATCACCTTGCAGGCCCTGTCAA

	42390_25
	26
	[G/A]
	TAAAGTATTTGAGCAGGCTGGTGCTGGAAGAGCTCT

	42392_33
	34
	[C/T]
	TCAGTCAGATGTGCATTGACCTGCAGCAGGTCTCAG

	42400_24
	25
	[T/C]
	ATGTGGGCTTATGCAGAAAATTGCCAGTGGGGTAAC

	42401_26
	27
	[G/A]
	TGGTAGCGAGGGGCATGCAACTGCACGACATCTTTT

	42402_19
	20
	[T/C]
	TGCTCTGTGCAAGCAAACCTGTGCAAGAAAAAGTTG

	42406_1
	2
	[G/T]
	AGAAGTCAAGCTGCAGCATTTTGCATCAGTTACAGG

	42408_24
	25
	[G/A]
	TACCATGCCTGAGCACTTTAGTGCGATCACCCCGTA

	42415_17
	18
	[A/G]
	CGGAAGCTCCCCGCAGCACTCTGCCAGCGTGACCTT

	42416_25
	26
	[T/A]
	TAGCTCTACACAGCAGAGTAATGCATGGTGTCAAAG

	42421_27
	28
	[C/T]
	TTTGTGGAGCGAGCAAGCAACTGCATTCAGCCAGAA

	42422_9
	10
	[C/T]
	TTTTACATGCATGCAGCCAAATGCTCCACAAGGAAT

	42424_29
	30
	[A/G]
	AGGGCAGAAATTGCATGTAGTTGCACCTGACCTGTA

	42425_1
	2
	[C/G]
	TCTGAATCTGATGCAGGGAGCTGCAGGAAGCCACTG

	42430_24
	25
	[T/G]
	GCACGTTGCAGTGCAGCTCTTTGCTGTTTGGGGTAG

	42434_1
	2
	[C/T]
	TCTTGTCTCCGCGCAGGGCGTTGCGGACGTCGGTGT

	42438_1
	2
	[C/T]
	TTGAGCTGGCGAGCATTGGGGTGCCCATGACCCTAT

	4244_8
	9
	[C/T]
	CAGTTTCTCAAAGCACTTTATTGCAACGGGGCATAT

	42447_17
	18
	[C/T]
	TTGCTAGTCTGTGCATGCGTGTGCTTCTCTGCACAA

	42449_29
	30
	[C/T]
	GATGTAAGACTTGCATGAAGCTGCTGGGCCATGAAA

	42450_24
	25
	[A/T]
	TGACCATCTGTAGCACCACGCTGCAAGTCAGACCCT

	42451_26
	27
	[C/G]
	AAAACAGCTGGGGCAAATACCTGCATCACTTCTTAC

	42452_20
	21
	[T/C]
	ATTGTTTTCAAAGCACCAGGTTGCCACATTCACCTA

	42453_1
	2
	[G/A]
	TGTATCATTGCAGCAGGCACTTGCAACACGCTGTCA

	42461_10
	11
	[C/T]
	TTTGAGTTCCCAGCAAGGGTTTGCCGGCATGAGATG

	42465_20
	21
	[A/C]
	TGTGCCTTGACTGCAAGCTGATGCTTCGATAAAGAT

	42469_3
	4
	[T/A]
	GTGTGAGAGGAAGCAGGAGCCTGCCAGAACATTCGA

	42471_25
	26
	[G/A]
	TCTATGCGTTCTGCATCTCTTTGCCGATCTTGTAGC

	42474_33
	34
	[C/T]
	GCGCATACACGCGCACACACATGCTCGTGCATTCAT

	42478_19
	20
	[G/A]
	TTATGTTGGAGTGCAGGACGCTGCGGTGGAACTCAT

	42480_3
	4
	[A/C]
	TTAACATCTGTGGCACCACTATGCTGCCAATGTTGA

	42483_31
	32
	[G/T]
	ACGCTCAAGAAAGCATAATGTTGCGGTCGTTGGAGA

	42485_25
	26
	[G/C]
	AGGCTTAATGTAGCACTGAGATGCTGTCTGCTCCTC

	4249_19
	20
	[C/A]
	CTGTGGTTCAAAGCATTTCCCTGCAAGATGAATTGT

	42495_3
	4
	[G/A]
	TCTGGGGTTCAGGCATGCTTCTGCAACAGGGCAGGC

	42496_11
	12
	[C/T]
	CGTTTTTGACACGCAGCCAGCTGCGGAATCAGAACC

	42501_4
	5
	[A/G]
	CACAAGACGAGGGCAGTGCCGTGCGGGGTTTTGCCG

	42509_8
	9
	[C/T]
	GAAGTAAACAAGGCATCAAGGTGCCATCTGCTGTAA

	4251_33
	34
	[A/G]
	GCATGGTCTCTGGCAGTTCTTTGCTGCACAGACAGC

	42524_18
	19
	[C/A]
	GACAAGAAACGGGCACAGCACTGCCGTATCTCTCTC

	42527_31
	32
	[C/T]
	CATCAGGCCCCTGCAACAGAATGCTGCAGCTCGACC

	42529_19
	20
	[T/C]
	GTTCGGGCCGCAGCAGCAGTGTGCAGAGCTCTGATT

	42531_4
	5
	[C/T]
	TTGTTTTCCGCTGCAGCCATGTGCTGGGCAGGAAGT

	42540_28
	29
	[C/T]
	TAACCAACACGAGCATGTGAGTGCATCACAGATCCC

	42541_15
	16
	[T/A]
	GAATAACAAAAAGCATTCCTGTGCCATGAGCTCCAG

	42543_28
	29
	[A/T]
	ATAAAAGCGACAGCAAAAGCATGCCAAAAGTGACGT

	42544_24
	25
	[G/A]
	TTTTAGCTGAAGGCACCTCTGTGCGCGAGTGGATCT

	42546_6
	7
	[G/A]
	AGCAAGGAGCAAGCACAGAGGTGCTAAACATGCAGA

	42547_15
	16
	[G/A]
	TAGGTCTTTGGAGCAGGGCGCTGCATGCTCTCTTTG

	42555_7
	8
	[T/G]
	TGCGAGGTGTGAGCAGAGGAGTGCGGAGGGAGGATG

	42558_11
	12
	[C/T]
	TGTTTGCTTCTCGCAGCCCGATGCTTTGACTGCCAC

	42559_29
	30
	[T/C]
	CACCTCGGGTGTGCATGTGTGTGCCATTGTGGCCTG

	42560_33
	34
	[C/A]
	GAATCTCTGATAGCACCACATTGCCTGGATCGCCCT

	42567_8
	9
	[A/G]
	ATAGCTCCAGTGGCAGTGAACTGCTGTTCATTTACT

	42568_20
	21
	[G/A]
	CACTGGAGCGTGGCATGGCCGTGCTGGGCATCGTGG

	42571_17
	18
	[A/G]
	GCAACACCTGTGGCACCACCTTGCTGCCCAGTTTAG

	42575_18
	19
	[C/T]
	TTAGGAACAGTTGCACATCCGTGCCATCAGTATTAA

	42577_15
	16
	[G/T]
	CCAATGTGCTTTGCAGTCTTGTGCTCACACCTGGGC

	42579_34
	35
	[A/G]
	ACTGCATTTGGAGCATGGCTTTGCAGCAGGTGAGAT

	42583_4
	5
	[C/A]
	GCAGAGAACTGGGCACACTGATGCCACAGGGCACAC

	42586_27
	28
	[A/T]
	AGAACACCATGTGCAACCTGATGCTGGAGGAGGACA

	42587_19
	20
	[T/C]
	ACTAAATTGCCTGCACGCATGTGCGCGCACACACAC

	42593_11
	12
	[C/A]
	CAGTATGGCTCCGCAACCGAGTGCAAGCTCCTTGGC

	42595_10
	11
	[C/A]
	TCCCTTGGGGCAGCATGGTGGTGCCACAGGTAGTGT

	42597_11
	12
	[C/T]
	CACCTCACTACCGCATCTGACTGCCGACTGTTAAAC

	42600_18
	19
	[T/C]
	GACCAGAAACAAGCACAGTGATGCCTGTTATCTCAC

	42606_28
	29
	[C/A]
	TTCCAACTGCAGGCAGAAGAATGCATTGCAATCAGG

	42609_20
	21
	[G/T]
	CTAAAGAATGATGCAGGATGGTGCTCAGTGGATGAA

	4261_19
	20
	[C/A]
	ACTACAACACCCGCATCACCATGCCGGATTTTCAGA

	42612_17
	18
	[G/A]
	CCAAACAGACGAGCAGCGCAGTGCATTTTCTATTGG

	42616_34
	35
	[A/C]
	CACCAGCTGTGAGCAGAGCGATGCAGCATGCTGGAA

	42620_33
	34
	[G/A]
	CGTGTGGATACTGCAGCACTCTGCTGTGGAGTCGAA

	42624_30
	31
	[A/G]
	CTTCCTCTCGTCGCAGCTCGGTGCACATGCAGTGCC

	42626_9
	10
	[T/C]
	GGACGGGCGTTGGCACTCGTTTGCGGTGGCGGTACG

	42632_19
	20
	[T/C]
	TGGATGATTTTTGCAGCTCTTTGCTGGGATAGCAGT

	42633_18
	19
	[G/A]
	ATGACTGACAGTGCAAGTGAATGCGACACTACTAAT

	4264_5
	6
	[C/T]
	CCCCCCCTTCAGGCACCAACATGCAACAGGGTTACA

	42640_18
	19
	[C/T]
	GGCTGTATTAAAGCACAACGATGCCTCAGGGTCTAA

	42641_33
	34
	[A/G]
	CCTAATCCCCGCGCATAGCAGTGCAGTTTTTAAAAT

	42644_29
	30
	[C/T]
	GTCCTTCACGGAGCAGCTCCATGCCAGGGCGGTTGA

	42647_20
	21
	[A/T]
	CCCTCTTCGCCTGCAGACAATTGCACATTTGCAAAT

	42648_24
	25
	[A/G]
	AATTCCTGGAGCGCACTTCAGTGCGGATTTTACAGA

	42649_11
	12
	[T/C]
	GTGTGTGTGTGTGCACATGCATGCGACTCGTGTGGC

	4265_34
	35
	[G/T]
	GTATCATGTCCAGCACCACCATGCTAATATCTGGGG

	42653_30
	31
	[A/G]
	GCGAACATCAGCGCACCGTTCTGCCCCGACATGTTT

	42658_27
	28
	[A/G]
	AACCTCCTCATGGCAAAGGGCTGCCACACTCACAAC

	42659_3
	4
	[C/T]
	TGCCTTTGGGAAGCAAAGCCCTGCATGTGAATGATG

	42660_18
	19
	[G/A]
	AGAGAGACACACGCAGGGGAATGCATCTGTGATCGG

	42661_8
	9
	[G/A]
	TGATACTCGTCTGCAGATCTCTGCAGTTCGCTATTT

	42664_2
	3
	[G/A]
	CAGATCCCTCCTGCACTACTGTGCCACCCACAATCA

	42671_33
	34
	[G/A]
	ACAAAGGCTGAAGCACAAAGCTGCCCCACAGCCGTC

	42677_29
	30
	[C/T]
	CGTGACATGTCTGCACCTACATGCCAGTACGTAGTG

	42682_32
	33
	[C/T]
	CTCCCCATCGCTGCATTCTGCTGCCGGCCATTCATA

	42683_30
	31
	[G/A]
	TTCTGACAGGAGGCAGTCACGTGCCATTTGACCACA

	42688_17
	18
	[C/T]
	TTATGTGGCATTGCATCCTTATGCACCACTGCCTCT

	42690_1
	2
	[T/C]
	ATGAGGGCACGGGCATCGTGCTGCAGTGTGTGGACG

	42691_19
	20
	[A/C]
	AAAGAACAGTAAGCAGATAACTGCTCAGTCTGCTTA

	42692_2
	3
	[G/C]
	AAGGAGAGGAAGGCAAACATGTGCAGAGACAGAGAG

	42694_7
	8
	[G/A]
	TGGGGTCGAAAGGCATCTGCATGCGCCTGGGTCCTG

	42695_30
	31
	[T/C]
	GCCTGTCACTCTGCATCACGCTGCTCCATTTATTGC

	42696_4
	5
	[T/C]
	GACCTTACATGGGCAGCACGTTGCTCTGCACCTGCA

	42709_1
	2
	[G/T]
	TGGATGAGGCCAGCAAATAGGTGCAACCACCATGGA

	42712_10
	11
	[G/C]
	CTCCGATGCAGAGCACGTCGCTGCAGGTAGCGCTTC

	42713_31
	32
	[C/T]
	ATGGGAAATCACGCACAGTACTGCTGGTGGACGCAG

	42718_8
	9
	[G/A]
	TTGCCTAGGAAAGCACAGTGGTGCCACAGGTAGTGT

	42723_30
	31
	[A/G]
	TGACAAACACACGCAGACACATGCGGTTTAAGTACA

	42726_29
	30
	[C/T]
	GATGCCGTTTCTGCACGCGCGTGCACGAACGCACTT

	42727_8
	9
	[G/T]
	TCTCATTCGGCAGCATTGTGCTGCTATGCTGTTACT

	42730_2
	3
	[T/C]
	CTTACCACATCAGCACTGCCATGCCATGTGGGAAGC

	42731_26
	27
	[G/A]
	GAAGCCAGTGTTGCATTGCAGTGCCCGCAACCATGC

	42736_1
	2
	[G/C]
	TCTGTGCCTTAAGCACTGTGATGCACCATCATGTCG

	4274_15
	16
	[G/A]
	TAATCACTATCTGCAGAGCGCTGCAATAAAACGCTT

	42743_33
	34
	[C/A]
	ACTCTGACTGCAGCAAGTACCTGCGGTAAATATCAT

	42744_8
	9
	[C/A]
	TGCACAAGCCTGGCAATTATCTGCCCAAAGCTGACC

	42745_8
	9
	[C/A]
	TGGCCATTCCGTGCATATTCATGCTCACTGTGGTGA

	42747_26
	27
	[T/C]
	AAATCCCAACATGCATTAATTTGCTCCGGTCGCTAG

	42752_17
	18
	[A/T]
	TTTAAGCTCAGAGCAGCACAATGCAGTCTGCATCTA

	42757_31
	32
	[G/A]
	TGTTGCTTAAGGGCAACACCATGCCACAGATGGTTA

	42766_20
	21
	[G/A]
	TCATATTAAAAGGCAGCTCAGTGCCTGACAGGTTGT

	42771_10
	11
	[C/A]
	CAGGGCAAAGCGGCAAGGCACTGCTTTCTTCCATGA

	42772_16
	17
	[G/A]
	GATGGTAATGCTGCACGATTATGCAGCGAATGCTGT

	42782_32
	33
	[C/T]
	GCATAGGGAAAAGCAACAGATTGCCCATCACTCACA

	42788_29
	30
	[A/G]
	GGAGCCCATCTGGCATGTTCGTGCGCAGGGCAGGAA

	42789_8
	9
	[G/A]
	CTGATAAGGGAAGCATTGATCTGCTCGACCACTAGT

	42794_4
	5
	[C/T]
	AGATTCTTCTCAGCAACAGCTTGCAGATGTTTGGAC

	42795_24
	25
	[G/A]
	AAAGACGCTTGCGCAACAGCATGCGTTCACACACTG

	428_33
	34
	[C/T]
	CTGTTTCCAAATGCATTTTGGTGCGGTTCATTTCAG

	4280_9
	10
	[A/G]
	AGTGCCCAGAAAGCAAGGCCTTGCAAACTTATGACT

	42801_8
	9
	[C/T]
	CCTGGTTTCCTTGCATGACAATGCTAGGCCTCATGT

	42805_28
	29
	[G/A]
	CAAAAACACATAGCACGCGCCTGCTTCTGCTCACCT

	42809_27
	28
	[T/A]
	CAGCGAGGCCCGGCACACGCCTGCTCTTGTTGCTCC

	42810_18
	19
	[T/G]
	TCTGCAGCTGCCGCAGTTTACTGCACTACAACTCTG

	42811_4
	5
	[G/A]
	ATATGTTGTAGGGCAAAAGCTTGCACATCTGGCACA

	42815_17
	18
	[G/A]
	TCAACGCTCTTAGCATCGAGCTGCTGTCACGCTCTC

	42817_28
	29
	[A/G]
	CAGCTCGAACTGGCAGGTGAGTGCGAGGATTTCCAA

	42821_33
	34
	[A/G]
	TTGGGAGATACTGCAGGAGCCTGCAGCCGCTTCAGG

	42827_25
	26
	[C/A]
	ACGGCATCCACCGCAAGCACCTGCCCATTCAGCACG

	42828_2
	3
	[G/A]
	ATGGATGGGTGTGCATCATATTGCATCTCGTCACAT

	42842_33
	34
	[G/A]
	GCTCTGACAATCGCAAGAGCGTGCCAAAGCAACGGC

	42844_17
	18
	[G/A]
	GGACCCAGCCAAGCAGAAAGATGCTGGAGCATTAAA

	42846_28
	29
	[A/G]
	AGCATGCTCCCCGCATCCTTGTGCCCATAACAAAAG

	42849_16
	17
	[A/G]
	GCACAGTCCCTGGCAGAGAATTGCTCTCCAGCCGAT

	42851_4
	5
	[G/A]
	GCTCGGTGTTTAGCAAATGGCTGCACCACCCTAACA

	42852_11
	12
	[G/A]
	TCCGGCAAAACGGCATATTCTTGCGAGGCTTCATAC

	42853_8
	9
	[C/T]
	CAAAGCCTCAAGGCACACAAATGCACACACACACAC

	42862_30
	31
	[T/A]
	CTGCCCGCATGTGCACATGCCTGCTTAAGATCCGAG

	42869_15
	16
	[A/G]
	CCATCTTAGGTGGCAAGAATATGCTTGCAGACCAGC

	42871_1
	2
	[G/A]
	GGATGCCATGGAGCAGGAAGCTGCTGACTGGAATGA

	42878_33
	34
	[A/G]
	GGCAACCACAAAGCACCAAACTGCATTAAGCTGGGT

	4288_28
	29
	[T/C]
	TGAGGAGTAGTTGCATCCTGTTGCACCCTGACAAAT

	42886_8
	9
	[T/C]
	ACCCACTTTACTGCACTCGCATGCACACACACTTAA

	42887_34
	35
	[G/A]
	CAATCAGGAGCAGCACTTAAGTGCCCACTGAAACGG

	42890_6
	7
	[G/A]
	CAATTTGAGCTTGCACAGGAGTGCTTGAACAGCATC

	42893_3
	4
	[C/T]
	ATACTGTCAGGTGCAGCATGGTGCACAGCCCTGCCT

	42909_2
	3
	[C/T]
	CTCGCTCTGCTTGCAGCCACATGCAGTAAAATAGGC

	42910_28
	29
	[A/G]
	AATCCAAGTCTCGCAAGGCCATGCCATTATGTACTG

	42915_5
	6
	[T/A]
	GTCTTTGCAACTGCAGACTGGTGCCAGTCATAGCAG

	42919_27
	28
	[G/A]
	TCAGCAGCTCCTGCAGAGTTCTGCACAGCAAAGATG

	42921_29
	30
	[G/C]
	GACTCCAGCTGTGCATGAAATTGCAGCCTGCCAAAT

	42922_6
	7
	[G/C]
	AGAAGTCCGCTTGCAAGAGGATGCATTTCTTACAGT

	42931_10
	11
	[G/A]
	CAGCGATTTTGCGCAGGTTGATGCCGCGTGTCAGGT

	42933_2
	3
	[T/C]
	ATTGAGCTGGATGCAGAGGTTTGCATCCTCAATAGG

	42935_25
	26
	[C/T]
	AAGAACCAGACTGCACCAGACTGCACCGGCTCTGGT

	42936_2
	3
	[C/T]
	AACGTCACCTATGCATGTCATTGCTTACGCCCGCCA

	42942_3
	4
	[A/G]
	GGTAGGCTTGTTGCACTAATCTGCTTTCGTCAAACG

	42951_1
	2
	[T/A]
	ATACATGACAGGGCATCAGGCTGCATCGCATCTGTA

	42953_17
	18
	[G/A]
	GCACAATGATCTGCAATGATGTGCTGCTACTGCTGT

	42954_5
	6
	[A/T]
	TGCATTAGGCTGGCATTAGAATGCAACAAGCGTATC

	42958_7
	8
	[C/A]
	GAGAAACAAAAAGCACACTACTGCATTTCGTGAGAC

	42960_1
	2
	[T/C]
	TTTCTTTTATAGGCACCGCACTGCTCCCTGTAGTTG

	42963_5
	6
	[C/T]
	TATCTCACTGCAGCAAAACTCTGCAAACTGGCACAC

	42966_34
	35
	[C/T]
	CCTCCAGACGATGCAAAGGGCTGCTCAAGTCAAACA

	42967_26
	27
	[G/A]
	TAACCCGGATAAGCAATGTGATGCACAGACAAGAAA

	42969_30
	31
	[T/A]
	ACTCAATCGATAGCATCTGTCTGCATCTGCTGCGTG

	42977_26
	27
	[C/T]
	CCGCGTGCTGGAGCATCTCGCTGCGCCTTAAGCAAC

	42979_27
	28
	[G/A]
	GGCCCAACAATGGCAGATTGGTGCTGGGATTTTAAC

	42981_2
	3
	[G/A]
	CCGTGCCCATCTGCACCATGCTGCCAGTTGGCAGAG

	42984_11
	12
	[C/T]
	ACGTGTTGTGTCGCAGCATGGTGCTTATTCAGGGTG

	42986_32
	33
	[C/T]
	AATCAGGGAGCAGCAAAAATGTGCAGCAACCTCCGA

	42987_32
	33
	[G/A]
	TAGTGCACTGGAGCATTCTAATGCTGGAAAAGGCAC

	42996_29
	30
	[T/C]
	AATACAGGTCCTGCAAGCAAGTGCTCTCTTAGCTCT

	42999_5
	6
	[C/T]
	TTACACGGCCGAGCAGCTGCGTGCAGACATTACATC

	43002_10
	11
	[C/T]
	TTCACTGGTCCTGCATAGCCCTGCCACTTAACAGAA

	4301_19
	20
	[C/T]
	GGTTGTGTTAAAGCAAAAACGTGCAGGGCTGTGACT

	43012_17
	18
	[T/C]
	GCTCAGCTCGGAGCATTTGAATGCTGTCTTGTGCAC

	43036_16
	17
	[C/T]
	ACAGATACGATGGCAACTCCCTGCTCAGCAGTATTG

	43042_26
	27
	[G/A]
	TGCTGGATGATGGCACACAGGTGCTCGGTTAACTGC

	43045_16
	17
	[T/C]
	TGACTTTCCAGAGCACTGAAGTGCTTCTTGCCATGA

	43047_3
	4
	[C/T]
	GGTCACGACTGTGCAAAGATGTGCACTAGAACCATT

	43052_28
	29
	[C/T]
	ATATGCAAATGAGCATAGCGGTGCATTTCCGATATA

	43053_16
	17
	[T/C]
	TAATGAGACGCAGCAGTCGAATGCAGCGCATTACTG

	43054_20
	21
	[T/C]
	TAAAAAGTTTGTGCACCCACTTGCGCCCGTGTCAAA

	43058_32
	33
	[G/A]
	TTAATGCTTTATGCACCAGGATGCATTCGAACGAAT

	43064_24
	25
	[T/C]
	GCCAATCATGTGGCATAAATATGCTGAGCTCTGCAG

	43065_15
	16
	[C/T]
	CTGGAAATATTTGCACGTCTATGCGAGGGCTGTAAA

	43070_8
	9
	[A/C]
	AAAACGCAAAGCGCAGAAGCATGCGCCTGTCAAAAG

	43073_10
	11
	[G/A]
	GTTACTGAATGAGCAGTTCCATGCCTGAAGGGACGA

	43074_5
	6
	[G/A]
	CTTAAGACAGTTGCAATTGACTGCAGTGTCCCTTGC

	43079_10
	11
	[T/A]
	AGACCAAACATGGCAACCACCTGCTACATCATCCAC

	43084_1
	2
	[A/G]
	AAAGGAAAAACAGCACACGCTTGCACAAATCTTTCA

	43089_3
	4
	[G/A]
	ATAGAGCAGAAGGCACAGTGGTGCTGCAGGTAGCTT

	43095_16
	17
	[C/T]
	TATGAAACCTTGGCAGCGCTGTGCTATTTTAACACA

	43096_20
	21
	[T/G]
	AGCCCAACAATGGCATTTTGTTGCTCAGAGGTTTTA

	4310_6
	7
	[G/A]
	GCTCTAGAGCAGGCAGGGACATGCTAAAACCCAACA

	43105_11
	12
	[C/T]
	TGAGTCTTAACCGCATTAATCTGCTCGCTGAAAAGA

	43108_8
	9
	[C/T]
	GTGCTCCTCCCAGCACCGCACTGCATGAAAAATCAT

	4311_27
	28
	[C/T]
	ACTGTAGCAAGTGCACATCAGTGCTGTCGTGTAACA

	43110_7
	8
	[G/A]
	AACTACTGAGCAGCATGGTGGTGCAGTGGGTAGCAA

	43113_25
	26
	[A/G]
	TGATGTAGCCTAGCAGGGGATTGCGAGCGACATGTA

	43116_1
	2
	[G/A]
	CGATGTTCTAGCGCATCAGGTTGCAGCTGGCCAAGG

	43117_9
	10
	[G/A]
	ATGGTGTTGGAAGCATCGTATTGCAAGGATGTTTTT

	43120_33
	34
	[G/A]
	GTATGACAGGAAGCAGGGGGATGCACAACATCTGAA

	43130_9
	10
	[T/C]
	TCTATTCATTCTGCACTGCTTTGCAGGCTTGCAGAA

	43131_30
	31
	[A/G]
	GTAATGCCTATGGCAATCCAGTGCAAATCAACACAA

	43133_17
	18
	[G/T]
	TATTTCTGGGTGGCATGTTGATGCCACAGGTAGTTT

	4314_1
	2
	[C/A]
	GCAAAACTGATAGCACCCGCCTGCAGCAAGCAGATG

	43141_1
	2
	[T/G]
	GTGGCTGACTCAGCAAGTCAGTGCCTAGATTAGAAG

	43146_11
	12
	[T/A]
	GTCATTCCGAGTGCATTAAGATGCAGCAGTACACCA

	43154_2
	3
	[T/C]
	GCTAACAGCACTGCAGTCAACTGCAGTGAAGTCACC

	43158_26
	27
	[C/T]
	TCTGCCATGTCGGCATTTTTGTGCACCATCAATGAG

	43159_28
	29
	[A/G]
	TAATGCACTGCAGCAGCGCCATGCACACACTCCCTA

	4316_18
	19
	[G/C]
	TTTCGCCAGGATGCATGTGCTTGCTTTTCTCTGATT

	43162_9
	10
	[C/G]
	TGATCACTGCTAGCACCATGATGCTGTTCAGTGTGG

	43165_28
	29
	[C/T]
	AGCGACAGCAGCGCATGGACATGCTGGACCAACAGA

	43166_17
	18
	[T/C]
	ACAGGACAAAACGCATGTCGGTGCAGATTTCGTCTC

	4317_34
	35
	[A/G]
	ACGGTACGGGCAGCACCACCATGCTGGTGGACACAG

	43174_34
	35
	[G/A]
	GTATAGTTGGGTGCAAAAGTTTGCACGGGTTTTTGA

	43175_4
	5
	[A/G]
	TCGGGGAATGTAGCATCATGGTGCAGGCTGAGAAGG

	43176_19
	20
	[G/C]
	GAGCTTTCTCATGCAAACTGGTGCAGTGCAGTATCT

	43177_34
	35
	[T/A]
	TAAACAATAGCAGCACAGATGTGCCACACACCTTTA

	43183_15
	16
	[T/C]
	ATGCTTTAATTTGCACACGTGTGCACTCGACTTCCG

	43184_30
	31
	[T/C]
	TTAAATGGGGGAGCAGGAAATTGCCCCTACTTGTGA

	43195_7
	8
	[A/G]
	GACTAATAGCTCGCAGGTTTGTGCTCCAGAACAGAG

	432_10
	11
	[T/A]
	CCAGGTAACATCGCAAGACACTGCAGAGTTATAACA

	43202_34
	35
	[C/T]
	ACAGGCTGAGATGCATGCATCTGCTCGACATTCCCC

	43211_16
	17
	[A/G]
	CACAGCTTCACAGCACACAGGTGCAGAACATCCTAC

	43212_9
	10
	[A/T]
	CACACACACACTGCAAAAATCTGCTGTAGCACCAAA

	43218_32
	33
	[T/A]
	TTCTGGCATTGGGCATATTTCTGCAGCAAAGTTTGG

	43219_18
	19
	[A/T]
	TGAACTGAAGAGGCAGAGAGATGCTGATACGATTGA

	43221_4
	5
	[T/C]
	GGACCAAGCCTGGCAGCAGCATGCAGAAGATCTGGA

	43225_11
	12
	[C/G]
	CTGGAGGGGGCCGCATAAGTGTGCATTAGATATAAA

	43227_24
	25
	[T/G]
	AACCCCCATAATGCAACAGGCTGCTGCGCCGATGAC

	43231_25
	26
	[G/C]
	ATCAGTCACCTGGCAGACCGCTGCTCTACGACTTTG

	43232_18
	19
	[A/T]
	AGGATTGCAGATGCAGATATCTGCACGTGACTAACT

	43241_5
	6
	[C/G]
	TCTTGCGTTCTTGCACAAGTTTGCACAAGTGAATTG

	43243_34
	35
	[C/T]
	TGTAGCTTTCCTGCAGTCTTCTGCAGTGCTGGTACC

	43247_3
	4
	[G/A]
	CCTAAGAGATTGGCACGGGGCTGCACCTGCGTCTAA

	43256_18
	19
	[G/A]
	CGCTGTGTATCAGCAGTCGAGTGCAGAATCACTGGC

	43262_17
	18
	[C/A]
	AGTCTTTCCGGTGCATCCATGTGCAAACATTCTGAT

	43265_31
	32
	[T/A]
	CTCCAAACAACGGCACCCACGTGCGATTATATCACA

	4327_26
	27
	[T/C]
	GGAGTCCAGAAAGCAGAATTGTGCTTTTGGGGATGG

	43270_26
	27
	[A/G]
	CTCGTCAAAATGGCACAGCAGTGCGAAAACTGGCGA

	43272_6
	7
	[C/T]
	ACTCTTCACTGTGCACCACACTGCACTCACTCAAAC

	4328_4
	5
	[G/A]
	ACAAGAAAATCTGCAGTGTTTTGCAGTGAACCGTGT

	43284_24
	25
	[A/T]
	TCATACTCACAGGCAACTTCCTGCACCATTTGGGAA

	43285_28
	29
	[T/C]
	ATAGTGGTGGTAGCATTATGCTGCAGGGTCACTTTC

	43286_28
	29
	[G/A]
	CCTGACAGAAAGGCATGAATATGCAGCGGAAACCAT

	43290_31
	32
	[G/A]
	TCCAGGCACACGGCACACGTCTGCTGCGGAGGCGAC

	43306_17
	18
	[G/A]
	CTCTTGATTCTAGCAGCGCTGTGCCAGGGGCTGTTT

	43307_16
	17
	[G/T]
	GTCCAGGCAGGAGCATGATGTTGCCATGTTAAGCAA

	43311_7
	8
	[T/C]
	AAAGCTTCCCTTGCATTCCACTGCTACCCTGCTGGT

	43313_19
	20
	[T/C]
	GCCCACCACTCGGCATCTTTGTGCATGGAGCTGGAA

	43316_11
	12
	[C/A]
	GACACCTGTGTCGCAGTCAGCTGCTGCCCGAAATGG

	43318_20
	21
	[A/C]
	AATGATTTGATTGCAGGTCGATGCAGGTTTACGGTC

	43323_30
	31
	[G/A]
	CATGCCTCTGACGCACACCTGTGCCGCTTAGAGAAA

	43327_4
	5
	[T/C]
	CAACTGCTTATCGCATGGATTTGCTCATGCGAAACA

	43336_6
	7
	[T/A]
	GCTGAGAGACCTGCAGTGACCTGCTGAGGTTCCTCC

	43338_19
	20
	[C/T]
	TGTGATGTGCGTGCAACATCATGCAATCGGGTTATT

	4334_25
	26
	[C/T]
	AATGTAAGAAAAGCACGGTAGTGCACGCTCCTATAG

	43344_4
	5
	[G/A]
	GCCCGGTGCTGAGCAAACCCCTGCGGCCCCTCAGCC

	43349_9
	10
	[A/C]
	CTTCCGTTGATGGCAATTGGCTGCTTTTGAATCCAA

	4335_34
	35
	[G/A]
	GAGTCCTCTGCAGCATTCAGGTGCGGTGCGTTCGGA

	43350_3
	4
	[A/C]
	CACACTAAACACGCAGCACTATGCTTGCAGAAACCT

	43356_18
	19
	[G/C]
	TTGTGAGTTCCTGCAAACGAATGCACAAGCAACAAG

	43360_27
	28
	[G/T]
	GTTGCAATAGTTGCACTGATGTGCCTGGCAATCTGC

	43364_30
	31
	[C/T]
	TTTGCCAACGACGCAGGTTATTGCATGCACCGGGGC

	43366_5
	6
	[A/T]
	GGCCAAGTTCTGGCACTTAGATGCTAAAGTGTTCAA

	43370_11
	12
	[A/G]
	TGTGAGGACTCAGCAAGGCACTGCAATCGTAATTGA

	43371_2
	3
	[A/T]
	GGACGAGGGAGAGCATGCTGCTGCTGCTGAAAAGGG

	43374_7
	8
	[G/A]
	ACGTCTTGAGCGGCACAACGATGCCAAACTCACTCA

	43381_3
	4
	[G/A]
	CTAGATGTGAATGCATGTGTCTGCTCTGTGATAGAC

	43384_17
	18
	[C/T]
	GATTGGCTGTGAGCATACCTGTGCTGGACTATGTGT

	43387_30
	31
	[T/C]
	CTGGATAGGCTCGCACAGTGCTGCTCAAATTGTGTT

	43389_8
	9
	[G/A]
	TTAAATTCGCGTGCAGATCTGTGCAGAGCGCTAAGA

	43390_31
	32
	[C/T]
	AATGTTACGTTTGCAAATGAGTGCTGGCACTCGTGA

	43393_1
	2
	[G/A]
	CGAGATCCAGTCGCAGACAAATGCAGCAGTGTTTCT

	43397_1
	2
	[G/A]
	TGAAGAACTCGCGCACGAACTTGCCGATCACCAGCA

	43402_34
	35
	[T/A]
	ACACTACTTGTTGCACTGCTGTGCCACTTTTGAGTC

	43404_4
	5
	[C/T]
	CCACCGGCCTACGCAAGTATCTGCCCATGCAGGACG

	43406_19
	20
	[C/G]
	CCCTGCACCACTGCATCACCATGCTCCCTAACTGTA

	43407_8
	9
	[T/C]
	AGTAGCATTAAAGCAGGAATTTGCAGCTTCGCCTGA

	43408_25
	26
	[C/A]
	CATCTGAATCCAGCAAGGGAATGCTCGGTGACTCGC

	43414_11
	12
	[C/T]
	TAAACCATGAACGCAGGCACGTGCGTATTTTCTTTA

	43415_5
	6
	[G/A]
	AAACCGGCAGGGGCAGAGTAATGCAGGGCAATCAAA

	43416_1
	2
	[A/G]
	CACGTTTCGGATGCAGACTTTTGCTTGGTTTATTGT

	43418_8
	9
	[G/C]
	TGGGGCTGGCTGGCACCGAGCTGCTGCTGCTGCCAC

	43420_16
	17
	[G/A]
	TTGCAAGAATGAGCAGGTGTGTGCCTACAGGTGATC

	43421_2
	3
	[T/G]
	CGTGGAGTGTTTGCAGGTGACTGCCGGAAGCTGAGT

	43423_19
	20
	[G/C]
	CTGTCATGCTGTGCAAAGCGATGCTTTTGTGCACAA

	43425_18
	19
	[C/T]
	CTGTCATGTAATGCAGATCGCTGCTTTGGTTCCTGG

	4343_16
	17
	[C/T]
	GAGATATGGACAGCACCGAGGTGCCACGGGCTTCCA

	43435_30
	31
	[T/C]
	TTTGTCTTTTTTGCAGAGATCTGCCTGCTTTTGCCA

	43436_33
	34
	[C/T]
	CAGCGTCACACTGCAGATCCCTGCAGCCAACCTCAA

	43437_9
	10
	[C/T]
	TAATGCACATAGGCACACATGTGCGCGCATGCACGC

	4344_34
	35
	[C/T]
	GATGAGGATGATGCAGGTTCTTGCAGGTCTTCTTCA

	43442_18
	19
	[G/A]
	TTGTGGGCTGTAGCAAGCGTGTGCATGTCGACATGG

	43444_4
	5
	[G/C]
	AGATGCCTTTGTGCATACCCGTGCATTGATATGGAT

	43445_19
	20
	[A/G]
	GCAGCTTTTCTTGCACAACAATGCCATAGTCAACTA

	43449_34
	35
	[G/T]
	CTCACATCCTCGGCATTGAGATGCAGCATGAGCTGT

	43455_10
	11
	[C/T]
	ACTCAATTACCGGCAGCACGGTGCAGTGATAAAGGA

	43466_2
	3
	[G/A]
	TCAAGCACCTCTGCAGCCATCTGCATAATCCAGATG

	4347_25
	26
	[T/C]
	GGCTGAAGATGGGCAGGCGCCTGCATCCGTCAACAC

	4348_10
	11
	[G/A]
	GAGCTGCTGAGAGCAGCAAGCTGCAGTGTGTGTGTG

	43484_16
	17
	[G/A]
	TGCTACGAATGAGCATGGTCATGCAGCTCAATGCCA

	43488_1
	2
	[A/G]
	CATGTGCCCAGAGCAACGTTTTGCCTATGTTTTGCA

	43507_18
	19
	[C/T]
	AACCTTGGATTGGCAGCATTCTGCTCTGCATCATCC

	43513_24
	25
	[G/A]
	AATGAGATTACAGCACGGTTGTGCGGAGGTTCAATA

	43517_5
	6
	[C/G]
	TGGATCAGAGATGCAGGCACCTGCATACCGGTTTCG

	43520_5
	6
	[A/T]
	CACATAACCGCTGCATAAATCTGCACATCTGAACCA

	43525_30
	31
	[A/C]
	ATGAATGTTAAGGCAGACATCTGCGGTTTCATTAGT

	43533_8
	9
	[G/A]
	TTCACTGTGCTAGCAGCCTCCTGCCTCCATTTGATA

	43534_10
	11
	[C/G]
	TATTTCTAATCGGCATTTAGATGCTCGCAGCTACTT

	43537_28
	29
	[G/A]
	AGTTGCCAAGCTGCAATAGAGTGCTGCTGAGACAGT

	43538_18
	19
	[A/T]
	ATGATTTTTGCTGCACAATGCTGCTTTAAGGCTGAC

	43540_1
	2
	[G/A]
	AGTGCACAGTTTGCACGCAATTGCCCAAGCAAGGAA

	43541_10
	11
	[A/G]
	TATCATATTAAAGCACCAGGCTGCCACTAGATCCTA

	43542_30
	31
	[C/A]
	GGACATTTTATGGCAGGCTGGTGCACCCAACGAACA

	43543_1
	2
	[C/T]
	ACTGAACGGCGTGCACGAGTCTGCCAACTACACCTG

	43545_26
	27
	[T/G]
	GTTTCTACGGTAGCACATGGGTGCGGTTTGAGTTTG

	43554_11
	12
	[C/T]
	AGAAAAGCTTGCGCAAATTTTTGCACGTCACGCCTC

	43563_20
	21
	[A/G]
	AGCTCGGTGATGGCAGCATCATGCCGTGGATCTGCT

	43565_28
	29
	[A/G]
	ATGGACAGAGCAGCAGTATGATGCTGAGAAAGGTCG

	43569_20
	21
	[G/A]
	TGTCTGGGTGTGGCAGTGTAGTGCCACTAGAGGGCG

	43570_24
	25
	[T/C]
	CCCTGCCACAGAGCACCACCTTGCTCTTCCAAAAAA

	43574_9
	10
	[C/T]
	ATTTGGACTCACGCAAGACACTGCGAAGATTTTCCG

	43588_26
	27
	[G/A]
	TGATGTGTCCATGCAGCCGTGTGCTGGAATAAGATC

	4359_24
	25
	[C/T]
	TATACCTGCCCAGCAGGAAGATGCCGTGAAAGTGAT

	43591_24
	25
	[G/A]
	CCTGTCACTGGGGCATTCAGCTGCGAGTATGGCACG

	43594_31
	32
	[T/G]
	TTCGAGCAATCAGCAGGAACGTGCACGGAGCTCCGT

	43596_7
	8
	[C/T]
	ACGAGTTCAGGAGCACGATCGTGCAGCTCCGGGAGA

	43601_28
	29
	[G/A]
	ATCCTTTTAAAAGCAGCAAGGTGCCTCCGTGTGCCA

	43603_3
	4
	[C/T]
	TTTCATGGCTAGGCAGCTGGATGCAAGCCTTACATC

	43605_20
	21
	[T/C]
	TACAGACACGGAGCAGAGCATTGCCCTGTGCTTTGT

	43608_1
	2
	[A/G]
	TGGGCTCATGAGGCAAGCAGATGCCAGTGGTCTTTT

	43617_19
	20
	[C/A]
	CATGCAACATTGGCAGAACCGTGCACGAGTCAATCT

	43622_8
	9
	[G/T]
	TCACCCATGGGGGCATTGGACTGCAGAAATACAACA

	43628_34
	35
	[G/A]
	CTTAAACGTCTAGCAAAGCAATGCAACAAGTCCAGG

	43630_25
	26
	[G/A]
	GCAGTTCAGCGAGCACCCAGATGCCGTTGGTCAGTT

	43632_15
	16
	[C/T]
	TCACTCGCGCCTGCACGTGCATGCAAACATCTACCT

	43636_27
	28
	[G/A]
	CAGTAGTGACGTGCAACCTCTTGCTCTGAAAGCTCT

	43637_5
	6
	[A/G]
	CCGATGGCACCAGCAGAGGTGTGCCAGGCTAAAATC

	43643_30
	31
	[A/T]
	ATGCCTACAGTGGCAGAAGAATGCCTCTGAAATATT

	43648_8
	9
	[T/C]
	CAACGTTCTTCTGCAGCTTAATGCCACTAACTCGGA

	43653_17
	18
	[C/G]
	TAACATAGGGCAGCATGCTGGTGCTGCAGGTAGTGC

	43656_26
	27
	[T/A]
	CACAAGAGCACTGCAGTGACATGCAGTAAAGATGAA

	43661_3
	4
	[G/A]
	AATGATGCAATGGCATTGCAGTGCGTCCCCACAAGA

	4367_7
	8
	[T/A]
	AAACAGTTCACAGCATTAAAGTGCACTTGTGCGAAG

	43670_11
	12
	[A/G]
	GCAAAAGTTGAAGCACCCACGTGCACCTCTGTCCCA

	43671_16
	17
	[A/G]
	ATCTTAGGCACAGCACAGAAATGCTGTCAAGTACAA

	43675_10
	11
	[G/A]
	TGTCAAGAACGTGCACAAACCTGCTGGTGACCCTTG

	43676_26
	27
	[G/A]
	GGAGGCTGGCTTGCAAACTCTTGCATGAAACAGATG

	43679_10
	11
	[T/C]
	TTGACCTTCATGGCATTTAAATGCAACGTTTTCAGC

	43681_3
	4
	[G/C]
	CTCGACCTTTCTGCAGCCTTCTGCAGCTCAATATCC

	43683_34
	35
	[G/C]
	ACGATAGCGTTAGCATCATGTTGCATTTCGTTACGA

	43686_20
	21
	[G/A]
	GTAAAGAAAGATGCAAACGTGTGCACAATGCGGGAG

	43690_5
	6
	[T/C]
	GATTATGTGGCAGCAGGGTCATGCCCACTAACCATG

	43694_7
	8
	[G/A]
	CAGGACAGAGAAGCATCTTGATGCATGTCTTCTTCG

	437_26
	27
	[C/T]
	GGGACGACAAGAGCACGCCTCTGCATTAAACAGCCA

	43708_17
	18
	[C/T]
	TAATAGGAAAGCGCAAACGTATGCACACATGCACAC

	43711_32
	33
	[G/A]
	GATGGAAGGCTTGCATGCTGCTGCTCAACCATGGAA

	43716_20
	21
	[T/C]
	TCATTTACCGAAGCAGCTGCTTGCTTGAAAAGTCAA

	43719_11
	12
	[C/T]
	GTGGAGCACGTCGCAGCGGCATGCTGCAGGAGCACG

	43726_16
	17
	[G/A]
	GCCACCGAGGCAGCATGAATTTGCTCCGCAGTGTAA

	43729_3
	4
	[C/T]
	GATCACGATCAAGCACGGATCTGCAAACAAAAACAA

	4373_24
	25
	[G/A]
	AGCGTCACCATGGCAACCTGCTGCGTCGTGCACACC

	43730_31
	32
	[C/T]
	ATGCGGCGTCCTGCAGCGTCGTGCCACCGCTCACAC

	43731_29
	30
	[C/A]
	TGTGTTAGTAAGGCACAGAACTGCTTTGACGTGTCT

	43733_33
	34
	[G/A]
	TGAAGACCATCGGCAGAGACCTGCAGTAAGAGTAAC

	43735_1
	2
	[C/A]
	TCAGTGTGCAGTGCAGGGTGCTGCTCTGCAAAGCCA

	43736_7
	8
	[C/A]
	TGCCAATCCATTGCAGAAAACTGCAGAACTGCTGTG

	43739_33
	34
	[C/T]
	TACCTTGTTGTTGCAAATTGCTGCAGAACCTTTCAG

	4374_33
	34
	[T/C]
	GTCAGTTGTCTAGCACATGCTTGCGTTGTTCTTTCA

	43743_28
	29
	[C/T]
	GAGGCAATATGGGCACCCTGATGCTGCTCCTCAAGA

	43744_24
	25
	[C/A]
	AACACAGGGCTAGCATATTTGTGCCACAAGTGTCAG

	43756_17
	18
	[A/C]
	AGGGCAGTTAGAGCATTAATTTGCCCCTGGCAGTCT

	43763_8
	9
	[T/C]
	ATATCGTGTAAAGCACAAAGATGCTCAGTTTCCTCA

	43770_19
	20
	[C/T]
	GTTGTAAATGGAGCAGAATCCTGCATGAGCCCAATT

	43775_28
	29
	[A/G]
	TGGCGCATGTCAGCACTGACCTGCATAAAAAGATCT

	43776_28
	29
	[G/A]
	CTCTCCAGACCAGCAGGAAAGTGCTGTGGGTGTTAA

	43781_8
	9
	[G/A]
	CGAGGAAAATCTGCAGAGCCTTGCACAAAGCGGATG

	43782_34
	35
	[C/G]
	TTCTCGCAGTACGCATGCATCTGCAGCTGACCTGCG

	43790_6
	7
	[G/A]
	CAGTGGGCATAAGCAAACCTCTGCAACTCTATAGCA

	43797_18
	19
	[A/G]
	CGCAGCCACGCAGCAACCATTTGCATTTCCCCTGCA

	4380_9
	10
	[C/T]
	ACCACATGCCCTGCACGTTTCTGCTTTAACACAACC

	43800_5
	6
	[T/C]
	AGTACTAAAGACGCAGCTGTGTGCGTTCGTGAGGTT

	43803_27
	28
	[A/G]
	CAGTTCTGTGAGGCAGAATGTTGCCTAACAATGATT

	43816_27
	28
	[C/T]
	CATGCTGTGTGTGCAGGTTTATGCTGTCAGAAAGTG

	43821_30
	31
	[T/A]
	AATAGCCACCAGGCAAGCTATTGCTGAGTTTACTGA

	43823_34
	35
	[G/A]
	TACCAACAAAACGCACAGTTCTGCGGAGGAAGGAGT

	43831_30
	31
	[C/A]
	GGATTGCCACGTGCATATTTTTGCCAGTCACTGAGT

	43835_31
	32
	[T/C]
	TACGCTGCAAGGGCATCACGATGCACCGCATTCTGA

	43837_24
	25
	[C/T]
	GCACGTGTTTGTGCATGGGAATGCCATGGTGTTATA

	43838_1
	2
	[G/A]
	TGAATACTACAAGCACACCTCTGCCTGGTCTGGAGC

	43839_25
	26
	[T/C]
	TGAAGACGGAACGCAGCAGAGTGCGTCCGAAGATCT

	43843_25
	26
	[C/T]
	ATCACCGCCAAGGCACTTAATTGCTCGGTCGCATAA

	43845_7
	8
	[A/T]
	GGACTTGATGATGCACTTATTTGCCCTGGAGCAGGT

	43849_34
	35
	[C/T]
	TGGTCATAAGCTGCATGCACGTGCTGTCAATCTTCT

	43856_34
	35
	[T/C]
	TATCTTCAGTTAGCAAATCGGTGCTGCGCTCTTTTT

	43865_34
	35
	[A/G]
	AAAATCTTCTTGGCAGGATGATGCGCTTTGCCAGAC

	43866_25
	26
	[G/A]
	TTTTCCCAGCATGCATTGCACTGCAGAACACTGCAT

	43867_10
	11
	[C/T]
	TCTTGGCTCTCGGCAGGGGGCTGCATTGAGAGCCAC

	43869_6
	7
	[C/T]
	ATCATTCAGACGGCACAGAGCTGCCAAATATAACAA

	43878_29
	30
	[G/C]
	ACCACCAGTCATGCATTTCTGTGCTTCCTGAAGTGA

	43881_9
	10
	[G/A]
	CTGGCCTCTGAAGCAATTTTGTGCAATAAGCCAAAT

	43882_34
	35
	[G/T]
	TAGCATGGCAGTGCAAATAACTGCTCCAGTGACCGT

	43888_11
	12
	[A/T]
	GTCAGGACTGCAGCAGGAGACTGCGATCTGGTGTCT

	43897_18
	19
	[C/T]
	TGTGTGTCAGCAGCAGCTCCCTGCCACCGGCGTCCC

	439_7
	8
	[A/C]
	CCTGTGTACCGAGCACATAACTGCCCACACACACAC

	43903_15
	16
	[G/T]
	ACCTACTCATCTGCAGATCGGTGCAGAGTAACGTTA

	43908_5
	6
	[G/C]
	TCAACGATCACAGCATGGCTTTGCTGCAGGTAGCGA

	43910_31
	32
	[G/T]
	TAAGCTGAATTGGCATTTTCGTGCTATGCAGGCTGA

	43918_20
	21
	[G/A]
	TCAACGACTACGGCAACAACGTGCATCTGTGGGAAA

	43922_9
	10
	[G/T]
	GCGTGCCTGGCCGCAACATGGTGCGCGCTCAGTGGG

	43923_28
	29
	[G/A]
	GTAACCTGTCCTGCAACAATTTGCCAATGATTGCCA

	43924_6
	7
	[T/C]
	TGAGGATGAGGTGCAGAAGCCTGCATTGTCTATCCT

	43927_3
	4
	[C/T]
	GCTCCAAGCCCAGCACGCTTGTGCACGCATGTGTCC

	43930_15
	16
	[G/A]
	TCCTGCTTCACAGCAGAACAATGCCCACATCTCATA

	43933_8
	9
	[T/C]
	ATCAACGATGCTGCACACTGCTGCTCCTTGATCTTA

	43937_24
	25
	[G/C]
	AGAGCACATCTGGCATCTTCATGCGCAAGGCAGGGA

	43939_9
	10
	[C/T]
	AATCTTACTCAGGCAGTGCTGTGCAGCAGCAAATTA

	43943_26
	27
	[A/C]
	GTCAAGCGATCTGCAAGCAGCTGCAAAGAGTACATA

	43958_17
	18
	[T/G]
	CGCACAGTGGTGGCATAGGAGTGCTTGAAGTGTAAA

	43959_16
	17
	[G/T]
	GTCTCTGCAAAGGCATGAACCTGCTGCACATACCCT

	43964_8
	9
	[A/C]
	GGAGCATTAGAGGCATGGCAGTGCATCATAAGGCAG

	43971_4
	5
	[A/G]
	ATGCGTTCAAAGGCATACACATGCACACACACACAT

	43978_10
	11
	[C/T]
	GCATTTAACACGGCATCGCATTGCTCTCTTTCACTT

	43984_17
	18
	[C/T]
	TATGATTACCCTGCACACCCTTGCATGCTCTTCACT

	43989_24
	25
	[G/A]
	ACAAATATGACCGCACGCAGATGCGACCAAACCGAT

	43993_9
	10
	[G/A]
	GCAACAGCTGAAGCACATGCCTGCACAAGGACTTTT

	43996_31
	32
	[A/C]
	ATGAGTTTAACCGCATTGAGCTGCCTGTGCTATCAG

	44_17
	18
	[C/T]
	CTAAGCAGCTATGCAACCGTTTGCAAGTTCGGAGAA

	44001_9
	10
	[T/C]
	GTTGGGGTATAAGCAGAGTCATGCCCTTCTGGTACC

	44022_26
	27
	[G/A]
	GCGTGTTTCGCCGCATCACCCTGCGCGGCATGCATG

	44026_20
	21
	[T/C]
	ATAGTCTGACCAGCAACCGGCTGCCTTCATACAGAC

	44034_34
	35
	[G/A]
	CTCCTGCTGGTTGCATCTACATGCCATTTATTGTGA

	44036_32
	33
	[G/A]
	TCTGACACCGTTGCAGCAGTTTGCATCAGCCAGGCT

	44037_5
	6
	[C/T]
	GTGAGCTGTTTGGCACTGATCTGCTTGTTGCATGTA

	44040_27
	28
	[C/A]
	AAGCTTTCCACAGCACACACCTGCACTCACTCTGCT

	44047_32
	33
	[A/G]
	ACTCGCTGTTTAGCATCGATATGCTCCCACAGAGCC

	44049_6
	7
	[C/G]
	TAAAAACAATTAGCACTGCAGTGCACTGGTGTGGCG

	44051_8
	9
	[A/T]
	GTTGTCCCAGGTGCAGGACAATGCACAGAATAATGT

	44064_3
	4
	[C/T]
	ATTCTTACTGTAGCAGCTTCCTGCTGAGGGCACAGT

	44067_4
	5
	[T/G]
	GAAGTCGAAGAAGCACATCTGTGCTCGTGCAGCAAT

	44075_3
	4
	[C/A]
	CCACCCTGACTGGCAGCAAGTTGCACCAACATGTTT

	44079_28
	29
	[G/A]
	AGGGTGGAAAAGGCAGCTGAGTGCAGCTAAGTGCAG

	44080_9
	10
	[G/A]
	GGGCAGCAGGGAGCAGCTTGGTGCACTTCTGCAGCT

	44081_3
	4
	[C/T]
	TATTAATTGCCAGCATGCTTCTGCCAGTCCCGGAGT

	44084_29
	30
	[C/T]
	GAGCTACTTTAGGCACTTAGTTGCCTGAGCGGTGAA

	44088_28
	29
	[C/T]
	GGACATTACCCAGCAGCTTTATGCATTCTCGAGGCT

	44091_17
	18
	[C/T]
	ATCAGTGGCAAGGCATGCGTTTGCACTGATGTTGAG

	44096_7
	8
	[C/T]
	GTGTGTGTGTGCGCATGTGTGTGCTTACACATGATT

	441_29
	30
	[G/T]
	AAAACATAGACAGCATGGTGGTGCCACAGGTAGTTT

	44106_34
	35
	[G/A]
	CTGTGGTCCATCGCACATTATTGCAAGTCTTGTGGA

	44108_32
	33
	[G/A]
	ATATCTCGTGCTGCATGCTGGTGCTGTTGGTGGGCG

	44118_31
	32
	[G/C]
	CTCGGTCCTGGGGCAGGATCATGCCAGAGTCGCGTG

	44122_27
	28
	[C/T]
	GGGTGAAGTTATGCATTGTGCTGCTGCCTGATTGAA

	44123_16
	17
	[G/A]
	CGCAGAGCCAGCGCATGGGGATGCAGCGGTTGTTCT

	44124_2
	3
	[G/A]
	ATGAGATTCCCTGCAGTCAGCTGCAGTCAGCTTCTG

	44126_1
	2
	[G/A]
	GGATCTAAACCAGCATGTTCCTGCTGGCATGGCATT

	44127_10
	11
	[G/A]
	TGGAGACAGAGCGCAGGCAGTTGCTGTGTACTAGGG

	44129_26
	27
	[A/G]
	TCCTCTCACACTGCAGGGATCTGCTAAACACATGTT

	44132_4
	5
	[G/A]
	TGGCGCATTTCTGCACACACTTGCTTCAGATGATAA

	44146_31
	32
	[C/T]
	CTTTGTGTTGCTGCAAATTATTGCGTTGCTTCCGAT

	44148_8
	9
	[A/G]
	TGACCTGTATCTGCATTGCACTGCTGCCACATTGTT

	44149_25
	26
	[G/A]
	ATGCGGGGCACGGCAGGTCCCTGCAGGGCCGACGAG

	44154_11
	12
	[A/G]
	GACATCAGCACAGCAGACCACTGCTAACAAAAATAC

	44158_1
	2
	[A/C]
	AATGTTTGAGCTGCAAGTTTTTGCACCTGCAGAATG

	44164_25
	26
	[C/G]
	TGACTTTGAGCAGCAGACAGTTGCACGCTTTCTTCT

	44168_26
	27
	[T/A]
	AATGAGTAGCAGGCAGTTTGTTGCAATGCTGCCAGT

	44173_26
	27
	[C/T]
	GCCTCACCTAACGCAATCTCCTGCAACGACTCTATA

	44175_30
	31
	[G/A]
	CTCACTCAATGAGCACTGCTTTGCTGTAGCGGGTTC

	44182_31
	32
	[T/C]
	TTTTTGACAGAGGCACTGAGATGCCATGGATTAGAA

	44187_1
	2
	[C/A]
	ACACACACTTGTGCATACATGTGCAGGTGTTCACTG

	44189_10
	11
	[G/A]
	AGGTACAGTGGAGCAGTTAACTGCTGTAATGAACAC

	44190_20
	21
	[A/G]
	TTTCCAAGGGTGGCACAAAGATGCTGCAGTATTACC

	44198_10
	11
	[C/G]
	AATGCCTCAACAGCAAAACATTGCCACCAGGTCAAC

	442_33
	34
	[G/A]
	GATGGTGTGTATGCATGAGAGTGCATGTGGTGTAAA

	4420_10
	11
	[G/A]
	ACACTCTGCAGAGCAATTATCTGCTGTCCTTACCCA

	44200_25
	26
	[T/C]
	TCACTGCCCTGGGCATGTGTGTGCTTACTTCACTAA

	44201_1
	2
	[C/T]
	GCGCTTGGTCCCGCAGTGCAGTGCTGGAACGTGATC

	44204_4
	5
	[G/C]
	CACTGTCTGAAGGCAAGAACATGCAGGTGTGACCGA

	44205_1
	2
	[A/G]
	CAGACAAAAATTGCAGCATCGTGCAGCGCTGTCCAC

	44210_16
	17
	[G/A]
	ACCTCGAATGTAGCACGGTGGTGCAACAGGTAGGTC

	44212_7
	8
	[T/A]
	GCCTTTCTCTTTGCAATGCACTGCCCTCTGATACAG

	44213_32
	33
	[A/G]
	CCGGGTTTGTGAGCAGAACAATGCGGTGCCCTATAA

	44215_34
	35
	[A/G]
	GAGGTGCTTCTTGCAATGACCTGCAGAAAAGACCAG

	44217_15
	16
	[C/A]
	CCACTTTATGCCGCAAGAGATTGCACTTCTTAGGGT

	44222_29
	30
	[G/A]
	GAGTTGAAATACGCAGAAACCTGCTGCCAGAATATC

	44226_6
	7
	[C/T]
	CTCAGCCTACACGCACACTCCTGCATCTCTCTCTCT

	44229_3
	4
	[C/T]
	ATACTTGCCATAGCAGCAGCCTGCGCACGAAAGCCA

	44231_5
	6
	[T/C]
	GCATCCTTAAAGGCAGAACTGTGCCCACTGTAGCTG

	44236_20
	21
	[G/C]
	CCAACTGGAAAAGCAGGTCAGTGCTCTAACAGAGAT

	44239_32
	33
	[G/A]
	CCGTCATCCCAGGCATACACCTGCCTCTCTACGGGA

	44243_20
	21
	[G/C]
	AAACTAGGCACTGCACTAGCGTGCACAATTTTGGGG

	44244_10
	11
	[G/A]
	AAGCCTCAATGAGCACAGCTGTGCTTGTCAAAGCAG

	44247_33
	34
	[T/C]
	GATACAGGTAGAGCAGGTAAATGCCGTGGCCGGTGG

	44251_6
	7
	[A/G]
	GCAGCCAGAGAAGCAGAGCAGTGCAGAACACACACC

	4426_8
	9
	[T/C]
	CAAAAACTTCTTGCAGAAAAATGCCGGAGCCAAGAT

	44260_2
	3
	[G/A]
	CAATGCTAACAGGCAAAGCCCTGCAATGATCTCTTT

	44265_28
	29
	[G/A]
	TAGGGTTGCATTGCAAGTATCTGCGTGAGAACTGAG

	44266_18
	19
	[C/T]
	CTCACTGTGTGGGCAACACTGTGCTCATGGGTCTAC

	44274_6
	7
	[C/T]
	GATTGGCGGATTGCATTAAAGTGCAGGGGTGGTTGC

	44276_10
	11
	[C/T]
	ACAACATGGGCCGCATCCGGCTGCAGTGGTCCAGGA

	44279_30
	31
	[G/A]
	GACTACGATGAAGCATTGTAATGCCGATAAGCCATA

	44282_10
	11
	[C/T]
	GTGGAGGAAACAGCAGGACACTGCCAGCAGTATCAT

	44283_6
	7
	[C/T]
	GCTCTTCCGTGGGCAGATAGATGCCAATTGAGCGTG

	44284_30
	31
	[T/C]
	ATGAATAAGATTGCAGCATTGTGCTGTCAGTGTGTA

	44286_18
	19
	[C/A]
	CGTCATGTGGCTGCAGGTAACTGCACCTTTCTGATG

	44289_2
	3
	[C/T]
	GGCTAGCCAGCAGCAGTAGGCTGCAGCTAACAGATA

	4429_30
	31
	[G/A]
	TGTTATTTGCAGGCAGCTTGGTGCAGAACAGATGAG

	44291_19
	20
	[G/T]
	GACATGGAGCGAGCACAGCGCTGCCTGTTTTATAAC

	44293_10
	11
	[G/A]
	GAAGACACACGGGCAAAGAAATGCGTCCATTTAAGT

	44300_10
	11
	[T/C]
	TGCCCAACACTGGCAGCATGGTGCAGAAGACGATCT

	44306_25
	26
	[T/C]
	AACTACAGGCATGCATTCAGCTGCATGGGTCTGGGG

	44309_10
	11
	[A/G]
	TCCAATGGCTAAGCAGTTGCCTGCAAACCTTAAATC

	44312_33
	34
	[C/T]
	TCTGACTTGCGGGCATCAGGGTGCCCGCTATGTCTA

	44318_2
	3
	[C/T]
	CTCAATGACACTGCACTACAGTGCACAGGGACGCAA

	44319_17
	18
	[T/G]
	TCCCCTTTTAAAGCAATTTGATGCTGCGGGAATCAG

	44320_9
	10
	[A/G]
	ATTGAAAACAAAGCAAATGGCTGCTGACTTTTGTTG

	44322_31
	32
	[C/T]
	ATCATACATCATGCAGACACTTGCAGACCTTCTCAG

	44324_8
	9
	[A/C]
	ACTGATCTCTCTGCAGATTGCTGCGCATGCACTTTC

	44327_4
	5
	[T/G]
	GATCTATTGGCGGCATATGTTTGCAGGAATCTGCTT

	44328_11
	12
	[G/A]
	CCCAGGCTACAGGCATGGGCCTGCGCTACATGGTAT

	44330_5
	6
	[A/T]
	GACCAACCCAGAGCACGGTACTGCCTTAGCACTCGT

	44335_27
	28
	[A/G]
	GATGTTTTGAAGGCACCACACTGCTGCAGTGTATAC

	44337_28
	29
	[G/C]
	GTGCAGTTGCAGGCAGAGTTTTGCACTGCGTCTTGT

	44339_31
	32
	[G/A]
	ATGACCTCAGCAGCACATGAATGCTGGGTGTGGTTT

	44340_11
	12
	[T/G]
	AATGCGGATCTTGCAATAAGCTGCCAAAAACTGGTC

	44344_1
	2
	[G/C]
	CGGTCTGCCGCTGCAAGGCACTGCACCAAAAATATA

	44345_10
	11
	[A/T]
	GTCAATTACGAAGCAACTTGCTGCCAGTGATGTCGG

	44348_8
	9
	[G/A]
	TACAATAAAGATGCAGACAGCTGCACTCCTGCTTAC

	44350_29
	30
	[C/G]
	CACAGCTGCTTAGCAACTGCCTGCGTTCCCTGATTG

	44351_32
	33
	[C/T]
	TGAACCATTCTTGCATGTGGATGCCCCAGATGCCCC

	44354_33
	34
	[G/T]
	TTCGCTCTGCTCGCACAGACCTGCCTGCTTTTTGCC

	44357_34
	35
	[C/T]
	TGTGATTTTTTTGCACGATGCTGCCTCTTGTTGGTT

	44358_18
	19
	[T/C]
	AGTGCTGTGTAAGCATTGTCCTGCTGACAGAACCAG

	44359_30
	31
	[G/A]
	AACAAATGAGAGGCACAGCTGTGCAGTCCTGGTCTA

	44367_31
	32
	[T/C]
	TCACTCTGTTGAGCAATGGCGTGCTGATGTGTTTAA

	44372_5
	6
	[C/T]
	CTCCTCATGAACGCAATGCATTGCACTTGTTACCCA

	44375_33
	34
	[A/C]
	CGTGAGATGCTGGCAGTGGTGTGCTGTGGTCTCAGG

	44376_26
	27
	[T/C]
	ACCAGTGGGACAGCAAGGTGGTGCCATAGGTAGTGT

	4438_32
	33
	[C/T]
	CACCAAATAGCTGCAGTTAGTTGCAGCAGTTTTTCC

	44381_3
	4
	[T/C]
	AACTTGGTGTGTGCAGATCCCTGCTGTGAGTTGTCT

	44382_20
	21
	[C/T]
	GCGATGAAAGTTGCAGATCCCTGCGATGTAATGCCT

	44391_24
	25
	[G/A]
	CTGCGTCAGACTGCACCAGGCTGCGTTACACACTGT

	44392_6
	7
	[T/C]
	CTATAGTTTGGTGCACACCGCTGCACGCAGAGATCG

	44400_6
	7
	[G/A]
	TCAGACGCGAGAGCAGAAATCTGCTTTTCTCCTTCA

	44409_19
	20
	[C/T]
	ATACCTTTAACGGCACCTTCGTGCATGTGCGGATTA

	4441_28
	29
	[C/T]
	ACTGAGTACGGGGCAGCGTGATGCCCGTCCCAGTGG

	44412_16
	17
	[G/T]
	TTTTCTGGTCCAGCATGACAGTGCCCCAGTGCACAA

	44415_34
	35
	[A/T]
	TACTAAACACCAGCACACATCTGCATGATTTTCCAA

	44416_15
	16
	[T/A]
	TTGCATGATGGGGCATAAGGATGCAACAGAGACATA

	44423_1
	2
	[T/G]
	ATATTGTATCTGGCAGCAACATGCAAGCAGCTGATC

	44424_5
	6
	[G/A]
	ACGCCGGTGTCTGCAGGTATTTGCGCTCAACAACAC

	4443_16
	17
	[T/C]
	AAACTTTGTGTGGCAGTACAATGCTCGAAATCAAGT

	44431_26
	27
	[A/G]
	CTCCAAGGCAGTGCAGTACCCTGCTGAGTTCAATTT

	44433_16
	17
	[G/T]
	ACATCCACCTCTGCATGTGTGTGCGCAGTTGATTCA

	44437_27
	28
	[T/G]
	TCAAGCCATGAGGCAGGGACGTGCACATGAATCTTG

	44446_27
	28
	[G/T]
	TGGAGAGCAACCGCATCAGATTGCTTAGAAGAACTC

	44450_4
	5
	[G/A]
	CCAGGCCAACTGGCAGCCATATGCTGGTGGACGGTT

	44453_28
	29
	[C/T]
	CCCTTGAGCCAAGCACTTATCTGCTCCCCATGACTG

	44454_19
	20
	[G/T]
	ATTGTTGTTAAGGCAGACTGTTGCTGAATTGCTGAA

	44455_9
	10
	[T/C]
	ATGTGTTTGCTTGCAGGATGCTGCAGATGTCTGTAA

	44464_7
	8
	[T/C]
	GACTGTATATGTGCACAAACATGCACAGCATCCCTA

	44465_34
	35
	[C/T]
	GAAGAAAAAACAGCAGCAGCGTGCTCTCCAGGAGCC

	4447_2
	3
	[C/T]
	ACCGTTTTCAATGCATGGTCCTGCCAACTGAGATGT

	44471_4
	5
	[C/G]
	CATTCTCAGGCTGCATCCATGTGCTCATAAACTGCA

	44476_15
	16
	[T/A]
	TGAATCTGCCAAGCATAATCCTGCAGCTGCAATTGA

	44477_32
	33
	[G/C]
	TGTGAAAAACGAGCACAGAGCTGCTTGTCGATGCAA

	44479_1
	2
	[C/T]
	ACGGCACCCCTAGCATCGACTTGCCTTTTATTTACT

	44482_32
	33
	[T/C]
	GCAGTGTTGACAGCACTCCTGTGCCTATCTTTTCAA

	44488_16
	17
	[A/C]
	GTCCACAAGAGGGCAGAAAAATGCTACAATGTGGCA

	44495_24
	25
	[G/A]
	GATATTAGCCGAGCACTACCGTGCGTTTAGCAGTTT

	44497_31
	32
	[G/T]
	AGCAGTCAGGTGGCAGCATGCTGCAGCGGGAGGGAA

	44499_34
	35
	[A/C]
	ATCCTCTTACTCGCAAGGGCTTGCAGTTCTCTCGAA

	445_30
	31
	[G/A]
	ATCTGGAGGGAAGCAACGTATTGCTTTGTTGATCAG

	44512_33
	34
	[T/A]
	GATAAAACTACAGCAGCGACCTGCAAAATAAACTGG

	44516_17
	18
	[G/A]
	TGCAACCTCAGTGCACCGAGCTGCGTTTACTCCAAG

	44521_28
	29
	[G/C]
	GCACTACCTACGGCACCACCGTGCCACCGCCACACA

	44524_27
	28
	[C/T]
	GAGTGGGTGTTTGCATACCAATGCACACAGTGACTG

	44531_25
	26
	[C/T]
	GCTACATGGCGAGCAATTGTTTGCACGTAGGAGGCT

	44537_28
	29
	[C/T]
	GACAAACACACTGCATCTCCCTGCATCTCAAGTTTT

	44541_9
	10
	[C/T]
	AAATCTGCACGAGCATGTGTTTGCTGTGATGTGGGA

	44542_24
	25
	[C/A]
	CATCGGATACAAGCACCAGAATGCACTGAAACCATG

	44546_30
	31
	[A/G]
	GTGTTGGGTTGTGCAACATTTTGCATGGGCGTAATT

	4455_3
	4
	[A/G]
	CTCAAACTTAGTGCAGAAAGTTGCCTTTTTGCTGAA

	44551_2
	3
	[G/A]
	TCGACCTTCTGGGCAAAACAATGCTAGCATCTAATT

	44554_6
	7
	[T/A]
	CATCTGTGGGTTGCAGAGTTCTGCAGTGGAGAAGGT

	44566_30
	31
	[G/A]
	AGACTTACAAATGCAGGACACTGCTGTCCAGTTGGG

	44569_2
	3
	[G/A]
	TTGATGCATGTTGCAATGCTGTGCACTGCATACAGT

	44573_5
	6
	[A/C]
	GTAGAAGGTTATGCAGTGCAATGCGAGTGGTCTTCA

	44581_4
	5
	[G/A]
	TAGTGGGTAGTAGCACTCCCATGCCAGTTAAACGTG

	44589_6
	7
	[T/A]
	CATGACTGCAGAGCAACAATCTGCTGTGAGAGCATT

	44597_31
	32
	[A/C]
	CCATAAACACCAGCAGTCTCTTGCCCATCGGAGGAC

	44600_29
	30
	[C/G]
	CAAGAAGGGGTGGCACGGTTGTGCCGCAGCTTGTGC

	44605_16
	17
	[C/T]
	AAAACCTGCTGGGCACCAGGATGCAGATGCTGTCCC

	44606_10
	11
	[T/C]
	TGGTCACCTCTTGCAAAAACATGCTTGTAGACCACG

	44608_17
	18
	[G/A]
	AACGATACGCTAGCATCGTGATGCATTGTTGAGGCA

	44611_33
	34
	[G/A]
	ATTATGAGAGCTGCAGTGTTGTGCTCACAGGACGAA

	44617_15
	16
	[G/T]
	GTTGGATTCCATGCAGCACTCTGCAAGCCCCCTGCA

	44621_17
	18
	[C/T]
	AGAGGTACGACGGCAGTTTGTTGCTTTCCTCTAACT

	44623_30
	31
	[T/C]
	TTAAGATGCTGGGCATGTTTTTGCCTTTTGTCTCAT

	4463_5
	6
	[A/G]
	CATGCAGAAATTGCAAAATCATGCTGCCTTTTCTTG

	44634_31
	32
	[T/C]
	AAATGTGTTTGTGCAGCTGCATGCATAATTCTGTCT

	44636_33
	34
	[C/A]
	TTGACAGCAAAGGCAACCTGCTGCCCTCATATACGC

	4464_20
	21
	[A/G]
	AGGACACAGTGTGCAGGTACATGCAACAAACATCCT

	44640_18
	19
	[C/T]
	GCAACCAGGCATGCACCACGGTGCACAAGCACATAA

	44642_10
	11
	[G/A]
	ACACACACACGCGCATATGTATGCCTGGACAGCTAG

	44649_30
	31
	[C/T]
	CATGCTTATGAGGCACAGATTTGCCAGAGACGGCCG

	44651_30
	31
	[A/T]
	AGCTGATGCCCTGCAGTTTTGTGCTTGTATATCCTC

	44653_9
	10
	[T/A]
	ACGGCAACTTAAGCAACAAACTGCCACCAGTAGAGG

	44654_20
	21
	[C/T]
	GCATTGCCCTGAGCATCACACTGCTTCCAGTTCCAT

	44656_26
	27
	[A/T]
	CTTTTTCGACATGCATTGTTGTGCCGAGGCTCTGAT

	4466_30
	31
	[G/A]
	TGCGAAAGACTTGCAGTCGGATGCTATAATGACACA

	44660_15
	16
	[A/T]
	CAGGTCTGCAGGGCAAAAAGGTGCTTGTAGTTCATC

	44667_11
	12
	[T/C]
	GTGTCGGCAATTGCACATATTTGCGTGTGTATATCA

	44668_7
	8
	[G/T]
	TGGATGAGCGATGCACCCATGTGCAAAGTGTGAGGA

	44671_1
	2
	[C/T]
	CCCTCCCACCCTGCACTCAGATGCTAATTCAGATCT

	44672_15
	16
	[G/A]
	CACACACGTTTTGCAGTTATGTGCTTTTTACGGCTA

	44683_4
	5
	[C/T]
	ACTTTACCTGCGGCACCATCGTGCCATCCTAGGAGT

	44685_33
	34
	[G/T]
	ACAAAAGTGCACGCATCCGGATGCGAGGTAAAAGAA

	44690_6
	7
	[A/G]
	GTTCTCAGTGCTGCAGCTTGATGCCTGAAACCCCTT

	44691_4
	5
	[T/A]
	TCATTGACTTTGGCATGGACTTGCAAGCCTGCATTG

	44701_15
	16
	[G/A]
	CTCTTCTACAGCGCAGCTACATGCAAATTAGGCAAT

	44704_34
	35
	[T/C]
	ATTCTCACACGTGCACCAAATTGCTGTTTTCTCGTT

	44705_6
	7
	[G/A]
	GGCGACGGTGCCGCAACCAAGTGCAATCAGCCGCGC

	44707_34
	35
	[A/G]
	TTGCCGTGTTTGGCACCAAGCTGCAAGAACTGTTAG

	44709_33
	34
	[G/A]
	GAGAGCTCCAGTGCATCGCTATGCAGTGTGTTAGAC

	44710_29
	30
	[C/G]
	AAGGACACACCAGCAACCCCATGCAAACACAGGTGA

	44725_24
	25
	[C/A]
	GCTAGAGCAGCAGCACCTGCCTGCCTGTCTTGAGTC

	44729_19
	20
	[T/A]
	GAACCTTGGCACGCAAAATTCTGCTCAGCTGCCAGA

	44742_16
	17
	[G/A]
	TGGTTGAATCTGGCAGGAAAGTGCAGAAAGAGCCAT

	44745_24
	25
	[A/T]
	CACTGCCTTATAGCATATGGGTGCATGCTGAAATTG

	44748_33
	34
	[C/T]
	ACTTTAAGTGCTGCAGCTGCCTGCAGAACTGTTCGA

	44749_16
	17
	[C/T]
	TCAGCAGTGTGAGCAGCGCCATGCCTCCATGGCTCC

	44753_25
	26
	[G/A]
	CTAGATGGGGTGGCACGGTGTTGCCGCAGGTAGTGC

	44755_31
	32
	[C/T]
	CTGTTTTGGGCTGCAGGTTCTTGCGCGGTTCCTCGG

	44761_16
	17
	[G/A]
	ATCAGTTATACGGCATGGTGGTGCGGTGGGTGGTGA

	44763_5
	6
	[A/T]
	TTTTTAAATCGCGCAACACACTGCAAAGTTTACCGC

	44764_16
	17
	[T/C]
	CTCGGACTTCCTGCAGCCTCCTGCGCATCTTCTCAA

	44765_29
	30
	[C/A]
	GAATCAGGACGAGCAAACGAGTGCAGCAGCCTTGGC

	44766_32
	33
	[G/A]
	CTGATTTCAACAGCACTGGCCTGCATGACGGCGATG

	44772_3
	4
	[A/T]
	CTTAACCATTTAGCACACGACTGCTCCCAGGGATTA

	44779_8
	9
	[C/T]
	CAAGGATCCCAGGCAGCTACATGCAATCGTACGATT

	4478_1
	2
	[T/C]
	CTGAATGGAGCAGCAGTTAAGTGCAGATGTTGTGAT

	44781_3
	4
	[C/T]
	ATATAAAACACGGCAGACGAATGCTTTCCCAGCAGT

	44785_19
	20
	[A/G]
	CTTTCAGCAGAAGCAATGTAATGCAGTCAGACCCAG

	44786_4
	5
	[A/G]
	GACCATGCCACTGCAAATGCCTGCCCTTATTTGGGT

	44792_7
	8
	[G/A]
	GCTCAGTGAGATGCAACTGGCTGCTGAAAGTGTCAT

	4481_17
	18
	[G/A]
	GATTTGGAAAATGCACAGTGGTGCCACACAGGCTTG

	44813_34
	35
	[G/T]
	GGTTTCTCGGGGGCACGGCGGTGCGATTGTACTCTG

	44814_28
	29
	[A/T]
	GCACTCTCTACCGCAAGTTTTTGCATGCACATACAA

	44819_32
	33
	[G/A]
	CGCAGATGAGGTGCACCCTTATGCCTCATGACGTAT

	44833_34
	35
	[T/C]
	ATCAGCTTTTGCGCAAATCCTTGCAGGTGATTAATA

	44838_17
	18
	[C/T]
	GATGTAAGGCTTGCATGCAGCTGCTCGACCAGTAAA

	4484_2
	3
	[C/A]
	TTCATTCCTGTGGCAGTTAGTTGCAGTAAAAGTCGG

	44847_18
	19
	[G/A]
	GTGACAATAGCAGCAGTAGCATGCAGGCATTCAGTT

	44849_24
	25
	[G/A]
	CCACTCTAGCTGGCATCTAATTGCGAGTAGTGGCGG

	4485_30
	31
	[A/G]
	TGCGTGTGTTGTGCATGAGCATGCGTGCTCAGAGTG

	44857_11
	12
	[G/C]
	TTACGCTCTTAGGCACCCGCTTGCACTTAGAGGACT

	4486_15
	16
	[A/T]
	AGATTCATTAGAGCAACCGAGTGCAGCTGCTCAGCT

	44865_31
	32
	[A/G]
	GGAAAAGCTGTTGCACCACACTGCTCAGCTGAACTG

	44868_1
	2
	[A/C]
	TAACAGTCACCAGCACTGGCATGCCCTGGGGCAAAT

	44869_7
	8
	[G/A]
	ACGGCACGTGCTGCAGGTCCATGCCCAGCCTCATGT

	44871_8
	9
	[T/C]
	ACATGACCTGCAGCACCACCTTGCCACCCAGACATA

	44872_25
	26
	[C/T]
	CACAGGGACGCTGCACAATGTTGCTCATTCTCACTA

	44874_31
	32
	[G/A]
	TACTGAGCAGGAGCAAAGCACTGCAACGTTCGCCTG

	44889_32
	33
	[C/G]
	TCTTTTCACAAGGCAAGTTCCTGCCTGGAAGTCTAA

	44890_6
	7
	[G/A]
	GGCAGTGAGGTGGCAATATTTTGCTGCTGCACCACT

	44891_29
	30
	[C/T]
	ATAGAAGTCCATGCATGAAAATGCAATGTCGTGCAC

	44892_9
	10
	[G/C]
	GATTAAACGGCAGCATATTGTTGCTTTCGTGTAGAC

	44895_25
	26
	[C/T]
	TGTCTCAGCTGTGCATGTGTGTGCACGTGTGTGTGT

	449_34
	35
	[A/G]
	TCAGGTGATCCAGCAGCTGATTGCGCTGCTGGTCAT

	44900_10
	11
	[C/T]
	CAGCTCAGCTCTGCACAATTATGCTGTCTGGCTGTC

	44908_6
	7
	[A/T]
	CTTTTTACATCAGCACATGCCTGCTATAGCCGTAAT

	44909_11
	12
	[A/T]
	CACATGCTTTGAGCACAATAGTGCTGCTTTGCCAAG

	44912_27
	28
	[C/G]
	AGTCATGCTGCTGCATCACAATGCCAACAAGTCTTA

	44913_6
	7
	[G/A]
	ACAATGGAGGCTGCATTGAGGTGCAAGCTAAGATTG

	44916_1
	2
	[A/G]
	AAATGTGCAGCTGCACAGATATGCTTTGGCAAAATG

	44918_26
	27
	[T/G]
	CCCGCTCCTCCGGCATGGCTCTGCCTTGGTTTGTCT

	44921_9
	10
	[C/T]
	GGCACTTACCGAGCAGGAATCTGCCGCAGGCATTGT

	44924_2
	3
	[T/C]
	ACCCAGTCTAGTGCACTAGATTGCGCAATCGTTTTC

	44936_16
	17
	[C/T]
	CTCTGCATTACTGCATCGCTGTGCTCTTAGTCTGCA

	44941_17
	18
	[G/C]
	GAGATAAACAAGGCACACCTCTGCCTCAATGAAGGT

	44947_10
	11
	[G/A]
	AGAGCCCACCAAGCATTCAGGTGCAACGCAGTTTGG

	44949_2
	3
	[A/G]
	TCACGGTCATTTGCACATAAATGCGAAAGGTTCAAG

	44962_4
	5
	[A/G]
	TGACGGTCCACAGCAACTCCATGCCATAGCTTAGAA

	44965_3
	4
	[G/A]
	CTGGACAAGGTCGCAATCTATTGCAAGGCACCAACT

	44969_34
	35
	[T/C]
	TTGAAAACATTGGCACTGGCTTGCAAGTAGTGTGTT

	44970_1
	2
	[A/C]
	CCCTTTCTGGAAGCATAAAAATGCTGCACAGCTCTA

	44977_3
	4
	[T/C]
	GGCTCTGTCTCAGCACTTCCGTGCTCCAATCCGACT

	44981_19
	20
	[A/T]
	ATGGATTGCATGGCATCCTAGTGCATGTGTGGTGGA

	44983_26
	27
	[A/G]
	TTGTTCTGAGGGGCATCTGTCTGCACATGTGTGTGT

	44989_25
	26
	[G/T]
	CCTCTGGTGGACGCAGTGTGGTGCTGCTACAGCTGA

	4499_26
	27
	[G/A]
	AGACTGAAGAGGGCAGCAGACTGCAAGTAATCATAC

	44990_5
	6
	[C/T]
	CTTTTCTCAGGGGCAGAGTGATGCGTCTTCTGGATT

	45000_10
	11
	[T/A]
	CTAGTGTGGCTTGCAAAATCTTGCTGTTGTTGAAGT

	45002_4
	5
	[T/A]
	GTGTTTACGTGTGCACTCAGATGCAGTCCACTGGTG

	45009_15
	16
	[G/T]
	GTGATTTTGTCAGCAGGTAAGTGCTTCCGTCAACAT

	4501_32
	33
	[G/T]
	GGACATGGGCTTGCACAAGTCTGCTTCATTAAGCAC

	45018_2
	3
	[C/A]
	TTCTGGAAGTGGGCAAATGGGTGCATCAGTATACCT

	45023_33
	34
	[C/T]
	CATCTGTCGCAAGCAGCATTGTGCAGACACGTTCGT

	45024_29
	30
	[T/C]
	CTCCCGTCACCAGCACTATGCTGCGCCTGTGGTCTG

	45025_10
	11
	[G/A]
	GTGCCACCTCGTGCAGCGGTGTGCGGAAGATCTCCG

	45027_3
	4
	[A/G]
	GCGAGAGAATGTGCAGCTCACTGCATGTTCACTCAG

	45028_26
	27
	[G/T]
	GCAGTCTGTAATGCAGTTGTGTGCAGGTGGCTGTAA

	45030_18
	19
	[T/C]
	CTGGATTATTGTGCATGCTGCTGCTTGTTAGAACCT

	45033_31
	32
	[G/A]
	TGGTGGAATCGGGCAGCGGTCTGCCGTTAACGAACA

	45036_10
	11
	[A/G]
	ATTTTCGTCTACGCACTTGGATGCCAGCATCGTTAC

	45039_29
	30
	[A/G]
	CACGGGAAGGCCGCATGGCCCTGCAGGAGAACAGGC

	4504_15
	16
	[A/G]
	AGTGATGTGGTGGCAATGTGGTGCACACAGGAAATA

	45041_30
	31
	[G/A]
	ATCACCAGCATAGCACCACCATGCTTTCTCGTATTT

	45046_1
	2
	[G/A]
	TGAAGGAGTTGAGCAAACATTTGCAAACAAGGACAG

	45048_24
	25
	[T/C]
	TATCAATGTAGTGCACCTGGGTGCTGTGTCTGCTAT

	45055_3
	4
	[G/A]
	TGAGTAGAAAAGGCAACCTCCTGCATGTCCCTTTGG

	45058_2
	3
	[C/A]
	TGCCTAATGGTGGCAGCATCATGCCATGGGGCTGTT

	4506_16
	17
	[C/T]
	TAGTTGTTTTGTGCATCGGATTGCTGGTAAATCACC

	45064_34
	35
	[G/C]
	ATATCTAAACACGCACGCGCGTGCATGTGTCTGTGT

	45065_34
	35
	[T/A]
	ATGTCATGTTCGGCAGGGCTATGCAATTTCAGCATG

	45073_26
	27
	[G/A]
	GAACGCACAGGGGCATTCCGCTGCTCGTCTAGATAG

	45077_9
	10
	[C/T]
	TGTCTGCTCTCAGCACCAGGGTGCCTGCTAGGCTGA

	45086_25
	26
	[C/T]
	AAACGTGTCAAGGCATTTGGTTGCTCAAAACGACTA

	45095_11
	12
	[T/A]
	CCGTCATGTCATGCATTAGGCTGCTCTAAAACATGC

	45096_1
	2
	[G/C]
	TGTGTCCGAGGGGCAAATCGATGCTCTGCCTACCGT

	45099_2
	3
	[C/A]
	TCCAAAAATTTAGCATTCAGTTGCCTGGCAACGCCG

	45104_2
	3
	[T/C]
	GGTGCGGCAGCTGCAGGCGGGTGCTCCTCCTGCGAC

	45109_3
	4
	[A/G]
	TGGAGTTGTTTTGCACCTGAATGCTAAAATCCCTTT

	45111_19
	20
	[C/T]
	TGCGGGTAAACTGCAGGATCCTGCGTCACTCGTCAC

	4512_4
	5
	[C/T]
	AACACGGAGGTGGCAGCATCATGCTGTGGGGAGTCA

	45121_20
	21
	[T/C]
	GCTGTCAGAAACGCATTGCTTTGCGTGTAGCTCTGG

	45131_18
	19
	[G/A]
	TATCATAAGGTAGCAGTCGGGTGCCAGTTACTAAGC

	45133_27
	28
	[G/A]
	GATAAGGATGAGGCAGCCTGCTGCTTGGATATTCAG

	45137_17
	18
	[A/G]
	GAGAGTCTCTTAGCAAAATACTGCACGCACTGCAAT

	45138_33
	34
	[A/G]
	ACAGACCGCTTGGCATTCAGATGCTATGTGAGAGTT

	45143_34
	35
	[A/G]
	GAGAAAGAGAACGCAAATGAGTGCTAGCGTTGGAAT

	45146_9
	10
	[A/G]
	CTCACTAAAAAAGCACAATTCTGCCGTGTCGTCGCT

	45147_2
	3
	[G/A]
	TTGTACCCATTTGCATGCACATGCTTGGAGGACAAT

	45150_16
	17
	[G/T]
	GTGTCTGTCAATGCAAGTGTCTGCATGAGTGTGTCT

	45151_18
	19
	[G/A]
	TCCACCACCAACGCATTCGGCTGCCAGATCCACACT

	45160_26
	27
	[C/T]
	GTTGCTCCCTGGGCAGCCCAATGCTCCGAGTACATG

	45161_7
	8
	[C/T]
	ATTGGAACGCTGGCACGGTTTTGCAGTTCAACCTGG

	45164_15
	16
	[G/A]
	AACACGATGGCGGCAGCGTTGTGCGTGTGTGGAGTA

	45165_2
	3
	[A/G]
	GCATTCGTTTGTGCAGAAAGCTGCACCCAGACAATT

	45167_20
	21
	[A/G]
	ACTGTGTCTGGAGCAAGAGCATGCTAAATCACCTCC

	45176_18
	19
	[A/C]
	ATGCCAGAAGAAGCACGTACGTGCTCCTCACGAACA

	45184_27
	28
	[T/A]
	CACACACATGTGGCATGGCTGTGCTAATATCCCCAG

	45185_24
	25
	[T/C]
	CCAAACAGGGTTGCATAGTGGTGCTGCAGGCAATGC

	45190_29
	30
	[C/G]
	CCATTAACGCATGCACCATGCTGCAAAAACAAGTGA

	45198_27
	28
	[G/A]
	CCTGATCTGACTGCAAGGTCTTGCTTGGTCTATCAG

	45207_31
	32
	[C/G]
	ACTCCCAACCATGCATGCACTTGCCCACACAGACAC

	45211_24
	25
	[G/A]
	AGGAGTTTTTGTGCACGATTGTGCGGCAATGAAAAC

	45218_16
	17
	[A/G]
	TAGACAGACAATGCAGAAGAATGCAGTGTGTGGAAA

	45225_17
	18
	[T/C]
	TTCTCCACGTTTGCAAGCCGGTGCATGAGGGGCAAC

	45227_8
	9
	[T/A]
	AAGGTTGGTAGTGCACGATAGTGCAATATGACGTAT

	4523_3
	4
	[T/C]
	ACATGCCAAACAGCAGAAATGTGCATCAGGTTAGAT

	45233_31
	32
	[A/G]
	GCATGAAGCGGTGCATGCTGTTGCTGCTGGCATTTG

	45235_31
	32
	[C/T]
	CCACACTTATTTGCACACCGTTGCAGATATCCGGTG

	45238_16
	17
	[T/C]
	ATTTAGAAGATGGCACTGCTGTGCCAAGCACTGGCA

	45240_11
	12
	[C/T]
	TGCTGCAGATTTGCACGTGTATGCAGGCTACCTGTG

	45241_24
	25
	[G/C]
	GCAGGGAGAAAAGCATTAGTCTGCGACATTCATCTT

	45246_11
	12
	[A/G]
	TCTGGGTGTGTAGCAGAACCATGCGAGCAACGGGCG

	45247_9
	10
	[C/T]
	CTTCACTTCCAGGCATCATTCTGCCATCCTTCTTCA

	45250_34
	35
	[G/A]
	TTCAGACCAGCAGCATTTTGGTGCTGAAGCCAAAGT

	45253_8
	9
	[T/C]
	AGATCCACTGCTGCAGTAAATTGCACCCTTGCTACC

	45260_5
	6
	[G/T]
	AACCTGTGCTCCGCATGTGTCTGCTGATGGTGTCCT

	45265_6
	7
	[G/A]
	TCCAAGGCTGCGGCACTTCCATGCACACCTCCATTT

	45266_31
	32
	[C/T]
	ACTGGCTCCACAGCAAAACTGTGCTACTACTCTGAG

	45275_17
	18
	[C/A]
	AGCATGATAGTGGCAAGCTTGTGCTATGCGGTGTTC

	45276_2
	3
	[C/T]
	CATCTCATTCCAGCATCCAAGTGCCCCAGGTATCAG

	4528_29
	30
	[C/A]
	ATGGTGTGTATTGCAAGTCTGTGCTGACTCATACAA

	45283_25
	26
	[C/T]
	ATTTGCCTACCAGCATCTGTTTGCACACTCCACAAT

	45291_20
	21
	[G/C]
	GGCACGGAGGGAGCACCAGAGTGCACTTACTATGAG

	45294_17
	18
	[C/T]
	GGGTATGTAGGGGCAAACGGATGCCATGTCCTCAGT

	45296_8
	9
	[G/A]
	GCGGACACGATGGCAGCGAGGTGCGTGTTGCGGAGC

	45300_29
	30
	[A/G]
	ATTTCAAGATGTGCAGAACCGTGCTCCTCAAATATT

	45302_10
	11
	[G/A]
	TGTCCTCCACGTGCAAAAAAATGCACACATGGACAC

	45307_8
	9
	[C/T]
	GTCTTTCTCTGAGCATCAGACTGCATCACACTTGCT

	45315_7
	8
	[A/T]
	CCCTGCTATTCCGCAGTCTAATGCTCTCCTGCTGAA

	45319_10
	11
	[G/A]
	ATACAGTCATGAGCAGCAGTTTGCAAGGAAGGAAGT

	4532_17
	18
	[G/C]
	GCAAAGTGTAGTGCAATGATGTGCAATGAAGGGCGA

	45322_16
	17
	[G/C]
	CCCTGGCACACTGCAGGCTCCTGCTGTTGGCACGGT

	45324_1
	2
	[G/A]
	TGAGTTCATGCTGCAATGTTGTGCCCTGAAAATAGA

	45328_5
	6
	[A/T]
	GAGTTAGGGGCTGCACTTGGCTGCACGCTTACACAC

	45329_17
	18
	[G/A]
	GGCACACAATGCGCAGTGAAGTGCTTGGGGGTGACC

	45331_16
	17
	[A/T]
	AGTACATAATTGGCATAGACGTGCCATCGGCTAAAT

	45333_5
	6
	[C/T]
	ACCTTCACCCGGGCAATCATTTGCCACGTGTAGAAA

	45335_10
	11
	[T/C]
	AACATCCCTGCAGCATTATGCTGCCATCTGCTTCAC

	45341_6
	7
	[G/C]
	TGCTAAGCCACAGCATGATAGTGCCACCACCGTGCT

	45343_15
	16
	[G/A]
	CTCTTCGGCGATGCAGAGGTTTGCCTGCAGACGATC

	45356_27
	28
	[C/T]
	CTAGACAAAGGGGCAGATACCTGCTCACGACAACAT

	45358_9
	10
	[C/T]
	ACAAGAGTTCCAGCACCCTGGTGCCATTTAGGTAAA

	4536_18
	19
	[C/T]
	ATGGCTGTTCGAGCACCTCACTGCTGCTGAGCCCAG

	45367_10
	11
	[C/T]
	GAGCCATGTTTGGCACCGTGGTGCATAACGGCAAAC

	45376_25
	26
	[A/C]
	ATTCTCTCATTAGCACCTGCATGCCATTCGTGTAAT

	45377_7
	8
	[A/G]
	ATCATCAACAGAGCAGGGCATTGCATAACACACAAC

	45381_1
	2
	[G/A]
	GGTTTGGCCATTGCAGAGTCCTGCACCGGGTCGGGT

	45384_27
	28
	[T/A]
	TTTAGGAGACAGGCACTTAGTTGCGATTGGCAGGGT

	45385_31
	32
	[T/C]
	TTCCGCTCACACGCAGCTTATTGCCCACTTGTTTGA

	45391_28
	29
	[A/G]
	ACATCGAGGCCAGCAACATTTTGCAAAAGACTAAAA

	45395_27
	28
	[G/A]
	TGCACTCCGCTCGCACGCGCGTGCAGTGTCGGATAA

	45396_7
	8
	[A/T]
	GACATTTAACTAGCATCCGCATGCCACTGTTTTGGA

	4540_33
	34
	[G/A]
	AAAAGACATTTTGCACTGTGATGCACTTGGGTGGTA

	45402_3
	4
	[A/G]
	CCTAGTTCCAGCGCATCAGCCTGCAACAAAGCTGAG

	45403_1
	2
	[C/T]
	ACCTAAACCTGAGCATGTGGATGCAGACAGTAAATG

	45405_16
	17
	[G/A]
	GGACTACTTGTAGCATGCGGGTGCTGCACTGTGTGT

	45421_18
	19
	[C/T]
	TTAGGTTCTTCAGCACCACCATGCAGTTCATGAGAT

	45423_28
	29
	[A/T]
	CATAAGGAGTAGGCAGAGACATGCCAGAAGATGTAG

	45425_6
	7
	[T/G]
	TTTCACGCACAGGCAAATAAGTGCATCCATGCACAC

	45428_34
	35
	[C/T]
	GAGGGGGTGGGGGCATTCCCATGCCAGGTAGAGGCG

	45429_27
	28
	[A/G]
	AGCAGCGGCAGGGCAGACCACTGCACAACAGTCCTT

	45430_3
	4
	[G/A]
	CTTGATCGACAGGCAGCAAAATGCTAGCTTTTTTTG

	45431_9
	10
	[C/T]
	CTATAACCGCAAGCACACGACTGCAAGCCTATGACC

	45434_34
	35
	[C/A]
	GGAGTGACCCTGGCATGTGGTTGCTTAAGCCAGACC

	45439_19
	20
	[C/G]
	GCTTTGCTAGCTGCACTTCCATGCTGACGTGTGTGT

	45441_18
	19
	[C/T]
	GGACGACATGATGCAGCTCCATGCCAAATGTCCTGA

	45444_15
	16
	[T/G]
	CTACCAAGAACTGCATGCTGATGCTGTAACCTGGCT

	45448_27
	28
	[C/T]
	GGTTTCCATTCAGCAGCCAGCTGCCTCCCTGAAATA

	45451_4
	5
	[C/T]
	TTTTCCACAGCGGCACGGCTCTGCTCAACTTTGTCC

	45453_24
	25
	[T/A]
	AGAACACGATGGGCATCCCCCTGCAGGACAAGGAAC

	45471_5
	6
	[T/C]
	TGAATCAGCAATGCAAGGCCCTGCGTCACCCTGAAA

	45473_18
	19
	[G/A]
	CCTGACCCCAGTGCAATGGAATGCTATCTCTACTGA

	45482_8
	9
	[G/A]
	AAGACAGTGGTGGCAGCACCATGCTGTGTGGATGCT

	45484_25
	26
	[A/T]
	TGTGTAAGCAAAGCAAACAGGTGCATGAGCAGCTGG

	45485_2
	3
	[T/C]
	TTTAATTATCAGGCACGGCTGTGCCAATCCCGAGGT

	45489_1
	2
	[C/G]
	GCTGCCCAGGGTGCAATAATATGCCAATTTGGGCTA

	45493_2
	3
	[T/C]
	TGCGAAAACACGGCATGACCTTGCTAGTCCTACAGG

	45498_6
	7
	[G/A]
	GATAGTGATGTTGCACAAGCTTGCAGAGTCAGCCGG

	45500_15
	16
	[T/A]
	CAACAACGAAAGGCATGTTTTTGCAAACTTGTTGCT

	45513_16
	17
	[A/G]
	GTCATCGTGATAGCACAGAACTGCTGATGACATTTC

	45520_10
	11
	[C/T]
	AGTACCGGATCTGCAGCCCTTTGCTCCATGAACACA

	45525_10
	11
	[G/A]
	TGAGGGTACTGAGCAGCACCGTGCACACGCCCTCAC

	45533_6
	7
	[T/G]
	AGGCTGTGGAATGCATGTGTCTGCTGCTGGGATTCA

	45537_3
	4
	[G/C]
	TGTGTGTGTGTTGCAGTGAGATGCAGGCTGGAGCAA

	45538_24
	25
	[G/A]
	AATGCCAGGAATGCACTCTAATGCGAGTGTGTGTGT

	45540_32
	33
	[A/G]
	GGTACCTCACACGCATTCACATGCACACTCACACCT

	45541_5
	6
	[C/T]
	GACAACGTTTGTGCACTGGAATGCAACGAATGGTAA

	45542_26
	27
	[G/A]
	GTTTAGAAGCCAGCAAACAGCTGCAGGTTCCATAAA

	45545_6
	7
	[A/T]
	GAAGGAAGAAGTGCAAGAATCTGCCACGGTGAGTGT

	45548_33
	34
	[C/T]
	TGATGTAAAAGCGCAATCTGATGCCAAACTACTCCG

	45550_1
	2
	[T/A]
	ATAGCATGCTTGGCAACGACTTGCTCTAGTTATGTA

	45555_26
	27
	[C/T]
	GTGCTTTCCTCTGCATCTGTATGCACCTGTCCCAGA

	45562_29
	30
	[G/A]
	AGAATGACTGGGGCAGGTGGCTGCACCTTGAAGGGG

	45564_1
	2
	[A/G]
	TATAGTGCTGCAGCAGAAATGTGCTCAGCATATCCT

	45566_15
	16
	[C/G]
	CAGCCACCAGCAGCACACCAATGCACACTGCAGTAC

	45568_16
	17
	[T/C]
	CAACTTCATGATGCAATTGGCTGCTTTTCCTGCCAT

	45570_28
	29
	[G/C]
	CTTTGACTCCAGGCATGAATATGCGAGACGATCGAT

	45572_19
	20
	[T/G]
	ATTAGGGTGGCAGCATCATTTTGCTAGGATGCTTTT

	45576_5
	6
	[G/A]
	GCCTCGATGCCAGCAAATATTTGCAAGACTTGCCAA

	45578_18
	19
	[C/T]
	CAATGCACCATGGCAATTCAATGCACTGGGAAGCCC

	45580_29
	30
	[T/C]
	TGGCAAATTTAAGCACTGAAATGCGCAGGCCTTTAA

	45591_1
	2
	[T/C]
	ATGACAGCACCTGCAGCACCCTGCAATAATCCACCC

	45595_28
	29
	[G/A]
	AAACAAGCAGTTGCAGTTCCTTGCTCAAGTCTCATG

	45602_32
	33
	[T/C]
	GTCCAAACACGTGCAGTCAGATGCACTGAAGATACT

	45606_26
	27
	[C/T]
	AGTTGATCAAGTGCACAGTATTGCCTCGTGGCAGCA

	45608_2
	3
	[G/T]
	CCGTGATGAGCAGCAGTGTGGTGCCGGATTTCTCCG

	45609_3
	4
	[C/T]
	ACTCACCAGCAAGCACACGACTGCTTCATTCCCACG

	4561_3
	4
	[G/A]
	CCAGAATATTCAGCAATGTCATGCTCTGTCTCCGAA

	45610_1
	2
	[C/T]
	TCGAATGTGACAGCACTGCGATGCAGAAGAGTGTGT

	45616_10
	11
	[G/C]
	CATTACCACGGCGCACGCACCTGCCACCCGTTATAC

	45618_20
	21
	[C/A]
	ATGAAACCAGGAGCAGGTTTCTGCTTTGTCTTTAAA

	4562_34
	35
	[C/T]
	TCATGCACCAATGCACTCTGCTGCACCCCAGGTACG

	45620_26
	27
	[T/C]
	CATCACCGAGCAGCAGATCTGTGCCCTAATCAGAAT

	45621_16
	17
	[G/A]
	GTGATCCCCAGTGCAGGGCGGTGCTGTTGGACCCCT

	45622_26
	27
	[T/A]
	CAGGTAGGGTGGGCAGCCCTATGCCATGGTGCCCAG

	45627_8
	9
	[C/T]
	GTCGAGATCAGTGCAATCCGCTGCTTTTTCCAGATG

	45631_11
	12
	[A/G]
	TGGCGGTAAGCAGCACAAAAGTGCACGCTCGACACA

	45634_1
	2
	[G/A]
	CGGTGATTTCATGCATCACTTTGCTGGCGTACACGG

	45636_24
	25
	[T/C]
	GAAGGATTTTATGCATGGTGCTGCTGACACATGATT

	45637_34
	35
	[C/T]
	CCCCCGGCGCGGGCACCTATCTGCGGCATGGTTCCG

	45649_11
	12
	[G/A]
	GTTCTCTCAAAGGCACCAAAGTGCCAAGACGGGACC

	45650_2
	3
	[G/A]
	AAAGGAGGATGAGCACAGAGCTGCTAGCAGGTGTGT

	45653_32
	33
	[G/A]
	AGCAATCCTCATGCAAGACAATGCCCCTTGTTGCAG

	45654_3
	4
	[G/T]
	TGCGCTGCTGCAGCATGGAGCTGCTAATTATCTGTA

	45661_10
	11
	[G/A]
	CAAAGGGCCGGAGCAAGAGCGTGCGATGGCTCGCCG

	45664_2
	3
	[G/A]
	GAGAGAGAGAGAGCAGTGGTGTGCTATAGTGTCTGA

	45665_27
	28
	[A/G]
	TTCAGATCTGCAGCATGGTGGTGCCACAGGTTTCTT

	45670_34
	35
	[A/T]
	AGAGTAAGTCTCGCAATCCGATGCATTTAGTCGCAA

	45671_27
	28
	[A/G]
	CATTACTGAGATGCAGGTCTTTGCCCTAGAGGTCAC

	45672_6
	7
	[T/C]
	TTGTGATGACACGCACTGGAATGCAGCAGCTATTAA

	45676_2
	3
	[A/G]
	ACAAGTTCAAAAGCAGTGGGCTGCAGCAAGGGTTCC

	45684_9
	10
	[C/T]
	GGGAAAGTTCCAGCACTCGGATGCTGATTCTGTAAA

	45691_26
	27
	[T/C]
	AGTAAACAGTGAGCACCCAAATGCCTTGCTCAAGAC

	45701_31
	32
	[G/C]
	CATTTCAGGTCTGCATCATTCTGCACAGCACGTTAA

	45709_24
	25
	[T/G]
	CAGGAAATGCGAGCATCTGTGTGCTTTTCTGTGGTT

	4571_5
	6
	[A/C]
	CCTGTAAAACATGCATGCTAGTGCTAGATGCCCGTT

	45712_2
	3
	[C/G]
	AACCCTGTGCCAGCAGATCCATGCCATGCAGCTGCT

	45718_3
	4
	[T/G]
	GATTGGCCCACGGCAGCAGTGTGCTCCAGGTCTTAG

	45719_31
	32
	[A/G]
	CCTCCCTCCTTGGCACCTAAGTGCCTTGGCAAAGAC

	45721_26
	27
	[G/T]
	TTTTGAGTTGCAGCAATGAGTTGCTGGTCCTTTTTT

	4573_24
	25
	[G/A]
	CGAGGCTTCAGTGCATTTGGTTGCGTTGCAGGATTC

	45735_25
	26
	[C/T]
	AGGACCATCCATGCAGATGGCTGCTCTAATAACTGT

	45739_4
	5
	[A/G]
	GACAAAGGGCATGCAGATCTGTGCAGTGGAGGTTAA

	45749_16
	17
	[G/A]
	TCTCTATCCGCTGCAGGAACTTGCGATCTGACACAG

	4575_28
	29
	[A/G]
	TTGTTTAAGGACGCACCCATTTGCTTGAAGGGGCAG

	45752_32
	33
	[G/A]
	GCCCCTGTATGTGCAGGGTTTTGCTCAGTTTTGAAT

	45758_29
	30
	[C/A]
	CTTTATTTCCGAGCAGATGGCTGCTCACTCCATCTG

	45760_25
	26
	[A/T]
	AATGTTGCTGCAGCAGCCGTTTGCTAATGCTCAGAT

	45761_26
	27
	[C/T]
	CAAACAAAAACAGCACCCCAATGCCTCTTTCCATTT

	45768_25
	26
	[A/G]
	GTTTGAGGTTACGCACTGCCATGCCATCCATTGGAA

	45769_30
	31
	[T/C]
	AGGCGTAATGCTGCAGAAAGCTGCAGTGTCTAGTCA

	45771_11
	12
	[T/G]
	AATGTACAGCCTGCATTGGGTTGCTACGGCACGCTG

	45777_29
	30
	[C/T]
	TTTAAACCCTGTGCAACCTGCTGCGACAACTAGCAA

	45779_29
	30
	[G/T]
	CACGGTTTGTGAGCATTTACGTGCCTGTTGTTACAC

	45780_24
	25
	[G/A]
	TCGAGTGTGTTCGCATTTCATTGCGCCGTTAACTAG

	45782_29
	30
	[T/C]
	GTGGTACCCACTGCACCACTCTGCCACCTCTGTGCT

	45786_5
	6
	[G/A]
	CTCACGCCTAGGGCAATGCAGTGCGAGGGAAACAGA

	45788_27
	28
	[G/A]
	TTAAATCGACAGGCATGTTGTTGCCACGGCTTAACA

	45796_11
	12
	[C/T]
	ACATATGACAACGCAAGGCAATGCGTCTTTCCCACT

	4580_31
	32
	[G/T]
	AACCGATAACCGGCATTCGGTTGCACGTGCGGGACA

	45800_19
	20
	[C/T]
	TCTCTGTAGAATGCAACCCCCTGCTGTCATATGCCA

	45802_25
	26
	[G/A]
	ACAGGCTGTCATGCAGGAAATTGCTGTACTTTTCAT

	45811_17
	18
	[G/A]
	ATAAAGAAATGGGCAACGATTTGCCAAGCACTCTGG

	45817_8
	9
	[G/A]
	CCTCTGGGGCATGCAGGACTTTGCACCGCCCGGACT

	45821_24
	25
	[T/A]
	CTGTGACAAAGTGCAGTTTTTTGCTTCTCAGCATGT

	45825_9
	10
	[G/A]
	GATGGCTTTGAAGCAGCCTGATGCCAGCTGGTGCGA

	45828_24
	25
	[G/A]
	GAGAAACCAAGTGCATGTAGTTGCGCAGCGTGAACT

	45834_3
	4
	[C/T]
	TGCCGGGAAACTGCACGACTATGCAGGCGCCAGCTT

	45842_4
	5
	[G/A]
	ACACGCCTATATGCATTGAGGTGCAGCCACGATGAG

	45843_2
	3
	[T/G]
	TCTGACTTCTGTGCAATCGATTGCTGGCAGAGAAAC

	45848_31
	32
	[G/T]
	CATGTGATACACGCAGAAATTTGCGATGGGTGCACC

	4585_33
	34
	[A/G]
	TCAGGGGTGAAGGCAATCAAGTGCAAAGTGCTCAAA

	45852_1
	2
	[G/A]
	GGACCCTTGGCAGCACAGTCATGCTGGTAAATTGTG

	45859_34
	35
	[C/T]
	CATTCAGTCACTGCAAGGACGTGCGCTGGTGTTGCC

	4586_24
	25
	[G/T]
	TGTACCATCCCTGCAGACATCTGCGGGCACATTGCT

	45862_32
	33
	[C/T]
	TATTGACCAGATGCACAAGGTTGCACATATGGCTGC

	45868_3
	4
	[C/A]
	ACACTACCTGCAGCACCACCATGCTGAAAACATAAC

	45880_9
	10
	[T/A]
	AGTGTGTTTTAGGCAGTACGCTGCAGAAGTACAACG

	45881_3
	4
	[C/T]
	TCACGATAAAGTGCAGTTAAGTGCACAGGGCATGAA

	45883_2
	3
	[A/G]
	GGGAGGACGGCAGCATGTCGGTGCTATCTGATTTGA

	45884_11
	12
	[T/C]
	GAGGCGACGCTTGCACAAGCGTGCTTCACTCGCACG

	45888_32
	33
	[C/T]
	GGACACGAGGCGGCACGTCGGTGCCTTTGTTCCCCT

	45889_6
	7
	[G/A]
	AGGTTGGGTGGAGCAGCAGAGTGCAGATGGCTTAAA

	45894_1
	2
	[T/G]
	CTTGACATCTTTGCAGCAGACTGCGTCGCTCGGCTC

	45895_33
	34
	[T/A]
	ATCCCCATCTCTGCATACACTTGCATATACCGCTGG

	45897_4
	5
	[G/A]
	GTATGAAGCTCTGCACAGTTCTGCACCAAGTGATCC

	45900_16
	17
	[G/A]
	CTGCCGGTGCCTGCAAGAATGTGCTCGCTGCCAAAC

	45901_11
	12
	[A/G]
	GATGCATACTCAGCATCGGATTGCGATTAATACGTT

	4591_9
	10
	[T/C]
	AACAGACAGTGGGCATTAGACTGCTCAAAAAGTGTT

	45910_2
	3
	[T/C]
	ACTGTGCATGAGGCAGGAACCTGCTCATACCGAGGA

	45912_25
	26
	[G/T]
	GGCGTGTCCGAGGCATAGCAGTGCTTCTGTTTGTTT

	45916_5
	6
	[T/G]
	TAAGGTACCAGGGCATACAGATGCACAGCCAGTCAG

	45917_26
	27
	[G/A]
	TGTCCATCAGCCGCAGTGTCATGCGAGCAAATTCAT

	45919_9
	10
	[C/T]
	CTCTGCGCTCTTGCACACGTTTGCACAAGTGCTCTT

	45926_9
	10
	[A/G]
	CATTCCCATAGTGCATTCTGGTGCCAGACTAGGCCG

	45932_33
	34
	[C/T]
	TAGTACTGCCAGGCAAATATCTGCACTGTGGTCCTG

	45937_2
	3
	[A/G]
	GAAGTTGGAGCCGCATTCCACTGCATCAGCATCATG

	4594_5
	6
	[A/C]
	AATCCATGAAGAGCAGTCATCTGCATGACAGTTTCC

	45941_7
	8
	[C/T]
	CCACAAGCACCAGCAGCTCCTTGCAAGGGCTCACAG

	45944_15
	16
	[G/A]
	CCGGGTACTGCCGCAGACGCTTGCCGCAGGGCGCGT

	45949_34
	35
	[C/T]
	ATTCTGCCTGTGGCATCCTAATGCATGGGTTTCTCC

	45953_27
	28
	[A/G]
	TCAGAAAGCCGTGCACATGTTTGCAGCACAGAACAA

	45956_9
	10
	[A/T]
	CGTAACATGACTGCATGGAGCTGCCCATCATGTGTT

	45965_19
	20
	[C/T]
	TGGAACTGCAGAGCAAGAACCTGCAGCTCCTCCAGC

	45971_2
	3
	[G/A]
	CAAAAAAGTTGTGCAGGGCGGTGCTGGGTTTCAGAA

	45978_28
	29
	[T/A]
	GGCAGACAGGAAGCAATGTCTTGCGCAATATCTGTG

	45982_34
	35
	[C/T]
	ATGGACTGTAACGCATTTGTATGCCTCGGATCTTCG

	45983_16
	17
	[C/T]
	CTGTTCACACATGCAGCTCCGTGCCAGAGTCAGTGT

	45988_11
	12
	[A/T]
	CAATAGGCAGCAGCAGTGCCGTGCCGAGTATGGCCA

	45989_31
	32
	[T/C]
	TTGCATTTTGTCGCATTTCCATGCCAGTTTATTGCT

	45991_18
	19
	[G/A]
	AGTGTTCACCTTGCAACAGAATGCAACAACAAACAC

	45993_26
	27
	[C/T]
	GAGTACAAAGAGGCAGGTTGGTGCATCCTTTCCCAC

	45996_15
	16
	[G/A]
	ACCAGGAGCGCAGCAGCTCGGTGCCCAGCAAACCAA

	45997_25
	26
	[G/A]
	CCTTCATCCACTGCAGCTGAGTGCTGAAAAGGCAGG

	45999_11
	12
	[T/C]
	TAAAAGCTCTCTGCAGCAGAATGCGAATGAGACAGA

	46002_8
	9
	[A/G]
	TAAGGTCCGTGTGCAAGACGTTGCCTCCAATCCTTA

	46007_9
	10
	[C/T]
	TCATGCATTCGTGCACTTTGCTGCTGCATTGTTTGC

	46011_6
	7
	[C/T]
	ATATTTCAGACAGCAGCCTACTGCAACAGTGCTGAA

	46020_25
	26
	[G/A]
	TGGTGAAACTCAGCAGCATCCTGCTGTGTTTGAGAG

	46022_27
	28
	[G/A]
	CTGATGTAGCGTGCAGTTTATTGCGCCGTGCTGCAC

	46027_5
	6
	[G/A]
	GTGAAAAAGCTTGCACACTACTGCAGCACATGTGCT

	46031_3
	4
	[C/T]
	TGTCGGGCCGTGGCAGGTTCATGCACACACTCCTGC

	46032_25
	26
	[G/T]
	CTGAGCCTCTGTGCATTTAAATGCTGTAAGGCATTC

	46039_2
	3
	[T/C]
	TGCTTGCCCACAGCAGTCCTCTGCTTTTAACCCATC

	4604_2
	3
	[A/C]
	TGAGTCATCTTCGCATTTCTTTGCATGTGCGTAAGA

	46040_5
	6
	[C/G]
	GTGTTCCGATGCGCAACGGGTTGCTAATGTTAGCAA

	46046_8
	9
	[T/A]
	ATCACGTGAATGGCATGTTCCTGCAGGCTGGAGAGG

	46047_5
	6
	[G/C]
	TCTGTGGCCGTAGCAGGAGGCTGCGGTGGGTCGGAT

	46056_25
	26
	[G/C]
	GGCGGAGGTATCGCATGATCTTGCGCGCAGCCTGCT

	46057_19
	20
	[C/T]
	ACAAACACAAGTGCAAACGCGTGCACACACACACAC

	46059_5
	6
	[C/T]
	AATCTCATTACAGCATCGTTCTGCAGGGCCACGTCT

	46066_17
	18
	[A/T]
	ATTAGTTCTGGTGCAACAGGTTGCCATCAGAACTCG

	46068_34
	35
	[A/C]
	GGTACATTAGCAGCACCTTCCTGCGGCTGATGTCAG

	46071_5
	6
	[A/T]
	GAAAGAACTGTGGCAAGAAGCTGCACCAAGAACACA

	46072_34
	35
	[T/A]
	TCTTACCTGCATGCATTGTCCTGCTGCCATAAAATG

	46077_11
	12
	[C/T]
	TGAAGACCGAGCGCAGATGTCTGCAGTCTTTGCCTG

	46078_31
	32
	[G/A]
	TGACCACAAGGGGCAGTGTTGTGCTGCACCTAAACA

	4608_3
	4
	[C/A]
	AGCCGAGATGAGGCAGCCTGATGCTAGATTTCCAAT

	46086_15
	16
	[C/G]
	GCTGATTGGAGTGCACTGCACTGCTGATTCAACTTT

	46087_32
	33
	[C/T]
	GGGTTCGTTTGTGCACAGCTATGCAGATGAGACGTG

	4609_3
	4
	[G/A]
	ACCGTGTCTCCAGCATACAGCTGCGGGAGAGAGAGA

	46095_18
	19
	[T/A]
	ATGTAATAGCCTGCATCAAGCTGCAGCACGTCGGCT

	46097_30
	31
	[G/T]
	CAGTGGGGATTTGCACAGCGGTGCGGTATTGGTCCA

	46098_1
	2
	[C/T]
	TCTGACTCAGGTGCAAGTCGATGCACAGACTCACAG

	461_11
	12
	[C/T]
	CGTGTCAATACCGCACCGCTCTGCCCTTTGATTTCA

	4610_33
	34
	[T/C]
	ACCACTGCTGAAGCAGATTTGTGCTCAACACTTTCA

	46104_27
	28
	[G/A]
	CTTAGCAACACGGCAGGCTAGTGCAGAGACTTCCGG

	46105_1
	2
	[C/T]
	TCGCTGGAATGTGCACACACATGCTTTTACCATTCT

	46107_1
	2
	[G/T]
	TGATGGTGTACAGCAGCACTGTGCTAGCGGCTCATT

	46113_11
	12
	[T/C]
	CTCTTAATGAGTGCAATGACATGCTCTTGACGTCGA

	46118_33
	34
	[A/T]
	ACACCTCTGGATGCACACTGGTGCAATAGACTGATA

	46120_2
	3
	[A/C]
	ACACTCCTCTAAGCAGCCACATGCTCTTTAGCATAC

	46121_19
	20
	[A/G]
	GCTGGACCATGGGCAAGTCGATGCCTAGAACTCGGT

	46123_10
	11
	[G/A]
	GCGTCTGTTCGGGCATATTCCTGCCTGTGTATGATA

	46134_20
	21
	[G/A]
	TGTGTTTGTGTGGCATGGTCGTGCTGTGCCTCAGAA

	46135_19
	20
	[C/A]
	ATACAGTGCTGAGCAAAGACCTGCGAAAAAGTACAA

	46136_31
	32
	[T/A]
	TCTAGTGCAGATGCAGAAAATTGCACTGCAGTCTGG

	4615_29
	30
	[T/G]
	ATTGTTCAGGATGCAAAAATGTGCTGCATTGTCAAG

	46152_34
	35
	[G/A]
	TATATCAAACCAGCAACCCTCTGCTTACAAGACCGG

	46155_34
	35
	[C/T]
	ACGTAATGTAATGCAGCACAATGCCAAAAGAGGTCG

	46163_29
	30
	[C/T]
	ATGGGGAAAAACGCATGCCTTTGCAGTTTCCCCAAC

	46165_20
	21
	[G/C]
	CTACAGCATTTTGCAAAGCTGTGCTGCAATTGTGTC

	4617_15
	16
	[G/A]
	CGAGACACATGTGCAGCAGCATGCATATTGTGTGTG

	46170_34
	35
	[G/C]
	GATGTTTCTGTTGCACCACTTTGCTCACAACATACC

	46171_30
	31
	[A/G]
	TGTCTTTCACACGCATCAGCATGCACACGCACAAAC

	46173_24
	25
	[A/C]
	AAGAGTGTTTGCGCATGGGAATGCCTGTATGTTAGT

	46176_19
	20
	[C/A]
	CTGACATTAGCAGCATGAACCTGCCTTGTGTCACTA

	46177_16
	17
	[G/A]
	TAAACAGACCAGGCAGGAGTCTGCTGTAACCCTACA

	46180_5
	6
	[T/C]
	TAATATGTGACAGCAGCCACCTGCATGACCCAGCAC

	46183_11
	12
	[A/G]
	AGAGCCCACCCAGCATCATCATGCAGCTGGCAGAAA

	46187_10
	11
	[C/T]
	TGGAGATGTACGGCATCAGACTGCATCCAGCTAAAG

	46188_9
	10
	[T/C]
	GTGTCTCTCTGTGCATCTCTGTGCTTTTTGGATGAG

	46191_34
	35
	[C/A]
	ATCATATAACCAGCACATCTGTGCTGTACGGCCGCC

	46202_25
	26
	[G/A]
	TGTAACACTGTAGCAGCTTCGTGCTGATGAAAGTTT

	46208_8
	9
	[T/G]
	TGTTCTGGTAACGCATTGGCATGCCAACTGATGGTA

	46211_1
	2
	[T/G]
	ATTCTAACCTGCGCACAAAGATGCCAGGTGGGATAT

	46214_18
	19
	[G/A]
	TGTAATGTTCTCGCAGCCGAATGCAAGCAATATGTG

	46222_1
	2
	[C/T]
	ACCATCCGCTTGGCATCCTGCTGCTTAGCATAGGTG

	46223_15
	16
	[G/A]
	CCAGCTTACCTGGCAGGAACGTGCTAAACTCCTGGG

	46226_11
	12
	[G/A]
	GAACTCACGCCAGCACACAGCTGCCTGACTTTTACA

	46229_24
	25
	[C/T]
	GCCGCCAGCGGAGCAGCGAGGTGCCGCTTCTCCCGG

	46233_20
	21
	[C/T]
	ATTAATTGTGGAGCATCCTACTGCGAGATTCACCTG

	46234_34
	35
	[G/A]
	ATGCTCGGTTACGCATAAATGTGCAGAAGGAAAAGA

	46239_2
	3
	[G/A]
	TGGCCCTGTAGTGCAGAAGTGTGCTTCTAAATCGAG

	4624_32
	33
	[C/G]
	TGTCTAACACATGCAGTAGTGTGCTGCCCCTTCATG

	46244_11
	12
	[T/C]
	AAACACTCCACTGCAGACACTTGCCTCTGCCTTTCT

	46246_15
	16
	[G/T]
	TGCTGGGTGACTGCAGTCTGTTGCGGTTTGGAGGTC

	46253_26
	27
	[C/T]
	TGCAGTTTGCATGCAAATTGTTGCCTCAAGACTGGA

	46260_27
	28
	[C/T]
	ATGATTTCTCCAGCAGCAGCGTGCAGTCTTTAACAC

	46262_25
	26
	[A/T]
	TTTATTCCCCCAGCACCACCGTGCCATCCAAACCCA

	46272_8
	9
	[C/T]
	GGACCACTCGGCGCAGAGAAGTGCATTTTTAACACT

	46282_24
	25
	[G/A]
	GATTCTAGATCGGCAGATACTTGCGAGACGATCCAA

	46283_7
	8
	[T/A]
	ACCAGGTTAAGAGCAGGTTGATGCTTGCGTGGTTCT

	46285_27
	28
	[C/T]
	GCTCTCTTTTCTGCATCAGCATGCTGCCCCTGACTG

	46287_20
	21
	[C/T]
	TTTGTAGAGGTAGCAGTTTCCTGCTGTGGATTACAG

	46288_24
	25
	[A/G]
	GTCACGCAGCGAGCAGTGTGATGCAAACAGTCCTTT

	46292_20
	21
	[A/G]
	TGTTACCCATCAGCAGACTGATGCCATGTCCAGGGG

	46295_11
	12
	[T/C]
	GGCCGCGTGCGTGCAGGTGTGTGCGGGGGAATTCTC

	46297_25
	26
	[C/T]
	CATCTGAACATGGCAGTTCCTTGCTCAAGGCAATTG

	46299_30
	31
	[T/A]
	TTTGTGGGCATGGCATGGTCCTGCTTAATGTAATTA

	46302_15
	16
	[A/C]
	AAGTGGCCTACAGCAAACTTCTGCTCCGTGACCCCA

	46303_16
	17
	[G/A]
	AAAAGATGGGTGGCATGATGGTGCTGCAGGATCTGA

	46312_26
	27
	[T/G]
	AAAGCACCCATTGCAATTCATTGCTCTGCAGGATTT

	46314_10
	11
	[C/T]
	CAGTCGCTCCCAGCACAGCACTGCTGGCTGTAGGTG

	46316_2
	3
	[C/T]
	TGCGACAGGCACGCATACAGATGCAGATGCGGTTGC

	46317_20
	21
	[G/A]
	TCACTGCTCCGGGCATGTGCGTGCGCTCACTTCACT

	46320_16
	17
	[G/A]
	CGCCCTCATGACGCAGGATATTGCACATTTCCTCGA

	46321_7
	8
	[G/A]
	TTCATGCGTCCTGCATGCGTGTGCCCCCGGGGCAGA

	46325_7
	8
	[T/G]
	CCATGTCGTTATGCAGGCAGGTGCGCAGTGTGTGCA

	46328_20
	21
	[A/G]
	TGAAATGCTCCTGCAGATGCATGCGCTTCCTGGACT

	4633_20
	21
	[T/G]
	GCTTCATGCGATGCAGTTTATTGCTGTTCACCACCA

	46331_34
	35
	[A/C]
	AACCCACACCGAGCAGAGGTTTGCGTGACATGCTAG

	46334_9
	10
	[C/T]
	CTCGGGTCACCAGCAAAATCTTGCAGGCCAGTTCTT

	46338_4
	5
	[T/C]
	GCCTTACATTCAGCACGCCGATGCTAGCTCTTTTTA

	46339_17
	18
	[G/C]
	GCGAGCTGAGCTGCACGGCTTTGCTTTCACATCCGT

	46342_34
	35
	[C/G]
	TCTCTAAAGTTGGCATCAGGATGCAGCTCATGTGCT

	46350_27
	28
	[A/G]
	TGCATCCAAAGTGCAGCAGCATGCTGGAAAATTGAA

	46352_33
	34
	[A/G]
	GTCACTTCCCGAGCAGACGAGTGCGTAACTGTGAAA

	46356_10
	11
	[C/T]
	GAACCTCGAGCGGCATGAATGTGCAGTCTGATATGT

	46357_34
	35
	[G/A]
	AATCCGCAATCCGCAAGGCAGTGCCTGTAGCCAGGA

	46362_5
	6
	[T/A]
	TTTCATAGCTAAGCAGCTGCATGCAGGCTTTAAGTC

	46364_31
	32
	[C/T]
	TGGGCATCAGCTGCACATTGGTGCCCAGTTCCTTCA

	46373_25
	26
	[T/C]
	CATTACCACACTGCACCATTGTGCCTCACACATCAG

	46375_20
	21
	[A/G]
	ACTCAGGACTCAGCATGGCAATGCACCAATAAGGAA

	46377_26
	27
	[T/C]
	AAATGACTTTTGGCAGTGTGCTGCTGTCACATGTTT

	46383_1
	2
	[T/G]
	ATAAGGTGCTGAGCAGGAATATGCCCTGGACAGGGT

	46386_11
	12
	[C/T]
	CTGCGGCCTCTCGCAGCCCCGTGCACCACACCAACT

	46394_6
	7
	[C/T]
	CTGTGTCCCTTCGCATGTCTGTGCGATTGGTGTACT

	46395_33
	34
	[T/C]
	AACGATGTGGTTGCACTCGAGTGCTGGTACTGGTGT

	46399_20
	21
	[G/T]
	TGTGTAGCTATGGCAACCCTGTGCAGCTCTCCCGGC

	46401_32
	33
	[C/T]
	TGGTAAAAGAATGCAACACGATGCCAGCAATTCCAA

	46403_27
	28
	[A/C]
	TCTGTTCTTAGTGCATAGCCGTGCTCTACTGGTACA

	4641_7
	8
	[T/C]
	ACGAGCTTTGTGGCACGGCTTTGCACTCTGCTGGCT

	46413_3
	4
	[G/A]
	AACGTCAGAACAGCATCAACATGCTAATGAAGTCAG

	46422_7
	8
	[C/A]
	GATTTAGAGCAGGCAGGTTGATGCGTGGTGTACGCT

	46425_29
	30
	[G/A]
	GAACACACACATGCAGCCAGTTGCTTAAGGAATTCG

	46426_30
	31
	[A/G]
	TAGTCTGGGTGTGCATGTTTGTGCAAGATCATACGC

	46430_31
	32
	[G/C]
	TGCCATACTAGGGCACTTTACTGCCCTGGCCGTGAC

	46431_6
	7
	[T/C]
	GCAGCCTGCACAGCAGGAATTTGCGGTCTCTCTCGT

	46435_34
	35
	[A/G]
	CACGGAGGTGTTGCAGGTAGTTGCATGTTAGTTTAC

	46436_34
	35
	[T/A]
	GGAGCCCATCCGGCATTTTCATGCGCTGGGCAGGTA

	46439_31
	32
	[G/A]
	GAAAGATTTGTGGCAACATTGTGCATTAGCTGGGAA

	4644_4
	5
	[T/C]
	CTGGTAAAACTAGCATGGCACTGCCTGTCGATGCCA

	46445_17
	18
	[T/C]
	GCCAGGTGGTCTGCAGATAGTTGCTCACATTCAATG

	46450_19
	20
	[G/A]
	TGAAGGACTACAGCACGGTGCTGCTTTCTTTATGGA

	46454_28
	29
	[A/T]
	CCTGTATGTCCTGCAGAAATCTGCACTGATGCTAGA

	46457_29
	30
	[G/A]
	TGGCTGACACCAGCAACGTGATGCTCAGTGTTTGTT

	46464_2
	3
	[C/T]
	TTCATGCAGTGTGCACAAGCATGCTTTGAGGTTGGA

	46468_28
	29
	[C/T]
	GAGCTCAAATGTGCAGCAAGATGCAGAGCATTGCAA

	46470_20
	21
	[T/C]
	TGTGTATACGGAGCAGCGTTCTGCGGACTCGGTGTG

	46471_25
	26
	[G/A]
	GGCGGCTGAAGTGCACGCAGCTGCAGAAGGGGCTGG

	46475_5
	6
	[C/T]
	CATATCCTGACTGCATGGAGATGCAGGAGGTCTAGT

	46485_15
	16
	[C/T]
	TAAGCATCTTTGGCACGTGTTTGCAGGCACTGCTCA

	46487_18
	19
	[A/G]
	TACCTGCAGGTCGCAGTGACGTGCGGCGTCGACGAT

	46495_31
	32
	[G/A]
	ATGGAGTCTGCAGCATGACATTGCTCATCGTGAACA

	46496_20
	21
	[C/G]
	AAAGGCATGAGGGCATTCTGCTGCTCATCCACTGTT

	46498_15
	16
	[C/G]
	GAAATTGAAGTGGCACTGCAATGCAAACAGTGTCAA

	46500_29
	30
	[A/G]
	CTCTGCAGCCATGCATGGTATTGCAACACACAAACT

	46507_17
	18
	[T/C]
	CACTACATCAAAGCACCCCTGTGCATGAGAGTCTGT

	46509_3
	4
	[C/T]
	TCCCGCGCCAGTGCACTGCCCTGCAGCTAGTCTTAG

	4651_32
	33
	[C/T]
	CACTTTGTCCGGGCATGCTAATGCAATTTCCCCTCA

	46512_31
	32
	[G/A]
	CTGTGTTTGGTGGCAGTGTGTTGCCATCTTTGTCCT

	46515_8
	9
	[T/A]
	ACAGGGCATAGTGCACCACCATGCTGCCCTATTTCT

	46517_9
	10
	[G/A]
	TTGACTTAAGCTGCAAAACTGTGCCATGAGCACAAA

	46518_5
	6
	[A/G]
	ATAGTATTGAGAGCACTTTAGTGCTGACGCTTCCAA

	46524_17
	18
	[C/T]
	TACTGAGACGTTGCATTCTATTGCTGTGCCACACGC

	46525_2
	3
	[A/C]
	TCATTTGCTATTGCAAAGGCTTGCGACCACAGAGGG

	46527_2
	3
	[G/A]
	TTGAGCAAGGTAGCAGAATTTTGCACACTGCAAAAG

	46528_7
	8
	[C/T]
	ACCACTCCACCTGCACATGCATGCTAGGGTAGATTC

	46529_5
	6
	[C/A]
	ACCTTCGGCTGCGCAACTTCTTGCTTCTCTATGCAA

	46537_10
	11
	[G/A]
	CTGGGTGGCTGTGCACTACCATGCCTGGAGAATCTG

	46538_33
	34
	[G/A]
	GTGATCTGGGATGCAGGATGGTGCACGTTCGTTGCC

	46541_2
	3
	[A/G]
	TGAAAATAACACGCATGATCATGCCAGTGCTGCCTG

	46542_18
	19
	[G/T]
	TTTAGGACAATTGCATTAGGGTGCCAAATTCAGGAC

	46544_27
	28
	[A/G]
	TAACAGACGGCCGCACGGCCCTGCAGCGTGTTACCA

	46546_6
	7
	[C/T]
	TGAACTCGAGCAGCAGTTACATGCCAGACATCCCCC

	46549_15
	16
	[C/T]
	TTGTCATTCTCTGCACTCTTCTGCAAACAGACAAAG

	46550_4
	5
	[C/T]
	GCATTTGGAGTTGCACCTCCATGCAGCCACCAAGTG

	46552_34
	35
	[C/T]
	GTTAACCTTTTTGCATGTAAATGCCATGGCGACGCC

	46557_8
	9
	[T/C]
	GACCACAATATTGCAGACGGTTGCAATAATGGCCAC

	46562_1
	2
	[C/A]
	ACGTCGGGTTTGGCAATGATCTGCACTCTGTTCCGA

	46566_19
	20
	[C/G]
	ATGTGGAGATGTGCAAGATCCTGCTGCAAGCAAGGG

	46571_28
	29
	[G/A]
	GTAGGGAACAATGCAGTAGAATGCTGCAGAGGTGTG

	46573_17
	18
	[T/G]
	CACAGCCCCACAGCATATCACTGCACATCCCTCAAT

	46575_26
	27
	[T/A]
	AACTACAGTGAAGCAGCGTCATGCTGTGGGACAGAG

	46577_3
	4
	[G/T]
	GGTGTCATCGCTGCAGCTCTGTGCCATCATGTGACA

	46578_17
	18
	[G/T]
	TCCTGCTGAGCTGCACAGTGATGCCAGATGAAAGAA

	4658_32
	33
	[G/A]
	ACGGTTCTCTTGGCACCCTGCTGCAGCACTAGGAGC

	46586_26
	27
	[G/T]
	ACAGGTGTGTGTGCATTGAGCTGCCAGTGTACAGGT

	46589_3
	4
	[C/T]
	AACCACAGACATGCAGTGATGTGCTTGGGACAGATC

	4659_25
	26
	[C/T]
	AACACGCAGTGCGCAGTCCTGTGCACAACATCCAAA

	46594_18
	19
	[G/A]
	CCATCACTCTAAGCACTGGAGTGCCCCAGGGCTGTA

	46598_32
	33
	[G/A]
	CTGAACACTTTCGCAGCATGATGCAAACTGTTGAAA

	46603_9
	10
	[C/T]
	GAGAGTGCACTCGCACTCACTTGCTGGAGCACGTTT

	46615_17
	18
	[C/T]
	AAGCAAAGGTTTGCAAACGTTTGCCATTCACAGAAA

	4662_16
	17
	[A/T]
	ACACACACAAATGCACAACGATGCAGGTAAACATGT

	46623_2
	3
	[T/C]
	ATTCTGACCGTAGCAATGTGATGCCCTTTTTCTCTC

	46625_1
	2
	[C/G]
	TCGACCGCTGCTGCATTTACATGCTACTTGTGAGCG

	46631_15
	16
	[C/A]
	GGCAGCCGCTGTGCACGTTATTGCCCGTGTTGTTTA

	46635_4
	5
	[C/A]
	ACTTCTTTTACCGCAGCAGTCTGCCAGAGGTAGTAT

	46640_34
	35
	[C/T]
	TGGCTAGACGCCGCATTCTTTTGCTGTGGAAGTCCT

	46645_17
	18
	[A/G]
	TCAGTTATCTCTGCAGGAAGCTGCATGCCAAATAGA

	46646_1
	2
	[G/A]
	TGAGGATGCTGTGCAGTTTTCTGCAAAAGACGAAAT

	46647_24
	25
	[T/C]
	AACAGAGCGGCGGCAAGCAGATGCTGTGATTAAAAA

	46653_34
	35
	[T/C]
	TTTGTGTGGTGGGCATCAGTTTGCCTGGCGAAGTTG

	46666_31
	32
	[G/T]
	GAAACGGAAAACGCATCACACTGCTTTTACTGCCAT

	46668_8
	9
	[A/C]
	TGTAATATCGGCGCACCCCCTTGCTGACTCCAAAGA

	46674_31
	32
	[G/A]
	TGTAACCAACAGGCAGGTCAGTGCAGCCTGCGAGGG

	46682_26
	27
	[A/T]
	TCCTGCACTCTGGCATTTTGATGCACACTGGTCTCT

	46684_34
	35
	[T/C]
	AAGCCAACGGTAGCACTGTAATGCCAGAGTTTCCCT

	46686_8
	9
	[C/T]
	GCAATGTTCCTCGCAGGAAACTGCTGCATTCCCTCA

	46692_10
	11
	[C/T]
	TTCGGTGGCACCGCAAGGTACTGCAACAGTGCCAGA

	46693_3
	4
	[G/A]
	CTCGGCGTCATCGCAGCTTTCTGCTGACCTCACAGA

	46694_5
	6
	[T/A]
	TACACTAATTTCGCACTACTTTGCCCCTCCAGAGGT

	46697_15
	16
	[T/C]
	GGTTGGATTCCTGCATGTCTTTGCCAACATGCAGAT

	46698_19
	20
	[C/T]
	CTGCGTACCAGGGCAACGGCTTGCCACACGGGTAAA

	46699_2
	3
	[T/G]
	TTTGTTATGGTGGCAAATGGATGCAAAATGACCGTT

	46707_5
	6
	[G/A]
	TGGACGGAATGTGCAGCAGGATGCGTATATTGTGTG

	46708_7
	8
	[A/T]
	ATCGATCACTCAGCAACAGTGTGCCGTGAAGTGGAG

	46709_10
	11
	[C/G]
	TTGCTTGGGACAGCAATCGTGTGCAAGTGCAAAGAA

	46711_30
	31
	[T/G]
	CAAGGTAAAGTGGCAGAGTGATGCCCAGTCTGCACT

	46712_32
	33
	[C/T]
	CACGCTGTTTGAGCAGTTACCTGCATTAAGCCCATG

	46721_15
	16
	[T/C]
	TTTGTGAATGCAGCATCACTGTGCAGAGCTTAACAT

	46722_27
	28
	[C/G]
	CAGAGAGCTGAGGCAAGATGGTGCTGCCGATGTCTA

	46725_27
	28
	[C/T]
	TGTGTGTGTTTTGCATGAGTGTGCAAGCATGCATAA

	46727_17
	18
	[G/A]
	CAGAACCGTTATGCACAGCTCTGCCTCCCAGCTACA

	46728_7
	8
	[C/A]
	CATTTGCCCAGCGCAACTCGCTGCATCAGCATATGA

	46731_31
	32
	[C/T]
	CCAGGGTATATTGCAGCCCTATGCCAGAAAATGCCA

	46732_10
	11
	[C/G]
	CATCTCATTACAGCAGGCATCTGCTGGAGCAAAGGG

	46743_5
	6
	[G/A]
	CCAGGGATGTATGCACAAACCTGCTGTCTGTGTGTG

	46746_25
	26
	[G/A]
	AAATAAGGCCTGGCACTGACCTGCTGAAATAGATAG

	4675_33
	34
	[C/G]
	CACTTCACACTCGCACACCTCTGCTCCATATCGCAG

	46755_10
	11
	[A/C]
	TTTCGTCCTCATGCAGGTTTTTGCTGCATGTTGCAA

	46758_8
	9
	[G/A]
	TCACACACGAATGCACAGCCATGCAAACTGACATGT

	46762_26
	27
	[G/T]
	GTGCAGGACTTGGCAAGTAGTTGCAAGGTTGTTACT

	46765_20
	21
	[A/T]
	CAGTGATCAACAGCAGCCCAATGCATAAGACTCCAC

	46766_4
	5
	[G/A]
	TTCCGTACTCATGCATATGCATGCGTGACACTGGAT

	46767_3
	4
	[C/A]
	TTGCTAAATGTTGCAGCAAAGTGCCTTTGTTCACAT

	46771_8
	9
	[T/A]
	TGTGGCTAAGTGGCAGATACCTGCATATCACCGTAG

	46776_11
	12
	[C/T]
	GTTTGGCAGTGCGCAATTACTTGCCGGCAGGAGGGG

	4678_34
	35
	[G/A]
	GAGGATCCTCATGCAGTCTTCTGCTTTTGTTCGCGG

	46780_4
	5
	[G/T]
	GAACGGGAATTTGCACTCCACTGCACAAAAACATGG

	46781_33
	34
	[G/T]
	TGGAACTGCTGTGCAACTCGGTGCCTGGATGCCGGT

	46782_28
	29
	[G/A]
	ACCGTCAGGGAGGCACAAAATTGCCAACGGTAGTTA

	46789_5
	6
	[A/G]
	CTGGTGGTGGGAGCAACAATCTGCCCTCTCTTACCC

	46793_11
	12
	[C/A]
	ACAGCCTGTGTCGCAAGAGCATGCACGTTTTCTTTA

	46794_31
	32
	[T/C]
	AGTGTCCGAACAGCAGAATCATGCGCTGTCTTAAAA

	46795_32
	33
	[A/G]
	AAGTCAGTGGAGGCAGTGTGATGCTCTGGTCAGTTC

	46801_28
	29
	[G/A]
	CAGAGCAAGCTTGCAAGATTCTGCCTCTGACTGACG

	46808_33
	34
	[G/A]
	GTTCCGTCTCCCGCACTCGCATGCGAAGGCTGTGCA

	46811_4
	5
	[C/T]
	AGAGCCCACCTGGCATCTTCATGCGCTGGACAAGAA

	46819_30
	31
	[A/G]
	TCTGCTTAAGCTGCAGGCGAATGCATCAGCACTAAG

	46824_19
	20
	[G/A]
	GATCGCATTATAGCACAGCGCTGCTGACGAGCTCTG

	46826_10
	11
	[T/C]
	TGATCAGTATTTGCAGGACTGTGCTGCTGATGATTG

	46831_17
	18
	[G/A]
	GAGAGATAAGCAGCAGTGGTCTGCAGGCGGGCAGAG

	46835_8
	9
	[C/G]
	CCTGGGCACCGTGCATAGACCTGCCCACTGTTTTGG

	46839_19
	20
	[C/T]
	TGAGTGAGCTCAGCATGCCCATGCAGGCCTGGGGTA

	46841_6
	7
	[T/C]
	ACAGGCTTAATCGCAGGGCCATGCTATTGACCTGCC

	46844_10
	11
	[G/A]
	GAGACTCCGTGAGCATGGAGGTGCGTTTACGCTCCC

	46845_11
	12
	[C/T]
	ACACACACACACGCACCCATGTGCACACAGACTCCT

	46846_9
	10
	[G/A]
	TTACACACCGCTGCAGCCACATGCCCTCGCCACACA

	46858_17
	18
	[G/A]
	TCGTGGTTGCAGGCATCGTAATGCTGGCCAAAGGTT

	46859_24
	25
	[T/G]
	GAGATAAAGCCTGCAGCACCCTGCTTATTTCAGTGG

	46864_6
	7
	[G/A]
	TGTGACGAGACAGCAGAAGTGTGCATGTGTAAGGAA

	46866_34
	35
	[G/A]
	TCGTGGGCATGGGCAAAAAAGTGCTGCAACTACAGA

	46867_4
	5
	[A/T]
	TTCTTCATTCAGGCAGGACTATGCAGCCGTTTATTT

	46870_2
	3
	[T/G]
	GGTCGGCTCTAGGCAGGGCTATGCACTGCAGTTCAG

	46876_30
	31
	[A/C]
	TTGGTATCCCCTGCAGTTGTGTGCATGCATATGGCA

	46882_16
	17
	[C/A]
	GTTCCAAAAGACGCAGCACGCTGCAGGTCGCCGCCG

	46884_33
	34
	[G/T]
	ATCTAAAATCTGGCACTTCAGTGCCGCATGCGAGCG

	46885_28
	29
	[C/T]
	CACGTGAGTTGTGCATCATGTTGCTTTTCAGAAGTG

	46886_3
	4
	[C/T]
	CTTCTTTGTCCTGCAGCAGCCTGCGCTCGGAGTTCT

	469_28
	29
	[T/C]
	CACCAGCTGTCTGCACTCATTTGCATTCTCTCTTTC

	46907_11
	12
	[T/A]
	TAAATTTCACATGCAGTTTCTTGCTGCCGAGTTGTC

	46908_9
	10
	[C/G]
	AAGTGCCACCAGGCACAAAACTGCACTAAAACAATA

	46909_3
	4
	[T/A]
	GATTTGATTTTAGCATGGACATGCGGCGGTACAGGT

	4691_9
	10
	[G/A]
	TGACAGGTGGAAGCATAAACATGCAGAGCCTGCAAA

	46916_8
	9
	[G/C]
	TGTGTTTGGCATGCATAAGGATGCTGAGGAGATTTA

	4692_25
	26
	[C/G]
	CAGGTAGAATCAGCACTCAACTGCACAAACAGAGAC

	46922_34
	35
	[G/T]
	CGTGATGCTGAAGCACCAGATTGCACCCACTGATGG

	46930_27
	28
	[T/C]
	CAGGATGAGTTTGCAGGAACATGCAGCTTCATTCTG

	46940_34
	35
	[C/T]
	CAGCACATCCCTGCATGAGGTTGCATCATAATCACT

	46946_17
	18
	[A/C]
	ATGGTAGGTGTTGCATTACAGTGCCTTGTAATCGAT

	46947_28
	29
	[C/T]
	GGGATGCTTTTTGCAAAGTGGTGCTTTTCCCAATGG

	46951_27
	28
	[G/A]
	GTAGTACTAACAGCAAAGACATGCAGCGGCAGCAGA

	46952_33
	34
	[C/T]
	GTGGGTAAGAAAGCACTGCATTGCTTCAGCTTTCCC

	46954_5
	6
	[C/A]
	GGGAACTACAAGGCACCAGGATGCACTGTGTTAAAA

	46956_32
	33
	[C/T]
	CAAACAGGCAAAGCAAATATTTGCACCCAGCTCTTT

	46971_8
	9
	[A/C]
	GTTCGGGCACTGGCATGATGCTGCAGTGTTATAGAG

	46982_3
	4
	[C/T]
	AAACCTGTTTCTGCATGACAATGCCTCTGTACACAA

	46988_30
	31
	[T/A]
	AAAGGTGTTGCAGCAGGACATTGCCAAACCTGATGT

	46992_28
	29
	[C/T]
	ACTGTGTGTGGTGCATTGAGCTGCGACACGTCCAGA

	46993_26
	27
	[T/C]
	TGCTCAGACCTAGCATTGTCCTGCTGTTTAGTACAC

	46994_3
	4
	[A/T]
	GACTGTTGGGCGGCATGGTGGTGCCGCAGGTAGTGT

	47004_16
	17
	[A/G]
	ATTACAGGTTCAGCAGATGCTTGCTCTACTGTCGTC

	47006_1
	2
	[C/A]
	TCATTATTCACAGCATTAGACTGCCCTGAGGTGGCC

	47009_8
	9
	[A/C]
	TTAAACACACTTGCAGATTTTTGCTGACTGTGGCTG

	4701_25
	26
	[G/A]
	AGAAAATCTAAGGCACAGACGTGCAGAACAGACAGA

	47025_28
	29
	[C/T]
	CTGAGCATCAGAGCATTTCAGTGCACTTCAGAGCAT

	4703_8
	9
	[A/T]
	TCACCTGCATTAGCAGGAAGCTGCACAGGAAGTGAG

	47030_19
	20
	[C/A]
	ACTGGACCGGACGCAAGCTCATGCAGGACGGAATCG

	47032_10
	11
	[C/T]
	ACAACGTGTACAGCAAAGGGTTGCAGTCAGCTGAGT

	47033_29
	30
	[T/A]
	AACCCAGCCTCTGCAGACATCTGCTGTGATGTCCTC

	47045_17
	18
	[A/G]
	TGAATACTGGTGGCACAATGGTGCTCAGGTAGTGTG

	47047_25
	26
	[T/C]
	ACATAAAGAACCGCAGAGTCCTGCCTTCCTCATTTA

	47048_3
	4
	[C/T]
	GTTCACGTCAGAGCAGTTAGCTGCAGCAAGATGGAT

	47049_33
	34
	[G/C]
	CGCGTGTGTGTAGCAGTTTGCTGCATGTTCATAGCA

	47051_8
	9
	[C/T]
	AAGAACTGCTGAGCATCAGCATGCCCTTACCAGTGT

	47055_30
	31
	[C/T]
	AGCCGAGCTTCGGCAGCTCTGTGCCTCAAGCGAAGT

	47057_3
	4
	[T/G]
	TGATCGTCATGAGCAGGATCATGCTCACCTGATTCC

	47058_11
	12
	[G/A]
	CTAAACACCACGGCACGTTCGTGCTCCCGCACAATC

	47060_4
	5
	[C/T]
	TTCTCTCTCTCAGCACATGGATGCAAGGATGGAGAG

	47064_18
	19
	[T/G]
	AATTATGGAGGTGCACACTCTTGCTATTCGGAGTCA

	47069_32
	33
	[C/T]
	TCATGCTGGCACGCAGTGTATTGCATAGAGACCTGC

	4707_3
	4
	[G/A]
	GGTAAGAGAGAAGCACATTGTTGCCATCGCAAATTT

	47070_31
	32
	[C/T]
	TGTTTTGCCAAAGCACCCTTTTGCTTTGGGCCATTT

	47071_28
	29
	[G/A]
	AACCTGTATAGTGCAAGGCAGTGCTGATGGTACTGA

	47076_6
	7
	[T/C]
	TGCCTGTACACAGCATCTCCCTGCCAGGTGCTAATA

	47078_29
	30
	[G/A]
	GTGGGTGATGAGGCACATGGGTGCATGGTGAATTGT

	47079_27
	28
	[A/G]
	GGTACCGACACTGCAGTGCTTTGCTTTGAGGTGTTC

	47080_5
	6
	[A/G]
	CCCAGGCTACCTGCACTCTGCTGCCATCTTGTGAAG

	47084_18
	19
	[C/T]
	GATCAAAGCCTGGCAGTTCCCTGCGTTCTCACGTCC

	47085_26
	27
	[T/C]
	ACATGACTACAGGCATTTGGGTGCTTTGATGTGTAA

	47087_32
	33
	[G/A]
	CTGACGTGACTCGCATTTGAATGCCACAGGGTGAAT

	47088_24
	25
	[G/A]
	GGTGACCAATGGGCAGGCGTTTGCGTGGTTGTCTCA

	47090_8
	9
	[T/G]
	GAGGTAGGTTCAGCAATGCAGTGCTCAGCATGGCCA

	47094_34
	35
	[A/T]
	ATTCTCTACTGAGCATGGGCGTGCACACACACACAC

	47096_29
	30
	[T/C]
	TGACGCTCCCTTGCACCTTCATGCAAAAACACTCGG

	471_10
	11
	[T/C]
	TCTGGCAACATTGCACTCTGCTGCCATATCTGTTCT

	47102_9
	10
	[C/T]
	ATTTAATTGCGAGCACACAGCTGCCCCCTGGAGACA

	47107_3
	4
	[C/T]
	GAGCGCTTAAGGGCAATCTGTTGCATCACATGTGTT

	47119_5
	6
	[G/A]
	TGCTGGGAAAGCGCAGTCCTGTGCATGAAAGTGCGC

	47120_29
	30
	[A/G]
	AATAACGTGGCTGCAACATAATGCACAGAAGTGGCC

	47121_10
	11
	[G/A]
	AAGACGAGGCGAGCAGGAACATGCAAGACTTAAGAC

	47122_33
	34
	[G/T]
	GGATACGTTCCAGCATCCTGATGCCTTCTGTCCGCA

	47127_5
	6
	[G/A]
	GCCTGGCTGTACGCATCGATCTGCTGCCATATGATT

	47129_6
	7
	[G/A]
	AAAAATGCAGCAGCATACCCATGCAGAAAGCCTGAG

	47130_2
	3
	[C/T]
	TCCATCTGATTAGCACCGTGTTGCTTTGATGCTATC

	47134_1
	2
	[T/G]
	TTTTCCCCATTGGCACACGGTTGCTATTTTTGTGGT

	47137_3
	4
	[T/C]
	GGGTTTGGGTGGGCATGGGTGTGCTGGTGTCTGTGG

	47141_17
	18
	[C/T]
	ATTGTTGTACCTGCACATGCATGCTTTAAAAACCCT

	47149_31
	32
	[C/T]
	TGCAGCACCACCGCACTGCCCTGCATACATTCAAAG

	47151_25
	26
	[C/G]
	TGTTTGTGGTGGGCATGGTGGTGCTCAGCGTTCTGA

	47154_34
	35
	[A/G]
	AAATGTCTTTGTGCACGGTAATGCGCATGCACATAA

	47156_29
	30
	[C/T]
	GAAGGGCCAAACGCAAGGTGCTGCACACACAAACAG

	47160_28
	29
	[A/C]
	CCACTGTACAATGCAACACTGTGCCACCACTGCCAA

	47169_32
	33
	[C/T]
	GGGTGTGTAAATGCACAAGTTTGCTGTATGTGCGGT

	47171_8
	9
	[A/T]
	TAAGGGAAATCAGCAGGTCCCTGCTTGTTGCCTGTC

	47174_25
	26
	[G/A]
	GTGGCGGAGAGGGCATCGAAGTGCTGAAAAATGAAC

	47175_26
	27
	[G/T]
	TGACTACTTCCCGCATGATAATGCATGAGGTCACAA

	47176_19
	20
	[G/A]
	ACACTACCTGTGGCACCACGATGCCACCTTATACAT

	47181_34
	35
	[C/A]
	ACTACACACAAGGCAGAAAGGTGCTCCTGCTCGGCA

	47184_18
	19
	[C/T]
	TTTGAAGGGTTGGCATTACTGTGCTGGCAGCCTGTT

	47189_1
	2
	[G/A]
	AGCGTAAATGTGGCAGATGATTGCTCGGTCAGAAAC

	47193_32
	33
	[C/T]
	TCGCTTTGTTCTGCACCAGTCTGCTGTTCCTGCTGG

	47203_18
	19
	[G/A]
	GCACCTCATCATGCAGGCGGATGCCAGGCGCCGACG

	47205_1
	2
	[A/G]
	AAGAACCCAAGAGCATACAAGTGCCTTCACAAACAG

	47208_5
	6
	[G/T]
	TGTAGGTTCTATGCACTGCTGTGCTGCCACATTAAT

	4721_1
	2
	[T/C]
	CTGTCTGCTTTAGCAGCTAGCTGCGGGTGGGAAAAG

	47210_6
	7
	[A/G]
	TTCCATACATGTGCATGGGTGTGCACAAACACAAAC

	47213_19
	20
	[A/C]
	GAGAATGGTCAGGCATCTGAATGCATGGAAGCTTTA

	47215_1
	2
	[C/A]
	CCCCCAGCTGGTGCAATAAGTTGCTTCACATGTGCT

	47217_18
	19
	[G/A]
	TCGCTGCAGGATGCAGACGCATGCAGGGGTGCTGAT

	47222_17
	18
	[A/G]
	TAAATCTGCTGTGCACAAAGGTGCATCTGGCTTCAT

	47226_30
	31
	[G/A]
	GGCCTCTGAATTGCAGCTGCTTGCTGGGCTGAGGCT

	4723_2
	3
	[G/A]
	CAGCAGGTCACAGCAACTTTGTGCACAATGATTACA

	47233_5
	6
	[G/T]
	CCGCAGTGTATGGCATCACCTTGCCAATAAACGTCA

	47251_26
	27
	[T/C]
	GAAGATAAAGTAGCAGACAGTTGCTGTGGTGATGAT

	47261_31
	32
	[C/T]
	GCAGCAGGAAGAGCAGCTCCATGCGTACAGACGTGA

	47264_33
	34
	[T/C]
	TGCCAGCCCACTGCAAGTGAGTGCTACAAGAATTAA

	47266_29
	30
	[G/A]
	GGGTGTGGAGTGGCATAGGCTTGCCTGTGGAGGAGT

	47268_28
	29
	[G/A]
	AACATGGTGGTGGCATCATCATGCTGTGGAGGAAAC

	47270_8
	9
	[A/G]
	GAGCAGCAATTTGCAGCCTATTGCAACAAACACACA

	47278_11
	12
	[C/T]
	TGGCTGTTTGACGCACACTGCTGCTGCGGCAAGAGA

	4728_11
	12
	[A/G]
	AATCATTTGCTAGCAGATGGCTGCTTTAACACTCAC

	47282_31
	32
	[T/C]
	CAGACGAGTGTCGCAGTCTGCTGCACTCGACTGTAA

	47283_26
	27
	[T/A]
	TGTGTCTGGAGTGCAGCGTTTTGCTTAATTCACTAT

	47284_27
	28
	[C/T]
	CTACATCAGCTAGCATGCTAATGCTAACGCAGCTAG

	47294_10
	11
	[G/A]
	GGAATTAGCCAAGCACTAAGCTGCAGCGACAGATCA

	47303_33
	34
	[T/G]
	TCCTGTTGATGTGCATGGGTATGCTTCGGATTGTTT

	47306_20
	21
	[A/G]
	ACTTTGGCCGGTGCAGCCACGTGCTTCTATGCCTTT

	47310_33
	34
	[T/G]
	AAACCTGGTCCAGCATGATAATGCTCCTGTGCATGA

	47318_18
	19
	[C/T]
	CACAGAGAGCAGGCAGAACACTGCCTACAGCCTAAT

	47323_17
	18
	[G/A]
	ACAAGCAGCAGGGCAACGGCTTGCTTACTTCTTTTT

	47333_19
	20
	[A/T]
	TGCATTCTCACAGCAGCCCAATGCTTAACTCCTCAT

	47334_28
	29
	[G/C]
	TAATGTGCAAGTGCAGGCAGATGCTCAGGTGGACAG

	47336_33
	34
	[T/C]
	GACCACTCCAGGGCACCATGATGCAAGACTGTTTCT

	47339_11
	12
	[C/T]
	GTACTTTGTCTCGCACTAGCATGCTACAGCTTAGAA

	47341_1
	2
	[T/G]
	ATTTTTACCTCTGCACAACTCTGCTGTCAAGCCACT

	47344_16
	17
	[C/T]
	ACGCTACCTGCGGCACCGCCATGCTGCCTCACCCAG

	47346_5
	6
	[C/T]
	CTGTTCACAAAAGCAGCAGGCTGCAGCGTGACAAGT

	47350_5
	6
	[G/A]
	ATAGCGGATGAAGCATTTGTGTGCCAGAAGAAAAAC

	47354_19
	20
	[T/C]
	TCTGAGATGTCTGCATTCCTGTGCTGGTTGGCATAT

	47363_18
	19
	[C/G]
	TCCCAAGAGATGGCAGTCCAATGCACAGTACCATGC

	47367_24
	25
	[G/A]
	GGTAGTAGTCTTGCAGCTGATTGCGTCTTGTCTTCT

	4737_16
	17
	[C/T]
	TCTCATACACATGCACCAGCATGCAGCTGACAGGGT

	4738_9
	10
	[G/A]
	AGGTAAATCGCAGCACTGATCTGCAGCTTTACTTCT

	47381_18
	19
	[T/G]
	TAAGCACTGACTGCACTTGACTGCTCTGCTAGTAAT

	47382_6
	7
	[A/T]
	TATGGTAACCATGCATCATTCTGCAGGAGTCAGCTC

	47388_18
	19
	[G/T]
	CTGGTCAATCGTGCAGACGGTTGCACCACATGACAT

	47391_26
	27
	[C/T]
	TGCAGGACCACTGCAATGCACTGCCTCTGTAATACA

	47397_11
	12
	[T/A]
	CTGACAGGGCCTGCAGAGGATTGCATGGTTCATGAG

	47398_20
	21
	[G/A]
	ACACTACCTGTGGCACCACTGTGCTGCCTTATTATG

	47403_8
	9
	[A/C]
	GGTAACCAACCAGCAACCTGGTGCACGTAGTATTTT

	47404_17
	18
	[G/C]
	CTCTGGTTTAGAGCACTGGACTGCTCGATCAGACTC

	47407_29
	30
	[G/A]
	CACACCCACACTGCAGAGTCATGCAGAATGCCAGCC

	47411_7
	8
	[G/A]
	ATGGCTGGAAATGCAAATGACTGCTCGCTTACTCAC

	47413_5
	6
	[C/T]
	ACATTCACACTTGCATCATTCTGCGCCTCCTGGATT

	47414_16
	17
	[C/G]
	TTGATCTGGGAGGCACCTGCCTGCTGTAGACAGCCC

	47415_34
	35
	[G/A]
	GCACGTTTACTTGCAGACGGTTGCTATGAAACAGGA

	47417_5
	6
	[G/A]
	ACATCGATCCGGGCAGATTTATGCGTCTGAGAGACG

	47418_28
	29
	[A/T]
	CCGATGTTCTGTGCATGCATTTGCGTCCATTTTAGC

	47419_11
	12
	[G/A]
	CAGGACCAGGTGGCATGCGTGTGCGAGGTTCTGCTT

	47420_25
	26
	[T/C]
	GTTACCCAAGCAGCATCGTGATGCTTCTTTCTCCAA

	47428_31
	32
	[A/G]
	CATTAGTGCCAGGCATTTAAGTGCCCTTGTCAGATT

	47432_24
	25
	[G/A]
	TCTGGACAATCTGCACCATCGTGCGGCACATTGTAG

	47442_29
	30
	[C/T]
	ATATGCATTCAGGCAACCCCATGCAACTCCTACACT

	47445_20
	21
	[C/T]
	GACCTGCTGTCTGCAGAGTCCTGCTCTGAATTCTCA

	47446_7
	8
	[C/T]
	ATCAGCTCTAATGCATTTGGCTGCATTCAAACGGAG

	47447_2
	3
	[G/A]
	GTGAAAGATCTGGCACCCAAGTGCAACGTGACTTTC

	47451_34
	35
	[G/A]
	CGTCACCCATCAGCATGGCTCTGCCCAAAGAGTCGG

	47452_34
	35
	[T/C]
	GCCACAAACAAGGCATGTTTCTGCAGAGACCTTTTC

	47454_6
	7
	[G/A]
	AGAGTGGGACTGGCACCTTGCTGCTCACACATTCGT

	47455_10
	11
	[A/C]
	TGTTGCAGGGAAGCATTGAACTGCTCGAAGCTATTG

	47457_30
	31
	[G/A]
	GGTCATCACTAAGCACACGTCTGCTACAGAGTCACG

	47469_28
	29
	[C/T]
	GGAACACAAAAGGCAGCAAACTGCAGTACTTCACAA

	47470_32
	33
	[A/G]
	CACTGATTTCCAGCATGATTCTGCCAAAAGTCACAT

	47481_9
	10
	[G/A]
	AGAGCGAGCGGAGCATGATGGTGCTTCTCCATGGGG

	47484_3
	4
	[A/T]
	GAGAGAATCCAAGCAGGTCTGTGCCCTGCTTACTTT

	47489_25
	26
	[C/T]
	GTTTCTGTTCTAGCAGGACTGTGCTCCAATGTCCAG

	47508_9
	10
	[G/A]
	TAAATGGCAGACGCATTAAAATGCAGGTTGTCTTTT

	47511_4
	5
	[A/G]
	AACAACAGTCCAGCAGCTAGCTGCAGCGCTCACAGC

	47518_28
	29
	[A/G]
	CCGGCGACACAGGCAAAGACCTGCGCCGAGAGGGAC

	47521_7
	8
	[A/T]
	GAGGAAGAAATAGCACAGTTCTGCCCCAAATCTCCA

	47524_20
	21
	[C/T]
	AACCTGACATCTGCACCAATCTGCAAAACCAAAGCT

	47528_15
	16
	[G/A]
	GCATGGTAGCGTGCAGAGAAGTGCGTGTGCGAGGGT

	47529_4
	5
	[C/T]
	TGGACAGCATATGCAGTGCATTGCGGTGAGTCGGAT

	47537_32
	33
	[G/A]
	GACAGGGCGTGGGCAGCGCAGTGCGCCAGTAAGAGT

	47541_16
	17
	[G/A]
	GTTGGCTGGAACGCAGGAAATTGCAGCTTTCGGCTT

	47543_18
	19
	[G/A]
	GTACAGTTGTGTGCAAACGTTTGCATACCCTGGAGA

	47545_18
	19
	[C/T]
	GCGCTGTGTAATGCAACGCTTTGCTCTAAAGAGTCC

	47550_30
	31
	[A/G]
	ACGCTGCCAGTGGCAAATCCGTGCTCCTCAAGACAA

	47562_3
	4
	[C/T]
	CAGCTCTTCACAGCACTCCACTGCACGTGGATCCAT

	47566_2
	3
	[A/G]
	CAATCACTCCGAGCACTGCGCTGCCAGGTGCACACA

	47577_5
	6
	[T/G]
	CATGATGAAGGAGCAAGACCTTGCTCCAAAAAACTT

	47582_20
	21
	[C/T]
	CAACACACTGCAGCATTGGTCTGCCTGGAGAGCTAG

	47589_19
	20
	[C/A]
	AATTTTTCCGATGCATGTGCATGCCTCATGTTCAAC

	47599_24
	25
	[A/G]
	ATACACTCCGAGGCATGCACATGCAGGATTGTGCTG

	4760_3
	4
	[T/C]
	GCTTTGTATTTTGCACAGGCTTGCCTGTACCAGTTT

	47617_20
	21
	[G/T]
	GTAGTCATTAGTGCAGCAGTGTGCACTAGGCATCAC

	47618_19
	20
	[C/T]
	TCCAAGCCAGCTGCATACTTCTGCATCATTAAATCA

	4762_25
	26
	[C/T]
	GGTATAAGAATGGCACTCCTCTGCCCGATAACCCCA

	47634_17
	18
	[G/T]
	TTATCACTTTGGGCATGGGCATGCATCGATAGGTTA

	47639_34
	35
	[G/A]
	CTGCCTGCAGGTGCATGATGGTGCTCTGCTGGACGG

	47640_30
	31
	[A/G]
	CGACATGCTGATGCAAGAAAATGCTTCTCGAAGGTC

	47641_11
	12
	[C/T]
	CAGAGGACAGTCGCAGTCTACTGCACACACACACAC

	47650_7
	8
	[G/A]
	TCGAATTGAACTGCAGGACAATGCAGCAAGTGCATT

	47662_29
	30
	[A/G]
	AAACTGCCTGCAGCACCAAGTTGCTGCCTAAGAAAT

	47666_31
	32
	[A/C]
	CTTCATGCATGAGCACATCAGTGCCTGCAGGACCTT

	47667_4
	5
	[G/A]
	GTCTGAGTAAGGGCATGGAGCTGCTTGTCAGTCAAC

	47669_19
	20
	[T/G]
	GCTGATGTGCAGGCAATCATCTGCCAAAGAAAATAT

	47670_33
	34
	[C/T]
	TGGCATAAGAGCGCAGGGCACTGCAGTAACCCACGT

	47672_34
	35
	[G/A]
	GATTTCAGTAATGCAACGGCATGCGGGCGTAAGTGA

	47677_18
	19
	[C/T]
	TCATGATATTATGCATCGCGTTGCTGCCAAATGACC

	47678_24
	25
	[C/T]
	GCTAATTCAGTTGCAGAATCCTGCCTCTCATCTGCT

	47679_18
	19
	[C/T]
	ACTGCTTCCTGTGCAGAGCGCTGCAAATGGACAAAG

	47682_26
	27
	[C/T]
	TCGAGTCTGGTGGCAGGCGACTGCTCCGCCGTCGTC

	47683_18
	19
	[G/A]
	AAAATTGCAAAGGCACTAGCATGCCAGAAAGCAGAG

	47693_16
	17
	[C/T]
	GTGGAATGCCAGGCAGCCTGGTGCCCGCTGTTTGAA

	47696_11
	12
	[C/A]
	TCCGCAGACGTAGCACTGAACTGCGAGGAGTCGAAC

	47697_6
	7
	[C/A]
	CTGTGTCTTCGTGCAAGCTGTTGCTCTGTAAGATGT

	47702_28
	29
	[G/A]
	GCTCTGTCTCTAGCAAACATCTGCCATCGACGGAGT

	47704_16
	17
	[G/A]
	TATATTTCAGCTGCACGTTTCTGCCCAGTCCTGAAG

	47706_26
	27
	[C/T]
	ATAGTCTGAATCGCAAATGGATGCGCCGTAATAGAC

	47707_10
	11
	[G/A]
	GCGAGGACGCGAGCATTCTAGTGCGGGGAGCCGTGG

	47708_2
	3
	[G/C]
	TGCCCAGCTCGAGCAGCCATGTGCAGTGCTGTCTCT

	47716_27
	28
	[T/C]
	TTGCGAGTATGTGCAACATTCTGCCGGTAGACAGAC

	47717_26
	27
	[C/T]
	AAAGTAAAAGTGGCAGTTTAATGCAACCCATTCCAC

	47723_27
	28
	[A/T]
	GTGTGTGTGTGCGCATGTTTGTGCACTATGTATGCT

	47725_7
	8
	[C/G]
	TTCCTTTCAATGGCACTAAGATGCCCAAACCTGTTC

	47726_10
	11
	[C/T]
	CCCCTTCATGCAGCATAACCCTGCCACAACAACAAC

	47730_24
	25
	[G/A]
	AAATGAAATCCAGCAGCTGCGTGCGGGAGACGATCG

	47731_3
	4
	[C/G]
	CGTCGCGGGACAGCACCAAAGTGCACTGTGCACTTG

	47739_27
	28
	[T/C]
	TCCCTGGCGCATGCAGCAGTCTGCGATTTGCTCCAG

	47746_27
	28
	[A/G]
	CCTCTAAATGGCGCACCTCGTTGCTCTATTGCACTG

	47748_2
	3
	[C/T]
	GCCGCCGTTGTAGCACAAGACTGCAGAGAGAAAGTG

	47749_8
	9
	[G/A]
	GTGGGACAGAGGGCAAGATGCTGCGTTTAATTCTCT

	47754_5
	6
	[G/A]
	GTGGAGAGTTCAGCAGCGTTGTGCTGCCACAGATGA

	47769_34
	35
	[T/G]
	TTAAACCAGGCAGCATAATGGTGCAGCAAGTAGATT

	47772_10
	11
	[C/T]
	TATAATCACACTGCAGGTCCGTGCAATTCTCACAAA

	47777_29
	30
	[T/C]
	ACCTTCTTGGTTGCATACGTTTGCACACCTTCATAT

	47782_30
	31
	[C/T]
	GAAGGGGTGGAGGCACTGGTTTGCTTCTGTCCAGGC

	47785_6
	7
	[G/A]
	AAGGAAGAGCACGCAGGTGAGTGCAGCATGCTTTAA

	47787_9
	10
	[G/T]
	CATTCACGTGTAGCATCGGCGTGCCTCGTGAGCGAT

	4779_7
	8
	[A/T]
	ATCTGCCAGGATGCATACAAATGCTGACACAGCACA

	47791_29
	30
	[G/A]
	AGTCCCACGTCAGCAAGAGTCTGCCGGATGCATTAT

	47793_9
	10
	[T/C]
	CACGCATCGTCGGCATTCCAGTGCCTCCTCCTGTCT

	47798_31
	32
	[G/A]
	CCATAGAGCACCGCACCTCTCTGCTCCTCACGCCAC

	47799_2
	3
	[T/A]
	GGTGGTGTGATGGCATGGGGGTGCTTTGCTGGTGAT

	47804_19
	20
	[A/T]
	TGCAGGATTTGCGCAGCACAGTGCAGAATCTGCGTT

	47806_25
	26
	[C/T]
	TGCACCACTCACGCATACAAATGCACTCACACACTG

	47809_7
	8
	[C/T]
	CCATCATCCCCAGCAAACCTCTGCGCAACAAGATCG

	47811_26
	27
	[C/T]
	CTGGTTCACCAAGCAACTTACTGCCTCACCCTGGTT

	47818_17
	18
	[C/T]
	TTAACTGCCATGGCATACAGCTGCAACACACAATAG

	47822_33
	34
	[T/C]
	GCCAAAGTTCCAGCATGGCAGTGCCAGCACTGATGC

	47844_32
	33
	[C/A]
	CCATGATGTGCTGCAATTTACTGCCCAGCCAACAAA

	47845_3
	4
	[C/T]
	GTTCAACAGGATGCACATGCATGCACTGGTGTGTAA

	47853_9
	10
	[G/T]
	TCCATCTGTGCGGCAGCTCCCTGCGTGAGACAAAAA

	47857_27
	28
	[T/A]
	CTTATCAACTGGGCAAGACTGTGCCTTTCTATGGCA

	47863_19
	20
	[C/T]
	GTGTAGGTCTGTGCATTACCGTGCAAAAGACGAAAC

	47865_20
	21
	[C/T]
	ACGCTGTCTTTAGCAGATGGCTGCTCGGAACCTTTG

	4787_15
	16
	[G/A]
	TGACATACAACAGCAAAAGGTTGCCATATGTTCCTA

	47875_4
	5
	[G/C]
	TCAGGTTTTCCAGCAGAATATTGCCTTGAGCATCAC

	47886_20
	21
	[T/G]
	AGAGGCATTCAGGCATCCTGTTGCTAAACCAGGACC

	47888_16
	17
	[T/C]
	CTGTCAGACTCTGCATCACAGTGCACATCAGGCAGA

	47892_7
	8
	[A/G]
	GCTCTGAAGTGCGCAGTGCAGTGCAGTGTGCTGACG

	47895_18
	19
	[C/T]
	GAAGTGGTGACTGCACACCAGTGCCTAATCTTTTGT

	47899_20
	21
	[T/A]
	GCTGCATACAGTGCATCTCCTTGCAGTCTGAAATGG

	47900_29
	30
	[C/T]
	TCTATCAGCATGGCACATCTTTGCCCACTCTTTTCT

	47904_33
	34
	[A/G]
	CCATGACCAAACGCATGCTAGTGCTAGGTTTAGACT

	47915_31
	32
	[C/T]
	GACGGGATCTGTGCACGGAGCTGCGAGCGTTCAACA

	47921_28
	29
	[G/A]
	TTCCTCCACGCTGCACGACAATGCTTCTGAAGAAAT

	47932_6
	7
	[A/G]
	TATGGGACGGATGCACGCGCCTGCCTCGCGCTGGCT

	47935_32
	33
	[G/T]
	AGCATGGTGGTGGCAGCATGATGCTGTGGGGGGACT

	4794_16
	17
	[T/C]
	GCTGTCATCGCAGCATCGATATGCTAATCAGCATTA

	47941_9
	10
	[C/T]
	GTGCATACTCATGCATGCAGCTGCCTGGCAGAAGAA

	47942_24
	25
	[T/G]
	AAAACACCGAAGGCATTTGAGTGCTGGTGTACAACG

	47944_30
	31
	[G/A]
	TGAGGGGATGAGGCAAACTTCTGCATGTACGTCTCA

	47945_34
	35
	[G/A]
	TTGCATGATGGAGCAGGTAAATGCAATTGACCAGGA

	47957_17
	18
	[A/G]
	TCACATCTAAAGGCAAAATAATGCCTCGGCTGACTT

	47970_5
	6
	[T/C]
	GTACATTGTGCAGCATAGTGATGCCACAGGTAGTGA

	47971_18
	19
	[T/G]
	TACCTATCAGGGGCATGGTGGTGCAACAACCTTTCT

	47972_18
	19
	[G/C]
	CTCTAAGACGATGCATGCGTATGCTATGTGATGGAA

	47973_17
	18
	[C/T]
	TTGGGCAAACTTGCAGACGTGTGCAGATAGAGCTGT

	47974_28
	29
	[G/A]
	CAGCACGGAGTCGCAACAGCATGCTTACGTCGCTTT

	47975_9
	10
	[C/T]
	CTATTTCCTCCAGCAGAGTACTGCCGAGCGCCTCGC

	47978_24
	25
	[C/T]
	CTCCAAGCTGTAGCATGACATTGCCCCTGTGGACGA

	47983_32
	33
	[T/C]
	CTGCTGTGTTTGGCATGTAAATGCTGGCATTGTTGC

	47984_3
	4
	[G/C]
	TAGGCAATCTCAGCACCAGATTGCATGACTGAACAT

	47985_5
	6
	[G/A]
	CCATCGCAGATAGCAGTCCCATGCGGCGCTCTGCCT

	47988_16
	17
	[G/A]
	GCATTAACGACAGCAAGGATCTGCCTGAGGAGTACC

	47989_32
	33
	[C/T]
	GGAGTGATTTATGCACTTGCATGCATCGCAGTCTAA

	4799_17
	18
	[C/T]
	TGATTGGTCGATGCAGATAGGTGCAGTCATCCAGGT

	47995_16
	17
	[A/C]
	GAGACTTCGTATGCAAAGACATGCTGCAGAGGTGCT

	47999_18
	19
	[T/C]
	AAAGCATGGCACGCAGCGTTCTGCCACTGTACGCCA

	48001_17
	18
	[C/T]
	CTCTGCCATCTCGCATCCGAGTGCAGGGGCACTTTA

	48004_29
	30
	[G/A]
	GGATTTACAGGTGCAGATGACTGCAGGTCGTACTTG

	48008_17
	18
	[G/C]
	TACGGCGTCCTGGCACCGGGCTGCATGTTAACACGC

	48011_16
	17
	[G/A]
	CTTCGTCCACTGGCACGTCTTTGCGCAGGTCGGGTT

	48014_17
	18
	[C/T]
	GCCAAAAGCGATGCACTCTTCTGCTCCAGAACATTT

	48017_11
	12
	[G/A]
	CTCCAATCTGAGGCAAACAGCTGCGGCTCTTCTTCA

	4802_8
	9
	[C/T]
	TTTTCAATTCGTGCAGAAGATTGCGGGTCGACTGCG

	48022_29
	30
	[T/G]
	GATAGCTCTGCTGCACCTCTGTGCCCTCGTGTGCCT

	48023_1
	2
	[T/C]
	TTACAGCCAGCTGCAAAATCATGCCCCAAGGACAAG

	48027_27
	28
	[A/G]
	CCAGATGTCCACGCAGCGTTTTGCATCACTGCTGTC

	4803_8
	9
	[G/T]
	GTAGTCCCGGAGGCATTTGACTGCCAGGCTGCATTT

	48030_34
	35
	[A/C]
	TGGGGTTTCTATGCATTCCAGTGCTGAATCATGCAG

	48040_3
	4
	[C/T]
	TGTCGCAGCGCTGCACAGTCCTGCTGCTTGTTCTTG

	4805_31
	32
	[G/A]
	CAGTGGGGATGTGCAGGATGGTGCGCAGGAGGGGTG

	48051_31
	32
	[T/C]
	GTTCACGAGAGCGCATTGAGCTGCTGAAATTTCACA

	48054_32
	33
	[T/C]
	GGTCTGTCGTTTGCACAAATCTGCCAGTGGTACTGC

	48055_8
	9
	[C/T]
	TTTATCTCCGGAGCACAAAATTGCTGCCTGCTTTAA

	48060_4
	5
	[A/G]
	CTTTACATTACTGCAGGCTTTTGCTGCTTTGCTTAT

	48063_16
	17
	[G/A]
	ACAGAGACCTGAGCAAGAACCTGCAACCCCCAGATC

	48064_31
	32
	[G/A]
	CTGTAGAAAGTTGCAGGGCAGTGCTTGCATGGAAAA

	48071_26
	27
	[C/G]
	TGGCCCCCACTGGCAGCAAAATGCAACGCAGTGGCC

	48073_7
	8
	[C/A]
	TCCCTCCCTCCTGCATTCGTGTGCATGTATGCACTC

	48074_26
	27
	[T/A]
	ATGCCAGTAAAAGCAGGAAGGTGCATTACACCTAAA

	48077_27
	28
	[T/A]
	TTGAATGTCTGTGCACGGCATTGCAGTTAATGGATT

	4808_27
	28
	[C/A]
	GATGGAGTGCTGGCACTGCCGTGCCCGCAGTGAACT

	48080_6
	7
	[G/T]
	AGAGAGGAAAAGGCACAAATGTGCAGGCAGATTTTA

	48081_17
	18
	[A/G]
	ACATTGGCTGCAGCAAAAAAATGCCATGTGTCAGCA

	48082_16
	17
	[A/G]
	TAGCGTTATCATGCAAACCGCTGCTTTAATTTGGTG

	48084_26
	27
	[T/A]
	CAAGAGAACAAAGCATTGCACTGCCTTAGCTGTCTT

	48092_1
	2
	[C/A]
	GCCAAAGCTGGTGCATGTCCCTGCTATTGTTTGCCT

	48097_10
	11
	[C/T]
	CACTGCCCATCAGCATGGCACTGCCCTTCCCAGCTT

	48099_17
	18
	[C/T]
	GGCTTTGGAGCGGCATCCCCCTGCGTTACAATAACA

	481_10
	11
	[C/T]
	ACTACATCTTCTGCAAGAAAATGCCTCGCTCCAAGT

	4810_33
	34
	[G/C]
	TGACGGCTTAACGCACCGGCTTGCACCGCGCGAGAA

	48100_32
	33
	[G/A]
	AGCAGGGTAAGAGCACAGTTTTGCACAGTCACGGAT

	48105_28
	29
	[A/G]
	TTGGTGAACCTGGCAACCCGATGCTAACACAATACC

	48118_10
	11
	[G/A]
	CAGCAGTGCTGTGCAGCTGGATGCTGGCCCATAGTC

	48120_16
	17
	[G/A]
	TGGACGAAAGCTGCACGCATTTGCAGATTCGCAGAC

	48123_9
	10
	[A/G]
	TGACCTTCAAAAGCAGGCAGTTGCAAGCGCGTTCCT

	48124_30
	31
	[T/A]
	TTGTGATGGCATGCAGGCTGGTGCGAGGGATTTGCA

	48128_4
	5
	[C/T]
	TGAGCCTGTTGTGCATTGTCATGCTGTACCAGGTTT

	48130_30
	31
	[G/T]
	TATCCGTTCTCAGCATTACCCTGCCCATTCGTCAGT

	48133_17
	18
	[G/A]
	CATGGGATCCGAGCAGCGCTGTGCGCTTGCGCAAGG

	48135_7
	8
	[G/A]
	ATGCAGTGTGTCGCATGTCACTGCAGCAGACAACAC

	48136_4
	5
	[G/A]
	AATAGAGCTGAAGCACTTCAATGCATTGGCACTAGT

	48147_32
	33
	[T/C]
	AATGGACCTACAGCAAGCATCTGCATTACCTTTAAC

	48155_17
	18
	[A/G]
	TAATCAGTGGCAGCAGCACATTGCCAAAATATCATT

	48158_3
	4
	[T/C]
	ACTTTGATCTCCGCAGGACTTTGCGGAAAAAGAGAA

	48164_34
	35
	[A/G]
	ACACAAGTGCAGGCATGTTCTTGCTATGACACTTAT

	48169_34
	35
	[G/A]
	AAGGTATCTGCTGCAGCAGCCTGCTTGGAACTTGGA

	48170_24
	25
	[T/A]
	ACAGCTGCTCCTGCACATCTGTGCTCGTGTTTCGTG

	48173_29
	30
	[G/A]
	TATGAGGTTGTGGCATTGTGATGCTGAGTGTGAAAC

	48174_15
	16
	[C/A]
	TCAGAAATGAAGGCACAATCTTGCGGTTCAGGGAGA

	48179_4
	5
	[A/G]
	AATTACCGTCCTGCAGCCCTCTGCCATTCCCATCTT

	4818_15
	16
	[A/T]
	TACTCCTGTATGGCAAGGGTATGCTTCTCAGGTGAC

	48192_31
	32
	[T/C]
	GATCGCATGGGCGCAACTCGATGCATTTAGACGTGT

	48199_30
	31
	[T/G]
	AAATGATTACGAGCAGTGGCTTGCCCACTCTGATAA

	4820_19
	20
	[G/A]
	GTTGCTGAAACGGCATTTCGATGCTGCATCGTTAAT

	48201_15
	16
	[C/A]
	TATGCTGTAGCCGCACATACTTGCCTGCCGTTTTCT

	48202_32
	33
	[A/G]
	GTACACACAGATGCACACACATGCAGTCACAAGCAC

	48204_24
	25
	[C/T]
	GCTTGGAGAGAAGCAAACCAGTGCCGTCACCCCTTC

	48208_33
	34
	[G/A]
	AGACAGCAGATGGCACAGAGCTGCTATACAGCTGAG

	48215_2
	3
	[A/C]
	CCAATTTCATAGGCAGGACCCTGCTTTACGTCGTTG

	48218_10
	11
	[T/C]
	CAGCCTCCTATGGCACGAACGTGCAGACAGGCGAAT

	48219_7
	8
	[G/A]
	CACATGAGCGAAGCACATTTCTGCTGTGAACAAACT

	48224_30
	31
	[C/T]
	CAGGCTTCTGACGCAGTGCAATGCTACGAGTGGCCC

	48229_24
	25
	[C/T]
	GATGCTTCAACAGCAGCAAGTTGCCGGGTTGCAGCA

	48238_18
	19
	[G/C]
	GAGGTCATCTGTGCAGCAGAGTGCTACATCCAAGCC

	48239_31
	32
	[G/A]
	TGCGTCTCTGTGGCACCGTACTGCCTAACGTGGATC

	4824_33
	34
	[G/A]
	CTCACCTGCATAGCAGACTACTGCAGCATGAACGAC

	48241_1
	2
	[G/T]
	AGGTTTCTGAGAGCATTGCTCTGCTGGTTCCCAGGC

	48244_17
	18
	[G/C]
	TATCGCGTCTGTGCAGTGATGTGCTGTTGGAAATTC

	48245_20
	21
	[G/T]
	ATACAAGCTTCTGCAGTGTGTTGCTGTCACCTGACT

	48258_30
	31
	[G/T]
	ATAATGCCTGGAGCAGGCTCTTGCTCAGTGGAAAAT

	48259_5
	6
	[C/T]
	CAACCCGTACCTGCATTGCGCTGCTGCTACATGACT

	48262_4
	5
	[G/C]
	AGAAGGGAAGTAGCACTCCATTGCTGGTGTCCATCT

	48264_18
	19
	[G/T]
	AAGCCTGTCATTGCACTGGATTGCACAGGCCTTAGT

	48274_6
	7
	[T/A]
	AGAGAGTGCTGTGCAAGTTCCTGCCAATACTTTGGA

	48278_25
	26
	[G/T]
	GGCACTCTGTAGGCACAGCTGTGCAGATTACCAGCA

	48279_27
	28
	[G/C]
	ATTAGGCACAAAGCAGGGATATGCTCAGGATAGAGC

	4828_34
	35
	[T/C]
	ACCGGTAAACCAGCATGTCCGTGCTCTCTACTATTA

	48281_18
	19
	[C/T]
	TAAAATCCTTACGCAGCTCTTTGCTGGAAGGCTTTG

	48285_7
	8
	[C/T]
	ATCCATACCCAGGCACCTTCATGCTTCAAGTATGGC

	48286_28
	29
	[C/T]
	CGAGCCAATTGCGCATTCAACTGCTGTGCCATAATG

	48291_32
	33
	[G/A]
	GTGATTTTCCAGGCAGGGTTTTGCAGACGAGTGAGA

	48294_4
	5
	[C/T]
	TAGGCCTCTCCTGCAGCAAGATGCTGTGGTTCAGGG

	48299_6
	7
	[C/G]
	TCTGGCCTGCATGCACTGGCTTGCTCATGCTGTCGC

	483_3
	4
	[C/T]
	TGTCTCAATCAGGCAGTGGAATGCCAAGGTATACAG

	48302_34
	35
	[C/T]
	CCAAAGCTGAGGGCACCAGCCTGCGGGATCTGCTCA

	48303_24
	25
	[A/T]
	CAGGCAAATCACGCATGCCTTTGCAACTCTACTAGT

	48307_6
	7
	[C/T]
	CACCAGCACATGGCAAAAATCTGCTTGATTTGCGAT

	48314_20
	21
	[C/T]
	GTAAGTGGCTGAGCACATGTCTGCAGTCAGACTCTA

	48316_33
	34
	[T/C]
	GGCATTGGGGTGGCATCAGATTGCAGAGGGGCATTG

	48318_2
	3
	[C/A]
	GTCAGGGTTTATGCACGATTGTGCCCAGGTCCATAA

	48319_17
	18
	[T/A]
	GCATGCATGAGGGCATTTGTTTGCCCGTGGCTTAAC

	48321_33
	34
	[A/G]
	CAACACCGGTCGGCAATTGTGTGCTTATTAGAGAAG

	48322_33
	34
	[G/A]
	TAAGGTAGTAGCGCACAATTGTGCTTTTAAGCCGGA

	48323_26
	27
	[C/T]
	CACCTGGGAACTGCATGCCTTTGCACCGTGTGTGGA

	48335_20
	21
	[A/G]
	CTTGAACAAATAGCAGCCTCATGCAATATCCGCTTT

	48340_32
	33
	[C/G]
	GCGATACACACAGCACCACTGTGCTGCCAGAGCAAG

	48341_33
	34
	[A/T]
	GAGCATCACTGTGCATTGTGTTGCCCTACATTTAAA

	48347_7
	8
	[C/T]
	AGACGAGCTGGAGCACGACGCTGCCACGCAGCCCTC

	48353_4
	5
	[G/A]
	ATTAGAACCCAGGCATGTTTATGCTGCCTTCCAAAT

	48354_3
	4
	[G/A]
	TAAGAAGACTTTGCACCGTCTTGCAGGTCAGAGACT

	48358_1
	2
	[T/C]
	GTCTGTCTGTCTGCAGGATGTTGCCGTATGGATGTC

	48359_3
	4
	[G/T]
	AATGTACGTGCGGCAGTTATGTGCCGTGAAGACAGG

	48360_34
	35
	[C/T]
	AAGAGTGAGCCTGCATGTGTTTGCCCTACAGCTTCC

	48361_11
	12
	[G/T]
	TTGACCCTAACGGCAGTGTCATGCCATTGGTGACTA

	48364_2
	3
	[C/A]
	TTCTAAGTGATTGCATGGACATGCCTGTAGCTGCAT

	48365_6
	7
	[G/T]
	TCAACAGAGCCAGCAGAGCATTGCAGATGCCTCTGT

	48380_3
	4
	[G/A]
	CCTGAAGCTGTGGCAACACCATGCTGCCATGAACAG

	48381_31
	32
	[C/T]
	GCGATCCATCAGGCACTTAATTGCACCATGGCGGGG

	48383_32
	33
	[G/A]
	CCACCAACAGCAGCATCACTCTGCCAGTGCACGTGA

	48385_32
	33
	[A/G]
	GGGTGATCTGCAGCAGAAATGTGCAGGTTAAAAGTG

	48389_3
	4
	[A/G]
	AACACAGCGAGCGCATTAACCTGCGCTCGGCATCTC

	48393_31
	32
	[C/T]
	TAATGATGCACTGCATATGGCTGCAAAAATGCTGTG

	48397_25
	26
	[G/A]
	AGGCTGTAGTGGGCAGTGGGGTGCCGAAGCAATGTT

	48401_4
	5
	[G/A]
	CTATGATCCCAGGCAAGAATGTGCAGCTAACTGACA

	48402_25
	26
	[T/A]
	AAGAGACTGGGTGCAAATCGATGCTTTTCTCTGTGC

	48407_7
	8
	[C/T]
	TTGGGCGCGTTGGCACTGTTCTGCCTTCTTTACCCA

	4841_25
	26
	[C/T]
	CCCAGCATGGAAGCATGATCCTGCACCCCGGAGGGC

	48411_24
	25
	[T/G]
	CTCGTCTATGAGGCAAGACAATGCTGATGACTTACC

	48414_10
	11
	[G/A]
	TGGTGCCAGGGAGCAAGGGCATGCTCAAGGGCACTT

	48415_20
	21
	[T/C]
	AATAAAGTTGCAGCAGCACGCTGCCGCAGCAAGAAA

	48416_31
	32
	[G/A]
	AAGTGGGCTTGAGCAAAATGCTGCAGCATATGAAAG

	48417_20
	21
	[G/A]
	TTGATCTGAACGGCAGCAGGGTGCAAGAAGTGGTGG

	48421_19
	20
	[G/A]
	ACCACGAAGTGTGCAGATTGCTGCTTGACGCTGGGG

	48423_31
	32
	[A/T]
	GCTGAAGATTTGGCATGTTTGTGCTGACATCATCTT

	48424_33
	34
	[A/C]
	GAGAGTCTGGCGGCAAACGTCTGCTTGCTTCTGACC

	48425_32
	33
	[G/A]
	TTTGGGTGCAGGGCATGAATATGCCCAGGACAGGCT

	48427_24
	25
	[G/A]
	GGTGCGTCAGCTGCAAGAGAATGCGTCTCAGCTGCG

	4843_1
	2
	[C/A]
	TCATCTCATATAGCAGTGGTCTGCTGCTTTACACAC

	48433_15
	16
	[C/T]
	TTTAAGGAAGAGGCACGGAGATGCACTGGCTGAACT

	48434_30
	31
	[G/A]
	CTGGCCTGCACAGCACCCATGTGCCTCGAAGTTTTC

	4844_17
	18
	[G/A]
	GTGTGTGTGGCTGCACGGCTATGCGCACTTATCCGT

	48443_32
	33
	[T/A]
	GCACTACATGCGGCATCACCATGCTTTGATTTTACT

	48447_18
	19
	[T/G]
	TGTGGTTAACCAGCATGATGTTGCTGGTTTTGTTGG

	48448_30
	31
	[G/A]
	CTTGCTCTGCCTGCAACAAACTGCCAAGCTGAAGGA

	48451_28
	29
	[C/A]
	ATGCACATACCGGCATGCTAATGCACTTCTGCATTG

	48454_28
	29
	[G/A]
	AGTGGAGACAAGGCAGGTCCATGCAAATGGTCTGGT

	48461_27
	28
	[C/T]
	ATGTGAGGGAATGCAACAGCTTGCCCTCCCGTGTTG

	48465_28
	29
	[G/A]
	TGCTGCGCAGGAGCAGTGAGATGCTGGTGAAGAAAC

	48472_15
	16
	[G/A]
	GTACTAGGCCACGCAGAGGGATGCTCTCATCTCGCC

	48493_16
	17
	[T/C]
	CACATTTCTCATGCATCTGTGTGCCCAGTTGCATGA

	48500_7
	8
	[C/T]
	ACCCTACCCACTGCATTACTGTGCTGCCCCAATTCA

	48502_31
	32
	[C/A]
	CACACTTCCCCAGCATGCTCTTGCTTGGGCACAGGG

	48509_28
	29
	[G/A]
	AACAGGTACCCGGCAGCATCCTGCGAGCGCTCCTGG

	48510_2
	3
	[G/T]
	CAGATTCAGCAGGCACTCAACTGCTCTTGCTGTCAC

	4852_25
	26
	[T/A]
	CAGTTAGAGAATGCAGTGAGGTGCATCATGGGAAGT

	48523_28
	29
	[G/A]
	GCAGCTTCTCCAGCAGAACTTTGCCCATGAAGCCCG

	48530_6
	7
	[C/T]
	GGTACACGGCAGGCAGGTCGGTGCCAACGCTCTGCT

	48531_25
	26
	[T/C]
	GTGGGAGGACCAGCAGCTAGGTGCGCCCCCTTCCTT

	48532_26
	27
	[C/T]
	AGAGGAAAACTGGCAAGAAGGTGCACCGTTCTCTCC

	48533_15
	16
	[C/T]
	CAGCATCCAGCTGCACAGCACTGCTGCTGATTAACA

	48534_24
	25
	[G/A]
	GGCTATAGACCTGCAGAACCCTGCGCCTGCAGGAGA

	48543_8
	9
	[A/G]
	ACCATAGTAACCGCATCCCACTGCAACGCCCCCTTC

	48544_2
	3
	[G/A]
	CAGAAATCTCTCGCAAGGCTGTGCAGACCAAAAAAA

	48548_3
	4
	[G/A]
	TTCGCACACGCTGCAGCCTCATGCTCATCTCCAGCA

	48561_17
	18
	[C/A]
	TGAGAAGCCAGTGCAGGCCAATGCCTTGATGCAGAA

	48564_7
	8
	[T/C]
	GCTGAACTGGAGGCAGATAGCTGCTGCTGCTGGCTT

	4857_16
	17
	[C/T]
	GGTTCTAGTCACGCAACTCTATGCACGGAAATCTCC

	48571_9
	10
	[G/A]
	CATGCTGGGGAAGCAGGCAGATGCCATGCTAGATGC

	48588_26
	27
	[G/A]
	CTGTGCGTGTGTGCATGTGTGTGCGTGCGTAGAGTC

	48590_28
	29
	[C/T]
	CAACATTCCTGAGCAGCCCATTGCAACTCAAGTGCT

	48592_5
	6
	[T/C]
	TGTTGTTGACCGGCACACCGCTGCAAAACACTGTGG

	48598_30
	31
	[C/T]
	AGAAAACCCGGAGCAGAGCACTGCGGATTTCTAAGT

	48602_27
	28
	[G/A]
	GACATCCATCTAGCAGCAGAATGCCCCGGCTATCAT

	48608_27
	28
	[C/T]
	CGATGGGCACCAGCAGTTCTTTGCCATCGTGCAGCT

	48610_4
	5
	[C/A]
	AACCCCCATTCTGCAGCTATCTGCTATGCAGGAAGG

	48611_26
	27
	[G/A]
	AAATTCAACACTGCACACTCGTGCCAGACTGAGAAA

	48612_24
	25
	[C/T]
	CGGTTTTCTGTCGCAGTTGTTTGCCGGCGGTCGGGA

	48614_27
	28
	[A/T]
	TGTGGGGGATGGGCACTCTATTGCTGTTACATCAGG

	48624_27
	28
	[C/T]
	GGCTGCAAACCTGCAAGTGTGTGCACACCCACACAC

	48626_3
	4
	[G/A]
	ATCGAGGACTCAGCAGTGCTGTGCTATAAAAGCCAT

	48627_9
	10
	[A/G]
	TTAGTCAGCAGAGCAATTAGATGCTGCCAGCTTACT

	48633_8
	9
	[G/T]
	AGAAATGTGTTTGCATGGTGTTGCCTGGCTGCAATA

	48636_34
	35
	[C/A]
	AACAGCCACAAAGCATATTGCTGCCACTACCATGCT

	48640_19
	20
	[T/A]
	AACAGTCCCACTGCAAGATACTGCCACCATAGTTCA

	48641_9
	10
	[C/G]
	CTGCACCTCCCCGCATGCTCATGCGTCCACGACACC

	48644_3
	4
	[G/A]
	GCCGTTTTAAGAGCACACAGATGCAAACTCACCATG

	48653_9
	10
	[G/A]
	TATATCTGTGAAGCAGCATGGTGCAACCCTTCATCT

	48655_9
	10
	[G/A]
	TGAGTGCCCGGGGCAAATTTATGCCCCCTAGCAGGT

	48665_4
	5
	[C/T]
	CTTTCAACAAACGCAACCTGATGCACGTGAACTCGG

	48668_29
	30
	[G/A]
	TCCGGCATTCCTGCAGTGTAATGCCTTTCGTGTTGG

	48669_24
	25
	[A/G]
	GACGTCTGACTGGCAGATTTCTGCACCAACTGCAAA

	48670_16
	17
	[T/A]
	TCGGTTTGAATCGCAGTCTAGTGCGGTACATCTTTA

	48673_24
	25
	[G/A]
	TCACACCAGAGGGCATCGACCTGCGCCTCAGCCGTG

	48676_30
	31
	[A/G]
	GCTCGGATCGACGCATGAATATGCATGAAGGACTTT

	48679_29
	30
	[G/A]
	ACACGTTCACACGCAGGCACGTGCAGAGGGCACACA

	48682_31
	32
	[T/C]
	ACTTTAATCCGCGCACACGTCTGCTCGAGGTTTGCC

	48684_15
	16
	[A/G]
	TTAGGGCATCTTGCAAACTTATGCTACTCACCTGCT

	48689_17
	18
	[C/T]
	TCTCATTGTCTCGCATTCCCCTGCAGGGCCTGATGG

	48691_3
	4
	[G/A]
	ACAGCTCTTAAGGCAGAGCTTTGCATATTGCGCTAA

	48692_29
	30
	[T/A]
	ATGGTGGACACAGCAGATTTCTGCGTATTTTAGAAC

	48693_2
	3
	[C/A]
	CCCGGTCCCTGCGCAGAGGCCTGCGTTTTTACAGAA

	48694_6
	7
	[T/C]
	GCTAAATATCGAGCATGATGGTGCCACAGGTAGTGT

	48696_30
	31
	[A/G]
	TCTGGTGAACGGGCATCGCCGTGCACATGAACTGAA

	48705_1
	2
	[T/C]
	GTGCCGTGTTTGGCATCACACTGCGCAGAGAGCGAG

	48713_32
	33
	[T/A]
	TTGTGTTAGTTTGCACGCTCGTGCATTAAAACTGAA

	48714_20
	21
	[A/T]
	AGGTTCTCCTGCGCACAGGTATGCCCACGCAGCCTC

	48716_4
	5
	[G/A]
	CAACGTTTTGCTGCATCATGCTGCACACTTTAATCT

	4872_15
	16
	[T/C]
	GTGCAATTTGATGCATTGCACTGCTACCACATGATT

	48728_5
	6
	[G/A]
	ACATCGTGCCGTGCACTGTTATGCTCTCAAGGTAAA

	48731_3
	4
	[T/C]
	TTGTTCTTTGTTGCAGGGTGCTGCTGAGTCAAAAGA

	48734_3
	4
	[T/C]
	TGATGTATGGCTGCACTGTAGTGCTCTTTCTAGCGA

	48736_1
	2
	[G/A]
	CGGCACAGATATGCAGCAGCATGCTGAAAATGCACC

	48739_5
	6
	[G/A]
	GTAGTGAAGTGAGCAAAAACTTGCCCAAAGCAGTGA

	48744_25
	26
	[C/T]
	TGTGCACTAGTGGCACCCAGCTGCCCGCTTGCTGCT

	48747_3
	4
	[G/A]
	TTCGTGTCCGATGCAGAAAGTTGCGACCGACTCTCC

	48750_6
	7
	[G/A]
	CAGGCCGGTGGTGCAGCTCACTGCTATTGAGGTAAC

	48752_17
	18
	[G/A]
	CCTACTGGATCTGCACCGATGTGCAGCTCTTTGAAA

	48753_1
	2
	[C/T]
	ACGATGTTTCATGCAGCACCGTGCTAACCTTATCTA

	48759_1
	2
	[G/T]
	GGAAGTGTGCAAGCAATGTAATGCTGCAAGGACAAA

	4876_32
	33
	[T/A]
	CACTCCAGCTGTGCACACACCTGCCATCAGTATAAG

	48762_3
	4
	[G/T]
	GCGGTGTGGAGGGCACGGACATGCCCATGCCCCCAG

	48763_9
	10
	[G/A]
	CACACCCAGGTGGCATTTGGGTGCCACTTCAGTCAT

	48766_5
	6
	[C/T]
	AAACTCTCTCTTGCACTCTTTTGCTTACACAGCCAG

	48771_3
	4
	[C/T]
	CATCATCCGATGGCACCTTTATGCACACTACCTGTT

	48775_34
	35
	[A/T]
	CTTTAAAGAAAAGCAACCTCCTGCTGCCCATCTCTT

	48779_11
	12
	[T/G]
	ATCAGAAAGCTTGCAGGCCTCTGCTATAAGTTTTGT

	48780_5
	6
	[G/T]
	GTCCTGTACGCAGCATTAGCATGCGCGGGTCTGCGG

	48782_24
	25
	[A/C]
	ACGGTGGTGGGTGCACCGCAATGCAGCATGCAAATA

	48784_8
	9
	[C/T]
	TTGTTGACCGTGGCATGTGAATGCAGGTTGGAAACA

	48787_4
	5
	[G/A]
	CAGTAAGCATGTGCAGGGCCTTGCACCTGCACGTGT

	48788_11
	12
	[A/G]
	TGCTGATTTACAGCAGGTGGATGCGGGAAGAGTGAC

	48795_33
	34
	[C/T]
	CAGGCATAAGAGGCAGGTTTCTGCGCCCATCTCCAT

	48799_26
	27
	[G/T]
	GAGGTGGAAGATGCACGAAGATGCGTGAATATGAAC

	488_34
	35
	[T/C]
	TTGTCGATAGGGGCACTGTCATGCTGAAACAGGTTT

	48800_31
	32
	[C/T]
	AACATGGTGGTGGCAGTATGATGCCTTGGAACTTTA

	48809_33
	34
	[G/A]
	CCTCAGGCGATTGCAGCGGTGTGCTCACCTTCAAAG

	4881_16
	17
	[T/G]
	CAAAACTCTTAGGCAGGGTGTTGCTGCGTGGGCGCG

	48811_10
	11
	[T/C]
	ACCTGGGCCATGGCAAAACACTGCCAGTTAAGCCAA

	48812_28
	29
	[A/G]
	CAGTGCTAGGATGCACATGAGTGCAAAGAGCACAGG

	48819_7
	8
	[T/C]
	TCATGCCTCTGTGCACATCTGTGCCTTCACAAAGCA

	48822_31
	32
	[C/T]
	CGCCGAAATCGAGCACCTGGGTGCTTTTTAGCTTCT

	48825_3
	4
	[A/T]
	GTAAACCATCAAGCATAAGCCTGCCATAGCTTGTTT

	48826_15
	16
	[T/C]
	TGTCCTCTTCTAGCATGATTCTGCCACACCCAGAGC

	48831_17
	18
	[C/T]
	AAACATGTTCCAGCATCCCAATGCCTGTGGCAAAAA

	48833_20
	21
	[T/C]
	TCCACTTGACGCGCATTATGCTGCGCGCGAGCATCT

	48835_1
	2
	[C/T]
	ATGGCTACCCAGGCAACTATGTGCGAATAGCAGGAA

	48837_33
	34
	[G/A]
	TGGTTGCATTGAGCAGGATCTTGCCTAAAGGCAGAA

	48840_27
	28
	[C/T]
	TGATCTACTTATGCATGTGTTTGCGTTCGACAGCCG

	48848_30
	31
	[G/C]
	ATAACTGAATTAGCATAGCAGTGCATGCAGGCTTGT

	48849_32
	33
	[C/T]
	GAGTGCAATGAGGCAGGCTAATGCTAGCAAAACTTA

	48854_6
	7
	[G/T]
	AAGTGTGGTTCTGCAGTAGAATGCCACTGTTAAAAC

	48857_20
	21
	[A/G]
	ATTTTCCTCCCCGCATAATGATGCACTCAAATCCAA

	48863_5
	6
	[A/G]
	GGATAAACAACAGCAACACTGTGCACGGTCCTATAC

	48865_18
	19
	[T/C]
	CAAAGCACTGCTGCATCTTTTTGCTTGCGTGTTTGT

	48866_10
	11
	[T/A]
	GAATTCATTTTGGCAGAGACGTGCACAGATGCACGT

	48868_20
	21
	[G/T]
	GGAACTGATGATGCACTGATGTGCGCAGGTTTGTAT

	48870_27
	28
	[G/A]
	GTTTTGAAATGAGCACCGATTTGCCTCGAGGAACAA

	48876_8
	9
	[G/A]
	CATTAAGTGCGAGCAGGAAATTGCTTTGCCAAAGCA

	48881_18
	19
	[G/A]
	ATTAGAGTTCTGGCACACGGCTGCTCCGTCACTGTC

	48883_7
	8
	[A/G]
	GCAAGGCAGGGTGCAAAGATGTGCTGGGCAGAACAC

	48887_1
	2
	[T/A]
	TTATGCACAAGCGCAGAATCGTGCATGCTGCAATTG

	48895_33
	34
	[A/G]
	TTTTTCCTGCTTGCAAAGACATGCGCCGAGGTCAGT

	48896_2
	3
	[A/G]
	TAAAGCACCAGTGCACTCTGGTGCATGAGAAACATC

	4890_31
	32
	[T/A]
	GCCTAATGCCAAGCATAAAGCTGCAAAGGAGTGTAA

	48900_25
	26
	[C/T]
	AAACCCATCCATGCAGTGCAATGCTCATTTACCCAC

	48903_8
	9
	[C/A]
	AAAAGGTACGGAGCAATGAGCTGCTTCCATAGAAAC

	48906_11
	12
	[A/C]
	ACCGGGGCCACAGCAGCATACTGCTCCACCACGGCA

	48910_28
	29
	[T/G]
	CACATCCGATTAGCATTCCGGTGCGTTTGCATGCTC

	48911_32
	33
	[C/T]
	AAGTCTGTCTGGGCACATACATGCTTCAGTTTCATC

	48912_29
	30
	[C/T]
	TTCAACTCTCCAGCATCTGTCTGCACATCCATAAGC

	48919_1
	2
	[T/A]
	CTGGGAACCTATGCAGTCCCCTGCTCAGGGGGAGTT

	4892_19
	20
	[G/C]
	GGTAGGTTCACAGCAGTGTGATGCACTCATTATGAA

	48926_11
	12
	[G/A]
	GCAGGCAGGGCGGCAGATACATGCTGATATACACGA

	48928_9
	10
	[G/T]
	CACAGAAGAGCCGCAGAAGTCTGCATTGTTTTGGCA

	48929_19
	20
	[C/A]
	TTCTCTTACATTGCAAACTCATGCCGACTTGCATTC

	4893_3
	4
	[G/A]
	TCTGCTACTGGAGCACGTCGCTGCATTTCCTCCATC

	48943_27
	28
	[T/A]
	CTGTGCAGACATGCATCTGAGTGCCAATTTGACTGT

	48944_31
	32
	[C/G]
	GCGTACACGGGCGCATCGTGCTGCCCGGATGGTGCC

	48949_25
	26
	[G/C]
	AACGATAAATCAGCAGCTGTTTGCAGGCCTCAGACA

	48950_31
	32
	[T/A]
	CAGCTGGTACTAGCAGGGGACTGCTACCGCAAATTG

	48953_10
	11
	[T/C]
	GTCCTGACTGTGGCATGTATTTGCACAGCTCCTTAA

	48955_34
	35
	[G/A]
	AAGCTCCTCCCAGCAACAGCATGCCTAATAAAAGGC

	48959_26
	27
	[C/T]
	GCATACTGTCCTGCAGCTGTTTGCCCCGGGTACACC

	48961_34
	35
	[C/T]
	CCCAGAGGGACAGCAACCATCTGCCCAGTGCTTTCC

	48965_4
	5
	[A/C]
	TTCCAGCAATCAGCACAAACTTGCAGAACCTCTACC

	48970_4
	5
	[T/A]
	CCTGTGAGAAGAGCAGGTAAGTGCTTTTACCGCACT

	48975_9
	10
	[C/T]
	CATGGGCAGCGTGCATTCTCTTGCATGAGTTTGTAA

	48976_3
	4
	[C/A]
	CATCTATAGCTTGCACCTGCCTGCCAAAACAGTAAT

	48978_10
	11
	[T/G]
	AACATGACGGTGGCAACATCATGCTGTCGGGTTGTT

	4898_32
	33
	[T/C]
	CATCACCACTCAGCAGCATAATGCTGTGGGGATGTT

	48982_27
	28
	[C/A]
	CTACCACTGGATGCAGATCCATGCTTGCTTTGTTTT

	48986_7
	8
	[C/G]
	ACACACACAGAGGCACACGTGTGCACACATGGCAAC

	48987_6
	7
	[G/A]
	GTCAGTGTTGGCGCAGAGCACTGCACAAACATCACA

	49006_19
	20
	[C/T]
	GATACGACGCCGGCAGCGTCGTGCTGGAAACACTAC

	49009_20
	21
	[A/C]
	AAAAGGAATATAGCACACACATGCACACGCCTCATA

	4901_18
	19
	[G/A]
	CATTTTCCTGCTGCAGAAGACTGCACATGCTAAGTG

	49014_29
	30
	[G/A]
	CTCCATTGCAATGCACATTCATGCTGGCTGCCATGT

	49015_19
	20
	[C/T]
	AGGAGGCGTAGTGCAATACCGTGCTATCAGTGTGCT

	49020_3
	4
	[A/G]
	TAGACATCCAATGCATATCCATGCAGCATGTGGGAA

	49022_28
	29
	[C/A]
	AAACAGCACCTGGCAAGCAGTTGCCAGTCAATTAGC

	49024_27
	28
	[T/C]
	GCACTACTCAGTGCATCAACATGCCACTGCAAAACA

	49027_31
	32
	[A/G]
	CTTCCTCCGCAGGCACAGTTCTGCAATCAGCAAAGA

	49028_5
	6
	[C/T]
	AACAACCGAACGGCACCATAATGCGTCTATTCTTAG

	49029_18
	19
	[C/A]
	GTCTCTTTCTGTGCATCTCGGTGCTGGGGAACACCT

	49031_2
	3
	[C/T]
	ATCTGCAGCAACGCAGAACTGTGCTCCAAAATCGAT

	49032_24
	25
	[G/A]
	ACGGCGTTCTCTGCAGTTGACTGCGTCAGATCAGCC

	49033_31
	32
	[G/A]
	CGTGAATTCCTGGCATGTAAATGCAGCCACCGATCA

	49034_33
	34
	[G/T]
	GAAGCCCAGCCGGCATCGTCGTGCACGGGGCAGGAA

	49049_27
	28
	[T/C]
	TGATTTATCTGTGCATGCATGTGCGAGTGTGAGTGG

	49053_18
	19
	[T/C]
	TGGGTTGCACTGGCAATATCGTGCTGCGAAAGTTTC

	49058_26
	27
	[A/G]
	CTGGGCCCCTGGGCAAAGACTTGCACATGAGCCTTT

	49059_16
	17
	[G/A]
	TTATCATATCCAGCATGAATCTGCACTCCACCCATC

	49063_6
	7
	[G/A]
	TGAGGCGTAAGAGCACTAAAGTGCCTTTGCTGATCC

	49064_28
	29
	[C/T]
	TGCTGTCACAGGGCAGCCAGCTGCAGGCCCGAGTCG

	49070_28
	29
	[A/G]
	TGCCTGACAGGTGCATTCGACTGCGCATAGTGTGTG

	49074_29
	30
	[T/C]
	CTGGTGAACCCAGCATGGGTATGCAATGCTTAAACA

	49079_26
	27
	[C/T]
	CAAATCTGATCTGCAAACCGTTGCTGCGGGTGCAGG

	49082_8
	9
	[A/G]
	TAAGCCCAACTGGCAACTTCATGCACAGGTCAGGAA

	49083_4
	5
	[C/T]
	GCATCTCTGATAGCAGCCTTTTGCCAGGCAGTCCCA

	49084_24
	25
	[G/A]
	TGCACAAAGTCGGCAAACGTCTGCAAACGTGCATTT

	49089_18
	19
	[C/T]
	GAGGCCCCCTCAGCAGCACGATGCCGATGAGGTGCC

	49097_1
	2
	[G/A]
	GGATGCGTAACTGCAGTGACCTGCGGTGAAGGTGAT

	491_15
	16
	[T/A]
	CCAGACGCGAATGCATAACAGTGCCGCAGCGTTAAC

	49116_10
	11
	[T/A]
	GACTAGGCAATAGCATGAGTCTGCGTCTTTCTCCGT

	49120_4
	5
	[C/T]
	ATACCAACATGAGCAGAGACATGCATCACTGCCACA

	49121_5
	6
	[C/G]
	TGTTCCGCTGTGGCATGTTGTTGCTGTAATACCAGG

	49125_9
	10
	[T/C]
	CTGCGTTGCTCGGCAGCAGGTTGCCGGGGGCAGCGA

	49131_20
	21
	[G/A]
	GCTATTGCAGGGGCACAGCCGTGCCTGCCAGATTGG

	49132_18
	19
	[T/C]
	CAGAATTCTGCTGCACACTGATGCGGCACAGGCCAT

	49137_6
	7
	[G/A]
	CCTGTGGGATACGCAGATTCCTGCTGATCCTGTGAG

	49141_10
	11
	[T/G]
	GGAGGTTCCATTGCAGACAAATGCAACTGGTGCAAC

	49153_16
	17
	[A/G]
	TAGGGGAGGGGTGCACATGGGTGCGTTTTTGATCCA

	49155_6
	7
	[T/G]
	TCAGACTACACGGCAGCTTCCTGCTTTAAATCAACG

	49157_24
	25
	[G/A]
	GCATACACTACTGCATCCGCCTGCGAGCACCAAATA

	49161_8
	9
	[C/A]
	TATGTCAGCGCTGCAGATAATTGCATTCGTCAGAAC

	49162_33
	34
	[C/T]
	ACCGTAATTTGGGCAGGGATTTGCTTAACCACACGG

	49170_4
	5
	[C/T]
	TGCCCGCAGCACGCAGCTCTCTGCGCTTCTGCAGGG

	49172_6
	7
	[G/A]
	CAAGCAGGAACTGCAGACAGGTGCAGTACAGACCTG

	49173_30
	31
	[G/A]
	CTGTTTTGTCTGGCAATAGGATGCACCCTCGCGTAG

	49175_17
	18
	[C/T]
	ATACAGAAAGATGCAAGCGGGTGCAGGGTAAGCAAG

	49180_26
	27
	[A/T]
	CCTGTAGGACCAGCAGGCCCTTGCTGACCAATGTAA

	49184_31
	32
	[G/A]
	TCATCAGAAAACGCATCCAGCTGCCGTCAGAGAAAG

	49186_15
	16
	[G/A]
	CTGCTGGTAGGTGCAGGTCAGTGCGAGCACCACACT

	49191_25
	26
	[C/T]
	ACACGTTGAAGGGCATGAGAATGCTTCCTTGGCACG

	492_19
	20
	[G/A]
	CATAGGCTGCCTGCATCCCGGTGCATGGTGACACTG

	49204_28
	29
	[G/C]
	GTTTAGTCGAGTGCAATAGTATGCTCTGGCTCCAGC

	49206_8
	9
	[G/A]
	GCTGTTGAGATGGCAGCAGGATGCTGGACCCACTGG

	49214_19
	20
	[T/C]
	CCTGCGACATCTGCAGCTGTGTGCGCAGGCGCTCGC

	49219_1
	2
	[C/T]
	ACGCCAACTAAAGCAGTAAAGTGCAGGTAGTGTGTT

	49226_24
	25
	[A/G]
	TCAGGCGTATAAGCAACAGGGTGCAGCGAGAAAAAA

	49227_28
	29
	[T/A]
	TGGTAAATGAATGCACTGCCATGCGGTCTTGTTAGA

	4923_6
	7
	[T/C]
	GGTCCCCTAGTTGCATTAAAGTGCAGCAATCATGGA

	49230_8
	9
	[T/C]
	TCATGGCGTTAAGCAAAGGTGTGCAGTTCTTCCTGA

	49240_3
	4
	[T/A]
	AACTCTCCCACAGCATGCTGTTGCCACCACCATGCT

	49241_34
	35
	[T/A]
	GCTCCACCTACAGCACCACCATGCCACCTGTAGGTG

	49244_25
	26
	[G/T]
	CACCTGTCCCAAGCAAACTGGTGCTGACACTCCCGC

	49247_32
	33
	[G/A]
	GATGTCCTGTCTGCATCACAGTGCTACATGAGGAGG

	49253_1
	2
	[C/G]
	ACTCCTCTGACTGCACGTCACTGCTCGGCACCCAGA

	49255_1
	2
	[A/T]
	CATCTCCCCATGGCAACCATGTGCTATATTGCCATG

	49259_1
	2
	[A/G]
	AAACTACAGCCAGCAGGTACCTGCATGCTTCAATCG

	49267_5
	6
	[C/T]
	ACCAACGCGACTGCACCGGTCTGCTTTCTTCAACTG

	49271_34
	35
	[T/G]
	ACATTGGTTTCTGCAGGGCTCTGCTGGAGATGTTTG

	49272_32
	33
	[G/A]
	TAGCCAATCGGAGCAGAGAACTGCATCCAGACGAGA

	49280_25
	26
	[G/A]
	TACTTCAGATTGGCAGCAAGCTGCCGCAAGTCTAAT

	49281_1
	2
	[C/A]
	TCATCAAGGGATGCAAACCATTGCACTCAACTGTAT

	49290_33
	34
	[C/T]
	TTGAGCTCGTTTGCAAAGCTCTGCCGCGCGTGTCTG

	49293_28
	29
	[C/G]
	TCTGTCACCAGTGCATTGGACTGCACTCCGTACTGC

	49294_9
	10
	[A/G]
	GATTGCCGTAATGCACATGGCTGCCTAAAGTGCACA

	49316_28
	29
	[G/T]
	CGTGGTTCAGGGGCACGTCTCTGCGCAGGGTGGTAC

	49319_10
	11
	[C/T]
	TAAAACACATCGGCACCCTTTTGCTGCAGTGACAGC

	49330_29
	30
	[T/C]
	GGAGATGACGGCGCAAAACACTGCCTTGCTAGAGCT

	49333_6
	7
	[G/C]
	CCCCGTGTTCCTGCAATAGGATGCAGATCCACCACA

	49338_31
	32
	[G/T]
	AATATTTAAACTGCACGATGATGCTCACACCGCAGA

	49349_34
	35
	[C/T]
	CTGTCGACACCAGCAAGTTAGTGCCACCGCCGACCT

	4935_15
	16
	[A/G]
	AAAAAAAAACGTGCAACTCTTTGCCCAGAGGACTCT

	49354_28
	29
	[C/A]
	GGTTGTGGTACTGCAATAAGATGCCACGCTTGCAAC

	49355_3
	4
	[T/C]
	TCTTTCCTCTCCGCATGCTGTTGCTCTCTTAGTAAA

	49363_5
	6
	[G/A]
	TGGTTGAGATGAGCAGGAAACTGCATATCAAACGAA

	49367_33
	34
	[G/A]
	TCGTTTTCTCAGGCATTATCTTGCTCAGACTTGGAT

	4937_17
	18
	[A/G]
	GTCCATTGCAGGGCAAAAATATGCAGACACACACAC

	49371_2
	3
	[G/A]
	TGGATGATGGATGCACACGCGTGCACGTTCACACAC

	49377_9
	10
	[G/T]
	ATCCTGCATGGGGCACATGGGTGCCACATACACACC

	49378_26
	27
	[A/G]
	TAAGTATTGTAGGCACTCTCTTGCAGACACACACAC

	49381_19
	20
	[G/A]
	TTTGAGCTGACTGCAGGCCGATGCGATCCACAGCCA

	49382_24
	25
	[G/A]
	ATGTGTCGGAGTGCAGGAGTGTGCGTGTATAGTCCA

	49389_18
	19
	[C/A]
	GCACTACATGTGGCACAACCATGCCATCCCTTACTT

	49391_1
	2
	[G/A]
	AGCTCGGAGCAGGCACAGGCGTGCGGACGTGCCTGT

	49393_33
	34
	[G/A]
	CCAGGAAATCCAGCAAACCACTGCAGGGCCCATGAG

	49396_25
	26
	[G/A]
	TAGAACTCCTGAGCACCAAAGTGCCGTAAGTTCAGT

	49397_10
	11
	[C/T]
	TACAAGAGTTCAGCATGTCTCTGCTGATGTTCAGCT

	49401_4
	5
	[G/A]
	GTGTGATTTCAAGCATTGTGTTGCTGCCACATAATG

	49407_30
	31
	[G/A]
	AACAGCTGATCAGCAAAAGCTTGCAGTAAAGCTGGT

	49416_3
	4
	[C/T]
	CGTCGGGGCTCTGCAGCTCAGTGCCAACCACAACAT

	49420_8
	9
	[T/G]
	GAAGACGAGGCAGCACGTAAATGCGCCGTGACGTTA

	49422_29
	30
	[C/T]
	GGCTAAAGCTAAGCAGACCGATGCAGCAGCGCTTTA

	49424_27
	28
	[G/A]
	TTTCGCTTCAGGGCAAAAAGATGCTGCGCTTCATTC

	49426_19
	20
	[T/C]
	TTGTTGATGAGCGCAATTCTCTGCGGTTATGAGCTC

	49432_34
	35
	[G/A]
	GTCCATGGTCAAGCAGCTACATGCAAGCCAGATCGA

	49436_28
	29
	[C/T]
	GAATACTGCCATGCAATGCCATGCTACGCTAGCTTC

	49437_10
	11
	[C/T]
	ATCCACAGCGCGGCAGCAGCTTGCAGGACAAATCCC

	49440_34
	35
	[A/C]
	CCCAGATGCACGGCACTTCCGTGCCAGCCCTCACAG

	49443_4
	5
	[C/G]
	TACACGCTGTGTGCATTTAGCTGCTGGCGAAGTGCT

	49447_18
	19
	[C/G]
	AGCTTATGTTCGGCATGACTGTGCAAAATCGGATCT

	49448_29
	30
	[T/G]
	TGTGTTATAGCAGCACCGCTGTGCGCCGTTTTCATA

	49451_1
	2
	[C/T]
	CCCGGCTGGTGAGCAGCATTTTGCAGTGTCCAGAGA

	49463_8
	9
	[C/A]
	CCCTAGTGCCACGCACAGGGCTGCCCGCTGCTCCGG

	49467_32
	33
	[G/A]
	CTGGGTTTTTCAGCAGGACAATGCTTTTCCAGGAGA

	49468_20
	21
	[A/G]
	TGTTATGTACATGCAGCCACATGCTAAACGGGGGGG

	49473_32
	33
	[G/A]
	ACATGTTACTTAGCAACATCTTGCCGCTTGTTGATG

	49484_4
	5
	[C/A]
	ACAACATCTACTGCATGCAAGTGCAATGCTGCACAG

	49486_19
	20
	[G/A]
	CCTTATTCTCCAGCATGGCGCTGCGGTCTCGACCCA

	49489_18
	19
	[C/T]
	AATTTAGTTTTGGCACTTCGTTGCATTACGAAACGG

	495_9
	10
	[C/T]
	GTATGGTTTCCTGCATTGCGCTGCTGCCCCAAGTTC

	49500_16
	17
	[C/T]
	TTTACAATATATGCACCGCAGTGCACCACAGTCGAG

	49501_31
	32
	[C/T]
	TCAGGCTCACCCGCAGTGAGCTGCACCCCATTCCAG

	49502_15
	16
	[G/T]
	AAGCATACTGAAGCAGAACAGTGCTGAGTGATGTGG

	49504_31
	32
	[A/C]
	GTACTACTGATGGCACTCTCCTGCTGCTGCTATAGT

	49506_27
	28
	[G/A]
	GGGCAAGTTTTAGCATGTCGCTGCTCTGAAGATATC

	4951_33
	34
	[T/C]
	GCTACACTTCATGCAACGTGATGCATTTCATTCTGT

	49514_30
	31
	[G/C]
	TGTGCTAAAAGCGCAGCAAAGTGCTGTCAGGTCGCG

	49515_34
	35
	[G/T]
	CTTAAGAGACATGCAGCAGGCTGCCTGCATTTTTGA

	49516_24
	25
	[C/T]
	AGAGTCGCAGGAGCATCAGGGTGCCGTTACTGAGAA

	49517_20
	21
	[G/A]
	ATGCGAACCTCGGCACCGCAGTGCGCTATGAAGAAA

	49518_7
	8
	[C/T]
	GGCTGTTCTTGCGCATGGGGCTGCCTGGGTTACGTA

	49519_5
	6
	[G/T]
	TGTGTGTTTACAGCACCCAGCTGCATGGCTGTAACT

	49523_31
	32
	[G/A]
	GCCAATGTTGGTGCAACAGCATGCTATTGATGGCCA

	49525_3
	4
	[A/G]
	AAGAATGCTGCGGCAAAAACATGCTCCAGACCGTCT

	49528_27
	28
	[C/G]
	GGAGGCACTAAAGCATGTGCGTGCACGCGAATATGT

	49529_7
	8
	[G/A]
	TGACGCTGAACCGCACGCAGATGCACAACGCCGGGT

	49531_27
	28
	[A/G]
	GATTGTGCAGTAGCAAAATTGTGCCTCATGCCTGGT

	49534_2
	3
	[T/C]
	GCTGGCCCTTGAGCACTCGATTGCTCTATAATTACA

	49538_25
	26
	[G/T]
	GGCTTTCCGGATGCACCGGCATGCAGCTTCCAGTCT

	49539_32
	33
	[G/T]
	CTCGTTTCCATAGCAGCAAACTGCTGATTCAGGAGT

	49542_31
	32
	[C/T]
	ACACCGCCAGCAGCACGATTCTGCAGTGGATCCTCA

	4955_4
	5
	[C/T]
	AACTCCACATGAGCATGTCTGTGCACCTCTCAGTTC

	49557_27
	28
	[G/A]
	AATGAAAACACAGCAGAGCGCTGCACCGCTGCTGCC

	49559_2
	3
	[A/T]
	AAATAGAAGCATGCATGATTTTGCTGCGCTCTAGTG

	49563_30
	31
	[C/A]
	GTCTCTTTGTTTGCAGCATTTTGCATCTGCCCCAAT

	49567_17
	18
	[G/A]
	TCCCCAATACAGGCATAGCCCTGCTTTTAGTCGTCG

	4957_11
	12
	[A/C]
	TTGCAGGCAAGAGCAATCGACTGCCAGTTATGATGT

	49573_30
	31
	[G/T]
	TATGCACGAGTCGCATTTCGTTGCGGCGACGACGAC

	49581_4
	5
	[G/T]
	GTTGGAGATGTTGCAGACTGGTGCTGAGGCAAGATC

	49582_4
	5
	[G/A]
	GGCAGAGAGCGAGCACGTGAATGCGTTTACGGCGCA

	49583_9
	10
	[G/A]
	TTGCCAGTGGAAGCAGCTAAATGCCTGAGCTCTCAT

	49589_15
	16
	[G/T]
	TCCAGAGCACGTGCAGCTGCGTGCTGGGACCGGAGA

	49600_9
	10
	[G/A]
	GGGTGAGCCGCAGCAGGTCAGTGCACTTCCGCTGCC

	49603_16
	17
	[A/G]
	CACTCACGACCTGCACACTAATGCAGAGGTGCTTAC

	4962_1
	2
	[C/T]
	TCAACAGTGCCGGCATTGTGGTGCAGCGAGGTAGCA

	49620_4
	5
	[C/T]
	TGTTCTTGAGTGGCACAGTGGTGCTGCAGCTAATGC

	49624_27
	28
	[A/G]
	ACACAGTGTCCTGCACATTTCTGCTTTAACACAGCG

	49631_27
	28
	[T/C]
	GTACACCCCAGGGCAAACGCATGCATTTACACACCT

	49639_31
	32
	[C/A]
	CAAGATTCCTGTGCACGTCCCTGCTGATGCACACAC

	49647_2
	3
	[T/C]
	GCTGTCCGCTGTGCATACAGCTGCTCATGATGTGCA

	49650_34
	35
	[G/A]
	ACAACAATGTGGGCAAAAACCTGCTTCCTCCATCGT

	49651_26
	27
	[G/A]
	GAGAGACATGTTGCAATACGGTGCAAGGCGAGGACG

	49652_32
	33
	[G/A]
	TTATGTTGTATTGCAGGTGTGTGCGTGTTGTGATGT

	49655_17
	18
	[T/C]
	TGTTCTCACCAAGCATGTTGTTGCTGATGGACCACA

	4966_10
	11
	[G/A]
	TGTTGCTTGAGGGCAACACCATGCTATAGATGGATG

	49663_31
	32
	[T/A]
	TTCCATGCCCAAGCAGCTACATGCAAGCCTTTCATT

	49664_2
	3
	[G/A]
	ATAATCAGAGCAGCATGGTGGTGCAGCAAGTACTGC

	49666_32
	33
	[C/T]
	CCAGACAAAACAGCAGGTCTTTGCTGTGGTTTCTAC

	49675_26
	27
	[G/T]
	CTGTTGACTGAAGCAGACACTTGCGCGGCGTCGGTG

	49677_7
	8
	[T/C]
	TTCTGGGTGACAGCAGCCATCTGCCCATGGACCACA

	49682_1
	2
	[T/G]
	ATAGCCTCCTGAGCATTTCTCTGCTCAGACAAGGAC

	49690_10
	11
	[G/A]
	AGCACGCGGGGAGCAGTTAGGTGCCTTGCCCAAGGG

	49701_9
	10
	[A/C]
	GTCTTTCAAACAGCATTCTGGTGCCTGGCACATAGA

	49706_6
	7
	[G/A]
	CGAGAAGAATGTGCAGAATGCTGCCAAGGATGCCAA

	49709_1
	2
	[C/G]
	ACAGCAGCTTACGCAAAGTGATGCTACCTGTGCCCG

	4971_5
	6
	[C/T]
	GGCAACGTCTGAGCAGAGCACTGCTTCACGTGCTAA

	49710_25
	26
	[A/C]
	AAGTAAACATAGGCAGCACACTGCTCCCCGCTTACA

	49719_17
	18
	[C/T]
	CCACATCTCTCCGCACTCGTGTGCATGTTCACCTCT

	49722_4
	5
	[A/G]
	TGGTAAGCGAAGGCAAGTGTGTGCCATCAATCTCGT

	49725_1
	2
	[G/A]
	TGAAGGAGAAACGCACAAAATTGCCGTTCCTGAACG

	49746_25
	26
	[C/T]
	TAATGACGCCTAGCAGGTGTGTGCGCGAGTTTCCAC

	49751_1
	2
	[G/A]
	TGGTTAAAGAGCGCAACGGCTTGCAGTACACCAGCT

	49753_10
	11
	[C/T]
	ATCTGCATCTCAGCACATATATGCAGTACACGCACA

	49764_9
	10
	[G/A]
	ACGTGATAAGGTGCACAGAGCTGCAGGTGTGCTCGG

	49767_30
	31
	[G/A]
	CTCACAGGCGTGGCATCTAAATGCCAATTCGACAGT

	4977_33
	34
	[G/A]
	GCAGGATAGAAAGCACAGCTCTGCACCTCTAGCGTG

	49771_33
	34
	[C/T]
	ATTCGCTTGGGGGCAAAGACTTGCCCATCTGGTCTG

	49773_6
	7
	[C/T]
	AGGCATCGCGGTGCATTGCAGTGCTTTTAGGTTAAT

	49776_9
	10
	[C/T]
	AGCCTGGGACGTGCACAGCGCTGCCTCTTTAAGCCC

	49780_30
	31
	[G/A]
	TGCTCACCCTAGGCAGGACCTTGCCTCTCTGTGTCC

	49807_19
	20
	[C/T]
	ATAATACCTGCAGCACCACCATGCCGCTCCACTTTT

	49810_28
	29
	[C/T]
	AAGACGGCTTTCGCAAGGTGATGCACATCGACACCG

	49814_34
	35
	[T/C]
	CAACCCTGCTGAGCAGAACAATGCATGCATATCCTA

	49818_6
	7
	[T/C]
	TCGAGGTGGATTGCAAACCACTGCCTTCATTTGAGT

	49833_10
	11
	[A/T]
	TGGTCTCAGGAAGCAAAGGAATGCAGATGATGCAGA

	49835_19
	20
	[A/T]
	TGCTGTAGATCAGCACACCAGTGCCCATATCTCACG

	49839_34
	35
	[A/G]
	TCTGTGATTTCCGCACTAATGTGCAGTTCAAAGGAG

	49841_19
	20
	[C/G]
	GGTGGACAGAATGCAACTGCTTGCACTCAGAGAAAA

	49843_18
	19
	[A/G]
	TTCAACTTGTGCGCATATATGTGCAACCCAGCTGTG

	49857_34
	35
	[G/A]
	ATTGCCCTCAAAGCACATGTGTGCATTGAATGGTGA

	49861_24
	25
	[G/A]
	TGTCAAATCTGAGCAAACCCATGCGCACACACACAC

	49872_24
	25
	[G/A]
	TCGCGTTAGCTGGCAGAAAATTGCGGCGAGATCACA

	49874_6
	7
	[G/A]
	CAGTTTGAGAAGGCACATGTCTGCATTTGTGGCTGG

	49877_18
	19
	[G/A]
	CCAGAAGAACAGGCACTCGAATGCAGGAACAGATGG

	49881_34
	35
	[C/A]
	GGAGGGACGTGCGCAGGATGCTGCTGAGCTTCTGCA

	49882_20
	21
	[G/A]
	AAAGGAAAAAACGCAAGGCTGTGCCAAGCCGACAGT

	49883_10
	11
	[G/T]
	TATGGACTTTGTGCACAGTCATGCTGGAACAGAAAA

	49887_25
	26
	[G/T]
	TGCTATACATCTGCACAGTGCTGCAGCAGATTGGAA

	49892_6
	7
	[C/T]
	AGCTGCCTGCTAGCAGTCAAATGCATGCTAACTGAA

	49895_32
	33
	[T/G]
	TCTAGATGAACTGCACTTGGCTGCCTGTGGTTTGAG

	49902_29
	30
	[A/G]
	GTGATCATGTGGGCAAGACCCTGCGTGGCAGCGAGA

	49905_4
	5
	[C/T]
	GTCTCTGCACGTGCAACAAAATGCATATTGCATGCA

	49906_5
	6
	[G/A]
	CCGTCGTTCATGGCAATGAGTTGCAGCTATCAGATA

	49907_4
	5
	[G/A]
	ATCAGTCACATGGCAGAACATTGCAGACACAATGCA

	49910_9
	10
	[A/G]
	AATTCGGCTAAAGCATTTTGCTGCCAGGTTTAGCAT

	49916_18
	19
	[C/A]
	CAAAACAGGTCTGCACTTCTTTGCAGTCTCAGCATC

	49921_17
	18
	[G/T]
	GATGCTCCCTTGGCACTGTGCTGCCTCGCTTTCTAT

	49925_8
	9
	[C/T]
	TTTATGCACGTAGCATGAAAATGCTGCTGATGGTTT

	49935_16
	17
	[G/T]
	CAAACAGTCAGTGCAGGAAAATGCTTGGTGCCATTG

	49941_17
	18
	[C/G]
	CAGGATACCAACGCACACACATGCACCCAATTACCT

	49948_19
	20
	[T/A]
	GTAACATGAGTGGCACAGTTTTGCTGCCTCACAGAT

	4995_24
	25
	[G/A]
	CCTCACGAGCATGCAGTGGAGTGCGCGCACGTGTAC

	49952_11
	12
	[T/G]
	ATTCCATGGTTTGCAGGGTTTTGCAGGGTAAAGGTG

	49955_7
	8
	[T/A]
	GTGTGGGTCTTGGCATGAATCTGCATGTCTGACTTG

	49956_4
	5
	[C/G]
	ACCACCTTATTGGCAAGGCCATGCCAGAAAACCTGG

	49965_11
	12
	[C/G]
	CACGCATCGTTCGCATCAATCTGCTTATACGACGTC

	4997_10
	11
	[G/A]
	ACATCCGAGAGCGCAAGCGCATGCTTAGTATCAACT

	49977_28
	29
	[C/A]
	AAACTACATGTGGCACCATCGTGCTGCCCACACTGT

	49981_31
	32
	[G/T]
	AATGCAGCATGAGCATGTGCATGCTCGATTTGTGCT

	49985_28
	29
	[G/A]
	CCGTCACATATGGCAGCCATATGCCTGCGCGTAGAT

	49986_3
	4
	[C/T]
	CACCAGCGTCAGGCACAAATGTGCGTTTAGTCATAT

	49988_4
	5
	[T/C]
	GGCCTTGGCCCTGCAGCATGGTGCACAACTCCTTAA

	49994_2
	3
	[C/G]
	TACTCCCACTGCGCATTCATTTGCATCTTGTTTCCA

	5000_1
	2
	[G/A]
	TGGTAGAAGTCTGCACACAGCTGCTAATGTGTTGTC

	50003_27
	28
	[G/C]
	ATGGGACATCTGGCACGATTTTGCACTGATTGGAAC

	50005_10
	11
	[G/A]
	AAGCTAATTTGCGCAAGTTGATGCAAAACCGAATCG

	50006_17
	18
	[C/T]
	ATGAAAGGCTGAGCATCCCTCTGCAAGTCAGGGGCC

	50008_28
	29
	[G/T]
	ACTGTTTGTAAAGCAGAGAGGTGCTGCAGGCTCAAT

	5001_26
	27
	[C/T]
	GAAGGCAAAGAAGCAATATTCTGCTTCCTGGCTAAC

	50011_2
	3
	[C/A]
	ATCGCACAAGACGCAAGAGGATGCAAGAGTTACATA

	50014_16
	17
	[G/A]
	CCCAGACACACTGCAGGCGCGTGCGCCACATATCCG

	50016_17
	18
	[C/T]
	TGTGCCTGATTTGCAAGCGTTTGCTGGTGATTTATG

	50027_28
	29
	[G/A]
	AAGGGTTAAGCTGCACTCGTCTGCCTGAGCCCGTGC

	50028_30
	31
	[G/A]
	AATCAGCAGCTAGCATAAACGTGCACACACGCTCTT

	50031_2
	3
	[C/A]
	ATCAAGCTAGGTGCAGCCATGTGCTCGTGGTTAGGG

	50032_25
	26
	[G/A]
	TCCACATTAGAGGCAACCCAGTGCCGACTCTAAATA

	50035_28
	29
	[T/A]
	CTGTGCAACAGTGCAGTGGTCTGCTAAGTTTATTAA

	50036_8
	9
	[T/G]
	GAAATATGTCATGCAATACGCTGCTGGGTGTTTTCA

	50038_20
	21
	[A/G]
	GGGAGCACTGAAGCAGTTGAATGCAGCTCTCCTACA

	5004_24
	25
	[G/A]
	ACGCAGAACAGGGCAAAGGAATGCGAGTCTGGGTTT

	50041_19
	20
	[C/T]
	TCTACAGTGTGAGCAATCGCATGCTGCTGGTCATCC

	50049_16
	17
	[C/T]
	GGAAGAAGTTGAGCACCGATGTGCTGAAAGCCACGG

	50052_2
	3
	[C/T]
	AACAGCGAATGTGCACAAGCATGCAACAGTGATGAA

	50054_9
	10
	[C/T]
	CTTTGTCCTCCTGCAGCACCGTGCTGTATCCTGTAA

	5006_9
	10
	[A/G]
	TTCCAGCCAAGAGCATTACAGTGCCGGTTGTTTTAA

	50063_6
	7
	[A/G]
	CGGAACAAAAGGGCAAACAGATGCGCTTCATTCCCC

	50065_3
	4
	[G/A]
	GCCGAGCTCAAAGCACGGCTCTGCCGCAGAGCGCCT

	50071_26
	27
	[G/A]
	CGAAGCAGCACGGCATCTAGCTGCATGAGCCCTGTG

	50073_5
	6
	[C/T]
	GGTTGCGTAACAGCACTCAGCTGCCCAAAGATGATT

	50081_25
	26
	[G/A]
	TATACTTTGGTGGCATATCGATGCCGCACGCTTGCA

	50086_8
	9
	[G/A]
	TGTTGTTTGAAAGCACAGTGCTGCAAGAGCAACCGC

	50090_34
	35
	[C/T]
	GAGGAAAGGATCGCAAGGTGGTGCTGTGGGATCACG

	50093_18
	19
	[C/T]
	CAGAAGCAGGTGGCATTGCTTTGCGTAATGACAGAT

	50094_17
	18
	[A/G]
	CTAAAGCTAACAGCAACATGATGCTAAAGCGCCCGG

	50098_25
	26
	[A/G]
	ATCATCTCCAAAGCAAGTTTCTGCTAAACCCAGCCG

	50107_24
	25
	[T/C]
	GGAGTATCAGGAGCAGCTGTGTGCTGTCACAGGGGT

	50109_11
	12
	[G/C]
	ATTACGATACAGGCAGACAATTGCAAAACAGGGGGC

	50117_5
	6
	[T/C]
	GTACGTCGCTGCGCACAAAAGTGCAAATGCAAATAC

	50120_11
	12
	[G/T]
	CTTTATAGAAAGGCATGGTGGTGCCGCAGGTGTAGG

	50121_20
	21
	[C/G]
	GGAGCTCCAAGGGCAGCCAACTGCTCTCCCACAGCT

	50122_29
	30
	[A/T]
	GGCTCTCAGGTAGCACGCTACTGCTGCGAACATCTT

	50129_1
	2
	[C/T]
	TCTTACGCTCCAGCAAGATCTTGCACACCGTGAGAC

	50139_3
	4
	[A/G]
	GCCAGAGCGTTTGCACGGGCGTGCTACCTGTGTGTG

	50140_1
	2
	[C/T]
	CCAGTCAAAGAAGCAGCCTAGTGCTCATCTCCCACA

	50141_29
	30
	[C/T]
	CACACAAGTGGAGCAGTGGGCTGCTCTGTCCACAAT

	50143_25
	26
	[C/T]
	ACATTAGTCATCGCAGCGTATTGCTCCAGCATGCGA

	50144_17
	18
	[G/A]
	TAACTGACAGGAGCAGAGAGATGCCCTGGAGCTCAG

	50146_30
	31
	[T/C]
	TACCTCTGAAGCGCAGATTAATGCTGAGCTTATAAA

	50148_31
	32
	[G/A]
	TCGGCTGATATGGCAGGTAATTGCGTTTAGTGTGTG

	5015_11
	12
	[C/T]
	CTGATAAATAACGCACTGTCTTGCACAGTTGGCTCA

	50152_27
	28
	[C/T]
	TGCAGGAGAACCGCACTGAAATGCATTTACTGTGTT

	50157_1
	2
	[A/G]
	AATGACAGGAATGCAGGAACCTGCTGTGTTACTAAA

	50159_16
	17
	[A/G]
	TGCAGGAGGATGGCAGAACGCTGCCTGATGGCACGC

	50160_31
	32
	[A/T]
	GGAGGCACTGCAGCAGCACCCTGCACATGTCAGTGT

	50161_15
	16
	[C/A]
	CAGGTGAATCACGCACCCCACTGCAGCCACCAAGCA

	50168_9
	10
	[G/A]
	GCCTAATATGAAGCAGCTGACTGCCATCTCGGCGCG

	50169_25
	26
	[A/T]
	TGCCTACATATGGCAGCCGAGTGCGTTCAGGCGGCC

	50174_2
	3
	[C/T]
	TCCTTGCAGCACGCAGGCAGCTGCCCTCAAGAGGAG

	50180_27
	28
	[C/T]
	AATAGGTAGTGGGCACCACCATGCGATCCAAAAACA

	50184_16
	17
	[G/T]
	ATTATACAGAGTGCATGGGAGTGCCGCAGTACTTGT

	50186_26
	27
	[T/A]
	AGTGCGATGTCAGCAAGTCCTTGCTTTGAGTTTTAG

	50188_30
	31
	[T/A]
	CCTCTCTGCAGGGCAGTTAGGTGCAGCTGCTGGTAC

	50189_34
	35
	[C/T]
	ACCTGTGTGTGCGCATTAATTTGCGTGTAGCTTTCA

	50194_25
	26
	[A/T]
	GTGCGTTTGTGGGCACGTGTGTGCGAGACACAGCCG

	50204_33
	34
	[T/G]
	GCTCACTGTGAAGCAGCAGTTTGCTATTCACCGTGT

	50212_32
	33
	[G/A]
	ACTACTGTATGTGCATGTCTGTGCTTCACTACGCTC

	50215_30
	31
	[C/T]
	AGGTCCTCTAATGCATTGGGGTGCATGCACCTAGTC

	50221_10
	11
	[G/A]
	GTTCAACCTTGGGCAACCATTTGCAGCCAGATTCGA

	50224_33
	34
	[A/G]
	CAGCACGAGTCAGCACCGAGCTGCACTGATGCTAGA

	50225_28
	29
	[G/C]
	TATATTAAAGTGGCATGGGAGTGCAGTGGGTGACAG

	50226_7
	8
	[C/T]
	GAGAAGACTACAGCAGCATCCTGCTCAAGAACATCC

	50229_8
	9
	[A/G]
	ATGGAAACAGTAGCATTAGTGTGCTCCAGAGCTGAT

	50230_4
	5
	[G/A]
	TAAAGAACTCGGGCAGAGCTCTGCGCTCAATAGCAT

	50232_7
	8
	[T/G]
	CAGGCATTTAAAGCATAGCCATGCACCGTTTCATCC

	50234_33
	34
	[A/G]
	CTGCACCTTAAAGCACAGATATGCTGTGGCTGTAAA

	50238_28
	29
	[C/T]
	ATTTTTCAGAGGGCAGACCTTTGCTCTGCTGGAACA

	50243_20
	21
	[G/A]
	AATAAGAGCCAGGCATCTCCGTGCAATTTCTCCACT

	50244_17
	18
	[T/A]
	GATCTCTGTCTTGCATCTTTTTGCTGAGGTCCATGA

	50249_16
	17
	[G/T]
	GAGCTTTTGACAGCAAGAAGTTGCAGTGTGTGTGTG

	50250_17
	18
	[G/A]
	AAACCAGCAATAGCAGTGAAGTGCAGCAGCTCTCTG

	50252_20
	21
	[G/T]
	GTGGTTTGGCTGGCAGGTTGGTGCTGTCTGTGGCAG

	50254_28
	29
	[A/T]
	TATTAACTTTTTGCAACCTGTTGCGCCGACACACAG

	50255_16
	17
	[T/A]
	TAAAGTGCCATTGCAGTGATTTGCACAGGAGCTGCA

	50263_18
	19
	[C/T]
	GTGTGTAAAAATGCAGCTCACTGCTGACTTCCCTGA

	50264_29
	30
	[C/G]
	GCCAAGCCTAAAGCAAAATTATGCACAACCTCCCTT

	50266_2
	3
	[A/C]
	GAAGAGAAGCAGGCAAACCTATGCTGGACTCTGGAT

	50268_6
	7
	[G/A]
	ACTACAGAGCCTGCACTTGCTTGCACGGCATGTATA

	50273_2
	3
	[G/T]
	CCGCCATTCTGTGCATGTGTTTGCTAGCAAGCACAA

	50279_16
	17
	[C/T]
	ATTCAGCTTCCTGCAACGAGCTGCTCGGTGCCTCCT

	50283_27
	28
	[A/G]
	TCCAGCATACAAGCACGTACATGCCGCAAAATATCT

	50284_18
	19
	[T/G]
	TAAGCGCTGATCGCATTATCGTGCCCTGTTCGCCAG

	50285_20
	21
	[T/G]
	TAGTTTTATGAAGCAGGTGCGTGCTCAACACTGACC

	50289_26
	27
	[G/T]
	GTTCTTTTCCAGGCATGTTCCTGCAGGAATTCAGAT

	50292_9
	10
	[C/T]
	ATCTGATGCCGTGCACCTCCATGCTTCACTGCCCAG

	50293_34
	35
	[C/T]
	ACACTGTTGGAAGCAACTTTTTGCACACAGCTTTCT

	50297_31
	32
	[C/T]
	GCTGAATCAGAGGCATTGAGTTGCAAAGCCCCGACA

	50299_33
	34
	[T/C]
	TTGAAGTTGGATGCAGTGGCGTGCTGTGCGTTTTAA

	50301_5
	6
	[C/T]
	GAGAACGGATGTGCAAACCTTTGCCACCCACATACA

	50302_4
	5
	[C/T]
	CTAACGTCACGGGCATGAAGATGCACGGCTCCAACT

	50306_3
	4
	[C/A]
	CAGCACAGATTGGCATGGGCATGCCGTAATGTTGCT

	50309_34
	35
	[G/A]
	TTCAAGACTACTGCACCATTGTGCCTGATGGAACGG

	50312_6
	7
	[G/T]
	ACACTCGAGGTCGCATCGCAGTGCTCCTGCCTGACT

	50313_24
	25
	[T/C]
	AGAGCAGAAAGAGCAGAACAATGCTGACAAAGTCAA

	50314_7
	8
	[G/A]
	GGAGGCGGAAGAGCAGAGACATGCTGTCCTGGTTGT

	50316_11
	12
	[C/T]
	GTTATATGTAACGCAGGAGGCTGCCAGCTTGGTATC

	50318_34
	35
	[A/C]
	ATCTACACCCTTGCAGAACTTTGCTCGCCTCTGTAT

	5032_11
	12
	[T/G]
	GTGCTGAGCACTGCAAACTCCTGCATCAAAAGTGAG

	50322_31
	32
	[C/G]
	TTGCCATACTTAGCAGTGTATTGCTGCCCGCCATGG

	50323_11
	12
	[C/T]
	TGCACTTAGTACGCACAACCATGCACACAAAGCAGT

	50332_7
	8
	[G/A]
	GCCAGTCGTATCGCAGGACTTTGCCAGTCAAGCGCC

	50334_19
	20
	[C/T]
	TCGACTCCTAAAGCACTGACCTGCCCGCTCTCGGCT

	50335_29
	30
	[A/G]
	ACGCACATACACGCATATGTATGCACACAAGCACGT

	50338_15
	16
	[C/T]
	CCGTGCCCAAGGGCACGTTAGTGCTACCATGATTTG

	50339_8
	9
	[T/A]
	TTACTGTGTTTTGCAGCATGTTGCATAGCATCCCAG

	50341_17
	18
	[C/T]
	CACTCACTCAGTGCAATCATCTGCTGATGGACACCT

	50348_7
	8
	[G/A]
	CAGGTGTGGGCTGCAAACTGGTGCCAGAGCACATTG

	50353_4
	5
	[G/A]
	GTTTGATGGAGTGCATTTGTCTGCAGGCGGGGATGA

	50359_19
	20
	[G/A]
	AGTGGTCACTGAGCATGTTACTGCGGCCGTACTGAA

	50361_4
	5
	[G/A]
	CAGTGAAGGTAAGCATTGGGTTGCCATAGGAACAAC

	50364_3
	4
	[C/T]
	CTACAGTTCAAAGCATGGTGCTGCCAAGTCATGATA

	50365_24
	25
	[G/A]
	CTTCTTCGATCGGCATCCGGGTGCGTTCACGAGCAT

	50368_7
	8
	[G/A]
	CAGGCGGGCCTGGCAGGCTGCTGCAGTAGACCCGGT

	50370_18
	19
	[T/C]
	TCATCCACCTGTGCAAACTTTTGCACAAACAGCTAC

	50372_25
	26
	[C/T]
	AAAGTTTGCAAGGCAGGATTTTGCTCCAGGTTTTGT

	50380_6
	7
	[C/T]
	ACTTCTCGAACAGCAGCGCAGTGCTCAGCAGAGTTA

	50388_28
	29
	[G/C]
	GGCGTGACGTGCGCAAGAAACTGCGCCGGTCGAGCA

	50392_10
	11
	[G/A]
	AATGCATTACAAGCATGCGGTTGCTCTCTCACACCG

	50393_34
	35
	[C/T]
	AATGTCTTCACGGCAGTGATCTGCCTTCACCTTTCG

	50395_20
	21
	[T/C]
	CATGTTTGGCTGGCATCATGTTGCATCAGCTGGCAA

	50399_29
	30
	[T/C]
	TATCAGGCTTGTGCAGAAATGTGCAGTTGCGTAAAA

	50400_1
	2
	[C/T]
	ACCCTCCATGCGGCAGGCAGTTGCGAGAGCTGATCC

	50403_27
	28
	[G/A]
	TGAGTGTGAGCTGCACTAAGCTGCAGTGAGTCTATA

	50407_32
	33
	[A/G]
	AGGTTATTACATGCAGCCAGGTGCACAATCACGGGG

	50411_9
	10
	[C/T]
	GATTTTGGTTTTGCAGATTTCTGCGTGAATGTCTTT

	50415_11
	12
	[G/A]
	CAGCTGGCATGGGCATGCAAATGCACTCAGAGTGAA

	50416_10
	11
	[T/A]
	TACCTAGCACTGGCATGCGGCTGCATCGGAAAAGGC

	50418_7
	8
	[A/C]
	CTAACCTAGCCAGCAATGGTGTGCTCATCTGGGCTA

	50422_1
	2
	[C/T]
	TCTGGTGGGCAAGCAAGTCGGTGCAAGCCTGTCATT

	50424_4
	5
	[C/T]
	CCACCTTCTTCTGCAGCTTTCTGCTGGTCAATGTAG

	50425_30
	31
	[T/A]
	GGCAGCAGCGTGGCAGCTAATTGCCTTCAATCCTCT

	50437_4
	5
	[G/T]
	GCACTGTAGGCCGCATACCCATGCCTCCTGTTTGAA

	50439_34
	35
	[T/C]
	AACGAGAGCAGGGCAAGGTTGTGCCAGTCGACCCTG

	50441_17
	18
	[G/A]
	TAGTCAACATTTGCATGGAGTTGCTGAACCTGATCT

	50445_24
	25
	[A/C]
	AGAACTCACCTGGCATCCTCATGCACAGGACAGGAA

	50450_1
	2
	[G/A]
	CGACGTTAGGGGGCAACCCAGTGCCAGAGCCGGGTC

	50452_24
	25
	[G/T]
	GGTAGCACATTGGCACTAAGTTGCGCACGTTTTGCC

	50454_27
	28
	[G/A]
	TGGGAGGGGACTGCAGTATTCTGCATGGCTGCAACA

	50470_10
	11
	[T/C]
	GCATCCTGACTGGCAGTGTGTTGCTTACAGACTCAA

	50475_27
	28
	[C/T]
	ATTTTGTAGAGCGCAGCCAGCTGCTCTCTTCTTTAT

	50478_6
	7
	[C/T]
	AGTACCCGGATAGCAGTTAGGTGCCTTGCCCAAGGG

	5048_31
	32
	[C/A]
	GGCCTTAAGGTGGCACTGTAGTGCCAGTGTTCATAT

	50482_15
	16
	[T/C]
	ATACAGACAGACGCATCAACATGCACTAAATGGACC

	50490_10
	11
	[C/T]
	TCAATCCCTTCAGCACAAAGCTGCCAAAAATCTCCA

	50493_16
	17
	[C/G]
	TCCTCTGATGAAGCATCTCTCTGCTTACAGCTCTCA

	50499_25
	26
	[T/A]
	TGTCTGTGATTTGCATTTGAATGCTTGCTGTCACCT

	50502_24
	25
	[G/T]
	GAGTCCCCAATAGCACCTAGATGCGACCATGCTGTT

	50507_2
	3
	[T/C]
	TGTACTGTTTCTGCAAGCCTGTGCTTCTCGATATGC

	50509_6
	7
	[G/A]
	TGGGATGGAGCTGCAGTGTGTTGCCTTCGATTCGTT

	50510_9
	10
	[G/A]
	GCAGAAGAGGGAGCAGTGCAATGCTGAGCGCATGGC

	50511_1
	2
	[G/T]
	CGTATTGAATTAGCAACAAATTGCGAGCGGCACAGA

	50514_26
	27
	[G/A]
	CATGTAGCACATGCACAGTCCTGCCAGAACTGGACT

	50517_15
	16
	[G/C]
	GCTAACCGTAGCGCAGTAGGCTGCTCGAGGGCCCTG

	50518_31
	32
	[G/A]
	GCATGGCGTCATGCATGCCAATGCCGGCACCGGGAA

	50521_11
	12
	[G/A]
	TTGTAATCTTGGGCAAATTACTGCGGAGGACGAGCA

	50522_29
	30
	[C/T]
	GGCGGCTCTCATGCACTTCTCTGCAGAAGCGGGACT

	50525_28
	29
	[G/A]
	ATGTAGCTGCCAGCAACAGGGTGCAAAAGGAGTTTT

	50530_31
	32
	[A/C]
	GAATGGCTTGTTGCAGCACATTGCACCTGTAAAGAT

	50534_1
	2
	[A/T]
	TAAGTCTAAGGCGCAGCTTCCTGCCTTGTATTTTTG

	50535_5
	6
	[T/C]
	ACACATACTACTGCATTTGAGTGCTGTTGAGTGCTG

	50543_27
	28
	[G/C]
	ATGGGAGGCGGAGCAAGTCAGTGCAGAGGTGGGCGT

	50545_10
	11
	[G/A]
	GCTGGAACTGGAGCATCCTCCTGCTGCCGGCCTCTA

	50550_33
	34
	[C/T]
	GGGACTGACTGTGCAGATGAATGCGCTCTATAGCGA

	50552_6
	7
	[G/A]
	ACAAAGGAGCCTGCATGTCACTGCTGCTCTCGTGGA

	50556_34
	35
	[A/G]
	CGTTCAAGAATCGCAGTTTACTGCGTACGATTCTAA

	50561_2
	3
	[G/T]
	ATGTGCTGCCACGCAGTAATGTGCTTCGTTCCATAA

	50564_27
	28
	[A/G]
	AACCAATGGACTGCATCCATCTGCTTGATGTTCATA

	50565_25
	26
	[C/T]
	ACCACACCCCTTGCATTCCTATGCACACCTGCCTAC

	50568_7
	8
	[G/A]
	CACAGTGGAGCTGCAGTCTCATGCACACAGATAAGA

	50575_31
	32
	[G/T]
	GACAAACTGGCTGCAGTCAGGTGCATGAAATGGTTC

	50576_6
	7
	[G/A]
	GGCGCTGAGTCAGCATGACTGTGCAGGACTTTAATA

	50590_27
	28
	[C/G]
	AACAGCAACACAGCACCACTGTGCCACCAATATCTA

	50595_33
	34
	[G/T]
	ACAGGCTGCACTGCATGTGGTTGCTTTAGTGTTGTT

	50599_29
	30
	[C/A]
	CAACCTGCAGCAGCATGTTGATGCATCAACACAAAT

	50600_5
	6
	[G/A]
	AGGTGGAGGAGTGCACGCTGCTGCCCCCTGCTGCAG

	50604_27
	28
	[C/T]
	TGTCCTCCGCAGGCATGTTTCTGCTTCCTCCACTCA

	50608_33
	34
	[C/A]
	TTCAGCATGCTAGCAAATGTATGCAGTTCTGGCCGT

	50617_2
	3
	[G/C]
	CAGTCGTACAAAGCATTTCACTGCACAGTTGTACCA

	50623_7
	8
	[A/G]
	TCTGGAAAACTAGCATAGGTTTGCAGGCTGTAGGAG

	50632_26
	27
	[T/C]
	GGCCAGAACACTGCAGGCAGCTGCACTCTAATCTGG

	50633_28
	29
	[T/A]
	CTGTTTTGGAGTGCACCGTGCTGCCCACTATAGTGT

	50634_20
	21
	[C/T]
	GTGTGGAGGAAAGCAACGAGCTGCTGAAGGAGATCG

	50636_1
	2
	[C/T]
	CCTTTTAGCCCTGCAGCTGGGTGCATGGGATTATAT

	50640_15
	16
	[A/G]
	ACCAATTACCATGCAAACGCATGCGGCTCTGTAGAG

	50646_26
	27
	[A/G]
	GGTGTACTGTATGCAGGGTGATGCACATGGACTTTT

	50647_2
	3
	[T/A]
	ATTGGCCCCAGAGCAGAAGGCTGCCTGTGGATCCTG

	50657_10
	11
	[A/T]
	AATGATTAATAAGCAGCCGGCTGCTGCCACACGTTA

	50664_9
	10
	[C/G]
	AATTGTGTTCCAGCAGCACAATGCACAAAATCCTGC

	50666_1
	2
	[G/A]
	CGCAAATGAGAAGCACGTGGCTGCAAGTGCACCATT

	5067_16
	17
	[T/C]
	GCCATTGTGGTCGCAGTTTTGTGCTTCATGTTTACA

	50670_17
	18
	[G/A]
	AAGAGCGAAGACGCAACGTGTTGCTCCATCCCGATT

	50672_15
	16
	[G/T]
	TACAATAAACATGCAGGTACGTGCACTGGCTGCACA

	50675_19
	20
	[C/T]
	GTCAATCACATGGCAGACTCATGCACAAACACACAC

	50681_2
	3
	[A/G]
	CCAGAGAAGTGGGCAGCCCTGTGCACAGAAAGTGGG

	50690_17
	18
	[A/C]
	GAGGCCTACAGTGCAACAGATTGCTGAGGAGCCCAA

	50691_28
	29
	[G/T]
	ACGTGGCGAAGCGCAGGTTGATGCTTTTGCCGCGTC

	50694_2
	3
	[G/T]
	ATGTTTTCCAGAGCATCACACTGCTTCTGCCAGCTT

	50695_34
	35
	[T/C]
	GTGATCCACAGAGCAAAAGGTTGCTGCACAAACTTC

	50699_33
	34
	[G/A]
	TACACAGAAGAGGCATTAACATGCACCTACCGAGAC

	50701_30
	31
	[T/C]
	GCTATCTCTGGGGCAAGAGGCTGCCGCTTGTCTCTG

	50702_32
	33
	[A/T]
	GCGAGACAGACAGCAGTTTTCTGCTTCTCTTAAGGA

	50705_2
	3
	[A/G]
	TGATGGCAAAGTGCACAGGTGTGCTGTTTGTTAGCC

	50711_28
	29
	[T/C]
	CAATCATCAGGTGCAGGACAGTGCCAGTTCATTACA

	50713_32
	33
	[A/G]
	GCACTACCTGCAGCACCACCGTGCACACCTTAAGCT

	50718_15
	16
	[C/A]
	GACGGCTTTTAGGCACTGACCTGCTCGCCTCTGCCA

	50719_25
	26
	[A/G]
	ATGCCAGTCTCTGCATATTAGTGCCATGTCCTCGTA

	50721_1
	2
	[T/C]
	CTGTTTGTGTGTGCATGTTTCTGCAGCATTGTGTGT

	50724_26
	27
	[T/A]
	GGCTGAAATCAGGCACGTCCATGCGAACTGCAGAGT

	50726_2
	3
	[C/T]
	CTCGCTATTCGAGCATAGCCTTGCTTTACAGCACCA

	50729_28
	29
	[G/A]
	ACTGTTGATTGAGCATCTGAGTGCTGACGTCGATCC

	5073_4
	5
	[A/C]
	CCTACTGTTCCAGCATGACATTGCCCTTGTGCACAA

	50732_31
	32
	[G/A]
	GGCGTCTAGTTGGCATGGCAGTGCGTTTCCCGGGTG

	50735_18
	19
	[T/G]
	ACCACGCATCATGCATCCTGCTGCAATGCTTCGATT

	50736_15
	16
	[A/G]
	CATTTCCTTGCTGCAGAAATGTGCCAGAGATTCCAA

	5074_5
	6
	[G/A]
	AATTGGCATGTTGCAGGCCCTTGCACCCCTGCATTG

	50756_26
	27
	[C/A]
	TCCAGCAGGACTGCACCGGGCTGCGTCCCGGGGAAC

	50759_27
	28
	[A/G]
	TCGGTAAGTCGGGCACGTAGCTGCGGCAGCGTGGAA

	50760_24
	25
	[C/G]
	ACACCACCTGTGGCACCACCATGCCATCCGTTTGTA

	50766_27
	28
	[C/T]
	CACAAATCACGTGCACCCACCTGCACACAATAAGCA

	50768_28
	29
	[G/A]
	TCCTGTACAGCTGCAGAGCGGTGCGTGCGTCCTCTA

	50769_8
	9
	[G/A]
	TCGTTGTCGAACGCATTTGTATGCGACGGTCTAAAA

	50778_33
	34
	[C/T]
	ACATCTCTATTAGCACCAAGCTGCTCTCCGGCTCAT

	50779_31
	32
	[C/T]
	AGAAGCAGGCCAGCAGGTTTCTGCTAATTACCAACG

	5078_19
	20
	[G/A]
	ACTATGTGGGTGGCACTGTGGTGCCACAGATAGTGA

	50780_5
	6
	[C/T]
	ACGGACGAGCCAGCAGGAACATGCTACTCATTTCAG

	50782_20
	21
	[T/C]
	CAAGTACCTGAGGCATCACACTGCTTTCACTGATCT

	50785_19
	20
	[G/A]
	GCCCGTCGTTAGGCACCACGATGCCTGCCAGTTTGC

	50790_17
	18
	[G/A]
	TCTAGTAGGTAGGCAGCGTAGTGCAGCAGGATGTCC

	50794_4
	5
	[A/G]
	AGTCATCCGGCGGCACTTTGATGCCACTTGGCGGCA

	50801_19
	20
	[T/C]
	TCAGAGACACTGGCACGGCTCTGCACCTTAAACCCA

	50803_17
	18
	[G/A]
	TGCTGCAGAGATGCAGCGTGTTGCAGATATCAGGAT

	50804_31
	32
	[C/T]
	TCTCACTAGATGGCACTAGCTTGCCATAGTTCCTTT

	50805_2
	3
	[T/C]
	CATCTCTGATGTGCAGCAGAGTGCACTAGGGAGAAA

	50817_34
	35
	[T/G]
	TTATGACCGACAGCAAGTTTGTGCCGTCTTAAACGT

	50821_5
	6
	[G/A]
	CAAACGGTCGATGCACCTGTCTGCTTTTCATTCAGA

	50826_4
	5
	[G/A]
	CAATGATGTCAGGCACCAGCTTGCCATTTTCGTTCT

	50830_24
	25
	[T/G]
	TGTGTGCCAGATGCAAGTTCCTGCTTTTCAGATAAA

	50854_34
	35
	[A/G]
	TCAGCTGACAAAGCATGAACGTGCCTAAACACTAAA

	50857_26
	27
	[G/A]
	ACACCGAGCCAAGCAGACTAATGCATGATGTCTTGG

	50860_17
	18
	[G/A]
	TTAAAAGTTGCAGCATTGAAATGCCAAGTGAGGAAG

	50863_33
	34
	[A/T]
	ATGGGACCCCTGGCATGGCTCTGCCAAGTGAAAACC

	50868_25
	26
	[C/T]
	ACCTGCCTCTGGGCACTAGTGTGCTCAATAGTGTGT

	50870_20
	21
	[G/A]
	TTCATTATACTGGCAAAGTCGTGCAGCTGCAGCTCT

	50873_11
	12
	[C/T]
	TGTGCATAATCCGCATGACCCTGCCACCACCGTGCT

	50877_18
	19
	[C/T]
	TCTGTGCGAAAGGCAACCCACTGCGGACAACAGCTG

	50879_8
	9
	[A/T]
	ATGCACACATTAGCACGTACATGCGTCTTTGCTATC

	50880_10
	11
	[A/G]
	TCCTTGGGCAGGGCATTCTTGTGCTTTGTGTTTTAG

	50881_7
	8
	[T/C]
	GTGTGTGTGTGTGCATGCATGTGCGTGTCTAACCAG

	50882_1
	2
	[T/C]
	CTGGAGTGGTGAGCAGTGCCATGCCCAAGGCACATT

	50883_4
	5
	[C/A]
	TCACCCCCACAAGCACATCAGTGCACTTGTTGTCAC

	50886_5
	6
	[C/T]
	ACAGCCAGCCTGGCACATTCCTGCTGTTCGTTCACG

	50887_5
	6
	[C/T]
	AATCTCCCATTTGCAGTGAATTGCCTTGCTGAGATG

	50888_34
	35
	[G/T]
	GTGCATTGGGTAGCAGGTAGATGCCTTGTGGCATGT

	50894_25
	26
	[C/T]
	CAGGTCTAATCAGCAGAAGGATGCTCCACTTCACTA

	50896_11
	12
	[G/A]
	GACTCCCTGCAGGCAGCGGCATGCATGTGTTGCAGG

	50897_24
	25
	[C/T]
	GATTGAGCAGGTGCAGACTAATGCCGGATTGTCTGG

	50899_30
	31
	[G/A]
	GTGTTGGTAATTGCACAGGCTTGCGGTTCCGGAGAG

	50904_2
	3
	[G/A]
	AGGAAGTCTTCTGCACGGGAATGCAGGAAGGCGTCT

	50911_18
	19
	[C/T]
	GGGAAAGGTACTGCAGCACTGTGCACGGATCACACA

	50912_9
	10
	[G/A]
	AGCATATGGGAAGCAGCATATTGCCCATGCACAGCA

	50914_2
	3
	[G/A]
	CTGTTCTGAAGAGCAGGGTGGTGCTGTGGTGCCATG

	50915_19
	20
	[G/A]
	CCAAGATGTAGAGCACCAGGTTGCTGATGCGAAACG

	50917_34
	35
	[G/A]
	ACGTAAGTAGAAGCAGAGGGGTGCCTTCAACATGGA

	50918_1
	2
	[G/T]
	TGCTGGGTCACAGCATAATGTTGCACTATGGTCCTA

	50919_18
	19
	[T/C]
	TTGTATTGGCTGGCACGCCACTGCCCACATCATGCC

	50926_30
	31
	[T/C]
	TTCCACAGCCGAGCAACTGTATGCAAGCCTTACATG

	5093_17
	18
	[C/T]
	ACAGCCTAAATAGCAGCCGCTTGCCGGCCGACAGAA

	50930_26
	27
	[G/T]
	CTCCTGGCTGCTGCATCAGTGTGCGTGTGTGTGTAT

	50939_1
	2
	[C/T]
	TCCCTCAGGCCTGCATTTTGCTGCACTGACAGTACT

	50947_28
	29
	[C/T]
	CCATACTCATGTGCATAGCGTTGCCCTTCAGCCAAC

	50948_31
	32
	[G/A]
	TTCGGGGATGGTGCATACACCTGCAAAAAGCGGAAA

	5095_25
	26
	[C/T]
	GGTTTCCCAGTGGCACACGTGTGCTCGCGCGTGTTA

	50955_10
	11
	[C/T]
	AAGAAACCGATAGCAACAACATGCAATAGCAGTGCT

	50956_24
	25
	[G/A]
	ACTACTGAAGCAGCAGCTAATTGCGAGTAAGAGCAT

	50957_18
	19
	[A/G]
	GGTTCGGTGCGAGCACAGAACTGCGGCTGGTGAAAA

	50964_9
	10
	[C/T]
	TTAGGGTGGCGGGCATGGTGGTGCCGCAGGTAGCAT

	50966_7
	8
	[T/C]
	CACTGGCTTCCTGCAGGATTGTGCGTTACCTGCGCC

	50969_25
	26
	[A/G]
	ATTAAACACGGGGCAGATGTATGCTAAGAGCACGGC

	50970_26
	27
	[G/A]
	TTGTGTACAGGGGCATTGCCATGCTGAAACAGGTTT

	50977_4
	5
	[C/T]
	AGTTCAGCAATCGCATTGCCTTGCCTTCTGTATCTA

	50979_28
	29
	[T/C]
	ACTGTAGCTTTAGCACTAGCGTGCGACCTTATAGTT

	50983_10
	11
	[A/G]
	GCTGGCATTTAGGCATTCAAGTGCTGTGGGGTTTTG

	50986_30
	31
	[A/C]
	GGGCCCACTGAAGCAGAGGCGTGCCAGGTGAGGCAT

	5099_7
	8
	[C/T]
	TGCGTCTCAATTGCAGGAATTTGCCGAACGCCTCGA

	50990_28
	29
	[G/C]
	GAGTTAATAAATGCAAATGACTGCACCGGTGCATCA

	50991_4
	5
	[G/A]
	ACACGAGCCACCGCACCACTGTGCTGTCAACAGCTG

	50995_7
	8
	[G/A]
	TGGCCCAGAAATGCATTCATCTGCAGATCATCCTGT

	50998_3
	4
	[T/C]
	CTCTTGGGCAAAGCACCTAACTGCTTCCCAGGCACT

	50999_9
	10
	[C/T]
	GAATCTGTTCCTGCAGGCTGATGCCTCTCATGACAG

	51004_10
	11
	[C/T]
	CCACACATCACTGCATTGCTATGCTTCCTTTGCTAG

	51005_1
	2
	[C/T]
	TCCCTGCTTTGGGCACGAAGATGCCAGTTGTCTGAT

	51007_31
	32
	[G/A]
	TGAATCACTGGTGCAGCGTAATGCAGCGGTGGAGAG

	5101_18
	19
	[T/C]
	GATAGAGGTGACGCATTCTTCTGCCCCATGAGCCGT

	51011_27
	28
	[G/A]
	GACGCAGCTGAAGCACCAGTCTGCCGTGATCTTGAT

	51026_11
	12
	[T/G]
	CTGCTGTTTGTTGCAGGGCTTTGCCTCCTGTGCCGA

	51032_18
	19
	[G/A]
	AGAATAGTGCTGGCAAAAGAATGCTAGTCAGGCAGA

	51037_3
	4
	[T/G]
	TTTTGGGGGGCTGCATGTGTTTGCTAATGGCAAGGT

	51040_30
	31
	[C/A]
	AGGCGCTAATCCGCATTTCTTTGCTGTGGACGTGTA

	51041_27
	28
	[G/A]
	ATGTTGCATCATGCAACCCTGTGCTCTGAGCCCAAC

	51053_26
	27
	[G/A]
	AAAACAATGGCAGCATGTCAGTGCTGGGTGTTTGAA

	51058_4
	5
	[A/G]
	GTGGACATTACTGCATCACTCTGCTGCCTGACAGAA

	5106_25
	26
	[T/C]
	GGCAAAAAATGGGCAGCCAAGTGCTCGTGTGTGTAT

	51061_33
	34
	[A/C]
	AACAGCATGTCTGCAGCATTCTGCGCTCAAGAAAAG

	51062_11
	12
	[T/C]
	CTACTTGAAAATGCATTTGCTTGCTCAGGATGGATC

	51065_5
	6
	[T/A]
	TCCCCTACTGGTGCAAAAACATGCTCCTGGCAGCCT

	51069_18
	19
	[G/C]
	GGACTGAAACCCGCAGGAGATTGCAGCTGCATTGAC

	51071_27
	28
	[T/C]
	CATCACCCGTTTGCATGGGGCTGCGTCTCAAATTCA

	51076_7
	8
	[C/T]
	TGGCAGCTTTTGGCACGACCATGCGTGAGGAGCAGT

	51082_8
	9
	[A/T]
	TATTCAACACCAGCAACCTGTTGCACCAGCTGAACA

	5109_4
	5
	[G/A]
	GCTTGTTTAAGGGCAATGCAATGCAACTTGGTGGTG

	51093_27
	28
	[C/T]
	CCTGCTCTTCTGGCAGAAAATTGCAGTCCAATTAAA

	51097_4
	5
	[A/G]
	ATGCAGACCTGCGCAGCCTGGTGCAAAGACCTTCAC

	51099_32
	33
	[C/T]
	GCTACATGATGCGCATAAGCATGCAGTCGGTTCCAC

	51108_28
	29
	[C/T]
	AAGGTGTGTAGGGCAGGTGGGTGCCCGCCGTCACGG

	5111_30
	31
	[C/T]
	TACCACCCTGGTGCAGTCGCATGCCCATTCTGTACC

	51111_18
	19
	[T/A]
	TCTTGCATGTGCGCACACTCTTGCACACACAGACAC

	51119_31
	32
	[G/A]
	CGGGATTTACCGGCAAGTGTGTGCAAATGCGGGTGG

	5112_18
	19
	[A/T]
	CCAGAATGCATTGCAGCGATGTGCGAGATTGACGGC

	51121_32
	33
	[C/T]
	CTTTAGACACACGCAGCTCTGTGCAGTGGCTACACA

	51124_7
	8
	[C/T]
	TTTTCCACTTTGGCATGACACTGCCACTGTCTCTAA

	51128_20
	21
	[C/T]
	GCATCTTCTCCAGCAGCACCCTGCCGAACAACTCCC

	51136_6
	7
	[G/A]
	GACCGCGAAAGAGCAAGACCGTGCATATTCTACCGT

	51137_33
	34
	[A/G]
	AGATATTAGCCAGCAAGCCAATGCTTGATTCTCAAA

	51138_31
	32
	[G/C]
	GAGATTGCACCTGCAGGTAACTGCATCCAAAGCAAA

	51140_31
	32
	[A/G]
	ACACTACCTGCAGCACCACTGTGCTGTCCACAAATG

	51145_11
	12
	[T/C]
	GCGTACAAGCCTGCATGGTTTTGCATGAGAAAAGCT

	5115_32
	33
	[G/T]
	AACAAATACCTGGCACCGGCCTGCCAAAATAGGCAA

	51151_6
	7
	[C/T]
	AACAAGCGAGAGGCAAGCCAGTGCCTTACACTCTAA

	51154_3
	4
	[G/A]
	GCAGAGGAAGAGGCAGCAGTATGCAAAGAGCAAGAA

	51157_32
	33
	[A/T]
	TCAACAGAGCGAGCACTCTGATGCACTTCGTTACAC

	5116_6
	7
	[A/T]
	GTTAAAACCAGTGCAGGTCGCTGCTATGTATTTTTG

	51160_32
	33
	[A/T]
	AAGCATCTATCAGCATTCGTGTGCACACACACAAGT

	51165_17
	18
	[G/A]
	CTTTCCTTCTTTGCAGTGCGTTGCCCAGACAACGAG

	51167_26
	27
	[G/A]
	TACAGCCTTCTGGCAGCTGACTGCGTGAAAGAGCTG

	51168_34
	35
	[T/A]
	TGTTGTTTTGGTGCACCTCTTTGCAACAGGCTCCTA

	51178_6
	7
	[G/T]
	CAGAATGCTCCTGCAAACATATGCCTTTGTGTTCAG

	51179_24
	25
	[G/A]
	TATTAAGGGTGTGCAAACTTTTGCGCTCGGCTTTAT

	51180_33
	34
	[C/T]
	AGCCCATCCCTAGCAGAGAGCTGCAAGATACATCTG

	51186_17
	18
	[C/G]
	TGGCAGGAATCAGCATGCCCATGCTTCCTGTGTTAA

	51189_11
	12
	[T/C]
	TAATGTGATGATGCAAAAGGCTGCTGTACGTGTTGA

	51192_30
	31
	[C/T]
	TATTCGTCACACGCAGAGTAATGCACAGTACAACTT

	51196_3
	4
	[T/A]
	GAATGCGCAGGTGCAGGTGAATGCGCAGCTGCAGGC

	51199_19
	20
	[G/C]
	AAGTCTGTGTCTGCATGACGCTGCACAGAATGAACT

	51201_29
	30
	[C/A]
	GAGCATACACAAGCAAGTGCCTGCAATTACTTTCCA

	51203_8
	9
	[A/G]
	CTGTGAGCACAAGCATAACTTTGCCGAGCCCCAAGG

	51214_5
	6
	[C/A]
	CTGCGCTTAGGGGCAGACAACTGCAATCTGGAATTA

	51215_26
	27
	[T/C]
	AGTGATTACTGGGCAGGACCTTGCAGTGTGTTGACA

	51216_4
	5
	[G/T]
	TTATGCTCAAATGCAGGTCGATGCACAGTTACTAAA

	51219_27
	28
	[A/G]
	AACTGCATTTATGCAGCAACATGCAGCAGGTAGCAA

	51222_6
	7
	[G/A]
	GAGCAGGCCACGGCACCACTGTGCATCCAGGATCAT

	51223_4
	5
	[G/A]
	GAGAGAGATGGTGCAGAAGTTTGCAGCTGTGGTTTA

	51228_31
	32
	[T/A]
	GGTTCCTTAACCGCAAGCCTATGCCTGCCCCTGCAA

	51233_17
	18
	[G/A]
	TTTCCCAGTCAGGCATGGCTATGCATCGCTGATGTT

	51234_30
	31
	[T/C]
	AAGTCCTTTCATGCATGGGCTTGCTTTTTTTCCTCT

	51236_7
	8
	[T/C]
	CACATATTGGAGGCAGTGAGTTGCTTGCGATGAGTG

	51238_27
	28
	[C/T]
	CTGCTCAAACCTGCAGCACTCTGCATTCTGATGATT

	5124_8
	9
	[C/T]
	ATGAATTTCCATGCAGCTGCATGCAAGTCTTACATC

	51241_28
	29
	[T/A]
	GTAGGATCACCTGCAATGACGTGCATGCTGCCCCAA

	51242_10
	11
	[T/C]
	CTTTTGGCCCTGGCACAGTTCTGCAGTCCACAGCTC

	51243_18
	19
	[T/A]
	TTCTTCCTGAGAGCATTTTAGTGCCTCCTCCATACA

	51250_10
	11
	[G/A]
	TGAGAAAGGAGCGCAGATTCATGCGCCGCAGGGCTG

	51252_20
	21
	[C/A]
	CCACTCCAGACAGCACCTTCCTGCTGCCATGCTATA

	51253_1
	2
	[C/T]
	TCATGTTTACACGCAAGTGCGTGCTCTGATGTGAAA

	5126_30
	31
	[A/T]
	GTCAATAATTCTGCAGTGCAGTGCCAGAGCAAAGTA

	51270_34
	35
	[T/C]
	TGAGACCAGCTGGCAAACATCTGCATCCACTCTTTC

	51271_20
	21
	[A/G]
	TAGTCTGCAACAGCATGATGATGCATAAGCTGATTC

	51274_9
	10
	[G/A]
	GAAGCTAGCGACGCAGCTGAATGCTTTTTTCATCCG

	51276_33
	34
	[T/A]
	GAGCGAGGACGAGCAGGACACTGCCATCATGAGTAG

	51278_29
	30
	[T/A]
	GAGCATGTGATTGCAGAGGAATGCAGAGGTGCAAGG

	51280_24
	25
	[A/G]
	GAAGCATGCCGTGCATAGTCATGCAGATAATACTTA

	51281_33
	34
	[A/G]
	AAATTCAAAAGTGCAGGTCTGTGCCGGTTTCTGAGA

	51282_31
	32
	[C/T]
	AGCTGGGGCTTGGCACTTCGATGCCATGGCTCTCAA

	51286_10
	11
	[A/G]
	GGTGAACTGGAGGCACTGAATTGCCCCTATGTGTGT

	51287_33
	34
	[C/T]
	ACACAAACACACGCACCAGTGTGCCCTTTATCGCTC

	51288_31
	32
	[C/T]
	GCTGAAACTGTGGCAGGCCAATGCACCTGTACCTCC

	51289_9
	10
	[C/T]
	ACACATCCGCAGGCACTCTGTTGCTTCCCCGCTGCA

	51296_32
	33
	[A/C]
	ACAATACCTGCAGCACTACTGTGCCACCCAACACTC

	51299_34
	35
	[T/C]
	TATTTGTGGGTGGCAAAAGTATGCAAACCTTTGCTT

	513_24
	25
	[A/G]
	ATGCTTGTGTACGCAATAGTTTGCAATGCGATGGAC

	5130_5
	6
	[A/T]
	AAGGTAAAAGGTGCATGTTTCTGCTTTTGCTGTATG

	51301_7
	8
	[T/G]
	CACAGCATGATGGCAGTGAACTGCTCTTCTCACTCT

	51304_28
	29
	[A/G]
	ACACACGCTAGTGCATGCTAATGCAGGCAGTGGGGA

	51308_10
	11
	[G/A]
	ATATGAGGCTGGGCATTTTCCTGCACCAGTAGAAAC

	51321_19
	20
	[G/A]
	GTCTCTGGCCGGGCACCCCGCTGCAGTGTGTTGTTT

	51324_20
	21
	[G/A]
	CCATGTTTTATCGCACACACGTGCACACACACACAC

	51327_31
	32
	[C/T]
	ACAATGCACACAGCACAAATCTGCAGGCAGGCTCAA

	51330_8
	9
	[G/A]
	AGCAGCCAGAGGGCAGCCTGATGCACTGCGATGAGA

	51338_1
	2
	[G/A]
	AGCCACTTAAGTGCAATTTTCTGCCCCGCTTCTGAC

	51341_2
	3
	[G/A]
	AGGCACTTTTAAGCATAACGATGCCCCAAAGCACAA

	51344_7
	8
	[T/A]
	AGATTTTTGCTGGCAGCCCCATGCAGCGCTTTTCCT

	51346_11
	12
	[C/T]
	CAACAAAGACACGCACTCGAGTGCATGCGTGTTCGT

	51349_1
	2
	[C/T]
	TCCATCCAGTCTGCAACAATCTGCGGTAGTTTCTCA

	51350_26
	27
	[C/T]
	TGCCTCGGATGCGCATTTGTTTGCCGCGGTGCATAA

	51352_25
	26
	[C/A]
	TGGCATCCAAGAGCAGCAAAATGCACAAAACACATG

	51359_29
	30
	[C/T]
	ATTATGTCAGAGGCAGGGCAATGCAGATTCAAAGCC

	51364_28
	29
	[C/T]
	AGCACGGCGGCAGCAAAATCCTGCCGGTCGTCCCTC

	51370_5
	6
	[A/T]
	CCGTTAAGCAAAGCATGCTGGTGCTGTGAAAGTGAT

	51375_25
	26
	[A/G]
	ACGCGCTGACACGCACACACGTGCAATGACTCCGAA

	51376_34
	35
	[C/T]
	GGTGCTGTTTGTGCAGCTGATTGCTTTTGGTGTTCA

	51379_6
	7
	[C/A]
	CAAATCCCTGCAGCATCTCCCTGCTCTTCCTCTGCC

	51382_6
	7
	[G/A]
	GGCATTGAAAGTGCAGTTCCATGCCCCAGAGGAATG

	51385_28
	29
	[G/A]
	GATAAAAACCCAGCACAGCTCTGCACATGATAACGA

	51390_19
	20
	[C/T]
	TAGGAGAGTAATGCAGTTTCCTGCACAGTGAGAGCA

	51391_4
	5
	[C/T]
	ACTTCAGAAGGAGCACCGTGGTGCATAATCCACACA

	51393_9
	10
	[T/C]
	GCAAACAAGTCTGCAGCCGGGTGCGGTGGGATGCAG

	514_30
	31
	[A/G]
	AGCAAGCATCCTGCATGCACATGCACAAATAGTTGC

	51400_34
	35
	[G/A]
	GTGGTCTCATCTGCACTAAGTTGCCCACCGGGACGC

	51401_9
	10
	[G/A]
	GCTCGTCATGGGGCATTCCCATGCCAGCTGGGAGAT

	51404_6
	7
	[C/T]
	TTTGCTCAGTGTGCAAGCATCTGCTCGCCAAAGTAC

	5141_6
	7
	[T/G]
	TAGTTTTGTGCTGCACATGCATGCTTGGATAAGATG

	51410_1
	2
	[G/A]
	CGTGGCTTTGAAGCAGGCTTTTGCTCGCTGAGCGTT

	51413_17
	18
	[A/G]
	TAAATAGAACTGGCAGCAGTATGCCAAGCAGTATGA

	51414_25
	26
	[G/A]
	AGTGTGCCTGAAGCATTCAGATGCCGCTGAGAACCA

	51415_1
	2
	[C/A]
	ACTCATAAGAACGCAGAAGCATGCTCAGACCTTGCT

	51417_27
	28
	[G/A]
	GAGGATCAGGTTGCATCCCGATGCCTGGAAGCCCTG

	51418_9
	10
	[G/A]
	GTGTGTGTCGAGGCAGAGGTGTGCATGCGACGAGGC

	51419_2
	3
	[C/A]
	TCCCCAGTAAGAGCAGCATGTTGCTAAGGAACAGGT

	51422_30
	31
	[G/A]
	AAACATGTTCACGCATGACAATGCCTTTGTGTACAC

	51425_7
	8
	[A/C]
	CCATGAAAAGTGGCATGTCAGTGCTGCAGGTAATGT

	51427_20
	21
	[T/A]
	GAACTGTCTAGGGCAAGAAATTGCAGAAAGCCCCAC

	51429_31
	32
	[A/T]
	TCTAATGGGCTAGCATCGTCCTGCTGTTTTTTTTTA

	51431_10
	11
	[T/G]
	CGACAAATCGTCGCATTATTCTGCACGGTTAGCTCG

	51432_25
	26
	[A/G]
	TACCAGAGAAAGGCAGAAGGATGCAATCTGCGTGTC

	51434_15
	16
	[G/A]
	ATGACTGAATTAGCAGTGTGATGCTGGTCCAGGTGA

	51435_19
	20
	[C/T]
	GCCCATAGTGCTGCAGGCGCATGCCAAGGCCCCATT

	51440_7
	8
	[C/A]
	CCAACCTCACAAGCAGGGTGATGCTGAGATAGGCTG

	51441_34
	35
	[A/T]
	TAAACACCAGGGGCAGTGAGCTGCTGTTCCATCAAA

	51447_4
	5
	[G/A]
	AAGTGAGGGTGTGCAAACTTTTGCATCCAACTCTAT

	51450_19
	20
	[G/A]
	GCAGCTCTAGCAGCATGGGGGTGCAGTGTGTGACAC

	51451_4
	5
	[C/A]
	CACTCCTCTACTGCACAGCCATGCTGTAGTGATGGA

	51462_32
	33
	[C/T]
	TCTCGGTATCCAGCATGTGACTGCTTTAACGGCAGT

	51468_8
	9
	[G/A]
	TACCGTCTGAGTGCACGGCCGTGCTTGTTGATACTG

	51469_10
	11
	[G/A]
	CACAGGCCCAAAGCATTATGCTGCGCAAGTGATAGG

	51472_27
	28
	[G/A]
	GGAACTGCTGCAGCAGCACCTTGCTCCGCCCGACAC

	51478_6
	7
	[G/A]
	ATTATGGAGCCGGCATGGATGTGCGACCCTGAGAAT

	51481_7
	8
	[T/A]
	TTTGCATATAATGCAGCAAGGTGCTGTCGCAGGTAG

	51486_26
	27
	[T/C]
	TTCTAATATAACGCACATTCCTGCGGTTGTCCAGGT

	51487_20
	21
	[T/G]
	TCAGCTGTATGGGCATCATCTTGCTCACACCAGAAG

	51490_26
	27
	[T/C]
	ACACGACGGAGTGCAGGAACATGCCTTAAAAGCAGC

	51491_1
	2
	[G/T]
	AGCAGTGAGAGGGCAGGGCCTTGCCCAAGGGCACAT

	51492_28
	29
	[G/T]
	GCTGTTGCCATGGCAACCAGCTGCAGCAGAAATGAT

	51495_19
	20
	[C/T]
	TGTCGCGTCTCTGCACTTTCTTGCTCGTCCTCTGCC

	51496_5
	6
	[A/G]
	GACAGAGAAAGGGCATGAGCATGCACAATACGAATA

	51497_33
	34
	[G/T]
	TAAGATTTAAGTGCAGTACATTGCTGCCCCCCTGTG

	51498_30
	31
	[G/C]
	AAACTTCACTTGGCAGTCTCTTGCTATCGACGATCT

	51500_9
	10
	[G/T]
	GCGCGAGACGGAGCAAATGCATGCACATCTGTTTGT

	51504_20
	21
	[A/G]
	TCACTCATTAAAGCACACACATGCAGACACACTCTT

	51505_2
	3
	[G/T]
	CCGGCTTCAATTGCATCCATGTGCTGCTTCACGTTA

	51520_19
	20
	[T/C]
	GAGCCACCTCCAGCAACCCTGTGCCAGCAGCTGGCG

	51525_10
	11
	[G/A]
	ACACACACACGTGCAAGCCACTGCGATATGTGGCCC

	51526_3
	4
	[G/T]
	CGCGCTCTCAACGCAACCCAGTGCAAATTTGACTCA

	5153_7
	8
	[T/C]
	CTTTGGTTGGGTGCATTCTTCTGCTTATGGAGGAAA

	51532_15
	16
	[A/G]
	CTCATGACCAACGCAAGCTGCTGCAGAGGTTCCGCC

	51533_11
	12
	[C/T]
	GAAATATTTTTCGCATTGCTGTGCAACAGACGCCTT

	51534_11
	12
	[C/T]
	TGTCACAGCAACGCAGTAACATGCCACAGCTACAGA

	5154_24
	25
	[G/A]
	GCTTTGGAGTCAGCAGAGGGGTGCGTCAACCAGGGA

	51541_32
	33
	[C/T]
	GACAGATGCTGAGCAGCATCATGCTGTGTGCTCGTT

	51543_10
	11
	[G/A]
	TGAGGGCTTCGGGCATGGACATGCTGTGTGGACCGG

	51549_2
	3
	[G/A]
	ATGGAAACATAAGCATGTCACTGCTCATGACCAAGT

	51554_11
	12
	[G/A]
	TAACACACACTGGCATGGTGGTGCCACAGGTAGTGT

	51555_17
	18
	[G/A]
	ACGGTCTAATCTGCACCGAGATGCCATTACAGTGGC

	51558_33
	34
	[G/C]
	TGCTGCACAGTTGCAAGCGACTGCAGCGACTCTGTC

	51562_6
	7
	[C/G]
	GCCAGTCTGCTGGCATTTAGCTGCTGGGAAGTGTTA

	51569_4
	5
	[T/C]
	AACATCCCAACAGCATGATGTTGCCACCAACATGAG

	51574_24
	25
	[T/G]
	TTATGGGTTTATGCAAATCTGTGCTGTGGGACATTC

	51578_4
	5
	[C/T]
	GCGTCGTGCTATGCATCATACTGCTGGCCTAAAAAA

	51583_15
	16
	[A/G]
	TATAGAACTACTGCAAGCAGCTGCAGTCTGAGCCAC

	51587_2
	3
	[C/T]
	GACGCTGACTCTGCATATTCCTGCTCTTCCAGATTC

	5160_5
	6
	[G/A]
	ACTGCGATGCTTGCACAAGGATGCTCTGTGTGTGTG

	51605_6
	7
	[G/A]
	ATAGCTGTTTCAGCACGAGCCTGCTCTACTCTAACA

	51614_6
	7
	[C/T]
	TCAAGCCGCCTGGCACTGACTTGCTCAGCTGGAATG

	51615_10
	11
	[T/C]
	GATGCAAATCCTGCATTGGCCTGCACGATAAAAATA

	51620_28
	29
	[C/T]
	AGACGCTGACTTGCACTTACTTGCGGATCTTATTCA

	51624_32
	33
	[A/G]
	GACGATAGTGCAGCAGCTCGATGCTTCACTGGAAGG

	51631_8
	9
	[C/T]
	CATCACAGCGCAGCAAAGTAATGCAGAACGGGTTGT

	51632_2
	3
	[C/T]
	CTCTCTGTATCAGCATCAGTCTGCCCACGGGTCTTT

	51634_3
	4
	[C/T]
	CTACATCAGCTGGCAGGAAGTTGCATTTTGCCTCAG

	51636_27
	28
	[G/A]
	TTGTTCAAGGTGGCAAAGTGGTGCATTGAGTCCCCC

	51638_24
	25
	[T/A]
	TGGTTACCTTCAGCAGAAGAATGCTCCATGCCACGA

	51649_34
	35
	[T/A]
	CAGGCACACTGTGCATGTTGATGCTGTAAACTCAAT

	51650_1
	2
	[C/T]
	GCGGATGTATCAGCAGTGTCATGCAGCATTTTAATG

	51651_7
	8
	[C/A]
	AGATAACCATTTGCACTAAGCTGCCTCATGCAGTTA

	51653_11
	12
	[G/A]
	CTCATGAGGGCGGCACCGTGGTGCCGCTGGAAGTGT

	51670_25
	26
	[C/T]
	CCACCTTCATCAGCAACGAGGTGCGCCTGGAGACCT

	51671_30
	31
	[G/A]
	CACACTGGCACTGCACATTAATGCCCCATTGGCCCA

	51672_16
	17
	[C/G]
	GGACACAGGTCAGCAGCAGGTTGCTGAGGGAGGAAT

	51676_4
	5
	[C/T]
	ACAACGCACAAAGCACAGTTTTGCAACAATCCAGAA

	51692_2
	3
	[G/T]
	CAGCAGAGAGGAGCATCCTGCTGCCAATCCCAGTGA

	51698_5
	6
	[C/T]
	CTATTCCATTTTGCATGTTGCTGCAATACCAGGCAC

	51699_31
	32
	[G/T]
	TGTAATGGACCGGCACCTTGGTGCTGGGAGAGATCA

	51700_20
	21
	[G/A]
	TTTTCCAGAGCAGCATGCAGGTGCAGCCAGGCCTAA

	51701_8
	9
	[C/T]
	TGATAGCACGGAGCATTAATGTGCATGATGTGGCTC

	51704_24
	25
	[T/G]
	AAATGCCTCTTGGCACCACAGTGCTGTTCTAAACGC

	51707_29
	30
	[C/T]
	GCTCCTAAGGCCGCAGGTACGTGCCACAGCCACACC

	51708_29
	30
	[T/C]
	GGCGATGTACATGCACTCACATGCCACTTTAGCAGA

	5171_29
	30
	[G/A]
	ATGACGCATTTTGCATTTGGCTGCAAAGCGACAGGC

	51710_27
	28
	[G/A]
	CACATCTGCCCAGCAGGGGACTGCTGCGGTATGTGT

	51719_30
	31
	[T/A]
	TCATATTCTGCAGCAGGGGGATGCTGTGCGTTTCGG

	51728_10
	11
	[T/G]
	AACAATCTGTTAGCAACCCGGTGCTACTCTGTGAGA

	51753_29
	30
	[G/C]
	TCATGATTTTATGCATTGTCCTGCTGCCAGCTGATT

	51757_34
	35
	[G/A]
	GCGATTGTGAACGCACAAAAATGCAAAACGAGATGA

	51759_16
	17
	[C/T]
	GATATTTCGTCGGCACCGGAATGCCTCTGGTAGGTG

	51769_26
	27
	[C/T]
	CAATCGTAATTAGCAACATGATGCTTCCACCACCTT

	51776_10
	11
	[A/G]
	AAGAAACAATAGGCATTCGAGTGCTAGGCTAGTTAC

	51779_5
	6
	[G/A]
	ACACTGCCTACAGCACCGCTGTGCCAATATTGGGCA

	51783_19
	20
	[C/T]
	TTTACCAGTGCAGCAACAGCCTGCACTAGTGCAGAA

	51785_17
	18
	[C/T]
	CAGACCCAAAGAGCATCCGACTGCTTCGCCTCCACA

	51789_31
	32
	[G/T]
	GAGGGAGATACTGCACTTCCATGCCATCATTGCACT

	5179_31
	32
	[A/G]
	AATTCTAAGTCAGCACTTTGGTGCAAGTGCAAGGCT

	51791_19
	20
	[C/T]
	TGGAAATCCACGGCATTATCTTGCAGCTCTAGATCA

	51797_18
	19
	[C/T]
	ACCCGTCCCACAGCATAGCCTTGCTGACTTTATTTA

	51798_32
	33
	[C/T]
	TTTTACAGCAGTGCAGGGAGCTGCAGCTGTCTCAGT

	5180_29
	30
	[T/C]
	TATTGTGCGAAAGCAGTGGTGTGCAACCTTTGAGCT

	51801_3
	4
	[C/A]
	ATCCGAAGCCAGGCAATAACATGCCAATCACAAATG

	51802_6
	7
	[T/C]
	ACGGCCTGCATGGCAAGGTGGTGCCACAGGCAGTGC

	51804_27
	28
	[C/T]
	AATTTGTAAACTGCAAAGTGCTGCCTTCTGCGGGGG

	51814_5
	6
	[C/A]
	GTGTACACAGCTGCAGAGATCTGCGGGTTGTAGGTT

	51815_24
	25
	[C/T]
	TAATAAAGGGACGCATTCATCTGCCTGGAGTTTTTA

	51825_34
	35
	[A/G]
	TTTTGTATGGTGGCATGCGTTTGCTTCAGTGCAAAA

	51834_17
	18
	[G/T]
	TGCTTCACTGCAGCAAATGCATGCCATGCTCTGTTA

	51842_31
	32
	[G/A]
	GATATTTGCACAGCATGTAATTGCAGAGGGCGGCAT

	51845_10
	11
	[T/C]
	AACTCAACCCTGGCACGGAGTTGCACTATTCAATTC

	51846_25
	26
	[T/G]
	CTCTTTGTGGTGGCATTAAAATGCCTCACCTGGCCA

	51852_19
	20
	[C/T]
	AAGCATTAATCAGCAGCTGCCTGCTAATCAAAACTG

	51854_30
	31
	[T/C]
	CAGCCCTGGGGTGCAGATAGGTGCTTTGCTTCAGGG

	51855_32
	33
	[A/G]
	AGACACTCCTCTGCATTATGATGCGTGCGTGCAAGT

	51856_17
	18
	[A/C]
	GAATAAGTGAAGGCAGCATGGTGCCTTCACAACACA

	51862_1
	2
	[A/G]
	AAGACTATTAGTGCACGTTTGTGCCATCTGCTCCAT

	51863_4
	5
	[A/C]
	GAGCAGAGCCTTGCAGTTTTCTGCCTTTGCTTTTTT

	51865_26
	27
	[G/A]
	TTGTGTCTAGATGCAGATGGGTGCATGGCCAGAGCT

	51868_1
	2
	[A/T]
	TAGTGCTGCGTGGCATGGTGGTGCAGCTCAAAATAT

	51873_7
	8
	[T/C]
	GCATTGCTGATTGCATTACCGTGCAGAGTTAACACG

	51877_9
	10
	[A/G]
	CAGTGAGGAAGGGCAATATGGTGCCATTTTACCACA

	51892_6
	7
	[A/G]
	AGGCTGAGGAAGGCAGTGATGTGCTAACCGGGTTAG

	51896_20
	21
	[A/C]
	TACAGTATGAAAGCAGCCAAATGCATCTGAGCTACT

	51902_26
	27
	[A/G]
	GCACATCTGTATGCACGTTCGTGCACACACACACAC

	51915_7
	8
	[A/G]
	GAGTCTGATTGAGCAACTTGTTGCTGTGCAGCAACA

	51925_10
	11
	[C/T]
	ACACTACCTGCGGCATCACCTTGCTGACAAGAAAAA

	51926_3
	4
	[C/T]
	CATCCTCATTTGGCATCTTTGTGCACTGGGCAGGCA

	51927_7
	8
	[G/A]
	TAATTTCGGCTAGCACAATGGTGCCAGGTGTTTGTA

	51932_32
	33
	[G/A]
	AAGAAAGAAAGAGCATGTGTCTGCTCTCTCCTGGAC

	51934_9
	10
	[G/A]
	TATCTGTGGGTGGCACAATGGTGCTGACCTCAGTGT

	51937_24
	25
	[T/C]
	GTAAACTGAGCAGCACTTTGGTGCTTAATTTCCCTA

	51942_6
	7
	[A/G]
	CTGCTAGACAGTGCAGATCAGTGCTCTGAATCACAA

	51943_7
	8
	[G/A]
	CGCACCAGTAAAGCACTGAGCTGCTCAAAGTCAAAC

	51944_34
	35
	[G/T]
	TGTAGCTCAGGAGCATGTGTCTGCATGGCTCCAAGA

	51951_28
	29
	[A/C]
	GCACTACCTGAAGCACCAGCGTGCTACCAAGTAACA

	51952_18
	19
	[T/C]
	CATAGCCTCTAGGCAGCTTCCTGCAGGTAGGATGAC

	51954_26
	27
	[C/T]
	AATGATGCCTGGGCATTTTTTTGCCACGAGTATAAC

	51961_19
	20
	[G/A]
	TAGACTAGGATGGCACAGTAGTGCAAGTCCACACAT

	51963_33
	34
	[T/A]
	ACAATATTTGCAGCACCACCATGCCGTCCACTATAC

	51968_18
	19
	[A/T]
	TGCATTGTGGTGGCAGCAACATGCTGTAGGGCTGTT

	51971_1
	2
	[A/G]
	CGGGAGGAAGTAGCAGTAAAGTGCACACAAACCGTT

	51979_25
	26
	[A/T]
	AGCATCGGAACTGCAACCAACTGCAAGACCTGACAT

	51985_5
	6
	[C/T]
	GTGTGCGTACTTGCACGTGTGTGCTTGTGTATTTCA

	51987_20
	21
	[G/A]
	TGTTGGAACCATGCAGAGCCGTGCTTTACTTACAGT

	51991_34
	35
	[C/T]
	ATGTCCACCAGTGCACGTAGCTGCAATCTGAGAACC

	5200_1
	2
	[T/A]
	TTGAAATGAACCGCATGGGCATGCTGGTGGACCTAG

	5201_26
	27
	[C/G]
	TTGTATTTAAATGCAGTGACATGCCACCAGATCTGC

	52010_3
	4
	[C/T]
	GCGCACACACAGGCAGCGACCTGCAGCACGTGCATT

	52027_24
	25
	[C/T]
	TACTTGGATGCTGCAAGTTCCTGCTCCTGTAATTGG

	52032_11
	12
	[C/T]
	TTGCTTAATTTCGCAGGTGCCTGCATTTTTAGCTCG

	52035_3
	4
	[G/A]
	GTTGGAAACACAGCAGGTTCATGCATGAGCTAGTAT

	52037_25
	26
	[G/T]
	TCCTTGATCCTGGCAGAAGGATGCAGGACAGCACTG

	52044_10
	11
	[G/C]
	ATAATAAGTGGAGCAGCTCTGTGCTCCGTGGTGAAG

	52051_25
	26
	[C/A]
	CACGAGAGGTCTGCACGCTTCTGCACAGCCCTGCAG

	52052_19
	20
	[C/T]
	GAGCGTACGTTCGCATATTCATGCTCAGGGCAATTT

	52053_3
	4
	[G/A]
	AATGAGCACACAGCAACAAAGTGCTTATCTCAGGAA

	52058_26
	27
	[C/T]
	GTGTAGGTGTGAGCACAAACATGCTCCGGGAGTAAA

	52069_27
	28
	[G/A]
	TAGCCTGGATTTGCAACAGGGTGCAAAAGCATATTG

	52076_28
	29
	[C/T]
	ATGGGCGTGAGCGCAAACGCATGCACGACCTGAACC

	52077_29
	30
	[T/C]
	AGGGGGGCATTAGCATTTGAGTGCATTCCTCAGGCT

	52078_16
	17
	[T/G]
	TTGTGACTTAGTGCATTATCCTGCTGGAAGTAGTCA

	52079_1
	2
	[C/A]
	ACATTGCCCAGAGCATCAAAATGCCTTTGCTGGCTT

	5208_4
	5
	[G/A]
	TTGCGCAGCATGGCATCTCTCTGCTGTGGGCAACTA

	52082_29
	30
	[G/A]
	AGCATGGTGGTAGCAGCATTGTGCTAGGTGGCTATA

	52086_25
	26
	[C/T]
	CTAGACTTCCCAGCATTGTTCTGCTCGTCAGAAACA

	52094_11
	12
	[G/T]
	GTTATAACCGCGGCAGTGACCTGCAGGATTCCGAGC

	52096_20
	21
	[A/C]
	CAAAGTTAGCGAGCATCATAATGCGTTCATGGTAGC

	52097_32
	33
	[G/A]
	GCATGATTTTATGCATTGCTCTGCTGCCACGGGATA

	52099_5
	6
	[G/A]
	GGAGCGATCTGGGCATAGCAGTGCTAAAAAAACATC

	52102_28
	29
	[A/T]
	TTGACTTCACAAGCAGTCTGATGCTGGTATGTGCTA

	52117_3
	4
	[T/C]
	AAATGAAGAAGCGCATTTGCATGCTGTAAATGCACA

	52119_5
	6
	[A/C]
	AGAAAACCTCGCGCATGTGGATGCGTTTGGCCTAGC

	52123_34
	35
	[C/T]
	GAGGCTCAAACTGCATTATGCTGCACTCAAGTTTCA

	52124_20
	21
	[G/C]
	TACTCAGAATTAGCAGCAGAGTGCAGACGGAAACTG

	52132_10
	11
	[A/G]
	AAATGGGGTTATGCAGGCAGATGCATGAGTCTTGGG

	52134_20
	21
	[G/A]
	TGTAAGCAGGGAGCAACATGGTGCCATGGAAACAGA

	52135_4
	5
	[G/A]
	AACAGATTTTGCGCAGTGTAATGCTTGGTCCAAACT

	52136_31
	32
	[T/C]
	GAAAACAGCGTGGCAGAAGTTTGCTGACCGCTAATT

	52140_10
	11
	[G/A]
	GGGACAAGACGTGCAACTGCATGCTGGACATCTTCA

	52144_2
	3
	[T/A]
	CCTGGATACACAGCAGCAATATGCAAATGTGGCTGT

	52148_2
	3
	[C/T]
	GGCCCAGCAGCCGCACCTTGGTGCTGTTAGGATGGG

	52154_24
	25
	[A/G]
	ATGGAAGCCTTGGCAAAATGGTGCAGCGAGAATTAT

	52155_1
	2
	[C/G]
	GCGGGGGGAGGGGCAGACATATGCAGCGTCCTCAAG

	52157_30
	31
	[C/T]
	ATACGCATGTCAGCAGGACACTGCAGCTTTCACTTA

	5216_8
	9
	[C/T]
	TATTAGATCACGGCACAGAGATGCCATCAACCTGAT

	52164_29
	30
	[C/T]
	TGTCTGGTGCTGGCAACTGTTTGCTGCACCTCTACT

	52168_3
	4
	[A/G]
	CACAGAGAACCTGCAGCTACCTGCTCAAACACACCT

	52169_17
	18
	[A/G]
	GGCCACGGTGCGGCAGAAAAATGCAGGACAGCGCGT

	52171_31
	32
	[C/T]
	TCAGCAGTCATGGCACCATTCTGCATGGTTTCCCGT

	52176_18
	19
	[G/A]
	GCATGCCATGATGCAGATGAATGCACAGGGGTTAGG

	52184_25
	26
	[A/G]
	GCATTTGTCAGTGCACATTTTTGCAAAGCGCTAGTT

	52195_2
	3
	[G/A]
	TTGAACTGCTAGGCACTAGACTGCTAGACCTTTTCT

	52208_29
	30
	[C/T]
	GAAATATTCGCTGCATGATTTTGCTCGTTCAGACCG

	52216_17
	18
	[C/T]
	GGGAAAGGCGCTGCATTCTCCTGCTGGCCTGGAGCA

	52223_27
	28
	[C/A]
	CTATTTCTGCAGGCAGTGTGATGCTTACACACATCT

	52239_10
	11
	[A/T]
	ATAAACCGCAATGCAGGTTATTGCATCCTGATAGTC

	52241_26
	27
	[C/T]
	ACCGTCTCTGCAGCAAAACAGTGCCTCGTTCCTGCT

	52242_4
	5
	[G/T]
	CAGAGACGACTTGCATCAGCTTGCCCAGCTTCAGCT

	52243_33
	34
	[T/A]
	TATCTAATGGCTGCATAAGCATGCTATCAGCGGTAG

	52253_5
	6
	[A/T]
	ACTGTATTGACAGCACAGTGATGCAGCAGGTAGTTT

	52262_34
	35
	[C/G]
	TCTGCGGTGTACGCAGGGCCATGCTGTTATTGGTCA

	52269_10
	11
	[T/C]
	CCTGCAGCTGTTGCAGCTGCGTGCGCAGTTCGGCGC

	52274_18
	19
	[A/G]
	GTGCATTTAACAGCATCAATGTGCTACCTGCTACAG

	52280_34
	35
	[A/G]
	GAGGCTACTGGAGCATTGTCCTGCTGAAAAACTCAG

	52286_32
	33
	[T/C]
	ACTAGGCAAACTGCAAAGCAATGCCACCAGTTTACA

	52296_16
	17
	[G/A]
	TCAGTTCTTGGTGCAGGATGTTGCATTTACAGGGCA

	5230_1
	2
	[T/G]
	ATTGACATGGCAGCACAGTACTGCCAGTATATGTGC

	52300_18
	19
	[G/A]
	GCTCCATGTCCTGCAAACGCATGCAGGCTGTGAGGC

	52305_30
	31
	[C/A]
	CTCAAAATGCTCGCACTCCTCTGCAATCCCATGCTC

	52306_19
	20
	[T/C]
	ATCAACAAGATGGCAAACATCTGCTCCTGGTTTGTA

	52307_8
	9
	[G/A]
	ACGTCCCAGAGTGCACTTCAGTGCTGCCTAGTGCTT

	52309_15
	16
	[A/G]
	GAGATCTTGTGAGCAATGTTCTGCGTGCTCTTCTGC

	5231_20
	21
	[C/T]
	GGCTCCATGGTGGCAAAATACTGCATACAGTCCAGT

	52310_34
	35
	[C/A]
	TGCAGTAAAATTGCACAGGCTTGCACTTAGGGTTAA

	52313_18
	19
	[C/A]
	TGGTAAAGCAGTGCAGCTCTGTGCTTTTGAACAGCC

	52319_24
	25
	[T/C]
	TAACCTTTACCGGCATACTGTTGCTAATTGTCCTCG

	5232_29
	30
	[A/C]
	TCATATATGGTTGCACTTGTTTGCATGAGACGCCTT

	52324_24
	25
	[C/T]
	CAGTGTGTGGTTGCAGAACCTTGCCATTGCTGATTT

	52326_19
	20
	[C/T]
	CGACTGGGTTCTGCAGTCTCCTGCGTCGGTGAATTC

	52328_1
	2
	[C/T]
	TCTGTTTGGACAGCATGTGCATGCTTCAGCACTGAC

	52331_24
	25
	[G/A]
	CACAGCTCACATGCACCAGTATGCGTGACTCGAGTA

	52332_27
	28
	[T/C]
	AAACCTGTGATGGCACAGGGCTGCATTTGTTATTTG

	52333_2
	3
	[C/T]
	ATCCAGAACAAGGCAGACAAATGCTGGACTCAAAGT

	52341_30
	31
	[C/T]
	GACGTAAGATCTGCAGCCACATGCTCGGGTCTTCAC

	52342_28
	29
	[C/T]
	AGAAACCTCTAAGCACACCTTTGCTGAACGAGCCAC

	52345_9
	10
	[G/C]
	GCAGAAACCGACGCAGACACTTGCAGAACACTCAAA

	52349_33
	34
	[A/G]
	TAGTGATGTTAGGCAAACTGATGCAGCTTTGTTAGC

	52350_11
	12
	[A/C]
	GGCACATTGGCAGCAAAATAGTGCAGATGTTGCACA

	52351_20
	21
	[C/G]
	ATGAGCACCAAAGCATGTCTCTGCTGCACATGACTG

	52354_19
	20
	[C/T]
	GCACTACCTGTGGCACCACCGTGCCAGCCAGAGTAC

	52365_4
	5
	[G/T]
	TAGAGAGATTTGGCAGCTTGTTGCTTGCACACACAC

	52367_3
	4
	[T/G]
	AGTGCCTTTCCAGCATCTCCGTGCCTCCCAGGAGCG

	52372_18
	19
	[G/A]
	CAAAACACCCTAGCAAACGACTGCAAAACCCAAGCA

	52373_5
	6
	[G/A]
	CAACCGAATTGTGCACTGTTCTGCAGCAAGTATGGT

	52375_15
	16
	[C/T]
	CTCTTTACACCTGCACGTGACTGCTGTACATGACGT

	52376_1
	2
	[A/C]
	AATGTGTTTAGAGCAAAGTGCTGCTGACAAAGAGCC

	52378_8
	9
	[C/T]
	TGATTTCCCAATGCAAAAACATGCTCGGAAGCTCGA

	52384_11
	12
	[A/T]
	TCATGTGTGGCAGCATCGCAATGCATACAGATGCAT

	52388_25
	26
	[A/G]
	GGGCCAGCAGTGGCAACTTGGTGCTAGAGGGAATCA

	52390_3
	4
	[G/A]
	CACGAGATATTTGCATCCTCGTGCGATGCCAATCTC

	52393_17
	18
	[T/C]
	CCTTGTGTTCTTGCACATGTCTGCACAGGTGTACTT

	52394_33
	34
	[C/T]
	CTACGCAAAAAGGCACATAAATGCTTTAACGTGCCG

	52399_2
	3
	[C/T]
	CGCGAGGCTCGCGCAGTCTTTTGCCACCTCAAAGTG

	52402_33
	34
	[C/A]
	CGATTCCATTCTGCACCCTCCTGCTTTCACACACCC

	52407_3
	4
	[G/A]
	ATGGAAACTGCAGCACATGCTTGCTCAGGCATTTGG

	52408_16
	17
	[G/A]
	ACTGACTGACCAGCACGGTTATGCTCCTGCACATGG

	52412_25
	26
	[C/T]
	CTCCCGGGGGAAGCATTTCCCTGCTCAGTGGTGGGT

	52424_32
	33
	[G/A]
	CTGTGTTGGGCGGCACAGTGGTGCAGCGGCGCGTGC

	52426_34
	35
	[T/C]
	AAACTACCTGCAGCACAACTGTGCTGACCAACTCTA

	52429_3
	4
	[G/A]
	TATGAAGTGCTAGCAGAGCGGTGCAGTGCTGTCCTG

	52430_15
	16
	[A/G]
	GAGGGAGAGCATGCAACGCCGTGCAATCTGACAGAG

	52437_11
	12
	[T/C]
	TACACAAAAACTGCATCAAACTGCATGCATTGCTCA

	52443_11
	12
	[T/C]
	TGTGAGTGTGATGCAGGACAGTGCACATGGTAAAAG

	52445_19
	20
	[C/A]
	GTCTCATCTACAGCAATCTCCTGCACTCTAAGCACT

	52446_5
	6
	[A/G]
	GAACAACAAAGAGCAGAAGACTGCAGACAAACACAC

	52450_1
	2
	[G/A]
	TGCTCGTCGAGGGCATCCAAGTGCTCCGAATTACCA

	52453_33
	34
	[A/T]
	ATGTCAAACTATGCAAGAAAATGCGTGGGACATACC

	52458_33
	34
	[C/T]
	TCTAGGTAGGAAGCAAACCACTGCCTGGCTGCACGA

	52459_30
	31
	[T/C]
	GACCGTTTGGCAGCAGCGCAATGCATCATCTCATCC

	5246_29
	30
	[C/T]
	CATTGTACGAAAGCACGTCTCTGCTTTTTCAGGCTT

	52466_9
	10
	[A/G]
	TAACCCTCCAGCGCAGGATTATGCTCATGATATGGC

	52473_25
	26
	[G/A]
	TCTATCCACTCGGCATAAGACTGCTGAACTCTAATT

	52487_26
	27
	[T/A]
	ACTGGCAAGGAAGCATCCATGTGCTATTAGCCTTCC

	52495_28
	29
	[A/G]
	AGTATAATCAGTGCAACGTGATGCTCACATGACCAG

	525_4
	5
	[A/C]
	GTGGAGGTCCAAGCACTCAATTGCTGGTTCCTGCTT

	52504_7
	8
	[T/C]
	AAAACAGTGTTTGCATTGCATTGCTGTCAACGATTA

	52507_29
	30
	[G/A]
	CGCTCCGGTGGTGCATGGAGCTGCGCGCTGAGCCGG

	52510_10
	11
	[C/T]
	TTAATAGCCACAGCACCACAGTGCCATATGTGCCAT

	52518_7
	8
	[A/G]
	GTAGCTCGACAAGCATGTACGTGCCAGCTGTATTAG

	52522_32
	33
	[G/A]
	TTCTTGCACAGTGCAAAGTCATGCAGTCAGGCGAAT

	52527_5
	6
	[C/A]
	CGGAGAGGATGTGCAGGTGGCTGCCGGGATCCAGCA

	52533_19
	20
	[T/C]
	TCCATAGCCAAAGCAGGGCTTTGCTCAAGTCAAGCT

	52534_31
	32
	[C/A]
	TGATGTAGAATGGCACCTCTATGCCTGTGTGATCCG

	52537_11
	12
	[G/T]
	ATGATGTAGGAGGCAGGCTGGTGCTGCAGGTAGCTA

	52548_34
	35
	[C/G]
	TAAGGCTTGACAGCAATCCTGTGCTATAGTTTCCCC

	52550_31
	32
	[C/T]
	ATTGTGCATGTTGCAGGTGTGTGCATGTGTGCGCAT

	52553_34
	35
	[C/T]
	CCGATCCGGCTGGCACAGCGATGCATTCCTTTCACG

	52558_11
	12
	[G/C]
	AGTCAGACTGCGGCAGTGCTGTGCTGTAAGTCACCG

	52568_6
	7
	[T/C]
	ACCAAGTTAGCAGCAGTGCAGTGCTTCAGTAAGACC

	52578_8
	9
	[C/T]
	CCCGAGGTCGTAGCAGACGTATGCTGGCGTGAGGGA

	52581_9
	10
	[C/T]
	ATCAGACCTCGTGCATGCATGTGCACCGTGGTGACC

	52585_19
	20
	[G/T]
	GCGTGCTAATGTGCAGAAGGTTGCTGAATATGCAGG

	52586_7
	8
	[C/T]
	GTGTACTCGCATGCATGCTGATGCTGACACTGTGAA

	52587_31
	32
	[G/A]
	GATGGCTAACAAGCACTTGACTGCATGAAGTGAAAC

	52598_33
	34
	[A/G]
	CTACCTGCAGGAGCATCGGAATGCAGAAGAGCAACA

	52603_11
	12
	[A/G]
	AAACACTTGGAAGCATGCCAATGCCATTATAGGGTG

	52606_28
	29
	[C/A]
	ACACCCCCTATTGCAGGGTCCTGCCCCCCTGAATGG

	52608_4
	5
	[C/T]
	ATCTCTGGCCTGGCATTGCGCTGCTGATTACGATCG

	52610_32
	33
	[G/A]
	TTGTTTTGGGTGGCACAGTGGTGCTGTGGGTAGCGC

	52622_10
	11
	[C/T]
	TGATCATCCACAGCATGGGGTTGCAGGGTCGCGCCC

	52624_31
	32
	[A/G]
	TTCAAAGTGTGGGCAGCAGACTGCAGAGGAAAGCAA

	52626_32
	33
	[T/C]
	CAGCCAAGTTCTGCAGTTTTCTGCAGACGGCCTGAA

	52628_17
	18
	[A/G]
	TAGAATTTGGTTGCAGTAAAATGCAGCCCGATATTT

	52630_33
	34
	[C/T]
	AAGGAGTCCACAGCATGTGTCTGCTCTGTGCTTCTA

	52636_2
	3
	[C/T]
	ATCCAATTTTCAGCATGACCCTGCAGTGGGCAGAAG

	52639_2
	3
	[C/A]
	GTCACTTCAGGAGCAGCTGGGTGCTCAGCAGGACTG

	52646_4
	5
	[C/G]
	ATAACCTTGTCTGCATTTTCCTGCATGCTGTCTGCT

	52653_15
	16
	[C/T]
	GTGTTGGCATTGGCACGTTGGTGCATGGCAGGTAAA

	52655_17
	18
	[T/C]
	CTTTGTCACACGGCAATTATGTGCGATATTCCCTGA

	52658_28
	29
	[C/T]
	TGAGGCCCTTGAGCATGGCTCTGCTATTCAGGTGTG

	52659_4
	5
	[G/A]
	ACGCGTTCTCTCGCACACATCTGCCTCTTAGACACA

	5266_33
	34
	[G/C]
	GCCATTGGGAAGGCACCTACCTGCAAACATAGTGAC

	52663_16
	17
	[G/C]
	GATTGCCACCTCGCAGGCAAATGCAGCCAACATGCT

	52666_18
	19
	[A/G]
	GACACAAGATTTGCAGAGACCTGCCTAATCCTAAAA

	52669_1
	2
	[G/A]
	CGGTCATTAAAAGCAAAGACTTGCTCTCAGGCACAG

	5267_19
	20
	[C/T]
	CCACTTTAGCAGGCAGCGGCGTGCCACATGGGACCT

	52675_24
	25
	[T/G]
	TCTTCCTGTCATGCAGCTTACTGCTCTCTGTAACAG

	52676_5
	6
	[G/T]
	GAGGTGCATTAAGCAGACACCTGCTGTACATTTAGT

	52684_20
	21
	[G/A]
	ACTGCACACGTAGCATGCCTGTGCACATCTTGCATA

	52685_2
	3
	[A/C]
	TTCTTTTGGTGTGCATGTTCGTGCAGCCGTTTGCAT

	52695_7
	8
	[A/G]
	TGATGTCATAACGCAGAGATATGCTGAAGTGGTCCC

	52707_24
	25
	[A/G]
	CTGTTATGATAAGCAGGTCTGTGCATCCAGTGCCAG

	52719_32
	33
	[G/A]
	AATCCCACTGTGGCAAAGTTCTGCAGTGAGGGGAGA

	52721_26
	27
	[T/C]
	AAGAAAAACACAGCAGGTTGCTGCTTTGGTGCTGCG

	52722_34
	35
	[T/A]
	TGGCATGGGGTGGCAAGGTGGTGCCACAGGTAGTTA

	5273_30
	31
	[A/T]
	GGCACTGTTTCGGCATCCTTATGCAACATTACAGCA

	52731_26
	27
	[A/G]
	GTGCAAATCGGAGCAAGGGCGTGCTGAGGAAGCTCA

	52735_28
	29
	[T/C]
	TAAGAGCAGTATGCAAAGGCCTGCAAGATCAATGCT

	52739_34
	35
	[G/A]
	GAGGGCCTCACAGCAGGGCCGTGCTTGGGCCGGCGC

	52752_28
	29
	[G/C]
	TTCTGCAAAACCGCATTCGGCTGCAAAAGCAGCCGG

	52755_5
	6
	[C/T]
	TGAAACTGTGAGGCAACTGGTTGCTTTAGCTGCCCC

	52758_30
	31
	[C/T]
	CAGTGCTGAAGAGCAGCGTAGTGCCGGAGCCACTCC

	52764_15
	16
	[C/A]
	CACAGAGACGTTGCACAAATCTGCACACATTAACAC

	52765_19
	20
	[G/A]
	TGTTCTTTATCAGCAGCAGGGTGCACCCCGGCGAGA

	52766_8
	9
	[A/G]
	ACCCAGGGAGCTGCATGGCACTGCATGGGAGGGCCT

	52768_19
	20
	[G/A]
	TCGTAAAACGACGCATCTGGATGCTGTTTCTCTTTA

	52770_4
	5
	[A/T]
	TTCTATGGCTAAGCAGCTGCATGCAGGCTTTTATCA

	52772_33
	34
	[C/T]
	GTATGTGTGTATGCATGTTTGTGCGTGTTTGTGCGG

	52777_6
	7
	[T/C]
	ACAATTTCATATGCAGTACCCTGCGATGGACTGGCA

	52791_20
	21
	[A/G]
	GGATGCAGTTCTGCAGTGCCATGCTGATGCATACCC

	52793_11
	12
	[C/T]
	CGGTGTGCGCTCGCAGTCCCGTGCTGAGCCCGCCGC

	52811_27
	28
	[G/T]
	ATGGTGGTGGAAGCATTATGCTGCTGGGCTGTTTTG

	52817_10
	11
	[A/G]
	GATTGCCTCTATGCAGCTCTATGCAGAGTGTGTTCA

	52823_24
	25
	[C/G]
	GTGTGCGTGTGTGCACTTGTGTGCCTGTTTGTGGTT

	5283_1
	2
	[G/A]
	CGCTGTCCCACTGCAGAGCACTGCAACAAATAAAGT

	52833_10
	11
	[G/A]
	TTTAGCGCTGGGGCACAGCGATGCGTTCGGACTGGT

	52839_2
	3
	[G/A]
	AGGAAACCCACTGCAAACATGTGCCACTTCTCACAA

	52843_26
	27
	[G/A]
	TTGACTGTAGGAGCATGCTTGTGCTTGAGATGAATG

	52848_29
	30
	[T/C]
	GAGGCAATTTTTGCAAGAGACTGCGAGAGTGACCAG

	52849_24
	25
	[G/A]
	TATCTGTAAGTGGCAAAAGTGTGCGAACCTTTGCTT

	52850_1
	2
	[G/T]
	CGGCTCAGAAAGGCAGCGTTTTGCGGCTGCAGCCCA

	52855_2
	3
	[A/G]
	GAAAACTCCTCTGCACATGTCTGCCTTGATTAGTAT

	52856_24
	25
	[G/A]
	CCTGACAGTGCCGCAGCCATTTGCGGCTGGGAATAG

	52861_29
	30
	[C/T]
	CCACGCGCACACGCAAGCGGATGCAAACACGACAGT

	52865_3
	4
	[T/C]
	TTTTGACTCGGGGCAGAGGCGTGCTCGGTTGCAGTG

	52866_32
	33
	[G/A]
	GATGTAAGGCTTGCATGTAGCTGCTAAACCATGAAA

	52868_31
	32
	[A/G]
	CCACCCCAACAAGCATGTTACTGCGACATTAAGTGT

	5287_7
	8
	[T/C]
	TCCCAAGTAGCTGCATTTCTCTGCCAAATCTCATTC

	52871_31
	32
	[A/G]
	TTGGCTTTGAAGGCATTACAATGCCAATCGCGCTTT

	52879_15
	16
	[T/A]
	GAAAGAGATCTTGCATCCTAGTGCTGCAGAATGCAC

	52883_25
	26
	[G/C]
	GACAACATAACAGCAAACCAGTGCTGCAAGCAAGGT

	52886_32
	33
	[C/T]
	CTCCTCTTATCTGCAGTACCCTGCAGCTTCAGTGCT

	52887_28
	29
	[G/A]
	CACTTATCTCCGGCAGACAGGTGCTTCAGCTCGCAC

	52890_24
	25
	[A/T]
	CTGGATCTGCAGGCAGAAATGTGCAAAAATGTATAA

	52892_29
	30
	[A/T]
	GACAGAATGTCTGCAAGATGCTGCACGCCAGAGTGT

	52893_32
	33
	[A/C]
	GGAGTGAGTCAGGCAGAGAAATGCAGAAAGAGAGCT

	52896_24
	25
	[T/A]
	TGTAGCACTCAGGCAGCCTTGTGCTCCTTCTTATCT

	52899_6
	7
	[G/A]
	GCACGAGAAGTGGCATGATCGTGCTGATGTCCACTT

	52900_28
	29
	[G/A]
	GCTAATCAAGGTGCAGGCTGCTGCTCTCGGCAAACG

	52903_11
	12
	[G/A]
	AAGAACCCCAGGGCATGATGCTGCCACCTCCATATT

	52908_28
	29
	[G/A]
	CATTTGGCAGCGGCAAACTTCTGCCTAGGTTTGGTG

	52913_25
	26
	[G/A]
	GGACCGTATGGAGCACCCTGTTGCCGTTAGCGCTGT

	52927_33
	34
	[C/G]
	AAGCGATGAATGGCAGCTTTTTGCATGATCCTTCTG

	52945_4
	5
	[G/A]
	CCTGGCATTCCTGCACCGGAGTGCGGGATTACAAGG

	52946_17
	18
	[G/A]
	AAGCTATTGTACGCATCGTGTTGCTACCACTTGACC

	52950_6
	7
	[T/G]
	GTGGTGTTGCAGGCAGGCGTGTGCCAGTTGTACTGA

	52953_4
	5
	[G/A]
	AACAGAGGAAGTGCATCTTGTTGCCATGTGGATATC

	52954_11
	12
	[A/T]
	AGGTCAGGCATAGCAGATCACTGCAGGACATTTGAG

	5296_19
	20
	[G/A]
	AGCTGTGTTTGTGCACACAGATGCTTCACCTGGCAG

	52960_3
	4
	[G/A]
	CGGGTCTCTGCTGCATAAAAGTGCAAAGTTGAGTTT

	52961_33
	34
	[C/T]
	GATAAGGACCCGGCAACGCGCTGCGGCTTTGTGCAG

	52966_2
	3
	[A/G]
	ACAGGCCCTCAGGCATTCCCCTGCCCACCCACTATG

	52967_31
	32
	[G/A]
	GGACTGGCTGGCGCAACATCCTGCAAAGTGCGTGAA

	52970_9
	10
	[A/G]
	CAACAATAAATCGCAGCTCAGTGCATTCAATCGGCA

	52971_1
	2
	[T/C]
	ATCCAAACATTTGCACTGCACTGCAATCAGTGATGA

	52973_4
	5
	[T/C]
	TCCTTCTGTGAGGCAACCTTATGCTGTGGAAAGTTT

	52977_31
	32
	[G/A]
	TCATAAACTTTTGCATGGTGGTGCAGGATTGGTCAA

	52982_11
	12
	[T/A]
	GGAGGGCAAACTGCAAGATGATGCCAACTGACCTGT

	52983_34
	35
	[A/G]
	CAAAACCAAACTGCAAAAATCTGCGAGAATCATCAG

	52990_26
	27
	[C/T]
	ATCTAATTGACAGCATGCCAATGCCCCAGCAGGGTA

	53_4
	5
	[A/T]
	ATTTACAGCTGCGCACAGTGTTGCGTGAGTAAATAA

	53006_28
	29
	[C/T]
	TTAACCATGACTGCACACGTCTGCTTTGCGGCTTCG

	53010_5
	6
	[T/C]
	AAATTTGGGCTGGCATGTTGGTGCTGAAGGTAGTGT

	53023_29
	30
	[C/A]
	GACCTGCATGATGCAAGAAAGTGCAATGACCATGCT

	53031_11
	12
	[A/T]
	AACACAGGCACAGCAAAGGCATGCCAAAGGGTCATG

	53039_34
	35
	[G/T]
	TGCATGGAGCTGGCATGTAAATGCGTAGACAACTGG

	53044_3
	4
	[G/T]
	TCTGGTGGTGGTGCATTTAGGTGCAGGATTCATTTA

	53048_24
	25
	[C/T]
	CTCGCAAAAGTAGCACGGTGCTGCCTGACGATCCCA

	53051_28
	29
	[G/T]
	CACCTGACAGAAGCACAGTGCTGCATCAGGGCCTGC

	53052_33
	34
	[A/C]
	GGGTACGATGGAGCAGGTGATTGCAGTAACAACACC

	53061_17
	18
	[T/C]
	GCACCGACTAATGCACGTGTGTGCGTATTTGTATCA

	53067_27
	28
	[A/T]
	AACACTTTGTGAGCAGCAAAATGCAAGATGTCTCTT

	53068_29
	30
	[A/G]
	AAACAAAAGCATGCAGCCTTTTGCATGGAAAAAGCA

	53069_28
	29
	[G/A]
	ATGTTGTCATTTGCACAGAGTTGCCTCTGAATGCAT

	53074_26
	27
	[C/T]
	AAGAAAAACACAGCATTAGTGTGCGTCGGAGTGACA

	53076_9
	10
	[T/C]
	ATTTGTGTTCGTGCAGGGGATTGCTTGTCTCCTCCT

	53086_27
	28
	[C/T]
	GAATAAACAAAAGCAGCATGATGCTCTCCACCTGGA

	53087_1
	2
	[A/G]
	AATATCTATAATGCACTGGCCTGCCCAGTCACTTGA

	53093_4
	5
	[G/A]
	CTCCGCAGCTGCGCAGGTGGATGCCCTCTGTTCTGG

	53099_30
	31
	[T/G]
	GATGATAATCCTGCAAGCGGCTGCTTCCCTTTTTTT

	531_30
	31
	[A/G]
	GCATCGAGCTGGGCAAGTCTCTGCTGGCACACAAAC

	5310_19
	20
	[A/C]
	TCAGTTACAGGGGCAATGTAATGCTGGAGTAGGTTT

	53103_17
	18
	[C/T]
	TAGCGCGATTGCGCAGACTGGTGCGCAGACCTGACG

	53111_9
	10
	[C/G]
	AATAGCTGACCTGCATACTTGTGCCATTCGTTTTAC

	53115_19
	20
	[C/T]
	GCACTACCTGCAGCAACACCGTGCCACCCTGGTACA

	53122_29
	30
	[G/A]
	ACATCTGGTATGGCAACATGCTGCAAACTGATGCTT

	53125_4
	5
	[G/T]
	AAATGACAAGCTGCAGCACCCTGCAGTACAATATAA

	53130_10
	11
	[C/T]
	ACAATGACCTCAGCATATTGCTGCTCAACATGGTCC

	53137_6
	7
	[T/A]
	CGATCCTCGTTGGCATGGGGATGCTGGTCACTCGCT

	53139_31
	32
	[G/T]
	CAGGCTGGTTTGGCAGCTTTTTGCCCCGTCTGTTCT

	5314_2
	3
	[G/T]
	GAGGGGATGATAGCACATTCTTGCATGTCTCACACA

	53140_15
	16
	[C/T]
	GTTTCTTAAACTGCACGACCCTGCACAACAAACCCC

	53141_24
	25
	[C/T]
	AGGATGGAAATCGCAGATGGCTGCCGTTAAAGAGGC

	53152_7
	8
	[C/A]
	ACACTACCTTCAGCACCACTGTGCCAAGTTTGATTA

	53155_7
	8
	[T/G]
	TTTTTGTTGGTGGCACTGTGGTGCACCACAGGTAAT

	53156_27
	28
	[G/A]
	GTTTAGGTGTGCGCAACAGTGTGCGACGTTACTATC

	53159_24
	25
	[A/G]
	ACCCATCGCAGTGCACAGAGTTGCATGCTCACCACC

	53160_7
	8
	[T/A]
	AGTCCTGTTGTGGCAGCACAATGCTTGGGGGAGTAA

	53166_2
	3
	[A/T]
	AAAAAAATCGAAGCAGCATTTTGCATGTAGAGGCCG

	53170_6
	7
	[C/T]
	ACACACCGTGCAGCAGCGACATGCTCAACTCGTCTT

	53172_10
	11
	[C/A]
	CAAGCACCGACTGCATGGAAATGCATCAGCGCTGGA

	53174_34
	35
	[C/G]
	GACACTAAAAGAGCATGTGCATGCGTGTGTGTGTCT

	53179_11
	12
	[C/T]
	CACAAGAACTTCGCAAGGTGGTGCTAGAGACGATGC

	5318_28
	29
	[C/A]
	CAGGACCTGACTGCATGGAGCTGCTCATCATCTGAG

	53182_27
	28
	[C/T]
	TAACAATTCTTTGCATGATTTTGCTGTCGCTGCCAA

	53183_33
	34
	[C/T]
	TACGTGTGAAGTGCACTCATATGCTATGTGTCCCGT

	53184_1
	2
	[T/G]
	GTGAGCAACGGAGCATCTGGGTGCTCTAATGGAACA

	53188_19
	20
	[A/G]
	AATACAGCTCTTGCACTTCAGTGCCCTCTAGAAAGG

	53189_6
	7
	[C/A]
	GAAATCACTAACGCACACAGCTGCTGGATGGAGATT

	53196_17
	18
	[A/C]
	CTATAGAAGGATGCAGAAGGATGCGGTGTGTGGTCC

	53199_1
	2
	[T/C]
	ATGCCTGGAATAGCAACACCGTGCTCTTTTGTTTGT

	53208_26
	27
	[G/T]
	AATAACCACAATGCACTGCAGTGCCGGTCTTGATTA

	53213_6
	7
	[G/C]
	GTGTGTGTGAAAGCAGATCTGTGCGCCTGTTTCCCT

	53215_27
	28
	[C/T]
	AGAGAAGGGTAGGCATTTTTTTGCCATCATCCCTGT

	53217_9
	10
	[A/G]
	ACTTAACTCAGAGCAGAAAGATGCTGTCAAGTCAAA

	53221_11
	12
	[T/C]
	GCTTTACTCTGCGCACATTTGTGCGCTGACCTTTAA

	53226_3
	4
	[C/T]
	ATCCGGGGACGAGCATGGCAGTGCAAAAAATGTCAA

	53227_30
	31
	[C/T]
	ATGTGAACCGTGGCAGCAGCCTGCACCACTTCTTTA

	53230_20
	21
	[T/G]
	GAGTGGCAGTTGGCATATGCTTGCTTACCAGCCAAT

	53236_27
	28
	[G/A]
	ACACCCTGCAATGCAGCAAGATGCTGAGCCGCAATC

	53237_33
	34
	[G/T]
	TGTGAAGGAAATGCACGAACATGCATGTCAGTCGAG

	5324_27
	28
	[C/A]
	TTTTTGACCAACGCAGCAAAATGCTAACAGACTCAA

	53248_31
	32
	[G/A]
	CAGGCTTTCATAGCATCGTTTTGCTCGAGTGGAGCC

	53250_30
	31
	[C/T]
	TAACGAAAATGGGCATTACACTGCCAGTATCTGCTA

	53255_24
	25
	[G/A]
	CAGTAGGAAGTCGCAGGAAATTGCGAGTTTCTAAAG

	53257_27
	28
	[A/G]
	GTAGCCCTGCTGGCAAGGTGGTGCTGCATGTAGTGT

	53259_18
	19
	[C/T]
	TAGTATGATTGTGCATGTCGATGCGGTGGTTATATT

	53261_6
	7
	[G/A]
	ATATTTGAGTCAGCAGGACGCTGCTGTCCAGCTTGT

	53272_8
	9
	[C/T]
	GAGAAAGGCTTTGCAGTACACTGCAGCACAGTTTGA

	53278_1
	2
	[C/T]
	GCCAGAACGGCGGCAGTTGCGTGCCCACTAACCGCG

	53281_15
	16
	[C/T]
	TGCCCCAATACAGCACGTTTATGCGAAACACACATA

	53293_9
	10
	[C/T]
	TAAGAGTCTCTGGCATGTTGATGCCTGATGCACAAA

	53294_15
	16
	[C/A]
	ATGCACCCCACAGCACTTTCCTGCAGTTATTCCTTT

	53295_34
	35
	[A/G]
	ACAGACACTCACGCAGACACATGCACACACACTTAC

	53296_24
	25
	[A/G]
	CTGAACACACTGGCAAAGCCATGCAGAGCAGATACA

	53305_18
	19
	[C/G]
	GAACCTGTTTCAGCATGACGGTGCAAGCTTCATGCA

	53311_2
	3
	[C/T]
	ATCCAGAGACCTGCACTCTCATGCTTTCCTGGCCAT

	53312_2
	3
	[T/C]
	ACTACACACAAGGCAAAAGAATGCCAGTCCTTTGCA

	53319_32
	33
	[A/G]
	AACAAACTGAATGCATTGTGCTGCTGTCACTCATTG

	53324_16
	17
	[G/A]
	TGGAGTGAGCTGGCACGGTGGTGCAGCTTGTGTTAT

	53328_33
	34
	[G/A]
	TCTTGGCTAATTGCATCTCGTTGCTCTTAATGTGGC

	53330_32
	33
	[C/T]
	TCTCCAGCTATGGCATGTCACTGCTGCGCATCCGTC

	53332_30
	31
	[G/C]
	CAGGTATAGCGTGCATACAAATGCGCTGGAGTAATC

	53333_15
	16
	[C/A]
	GATGGCAAACTGGCACTAATATGCCCGTGGCACTAT

	53337_25
	26
	[G/A]
	TTGGGTGATGATGCATTATGCTGCGAGTTTGTGTGA

	53338_5
	6
	[C/T]
	CATCTCAGCAGTGCATGACTGTGCACTTTTGTGGCC

	53339_24
	25
	[G/A]
	GTCTTGGCAGTAGCATGTCACTGCGTTGACTTTCTT

	53344_27
	28
	[C/T]
	GCAGTGTACCATGCACTCACCTGCCACCGACACTAC

	53345_7
	8
	[A/G]
	TCTCATCAGCTGGCATTAGAATGCAACACCCTCACT

	53358_4
	5
	[G/A]
	TTGAGCGCCTTCGCACACAGCTGCTATTCAGCCACG

	53365_18
	19
	[C/A]
	TATTTCAGACAAGCAGTACGTTGCATAGCAAGCACT

	53366_28
	29
	[A/G]
	CCAAAGACATTTGCACATGACTGCAAACAAACACAC

	53370_1
	2
	[T/C]
	CTAGAAACAGCAGCAAACTGGTGCTACTTTGGGGAT

	53374_32
	33
	[G/A]
	GTTCTGGGAATAGCAGAAGATTGCACCAGTCGGTTT

	53376_4
	5
	[T/A]
	CCGTTAAATTTGGCAGAAATCTGCCTGAATCAGTTC

	53378_3
	4
	[A/G]
	TAGACAGGCACAGCATGAATGTGCGAGCTAGCCATC

	53386_29
	30
	[C/T]
	AAGCAATCCGTGGCATTGAGCTGCATGACCATGCTC

	53393_32
	33
	[C/T]
	CCTCTTGCGCACGCACCAGCTTGCTTTGCTTGCTCC

	53395_10
	11
	[T/C]
	TATCGAGGTCTAGCACGACATTGCACCATACAGCCA

	53396_29
	30
	[C/T]
	AAGTCACCTGTTGCAGAGCAGTGCATAAACGCTGAA

	53397_28
	29
	[T/C]
	GCGCACGTGTTTGCATACGTGTGCATTGTACTGATA

	53401_32
	33
	[C/G]
	ACGAACCGATTTGCAAACTGCTGCAAATAGACCAGG

	53405_30
	31
	[A/T]
	GTGTGATTTACTGCACAGATGTGCAAGCACAGTAGG

	53406_7
	8
	[C/T]
	TTAGAGGCCTGGGCAGCGAACTGCGTTCCAAATCCA

	53410_4
	5
	[C/T]
	TCGTCCCTAATGGCACACAGGTGCATAAACACGGGG

	53417_18
	19
	[T/C]
	GTCCATGCATGGGCAGATTAGTGCTGTTAACATGGG

	53424_10
	11
	[A/T]
	AGCTGGTTTGATGCAGACTGATGCTCGCATTGTGGA

	53428_5
	6
	[G/T]
	ACAGAGAAATCTGCAGTCTTGTGCAGGTGTCTCTCA

	53431_26
	27
	[C/T]
	AGCTACAAAGAGGCACTGCGCTGCACCGTGACTTGG

	53436_20
	21
	[C/A]
	CTGCACAAAGCTGCAGGATCATGCCAGAGGACCATC

	53446_34
	35
	[A/G]
	GCTGGCATCCACGCACACACATGCGCACACATGCAC

	53448_26
	27
	[C/T]
	CCACCGCTCCGGGCATGTGTGTGCATCAGTGTGTGT

	53457_3
	4
	[C/T]
	CTTCTTGGCCAAGCAGACTGGTGCTATCCTTCCTTA

	53461_8
	9
	[A/T]
	CCAAAAATAGGGGCATTCCACTGCATTCCATCCTTT

	53462_34
	35
	[C/T]
	GTAAAGTTAACTGCACCACAATGCCACATTCACTCA

	53463_25
	26
	[C/T]
	CATTGCAGAACTGCAACCCACTGCACATTTCCACAC

	53467_33
	34
	[G/A]
	TAACTCATGCGTGCATCAGAATGCATTATGGGTGAT

	53500_7
	8
	[C/T]
	ACGTGCTCTGCAGCATGGACCTGCCATGCTTTTGCA

	53501_16
	17
	[C/T]
	CAGAACTTGTGGGCAACGCGATGCATGATGCCAGAA

	53502_4
	5
	[G/A]
	TGTTGCAGATCTGCAGCACAGTGCAGAAACAGGTCA

	53504_4
	5
	[T/C]
	AAAGTTTGCGATGCAACCGTCTGCATGGTACTTTTT

	53509_20
	21
	[G/A]
	ACCTACACAAATGCAGGCAAGTGCACATACTTCTGT

	5351_28
	29
	[C/G]
	TTAACAGATTACGCAACACATTGCTTTTCAGTGCTC

	53519_19
	20
	[C/T]
	GGTTTTAGATGGGCACTGCCGTGCACAGATTGAGTA

	53520_11
	12
	[T/C]
	ATTGGTAGTGCTGCACACCAATGCTGAGAATTGCTA

	53535_33
	34
	[C/A]
	ACACACACACACGCAGATCTATGCACACACCACCTA

	53540_20
	21
	[A/T]
	CTTCTCGAATCAGCAGTTTAATGCGAGCGAGCAGAC

	53541_31
	32
	[C/T]
	AATTGAGCTATTGCAACAGTTTGCAACACCTCCTGT

	53549_4
	5
	[G/A]
	GGGTGAATATCGGCAGCTTTATGCAAAACGTCCCGT

	53550_18
	19
	[C/T]
	CAGTCGTAAAAAGCATTTCACTGCAAGCTGTACAAT

	53551_5
	6
	[A/C]
	GCACCAGGACTTGCAATCTGCTGCACCTCAATCACC

	53552_32
	33
	[G/C]
	TACGTCAAGTCTGCAACCAAATGCGCAGTGACCCCG

	53556_11
	12
	[G/A]
	CTCAGAAGGGCGGCACATTGGTGCCACAGGTAGTGT

	53558_33
	34
	[T/G]
	AACTGCAGCCTGGCACACCGATGCCAGGGCAAATCC

	53561_10
	11
	[G/A]
	TAAACAGGCAGAGCAGAGAAATGCAGCAATCTAGCA

	53564_6
	7
	[C/A]
	CCTAAGCCTTCTGCACAGTGCTGCATGTTTGTGAAT

	53565_33
	34
	[C/T]
	GAAATTTGGGTCGCACATTGATGCAGAAAGACACGT

	53573_30
	31
	[T/C]
	GCACTGCCCACTGCACCACTGTGCTGTCCATATAAA

	53575_25
	26
	[C/T]
	TTGCGTACGTGTGCACACTCATGCTCAATGGCACAT

	53579_30
	31
	[T/A]
	TCATTATACTGGGCAGAGTAATGCTTGGCATCTCGT

	5358_25
	26
	[G/T]
	CCTATTTACATCGCAGGGATTTGCTGGTGGCCTTTC

	53591_7
	8
	[C/A]
	TGAGGGGCGTATGCAGCGGGTTGCTCGTGGCCACCA

	53596_9
	10
	[G/A]
	TTGTCTTCTGTAGCACACAGATGCTGTCGAGTTCCT

	53602_2
	3
	[A/T]
	TTAAAGGAATGCGCAGCTTAATGCCTCAATTACACT

	53608_32
	33
	[C/T]
	GGCAACTGCTCAGCACTTCGCTGCTTCTAGACCGCA

	53616_20
	21
	[G/A]
	GGCTGTGCCTACGCAATGCCGTGCTGGATGCCAACA

	53618_6
	7
	[A/C]
	GTCAACCAACCAGCAAAACCCTGCCGAAATTCATTA

	53627_30
	31
	[A/C]
	AACAGCCTCAAAGCATAATGCTGCCAACACAATGCT

	53631_32
	33
	[A/G]
	AGAGCTCACTTGGCATCTGGGTGCTGGGCAGGAGAA

	53635_1
	2
	[G/A]
	GAAACCAGCTCTGCAACCTGTTGCCAGTTCGAACCC

	53637_4
	5
	[G/A]
	GTTCGACATGCAGCACTGCGATGCGTCATTCCAACT

	53640_3
	4
	[C/T]
	TTCCCATTCTTGGCAAGGTCTTGCCATCTTAACAGT

	53643_19
	20
	[T/C]
	AACATGGTGACGGCAGCATTATGCTGTGGGGATGTT

	53654_20
	21
	[A/G]
	CCTTACTTCATTGCATTCGAATGCGCATGTTTGTTA

	53656_3
	4
	[T/A]
	GCCTGGATGGTGGCAGAGAAATGCAAAACATGTTAA

	53657_27
	28
	[C/T]
	GCCTTTTCGGTGGCATGACCTTGCTGCCAACTCATT

	5366_6
	7
	[T/A]
	GATGTTAAGCTTGCATCAACATGCTCCTCCCTCATT

	53660_32
	33
	[C/T]
	CATTGATTCCATGCACATTTCTGCTGAAGCTCCGTT

	53662_25
	26
	[T/G]
	TGAAGAGACAGTGCAGGCCTTTGCTTCTTATGCTCG

	53673_29
	30
	[G/A]
	GGGGCCCAGCAAGCAACGTGGTGCCACATGTTGACT

	53683_7
	8
	[C/T]
	GGGTCTCCTTTCGCATGTGTTTGCCCAGGCTTCAGC

	53687_24
	25
	[G/A]
	TTAACCTTTAAAGCAAAGGTGTGCGCCTCCTCCTCG

	5369_30
	31
	[A/G]
	TTTGTTGTCAAAGCAAACGCATGCAAATGGAGCGTT

	53702_27
	28
	[C/T]
	CTTGGAAACAGTGCATTCTCATGCTCACGGACAGGT

	53707_2
	3
	[T/C]
	CTTCATGTGATGGCATGATAATGCCACAGGTGCTGT

	53711_4
	5
	[A/G]
	TAGCATTGAATAGCAAAGACGTGCATCAGACTGACG

	53712_15
	16
	[G/A]
	TTCCTCCTGGTGGCAGTCCATTGCAGGGTACCACAC

	53716_26
	27
	[T/C]
	CAGTGGCAGTCTGCAGTCCGCTGCCATCATGCTCCT

	53719_28
	29
	[T/C]
	CATCAGGGCAGGGCACCATGCTGCACTTTCTGTCTC

	53722_31
	32
	[C/T]
	CAGAAATGTAACGCAGGAAGCTGCAGGACTTCAAGT

	53727_30
	31
	[C/T]
	AGAATTACTCCGGCAACTCAGTGCTGAGATCCAACA

	5373_25
	26
	[G/A]
	TGCATCCTGGCTGCAGAGTGTTGCAGGAAAACTCCT

	53732_28
	29
	[A/G]
	AAAAGCACACGTGCACATTCTTGCTTTCGTGTACAG

	53734_8
	9
	[G/A]
	GTACACAGGAATGCACTGCAATGCACTGGCAGTCAA

	53736_11
	12
	[G/A]
	CCCATCCCTGTGGCATATGGCTGCCTTGTGTGCCAG

	53737_32
	33
	[G/A]
	ATGAGGGAGTGTGCAGATGGTTGCGGGGGTGTGAAG

	53740_33
	34
	[G/A]
	AATTCGCCGCATGCAAGTCAATGCAGCGCATCTGAG

	53744_10
	11
	[G/A]
	GACTCATAGAACGCATCGTTGTGCTCATCTGATACT

	53745_17
	18
	[C/T]
	GTCACTTTAGATGCACTCTAATGCCAGGTGAGACCT

	53747_30
	31
	[T/C]
	TCTCTCCCTCCTGCAAACAGATGCAACCTTTGATGA

	53750_28
	29
	[T/C]
	GGCGCTCCTTTTGCAGAGCCGTGCGCTCCATCTGGC

	53751_29
	30
	[A/G]
	CCCGTCTTTAGGGCACAGGTGTGCAGTACGGCCTGG

	53755_28
	29
	[A/T]
	GTGTGCATGCTTGCAGATTTGTGCAGACAGCAGGAG

	53761_17
	18
	[C/A]
	CCGACGGCACGCGCAGACTCGTGCGGCCAGTGATCA

	53763_9
	10
	[G/A]
	AGGTGTGTAGCTGCAATCTGGTGCGACCTGAAATTT

	53767_2
	3
	[C/A]
	AAATTGCGTGGTGCAGCACAATGCATGCATGTAGCA

	53769_16
	17
	[C/T]
	TGTGTTTTCCTGGCATCACCTTGCGTTTTTTGGTCT

	53782_7
	8
	[A/G]
	TATGCAGAGGTGGCACAGTGGTGCTCTTGAAAGTGC

	53787_15
	16
	[G/A]
	CAGCCTTGGAATGCAGATGGATGCACACGTATACGA

	53796_32
	33
	[G/A]
	AATATGGTGTGTGCACTGAATTGCGTGTGTGTGGTG

	53799_24
	25
	[C/A]
	GAATGTGAAGAAGCAGTGCGCTGCCGAGGCAGCAGT

	53805_26
	27
	[C/T]
	GACAGATGATCGGCATTAAGGTGCAGCACCAGTCTC

	53812_32
	33
	[G/A]
	ACCTGGAGTCGGGCATGTTTGTGCACCCGATTGGAA

	53818_31
	32
	[C/T]
	GCGACAAGCCCAGCAGTGACATGCGCTTCACCATCA

	53823_3
	4
	[C/A]
	AACCACCTGTGTGCATTCAGGTGCACGTTAGTGCTT

	53827_7
	8
	[G/T]
	TGATAGCGTACAGCAGCTTTCTGCTTCCTGGCTACA

	53833_11
	12
	[A/T]
	TGAGCACAAATAGCAGTGGGATGCGTTTGGATTAAA

	53834_2
	3
	[C/A]
	CACACACCCCATGCACACAGCTGCCTCATTTTCCTG

	53837_18
	19
	[C/T]
	CCAGCTGCAGATGCAGGACGATGCGGTCACACTTTG

	53841_11
	12
	[C/T]
	GTCCTCAGATGCGCAAAAACATGCGACGACAAAGAG

	53842_27
	28
	[T/C]
	AAATGTGTGCTGGCAAATGCTTGCCCTTATCCCAGT

	53844_2
	3
	[G/T]
	AAGTTTATTCCAGCATCTTGGTGCCAGGACAGACAG

	53847_24
	25
	[C/T]
	AACACTACTTCAGCAGCCATTTGCCGTGTGAATGCT

	53853_20
	21
	[C/T]
	CACAACTGTATGGCACAAACCTGCCTCTCCAGGCCA

	53861_17
	18
	[A/T]
	CACACGCACTTGGCAGAATTTTGCAGTGTTTGATTT

	53868_30
	31
	[T/C]
	TTCTATGGCCGTGCAGTTGTATGCAAGCCTTACATG

	53869_15
	16
	[A/G]
	ATCGATAATACCGCAGCTAAATGCTGACACTCCAAC

	53878_10
	11
	[C/T]
	CAGGGTACCATGGCACCACTGTGCCACCCTGTCAGC

	53895_31
	32
	[C/T]
	CAAAGCATGTGTGCAGAGTGCTGCAGAACACCATGA

	539_17
	18
	[A/T]
	TCTAGTTCACATGCATTATGCTGCCCCCTCGTGGAC

	53903_34
	35
	[A/G]
	TTCAAGATGTGTGCAGTAGATTGCTTTCCTGCTCAA

	53907_18
	19
	[G/A]
	AAATCAACATTAGCAGGCGCCTGCATGACAATGACT

	53908_31
	32
	[C/T]
	TTCCTAGGAAATGCAACGTGTTGCATTCTGCCTAAC

	53909_28
	29
	[A/G]
	GCCAGACCTGGAGCAAAGGTGTGCGGCTAGAACCAT

	53911_18
	19
	[T/G]
	AGTAGTATTTTAGCACCCTGGTGCCGAGTGCTGTCT

	53918_4
	5
	[G/T]
	ATTTGTGGGATGGCATAGCGGTGCCCCAGGTAGTGT

	53924_34
	35
	[C/T]
	GCTCCAGGCTACGCAGGCCTCTGCGAAACCATTTCT

	53927_28
	29
	[A/G]
	ATCTCCTCAGGAGCAATAACCTGCACAGAGCAAAGA

	53933_9
	10
	[C/T]
	TCATATACTCGGGCACCCTGGTGCATCAGGGACCTT

	53935_28
	29
	[C/T]
	AAATGATAGCATGCAGTCATCTGCAGTGCCTACAAT

	53937_30
	31
	[T/A]
	ATACCCGGGAACGCAAGGTCGTGCTTTCAGTCAGAA

	53952_33
	34
	[G/A]
	AAACATGCTGAGGCAGATGTTTGCCCAATCAGAGCT

	53957_10
	11
	[A/T]
	AGCGATGTGTAGGCAAACAGCTGCTTCTCTCCGTCC

	53958_9
	10
	[T/A]
	GATTGGTCGTCAGCACCAGTGTGCCACCATCCAGCT

	53963_33
	34
	[T/A]
	CCTTGTACCGGAGCAATGTTTTGCTGTTCCAGGTTG

	53964_7
	8
	[C/T]
	TAGCATACGGGAGCAGAGTGGTGCTTCAGAGGAAAG

	53965_18
	19
	[G/A]
	AATGCAAATCCAGCACAAGCATGCACATTAGTGAAA

	53967_27
	28
	[C/T]
	ATTCCACCATGGGCACTGAGGTGCATTCGCTCATGC

	53976_30
	31
	[C/A]
	TCTCGCACCCTCGCACTTGCTTGCTCTATACCACCA

	53979_24
	25
	[A/T]
	TGAAGAAACCGAGCATCAACATGCAGATTCACAGCA

	53982_16
	17
	[C/T]
	GATTTCTGAACAGCAGCCGTGTGCCAGATTTAATTT

	53984_2
	3
	[G/C]
	TTGACTTTGGCTGCACAATAGTGCTACAAACTGCGA

	53992_25
	26
	[G/A]
	TGGGATGGTTATGCATTCCGATGCTGGAATGAAGTG

	53996_33
	34
	[G/C]
	CCTCACAGGTGAGCAATGCAGTGCCAAAATACAGTG

	54_4
	5
	[G/A]
	GTCTGATCTTGTGCATGTGACTGCCTCCAGCTCGCA

	540_4
	5
	[A/C]
	AAAAACTCAGGTGCATGACCCTGCAAAGCTACAATT

	5400_2
	3
	[G/A]
	GAGAAGGGGAGTGCAAATCGGTGCCAAAAATATCGA

	54000_16
	17
	[C/T]
	TGTGCTCCTGGAGCACCGGCATGCAGCTCAGGTACT

	54002_1
	2
	[C/T]
	TCTGATTATTCAGCAAAAGGCTGCATGTAGCCTCAC

	54011_18
	19
	[C/T]
	GGCGCAGGAGCAGCATGGCGTTGCGGCGGGTGGCGT

	54017_19
	20
	[A/G]
	CGATGGTCTGGCGCAGAGAACTGCGGTCCTGAGACA

	54028_17
	18
	[G/T]
	GACCCTCGCTCTGCAAAGTCTTGCAAATGGTCAGCA

	54029_25
	26
	[C/G]
	CAGGAGCTCTGCGCACCAGTCTGCCCCTAGATCATG

	54030_26
	27
	[A/G]
	GCAGGGTGTCAAGCACCACACTGCTCACGCTGCCAA

	54035_26
	27
	[C/A]
	GCATTCGCCGACGCAACTTTGTGCTGCCTGCAACTC

	54036_18
	19
	[G/A]
	GGTTCTTACTGAGCAGTGGCATGCAGTCAGTGGAGT

	54040_29
	30
	[C/T]
	GTAAAAGACATGGCATCAAACTGCATGTTCGGGGTT

	54053_5
	6
	[G/A]
	TAGCCGCGCTCTGCATGCGTGTGCGCGTACAGTGAA

	54056_16
	17
	[G/A]
	AAAAACGACTGAGCATGAAGATGCTGCCTGTTATTG

	54060_3
	4
	[G/A]
	TATAAACCTGCAGCAGGGAACTGCATAAACTGCAAG

	54061_9
	10
	[C/T]
	TGAACGCCTCCTGCATCTAGCTGCGAGGAGAAGTGA

	54062_11
	12
	[T/C]
	CACTGACACATCGCAGCCCACTGCTTTCACAACCTT

	54065_7
	8
	[A/T]
	CTTTGTAAAAGGGCAGCACAGTGCAAACTCTTCCCT

	54067_26
	27
	[C/T]
	AACTGATCTGTTGCAGTTTAATGCCTCCATGTGCAA

	54068_7
	8
	[G/A]
	TGGAATGAGCCAGCAGGCTCCTGCTTCAAGCAAAGC

	54080_18
	19
	[G/A]
	ACAGGGCCACAAGCATGCGTCTGCTGTATAAAGCTC

	54081_28
	29
	[T/G]
	CTGGCTTCTGAAGCATAAGACTGCGTGTTTTTTTAT

	54082_17
	18
	[G/A]
	ATATGCAGCCTTGCATTGCTGTGCAGTCAGCTGAAG

	54091_3
	4
	[T/C]
	ACTTTGTGTAGTGCACCTGGGTGCGCATGCGCAGTT

	54103_27
	28
	[C/T]
	CGTCTTCCTGATGCAAATAGCTGCTCGCTCGTAGGG

	54106_10
	11
	[A/T]
	GCACGCTTTCACGCATTGCTCTGCTGCCACATGACT

	54107_4
	5
	[T/C]
	TATATTTGGACCGCAGGGCGTTGCAGTAAGCGGATG

	54110_32
	33
	[C/T]
	CACACACGTTCTGCACACAATTGCGTTCATTTCACT

	54120_9
	10
	[C/T]
	CATCTGCATCAGGCATATGGCTGCAATGGGTCATAT

	54133_32
	33
	[G/A]
	AGGTCGTGGTGTGCATCTGGATGCGATCATTCGGCT

	54138_1
	2
	[A/G]
	GAGCTTCATGTTGCAGAAGAATGCACCGGTGACATT

	54141_17
	18
	[C/T]
	ATGTACTCTAGTGCAAGCGTCTGCTGCCCAATCTGA

	54143_9
	10
	[G/A]
	CTCAAGCATGCTGCAGATCGCTGCATGTCGTGCATG

	54146_17
	18
	[C/A]
	GTGGCCAGGGTGGCATTCCTTTGCAGGGTACCAACA

	54147_4
	5
	[T/C]
	GCTCTAATAACAGCATCAGGCTGCAGTGAAGGCTTG

	54149_32
	33
	[A/T]
	AATCATGTGGCAGCAGCACAGTGCAAGCAATCACAC

	54155_18
	19
	[T/C]
	GCACAGAACCAGGCAGCATGGTGCCACCACAGGTAG

	54164_27
	28
	[T/C]
	AGCAGGAACAAAGCACGGGAATGCAGCTTCATTTCA

	54170_2
	3
	[A/T]
	AAATGACAAGCTGCACCGTTCTGCCTTGATTACACT

	54177_31
	32
	[C/G]
	GAACACCGACCGGCAGTGACGTGCAGGTCGGCTCAG

	54179_24
	25
	[G/A]
	CGTGGGAGCGCTGCAAAGCGCTGCGTAATTTACTTA

	54189_19
	20
	[C/T]
	ACACTGCCTGCTGCACCACCGTGCTGCCCCGATACT

	54192_8
	9
	[T/A]
	TCTGATAGTATAGCAGGGGACTGCCTCTGCACTCTC

	54195_26
	27
	[C/T]
	CAACCTCATTTTGCACGCATGTGCCTCAGTGCACAG

	54196_8
	9
	[G/A]
	AAAAACGCGTACGCAGAGTTTTGCCTTCTGCTCCAC

	54199_6
	7
	[G/A]
	ATCTCCGAAGGGGCAAGAGGCTGCCCAGGAGATTGA

	54203_33
	34
	[A/G]
	AGAACGGACAAAGCACCGACGTGCCCTTGATCAATG

	54209_24
	25
	[C/A]
	CGCTTTCCGCAGGCACCATTTTGCCACCGTTTCTAT

	54213_32
	33
	[G/C]
	GCCACACTGTGGGCAAAGTGGTGCTGCAGGTTGGAT

	54215_25
	26
	[C/T]
	GATGTAAACCTAGCAAGTGACTGCTTTCAGTGGCCC

	54216_24
	25
	[T/C]
	TACTTTACGCTCGCATGACTTTGCTTACTGAAACCC

	54222_2
	3
	[G/A]
	TAGAAAACTAATGCACTCAAGTGCCATGGCCTGTAT

	54225_7
	8
	[T/A]
	GTTAGCGTACCTGCAGGATGCTGCAGCGTTCTGAGT

	54239_33
	34
	[G/A]
	GCCCTGAGTAATGCATGACTTTGCTGGAGGGCAGAA

	5424_11
	12
	[C/T]
	GCCTCAGAGATCGCAAATTGCTGCATCACTCCTGTT

	54244_1
	2
	[G/A]
	CAGATGCACGAGGCAGAGCTGTGCGTCTCATTCGGG

	54246_28
	29
	[G/A]
	CCTGTGCACCTTGCATGTGACTGCATGTAAACTGTT

	54247_30
	31
	[C/A]
	AAAGATTCTCCAGCAGCAGCCTGCAGGCGGCGTCAT

	54249_11
	12
	[G/A]
	TGACCCGTTATGGCAACAGTCTGCCAAAAAGTCAAG

	54259_24
	25
	[G/A]
	GAATTAATCCAGGCACGCTGATGCGCCTAAATTCTT

	54273_9
	10
	[C/T]
	TGTGAACTTCTGGCAGGAAAATGCACAAAACAGTCT

	54279_3
	4
	[A/G]
	GTCAGACGGTGCGCAGAGGTCTGCTATTTATATACA

	54280_24
	25
	[C/T]
	ATGCCTAGTGCAGCACAGCATTGCCCCCACTGGCAG

	54286_2
	3
	[T/A]
	TTACTGTTTACTGCAGCTCCGTGCTGCAGAAGCACC

	54295_28
	29
	[C/T]
	TGAACTTCTGCTGCATGTCTCTGCCTTTCTCACAGT

	54297_10
	11
	[G/A]
	ATTGGAGCTGGTGCACATAACTGCTGCTCTTTTACA

	54298_3
	4
	[G/A]
	ACCGTGCCAACAGCAAGTGTGTGCATGAGTAAGAGC

	54300_24
	25
	[A/T]
	GTCCAGCTGTCTGCACTTGACTGCAGTAATTAGCAT

	54305_30
	31
	[G/A]
	GTGACTGTAAACGCACGCATCTGCGAGAGCGAGTAG

	54306_8
	9
	[C/T]
	ACTAACTTCACCGCATCCTGCTGCTTGTGCCCAAGT

	54307_25
	26
	[G/A]
	ATGTGTTGAGGGGCAAAAACATGCTGAGTTTACACT

	54310_17
	18
	[T/C]
	GACCAGACACAGGCACTTTGCTGCTCTTGCCTATGT

	54311_25
	26
	[G/A]
	GGGTCACATTCGGCAGCCAATTGCAGAAGCCCACAA

	54313_25
	26
	[T/A]
	GACATAAAGAGGGCAAGTTAATGCCTCAGTCCCTAT

	54321_7
	8
	[T/C]
	CTGAGATTAACAGCAGCAGTCTGCATTTCTGAGGAA

	54322_6
	7
	[G/T]
	GAGAAAGTCACTGCAGTCTGGTGCTTAAACAGTGCA

	54325_5
	6
	[G/T]
	GCAGAGGTGAGAGCACCCGCCTGCTTTACCGTAGGA

	54345_2
	3
	[T/C]
	TATTAGTGGTGAGCACACACGTGCCTGGAGTGGTAA

	54348_19
	20
	[G/A]
	CGCAGGAGAACTGCATGCCGCTGCGAGTCTTCATGA

	5435_29
	30
	[T/C]
	AATGAGCACATGGCACGCAATTGCCAATATACTTAT

	54357_29
	30
	[A/G]
	GGCTAGTCGGGTGCACTAGGGTGCTAGCTAAAGACT

	54362_30
	31
	[C/T]
	GAGTGAAGAAAAGCACGCCTGTGCCGCGTTCACACG

	54374_9
	10
	[A/G]
	CTGAAAGGCACGGCACTTAAATGCCACAGTTTTGAT

	54375_30
	31
	[G/A]
	GGAGCTCAGGACGCATAAATTTGCATAGCTGATGAG

	54379_3
	4
	[A/G]
	AGGATTTGTACAGCAGACTGGTGCAGATGGGAAATG

	54383_31
	32
	[C/T]
	GACAGACTGCCAGCACAAAAATGCCATAATTCCATG

	54384_27
	28
	[C/T]
	AGCTAATTGGTAGCATGTGCCTGCTCTTCACCATGT

	54389_33
	34
	[G/A]
	TGACGATCAGATGCAGGAATCTGCAGAAGATCCGTT

	54394_4
	5
	[C/T]
	GGCCCAGAAGTGGCAACTTGGTGCAGTGAAAGCTGC

	54398_19
	20
	[G/A]
	GTGAACGCAGGTGCAGCAGGCTGCCTAGGACAGGAA

	54405_26
	27
	[C/T]
	GTAATGCAATTGGCACCTGATTGCCTCCCCTTGTTC

	54411_17
	18
	[C/T]
	CCGTGTGGGTGGGCAAACATATGCGGCTGGCAGGAT

	54412_16
	17
	[C/A]
	TAGTTATCAGAGGCAACATCATGCAGGCAGGATAAT

	54414_16
	17
	[T/C]
	GCAATGCCTTGCGCATTGGGGTGCTGGCATAAAGAC

	54415_20
	21
	[A/G]
	TAGGTATCTATGGCACAGAGGTGCCAGATGGGCTCC

	54418_19
	20
	[A/G]
	TTCTGTTATGTGGCACACCAATGCATTCTGGAGGTA

	54427_17
	18
	[G/A]
	AGCATGGTGGTGGCACCGTTGTGCGTTATGGCTGTT

	54433_11
	12
	[C/T]
	CACTCCAATAGCGCATAAAAGTGCTCAGCTCAGGGG

	54436_3
	4
	[T/A]
	GACTGCAGCAGTGCAATTATGTGCATCTCTGTGCTC

	54438_7
	8
	[G/A]
	TGTGTTTGAAGCGCAGGCTTTTGCATGAAATCAGTG

	54444_1
	2
	[C/T]
	CCATTTGGAAATGCATTACCATGCTGCCCATTTCGG

	54445_28
	29
	[T/C]
	CACACTACCTGGGCAATACCGTGCTACGTAAATCAC

	54464_27
	28
	[G/C]
	GGTATAAAGGCTGCAGGATTCTGCTCTGATACTGAT

	54470_34
	35
	[C/T]
	GTAAGGAGTACGGCAAGTGTTTGCGGACTCACTGCT

	54472_28
	29
	[C/T]
	AGGAGGGAGGGTGCAGGTTTGTGCGTAGCTCCTGGA

	5448_27
	28
	[T/C]
	ATTGTATGTGAAGCACAAGGCTGCGCGTATGTAAAC

	54491_34
	35
	[A/G]
	CGTTAGCTGAGTGCACGGAGCTGCATGTTCTCGAAG

	54498_9
	10
	[G/A]
	GCCTTACCCGTAGCAGTGTGCTGCTGGTTTAAATTC

	54507_34
	35
	[G/A]
	TCAGGGTAATGAGCACGTTGGTGCTACAGGTAACGC

	54515_2
	3
	[C/T]
	GTCAGGCTTTACGCAGGCAGGTGCTTTCAATGCAGT

	54516_1
	2
	[C/A]
	TCTTTTGTGCACGCAAACTCATGCACACACAAGCGC

	54523_30
	31
	[C/T]
	GATGACAACGATGCACTTCGCTGCTCTCTTCAACAC

	54541_28
	29
	[C/T]
	ATGCCTGTGCCTGCAATTGCCTGCAACTCAACCCAA

	54542_28
	29
	[C/T]
	TGACCCGATACCGCAGTCTGGTGCAGCTCGATGCCA

	54549_31
	32
	[A/C]
	GCACAGCTAGAGGCACATGCATGCACTGGTTATTTC

	54556_28
	29
	[C/T]
	GAGAGACCACGCGCAGGTTGGTGCGGTTCCCCACGT

	54558_8
	9
	[T/G]
	TTCTCCGTTAACGCACGCACGTGCTACGTTTTCAAA

	54565_30
	31
	[G/T]
	AAGATTGGTGGAGCATCTGCGTGCCCATTGGGCCAA

	54567_27
	28
	[G/A]
	ATTATGACCAAAGCAAACGAGTGCTCTGTCTCTAGA

	54568_2
	3
	[C/T]
	CTCCCACAGACAGCAGTGCAGTGCAATCTAACTAAT

	54569_33
	34
	[G/A]
	GAGAGCGAGCTGGCAAACTTTTGCTTTATGAATGAG

	54581_8
	9
	[G/T]
	AATCCGCAGCAAGCAACAAGCTGCATGCAGTGCAAC

	54582_8
	9
	[A/C]
	GTCTTGCCATGTGCAAAGGCATGCATCTCTCTTATC

	54590_15
	16
	[C/T]
	ATACATCAGGTGGCACGGTGGTGCCATGGGTAGTGT

	54591_2
	3
	[C/T]
	GTCGAATAGGCTGCACACATCTGCCAGGTCACGACC

	54592_25
	26
	[G/A]
	TGGCTTTAGCGAGCACTACCTTGCCGATAGGCGGCA

	54594_19
	20
	[C/T]
	ACACTAACAGTGGCACCACCGTGCTGCCCCGCCAAA

	54601_6
	7
	[T/C]
	CGGAGATGTAGTGCACTGTTATGCCCCTGTAGACAC

	54602_9
	10
	[C/T]
	CGGGAGCTGCGTGCATGCGCCTGCACACACCAGTGA

	54608_5
	6
	[C/T]
	ATCTTCAGACTTGCATGCAAATGCCGGGTTTTACTG

	5461_27
	28
	[G/A]
	CGCTTTCCTCCTGCACAGACTTGCTAAACTCTGCTT

	54612_20
	21
	[A/G]
	TTTCACTGACCAGCACACACATGCCTGAACCTAACT

	54620_2
	3
	[T/C]
	TGTTGTCTCACAGCAAAGAGCTGCAATTCGTTCATT

	54622_1
	2
	[G/A]
	GGAAGCAATCAGGCAGCTATTTGCCAGCTTATATTG

	54632_3
	4
	[C/T]
	GATCACTGTTTTGCAGAACAGTGCCAAAGGCTTTTG

	54633_7
	8
	[C/T]
	CACATAGCTGGTGCACATCTTTGCCTTTCAACAGTT

	54634_27
	28
	[T/G]
	AAATCCCACCAGGCAAAGATCTGCAGCTTTTTATCT

	54635_19
	20
	[C/T]
	TGACGAGGAACTGCAAGGTCGTGCGCAGGTTACAGC

	54636_25
	26
	[G/A]
	CAGAAGCTTTGGGCAAAACTCTGCAGCTTTTTCAAA

	54637_20
	21
	[A/G]
	AACACAGAGGTGGCATGCCAATGCATAGGGAACTAT

	54649_2
	3
	[A/G]
	CAAGAGTACCCGGCAGAAACCTGCACAGACATGGGG

	54650_3
	4
	[G/A]
	CCCGAACAAAAGGCACATCGGTGCGGCCGTCAAAGT

	54658_8
	9
	[C/T]
	TTCTATGGCCAAGCAGCTAAATGCCAAGCACAATGG

	54663_32
	33
	[T/A]
	GTCCACACACGTGCAGGCACATGCACACACACTCGC

	54665_18
	19
	[G/A]
	GTCAGCAGTAAAGCAGAAGAGTGCATTTGCCCCAGT

	54667_26
	27
	[A/T]
	ACATCACCGATAGCACCCCACTGCACAGCCAAACCT

	54679_11
	12
	[T/C]
	CAGAATCTAAACGCAAACTTCTGCCAGCACTCGTGA

	54681_16
	17
	[A/G]
	TAATACCCATACGCAAACTAATGCACACACACCGGA

	54686_10
	11
	[G/C]
	TAATTTATGCGAGCACTGAGGTGCATCATGAACCAT

	54688_25
	26
	[G/A]
	CTGGTGAATTGGGCAAATGACTGCTGGAACAACATT

	54691_34
	35
	[G/T]
	GCATACACAAATGCATACACCTGCTCTGTCCCTTGC

	54693_2
	3
	[C/T]
	AACGTGGTGGTGGCAGCATTATGCATTGGAACTGTT

	54695_10
	11
	[T/C]
	AGCATCTGGCTAGCAGATGTTTGCATATGGATGGAT

	54698_19
	20
	[C/T]
	CTCGACTGATGAGCAGTTTCATGCCCCGTTAATGCA

	547_17
	18
	[G/A]
	TAGCACGTACTCGCACAGATCTGCCCCTCTGAAGGC

	54720_2
	3
	[A/G]
	ACAGTACCCACAGCACCACTGTGCCACCATGGTGAC

	54721_34
	35
	[C/A]
	GCCCAATGCAGTGCAGTACAGTGCACCATGTACACC

	54724_3
	4
	[G/A]
	CTCGTCAGTTATGCATCAAACTGCTTACGAACATGT

	54728_26
	27
	[C/T]
	TTTTCTGTTCCAGCATGACTGTGCCCCAGTGCAGAG

	54751_25
	26
	[C/T]
	CTTTGACAAGAGGCAATTTGTTGCACGTTCACCGGC

	54755_25
	26
	[G/A]
	CGAAATTGATTTGCAGCAAGGTGCGGCTGCTAGAGC

	54759_1
	2
	[A/T]
	GAAGGGAGGTTGGCATGAGGCTGCATTCTCCCATTG

	54768_27
	28
	[A/G]
	GCTCCTGGCCCGGCAGCTCGGTGCCACACTAAGCAA

	54770_5
	6
	[C/T]
	GATTGCACTGTTGCATCACCATGCCTCCAAACTATG

	54774_1
	2
	[G/T]
	TGTTTTTCCATTGCACTCTGCTGCCCTCAAGTGTGA

	54780_18
	19
	[T/A]
	TAAAGAGACAAAGCACAATGCTGCCATGCTGGACAG

	54786_29
	30
	[G/C]
	AATCAGCTGGCAGCAGAGCAATGCATACAGTCATGC

	5479_28
	29
	[T/A]
	ACTAAGCTCTTAGCAGTGCTGTGCTTTCTGTACTTT

	54791_30
	31
	[T/C]
	ACCGGATATGAAGCATGCATTTGCATTGTGCCACTT

	54795_16
	17
	[A/C]
	CCTCTGGGCAAGGCACATAACTGCTCTCCTGGCATG

	54796_31
	32
	[G/A]
	TCCATGCTGAAGGCATGGCAATGCAATTTTCGCATT

	54798_18
	19
	[C/T]
	GGAAAACCTGTCGCACATCGATGCCTCTAAAGTTTG

	54802_11
	12
	[A/C]
	TCACACCAAAAAGCAAGGCAATGCGTGTTTATCCAG

	54808_32
	33
	[A/G]
	AGACTGTCCCATGCAATAGGTTGCAAAAGGGGACAG

	5481_9
	10
	[G/A]
	GAACTCTGCGTAGCAAAGTCCTGCCAGCATGGACGA

	54810_6
	7
	[T/G]
	GGGGTGTAATTGGCAAACAGCTGCCAGAATACGGTG

	54812_7
	8
	[A/G]
	TAGTTTAAGGGGGCATGATGGTGCCACAGTTAGAGC

	54813_27
	28
	[T/C]
	CAACAATACTCAGCAATAAGCTGCGCTTACAGTGGT

	54818_5
	6
	[G/A]
	CATGTGGTGGCAGCAGGACAATGCGTAAGATAATGC

	54824_7
	8
	[T/C]
	TCAGACCTTCCTGCATGATCCTGCGCCGGCCGTCAT

	54825_5
	6
	[G/T]
	TGGCATGATCCTGCAGCTTTGTGCAGTGCTGTCTCA

	54834_19
	20
	[T/C]
	AGGATATCACATGCACAGGTGTGCAGGGCAGGAATA

	54838_8
	9
	[C/A]
	GTCTTCTGCCCGGCAGCTTGTTGCAATTAGTGTGTG

	54839_9
	10
	[C/T]
	GGTACAATCCAGGCATCTCTCTGCCCAGATGAACAG

	54842_34
	35
	[C/T]
	CTTTGGGCCCAAGCACCCCTTTGCCCTCAGAATACT

	54848_25
	26
	[G/A]
	TTCCAGTCAACTGCACTTCCTTGCCGTCCCGATGAC

	54853_26
	27
	[G/C]
	CAGGCCCAGACTGCAAGATTCTGCCTGTGTGTGTGT

	54856_7
	8
	[G/T]
	TCAGTTAGCAAGGCAGAAGGCTGCAACATCAGGCCA

	54874_1
	2
	[T/C]
	CTCAAGTACTCGGCAATCCGCTGCATGACCAGTAAG

	54876_28
	29
	[T/C]
	TAAAGAGCACATGCAAATTTCTGCTGCTTCTGAATG

	54877_25
	26
	[C/T]
	GCACTGATAAACGCATATTTCTGCACGACACGCTGA

	54879_27
	28
	[A/G]
	ACGGTGACGCGCGCAACGCGGTGCGAGGCTGTGCCC

	54880_26
	27
	[G/A]
	AAAAATGTTCCTGCATGAGTGTGCACGCTCTCTTTT

	54881_31
	32
	[G/A]
	TGGAGAGCCGTGGCAGATTAGTGCAGACTCCGGCAG

	54882_18
	19
	[C/T]
	GTGTGTGTGTGTGCATCTCACTGCGTGTGACTCTTT

	54885_28
	29
	[G/A]
	AATCAACTCAAAGCAGGAACCTGCAGGCGGTGTATT

	5489_1
	2
	[C/T]
	CTCAGCAGCTGTGCACGGCGCTGCTTTTTCTGGCCA

	54901_1
	2
	[T/G]
	GTGTGTGTGTGTGCACAGCCTTGCTGGGGAGGGGTA

	54909_1
	2
	[C/T]
	CCTTTCTATCCAGCAAAGTCCTGCATGGTGCAATTT

	54913_29
	30
	[A/G]
	CTGTGCTTCAGGGCAACTCGATGCAGAACACAGGAA

	54914_33
	34
	[G/C]
	GCATGATTTTATGCATTGACCTGCTGCAACACAGTT

	54917_25
	26
	[G/A]
	GTAATCAAGCTTGCAGTGCTTTGCCGTGATAATGAC

	54918_10
	11
	[T/C]
	ACACTACCTGTGGCACCACCGTGCCATGCTCTCTCT

	5492_2
	3
	[T/C]
	GGTTGTGTTAAAGCAGAAACGTGCAGGGTTGAAAAA

	54926_5
	6
	[G/C]
	ACACAGATCCTGGCAAAAGCCTGCCATCTGCTGGTG

	54927_16
	17
	[G/A]
	ACAAGACAAGCTGCATGAACTTGCCTCGTCTTAATG

	54947_20
	21
	[G/T]
	CTGCTGGTTCCTGCACTGCAGTGCTTGTGCACTGAA

	54950_16
	17
	[A/T]
	CCAACAGCAAGGGCATATTAATGCACCACTCCTCTT

	54951_6
	7
	[C/T]
	TTTTTTCCGAGAGCAGCCTTGTGCAGTTGACTGAAA

	54954_19
	20
	[C/T]
	GGTTCCTCTCAAGCAGGGCCGTGCAGAGACCTTTGG

	54955_16
	17
	[G/C]
	GCCCGTTGTCTTGCAGGCCCGTGCTGCTGATGCGGA

	54956_19
	20
	[C/T]
	TTTTTTTGTAAAGCACCTTCATGCGCTGTGCTGACC

	54958_34
	35
	[C/T]
	ACAAAAGGCTCTGCACACGTTTGCTTGACAACCCCC

	54960_5
	6
	[C/T]
	GAGAACGTGAAGGCAAAGGTATGCCATTTCGTGTTA

	54969_25
	26
	[C/T]
	GCAGTGACAAGTGCAGTTTCCTGCTCTGAGTTCACT

	54973_34
	35
	[G/A]
	AAGTAGTTCCTAGCAACGCAATGCGTTTTGTTACGA

	54975_1
	2
	[G/A]
	CGCGGAACATCTGCAGGATGTTGCTGGCATGATGAG

	54978_34
	35
	[C/T]
	TCGACACGGTCGGCACCGAGGTGCGCCAACTCTACG

	54980_11
	12
	[A/G]
	GAATGAGATACAGCACTCGAGTGCACAAATTCCCCA

	54984_19
	20
	[G/A]
	ACAAAAAAGCTGGCACTCCGATGCCCTTTTCACAAA

	5499_1
	2
	[G/C]
	GGCCCCCCGCCTGCACCAACCTGCGCCTCAACGCAC

	54993_26
	27
	[G/A]
	ATGGGCATACATGCAGAATTTTGCAGGAGCACTTTC

	54994_27
	28
	[G/A]
	AAGCTGGAGGAGGCAGCGGGATGCTTTGGGCAATGT

	54997_7
	8
	[A/G]
	GCAGTACAGGGAGCAGTCTGATGCCACAGAAAAAGA

	54998_11
	12
	[G/C]
	GGAGCCAACCCGGCATCCTCCTGCTCAATACATATA

	550_26
	27
	[A/G]
	CCTACCTACCTTGCATGAACGTGCACATTCTCAAAC

	55002_15
	16
	[T/G]
	AATCAAGGACTCGCATTGCGGTGCACACAACATGAC

	55004_25
	26
	[G/A]
	ACAGGTTCCTGCGCATGTTTTTGCCGCCGCGTCCGG

	55006_33
	34
	[G/A]
	GAAATTAATCCTGCAGCTCACTGCTTACAGCACGCA

	55010_3
	4
	[A/G]
	AACACAGTGAGGGCATCATCATGCTTCAGGGCTGTG

	55014_8
	9
	[T/A]
	TACATTTCTGAAGCAGCAAACTGCGCAGACTCGGAG

	55015_6
	7
	[C/T]
	GAAGGCCACACAGCAATTGATTGCTATGGCTGAACC

	55019_20
	21
	[G/A]
	CGCTGAGAAAATGCAGTAACGTGCTCTGTAGGGGTT

	5502_3
	4
	[C/A]
	CACCCAGCCTAAGCAGGAAAGTGCTGATTTCCTCTG

	55020_10
	11
	[A/G]
	TGCAGGTGGTAGGCAGCTCTTTGCTGTTCGTCCATG

	55022_25
	26
	[G/T]
	TGGGCTTCCTCAGCATTGTGCTGCTGATCTCTGGGG

	55028_3
	4
	[G/A]
	TCTGAAGAACCGGCAGAAGATTGCAGAGGTCATGTT

	55029_19
	20
	[A/G]
	TGTGTGTTTTTGGCAGGAAGCTGCAGAAAGAAACTA

	55031_17
	18
	[G/T]
	ATAAGGTACAGTGCAAAGTCTTGCGATTCCTCCTCC

	55038_9
	10
	[C/T]
	CTTCACCTTCATGCAGGAGATTGCATCAAGTGTCTG

	55039_34
	35
	[G/A]
	TCTCGCAAATGTGCATCCGCTTGCAGTTTTCTCCGT

	5504_1
	2
	[G/T]
	AGAATTCGCATCGCAAGTTGTTGCTTGGAAGTTACA

	55044_31
	32
	[C/T]
	TTAATTACGAGAGCAAACCTGTGCAGACGGCCGCGA

	55045_6
	7
	[G/A]
	AAACTGGCTTTTGCATTTTTATGCTGTGCAGTGCTG

	55047_5
	6
	[G/A]
	CGCGCGGATGGAGCATGTGAGTGCGATCACGTGATG

	55048_7
	8
	[T/C]
	TCACACATGAGTGCACACACATGCATGTGCACAAAC

	55049_7
	8
	[T/C]
	AGATAACTCTGTGCATCTCTGTGCTCCTGGCTCTCA

	55050_1
	2
	[C/G]
	CCTGACAGCTTGGCAGAAACCTGCTATGGTGTAGCG

	55051_16
	17
	[C/G]
	GCTGTTTGAATGGCAACCATCTGCATGGGGTCCGTG

	55058_30
	31
	[C/T]
	GCAAAACAAAAAGCAGCGTGATGCAAAAAGCGAGCA

	55062_17
	18
	[G/A]
	GAATTCAAATGAGCATGGACATGCCGGGCAGCCGCC

	55066_32
	33
	[C/T]
	TTCTCCCCGTCAGCATGACTTTGCCCCCAATTCACA

	55067_2
	3
	[G/C]
	CAGACACACACGGCATCTGGTTGCCTCCTGGCAGGA

	55070_3
	4
	[A/G]
	GAGAGCCAGAGAGCACCAGGCTGCCAGCTGCTTCTG

	55072_18
	19
	[G/A]
	TGGTGTGCATGAGCAGGTGAGTGCTCACCACTGTCT

	55077_33
	34
	[G/A]
	CATTAAACTGTGGCAAATCTGTGCAGCTGTGGCGCT

	55078_17
	18
	[C/T]
	ACACACACACAGGCATTCAGCTGCAGGACCAGGAAC

	55079_20
	21
	[G/A]
	TCTAAACCCAAGGCACTGTTGTGCATGAAACTCCCA

	55084_32
	33
	[C/T]
	TAGAAATTTCCGGCAGAATGTTGCAACATCTCCATT

	55099_34
	35
	[T/C]
	GTACACAGCACCGCATTAACCTGCTTTTGGTTTCTA

	55103_4
	5
	[C/T]
	TCTTCATCCACAGCATCTCTTTGCGTGAGGCTAAGA

	55111_7
	8
	[G/A]
	CTCCAACGTCGTGCACGTCAATGCCCAGCAGGTGAC

	55114_18
	19
	[T/C]
	TTTGTCTGCATTGCACAATCCTGCACACGTGTTAGG

	55116_9
	10
	[C/T]
	GCGCATCTCCGAGCAGTTCACTGCCATGTTCAGGCG

	55123_18
	19
	[C/T]
	CGAAACACCGCTGCATGACTCTGCATAGTCTGAGAA

	55124_1
	2
	[C/T]
	TCAACAGTTTAGGCACAGGGCTGCTACAGACCCAAA

	55125_9
	10
	[C/T]
	CCAAAGCATCCAGCAAATTGGTGCACCTTTGCAGAA

	55127_1
	2
	[C/A]
	GCTGGACCTGGAGCAGACCTGTGCAGTGTGCAACTA

	5514_10
	11
	[T/A]
	ACTTCCTCAATAGCATGTTGCTGCTCCAGTGCTGCT

	55140_20
	21
	[C/A]
	ACCCAAGGTTGGGCACAAGGCTGCAATACCCCGATT

	55143_6
	7
	[G/A]
	TGTTACGGCTTTGCAAACGCTTGCGATTTCTCATGA

	55145_6
	7
	[G/A]
	GATGTCGAGATAGCAAGCTGGTGCAGTTCACTATAA

	55147_26
	27
	[C/T]
	ATAAGCCTCGTAGCACAACCGTGCCTCAGGAATGTA

	5515_34
	35
	[T/C]
	TTGCGTCAGGCAGCAGTGGGCTGCAGGGCATCTTTA

	55151_28
	29
	[G/A]
	GGGTTTTTCGCTGCAGAGGGCTGCAGGTGGCAGACT

	55154_28
	29
	[C/T]
	ACACTACCCGAGGCACCTCCATGCCGCCCGATTATT

	55155_8
	9
	[A/G]
	CCCAGCGGAGATGCACCATTCTGCCAACGCCTGGCA

	55158_28
	29
	[C/T]
	CTTGCTTCAGTTGCATCTCGATGCCTCTCCACCCCC

	55159_11
	12
	[A/G]
	AAAGTTGTGTGAGCACATCGGTGCCATTCATATAAC

	55163_1
	2
	[T/G]
	GTGACATCAAAAGCAGCCGGGTGCACATTAATCCCT

	55171_1
	2
	[C/T]
	TCAGTTCTGGTGGCACCATGTTGCACCTCATAACCA

	55172_30
	31
	[C/T]
	AACAATCGAGTAGCAAATGCATGCCGTAATCAAAGC

	55174_19
	20
	[G/A]
	CACCTGAAGTTTGCAATCTGTTGCATCAGTTCCCCT

	55176_15
	16
	[A/G]
	ACAGACAATACCGCAACACAATGCCTTCCAGCATGG

	5518_16
	17
	[G/A]
	AGGAAGCTTAAAGCAAGACAATGCCAGCTTGGTGAT

	55181_25
	26
	[A/G]
	CAAGTAAAACCAGCACTGCTCTGCAAAGAGACACAC

	55182_19
	20
	[G/T]
	TAAGCATCCAAAGCACAGCGATGCACTTGGGGGGTC

	55183_20
	21
	[G/A]
	AAAGGCGACATTGCAGGCGAGTGCATCTTAACACAC

	5519_32
	33
	[G/T]
	GTGTTTGCTGGAGCATCTGTGTGCTTATGTATGAGT

	55193_9
	10
	[A/T]
	GAGGTTCCTAAAGCATGCTGATGCCACCTGTACACT

	55205_32
	33
	[A/T]
	CGACTTTGATGCGCACCACTTTGCCTTTGCTTAGGG

	55208_9
	10
	[T/C]
	ATGCACTTCTATGCATCCACATGCGAGTGTGTGATC

	55209_9
	10
	[G/A]
	CCATGACTTGCAGCAGCTGGCTGCCATGTTTCTGAA

	55210_3
	4
	[G/A]
	CACGCACACACTGCACTGCACTGCTTGTGCTGTACA

	55221_5
	6
	[C/T]
	TGCGTCGGATATGCAGCACTGTGCAAATGCCTTGGG

	55222_2
	3
	[C/T]
	CCCGGACACTGTGCACAGGGCTGCCCACTAGTGTAG

	55228_25
	26
	[T/C]
	AGCAGCATGTCAGCAATATCCTGCACCTTCCTTCAG

	55232_2
	3
	[C/T]
	CCCGCACATAGAGCACCGCAATGCTCACTGGATAAC

	55233_1
	2
	[G/T]
	CGGGCCGACTGGGCATCGACATGCAACGTCGCTCTG

	55238_10
	11
	[A/T]
	ACACTCGTACATGCACACGAATGCACATGCACATAA

	55239_34
	35
	[C/G]
	CACATGCCCTGCGCAGTTATCTGCCCTGTCAGGGCT

	55242_28
	29
	[T/C]
	CCCACAAGAGTCGCATGATACTGCTAGATCTTCTGC

	55245_9
	10
	[C/T]
	CATGTTCTTCATGCACAGTGATGCAGTGGAGCGAGC

	55250_5
	6
	[C/T]
	GATTTCAACGGTGCACTTGGATGCACGTTCTGACAC

	55253_6
	7
	[T/C]
	CCCCACTGTCCCGCAGGACTGTGCAGTAAATAGTCT

	55256_29
	30
	[C/T]
	TTCCGGTGTGGAGCACACCGCTGCCGTGACGCAGCA

	55257_15
	16
	[G/A]
	AGTGCTACAGAGGCAGAGGGATGCAGTGAATGATCC

	55262_4
	5
	[C/T]
	GTCTCACACCGTGCATGAAACTGCCAAATCAGATCG

	55263_16
	17
	[T/C]
	TCTGATGCATTAGCACCTCCTTGCTGTCACGTCTAC

	55272_28
	29
	[C/T]
	GCACCTGCAAGTGCACACACATGCACATCAAACATG

	55285_1
	2
	[A/C]
	CAAACTCCAGCAGCAAATCCATGCAGTTAAGCCACA

	55286_33
	34
	[G/A]
	TGTGGACTGTAAGCATGTGTATGCAGAGTTGCTGAA

	55287_25
	26
	[G/A]
	TAGCTATGTAAAGCAGCTGCATGCAGTTAGCTTTCT

	55298_19
	20
	[C/T]
	TTGCTGCTCCAAGCAGCGGCGTGCAGGATTCAACCT

	55303_7
	8
	[C/T]
	TCCATAGCTATGGCATGCTGTTGCCATGTGAAGACC

	55317_19
	20
	[A/T]
	TGGTTTGGTTTAGCATGCAACTGCACTTTAAGGGAG

	55318_5
	6
	[A/G]
	GGATCAGCACACGCACCGTGTTGCCGCTCGGCCAGC

	5532_2
	3
	[C/T]
	GGCAGGTATTTAGCAGACAAATGCACTAAGCACCAT

	55325_30
	31
	[C/T]
	GACCGGAGACAAGCAGGAGACTGCCATCAACATAGG

	55326_8
	9
	[C/T]
	AGACGGCCCATCGCAGTCCGGTGCAGGTAGTTAGTC

	55337_32
	33
	[C/T]
	AAAACCACCATAGCACAATGTTGCCACCACCACGCT

	55356_16
	17
	[A/G]
	GGAATTGCCCCTGCATAGGTCTGCGCTCTGGGTACC

	55358_7
	8
	[A/T]
	CACTGGCAAAATGCACACACCTGCACCACAACCCAA

	55361_10
	11
	[C/T]
	GTCCTCTGCTCGGCAGTAAGGTGCCCTGGGACTTTG

	55364_24
	25
	[A/G]
	CACCTGAAAGGGGCAGTGAGGTGCGAGGCAGGCGAA

	55371_17
	18
	[G/A]
	ACAAAGTCCAAGGCATGGTGCTGCTGGAGAACCCAG

	55376_25
	26
	[T/A]
	GAGTGCCTCCAGGCACATTTCTGCCTTTAACGCAAG

	55380_33
	34
	[G/A]
	CCAGTTGCCATAGCATGTGTGTGCATGTGTGTTGAA

	55385_16
	17
	[G/A]
	TAACCTGAGGTGGCACGGTGATGCCACAGGTAGTGC

	55387_9
	10
	[G/A]
	CAGCATGACGCAGCATCCTACTGCAGTTTGTAATCT

	554_1
	2
	[T/C]
	ATGACATCCCGTGCAGGCGCATGCGCAGCGGCAGTT

	55400_31
	32
	[G/A]
	CCAGGGAACCCTGCAGGATATTGCAGCTTTCGGTTG

	55401_25
	26
	[A/C]
	GAAATCAGGAACGCATGACTGTGCTATTTTAGCTTA

	55402_19
	20
	[T/A]
	ATTATCAGGTGTGCACTGGTGTGCCAGAAAAACTGG

	55404_25
	26
	[G/A]
	TGCCCGTAGAAAGCACTGCGATGCAGAGCCGTCCAC

	55412_26
	27
	[G/A]
	CAGATCAGAGATGCAGTGAGCTGCACGATCCTCAGA

	55416_34
	35
	[C/T]
	TGGTTTTGGCCTGCATTTAATTGCACGGGTTCAGCT

	55419_34
	35
	[C/T]
	TCTGCAGGTTGCGCATGCTCTTGCGCAGGATGGCCG

	55424_27
	28
	[T/C]
	CACATGGCCAGCGCAATTATCTGCCCCTTTGCTGCG

	55427_4
	5
	[A/T]
	AAAAAGGATTGGGCATTTTTGTGCAAGCTAAGGGCT

	55430_16
	17
	[A/G]
	GGGACAAAGACGGCAAAGTTATGCAGGTAAAACTCT

	55433_10
	11
	[A/G]
	TGTGGTTAGAAAGCACAGTGCTGCACTATTGACTCT

	55439_3
	4
	[G/C]
	CCTGCTTGTTGTGCATTCTTTTGCGCTGGCCTCTAA

	55441_28
	29
	[G/A]
	TTGAGCATGTGTGCACATTAATGCGAGTGGAGGAGT

	55446_15
	16
	[A/G]
	GGCTTTGGAGATGCAAGGGTTTGCTGTAAGTTGCCT

	55447_30
	31
	[G/A]
	ATTTTCATGAGAGCAGCACCATGCTGGAGTGAGTCC

	55449_11
	12
	[C/T]
	ACGCGCACGCACGCACGCTCCTGCTCCGTTAGCCTG

	55451_2
	3
	[T/G]
	ACTGAGCAGGATGCATCACTGTGCTGACTAAAACCA

	55453_11
	12
	[T/A]
	GCTATGTTGTCTGCATAGCATTGCACCGTGCTGTAT

	55457_9
	10
	[G/A]
	CGGTCATGTGCTGCACTCACATGCCAGCTCCCAACT

	55458_8
	9
	[A/G]
	TAATAGGCACATGCATTCACCTGCTTCTTCATGTTG

	55459_3
	4
	[T/A]
	CTTTGATAAATGGCAACAAGGTGCTTGCAAGTCCAA

	55462_19
	20
	[A/G]
	CTGTTGCTAGCAGCAGGCGAATGCTTGATTACCTAG

	55467_7
	8
	[A/G]
	CCTGCACATTGCGCAATCCTTTGCCAGTGGAAACTG

	5547_26
	27
	[G/T]
	GAGGATCTGTTAGCATGTGTTTGCAGGGTAGAAGAA

	55473_34
	35
	[C/T]
	GCGTGACAGGCTGCATCGTCATGCATCAGCCCGCCG

	55482_3
	4
	[C/T]
	TGACGAAGATGGGCAGGGCTGTGCACTTCAGTAGGA

	55484_7
	8
	[C/T]
	GCTGTGTCTCCAGCAAGCTAGTGCCTTGGCCTCTCC

	55488_19
	20
	[G/A]
	GTACCCTGGGGCGCAGAACGCTGCACAGCTTTAACA

	55497_1
	2
	[A/G]
	TAGCCTGGATCAGCAGATGTATGCAAGTCAGCCTCA

	555_3
	4
	[C/T]
	GTTCAGGTGGACGCAGATGTCTGCACGCATGTCCTT

	55509_24
	25
	[T/C]
	TAAGATTACCCTGCAGCTGTCTGCTAGTGCTGCAGT

	55510_9
	10
	[A/T]
	CGTGTTCACACTGCAAATCAATGCTACACGTGAGTA

	55513_6
	7
	[G/A]
	GCGCCTGAAGATGCAGAACGGTGCAATCCAGGTGCT

	55515_19
	20
	[A/G]
	TTCACAAGGTTGGCACACCATTGCTGGTATGGTGGC

	55517_7
	8
	[C/T]
	TCTCTCTCACACGCACATGCGTGCATGAGGCCAGGA

	55521_9
	10
	[G/A]
	TCAGCGTTTGGAGCATGGATCTGCCTCATCAGAAGT

	55523_10
	11
	[T/G]
	TTTTCGGAGGTTGCATAGAGATGCCCAACGTTGCCA

	55527_15
	16
	[T/C]
	TTTCTCTGGGGGGCATAGTGGTGCCACAGAGGTTGT

	5553_2
	3
	[G/A]
	CCGTGTGACATGGCAGGCAGCTGCAAGCAGGCATTT

	55533_2
	3
	[C/T]
	CACGACTATCATGCACCTGTGTGCTCTATTCTCCCG

	55543_28
	29
	[T/C]
	GCAAAATCGGACGCATCCTCGTGCGAGATGGAGCCG

	55546_24
	25
	[G/T]
	CTGTGACATGTAGCACACAAGTGCGTTTCATCATCT

	55547_9
	10
	[T/C]
	GACAGAGCCTCAGCATGTTACTGCAGAAACATCCAC

	55554_4
	5
	[T/A]
	ACACTCATACACGCATAAACATGCAAACTGGCACCG

	55560_11
	12
	[A/T]
	AATGATAAAGCAGCATTATGGTGCAGTGGGTCTGGT

	55562_7
	8
	[C/T]
	TAGCATTCGTCAGCAGGATTATGCTTCCCTGCCAAC

	55563_16
	17
	[G/T]
	CAATATAGGATGGCATGGTGATGCATATGCTGCAGA

	55579_2
	3
	[T/A]
	ACTTTAATGAATGCAGGCCAGTGCCGCCTTGTCACC

	55588_29
	30
	[G/T]
	CTACTGAGTAAGGCATCTCACTGCTAATTTCCCCAT

	55591_19
	20
	[C/T]
	CCTCATGGGAAAGCAGATCCGTGCTGAAAAACTCGG

	55592_11
	12
	[G/A]
	TTGAGCTCCGCGGCAAACATCTGCGGCGTAAATTAG

	55593_2
	3
	[G/T]
	ATGTTACAGTTGGCATATTGCTGCCAGGAAGGCTGT

	55601_27
	28
	[C/T]
	TTCCCCAGAGAGGCACCGAACTGCCCCCGGGCTTGA

	55603_2
	3
	[T/C]
	CATAAACACTCAGCACAGCCTTGCTTTTCTATGTGA

	55605_25
	26
	[C/T]
	AGTGTAATGGAGGCACTGTGATGCTCTGGATAAGGT

	55606_34
	35
	[G/A]
	AATGCTGATGTGGCACGTTGGTGCTGCAGGTAATGT

	55607_32
	33
	[G/T]
	AGCATGGTGGTGGCAACATGATGCTGTAAGTGGTTT

	55609_1
	2
	[A/T]
	TTAAACTGACGAGCAATATTTTGCCAAACAGCCCTT

	5561_30
	31
	[G/A]
	GTTTGCTAAGCTGCAAATCCCTGCGCAAATGAAGAC

	55611_11
	12
	[A/G]
	TGAGTCTCTGCAGCACTCTGTTGCCCTTCATCTGAA

	55613_9
	10
	[G/A]
	CACCTGGTGGTGGCAGCACCATGCTGTGGGGATGCT

	55637_5
	6
	[G/A]
	TCACTGAACTCTGCAGCCAGCTGCTGAAAAGATACG

	55639_7
	8
	[T/G]
	GGAATTCTCGGAGCATGCGGCTGCACCTTGGAACCT

	5564_30
	31
	[T/A]
	ATTCTGCCGGATGCATTAGACTGCCAAATTTAGTGT

	55648_28
	29
	[G/A]
	CGGCTCCCTGTAGCAGAGATCTGCAGAGGACGGAAA

	55650_3
	4
	[C/A]
	TACCTGTAGGCTGCAGAGTCCTGCTGCTTTTATGTT

	55655_4
	5
	[A/T]
	ATAAATGAGACAGCAGTCTATTGCAGGGCAGTGGAT

	55657_34
	35
	[G/A]
	CGGGAAGCCAGTGCAGTGCAGTGCTGATAGCGACGG

	5566_17
	18
	[T/G]
	GGTGTTGAATCTGCATGTTTTTGCAGCGTGTAGATG

	55662_26
	27
	[C/T]
	TCACCTGATGCTGCACTGCGCTGCTTCATGGAGAAA

	55666_10
	11
	[T/C]
	AATTTGGTTTTGGCACACTGCTGCCCACTAGGCCAA

	55667_18
	19
	[C/T]
	ACATTGTTCCCTGCACCACAGTGCAGACACACCAAG

	55668_9
	10
	[G/A]
	CTTGGGGATGAAGCAGCCCGGTGCTTGTGTTGTAAT

	55672_27
	28
	[G/A]
	AAAGAGTTGATGGCACTTTTCTGCCTTAAGACGCAG

	55675_26
	27
	[T/C]
	GTACATGACAGTGCATTCATTTGCTCTGCGTATGAA

	55693_19
	20
	[T/C]
	TACTCCCATCCTGCACATATTTGCTGGTTTTCCTCC

	55696_33
	34
	[A/T]
	TACCAGGTGACAGCACACACATGCAGTCATTTGTTT

	55702_8
	9
	[G/T]
	CACCAAATGGAGGCACTTTGCTGCAGAAACTATTTG

	55704_17
	18
	[C/G]
	CAGGAAAGCTTGGCAATCCTGTGCAAGTGTTTCAGG

	55706_6
	7
	[C/T]
	AAATCTCATCCCGCAGCCTCCTGCAGCTCCAACGAG

	55710_17
	18
	[A/G]
	TGGTATGTAGCAGCAGCACAGTGCACTAAATCCTGC

	55718_7
	8
	[T/A]
	GTGTAATTTGGAGCAGTGCTATGCCAGTTGGTGAGT

	55724_25
	26
	[C/T]
	TGGCCACCAGAGGCACACAGCTGCCCAACGCTCATA

	55725_27
	28
	[A/G]
	CCACCAGAAGTTGCACCAGAATGCCCAACAGTCCTT

	55727_27
	28
	[G/A]
	CGCAATGTCTTGGCAGAACGATGCACCGCCACACAC

	55730_10
	11
	[C/T]
	ATGAAAATGACGGCATCCGCTTGCGCCGGCGCGAGT

	55734_26
	27
	[G/A]
	AAGTATAAGGCAGCATGACAGTGCCTGAAAAGCTGA

	55741_11
	12
	[A/G]
	TTTATGTCTTTAGCATTCGAGTGCGTCTCTCAGCAT

	55744_1
	2
	[A/G]
	GACAGTCCACTGGCAGCCTGTTGCCCAATCCACTAT

	55746_15
	16
	[T/C]
	GGCATCTGAATGGCACCTCAGTGCGGCTTTACAACC

	5575_19
	20
	[A/C]
	ACATTGCCCAAAGCATTACACTGCCTCGCCCTCGCT

	55751_15
	16
	[G/A]
	TAAATCATGGCTGCAGAAACATGCCTATTGATCCCA

	55757_15
	16
	[G/C]
	ACTTCTTCTGAGGCAGTTTGATGCTTCAGATTGCCT

	55764_4
	5
	[G/C]
	TCAAGAACATACGCAATCATCTGCGAGCCTCGTTCT

	55769_16
	17
	[G/T]
	TATGGTGGGGTGGCATGGTGGTGCGTAACACAGCCC

	55770_30
	31
	[T/C]
	CCTGCAGTGACTGCAATTACATGCTCACCTTGAACA

	55772_5
	6
	[G/A]
	CTAGTGATAAGAGCAAATCTGTGCCCCTGCCACATA

	55774_31
	32
	[G/A]
	CACCGCACTCGTGCATTTACATGCGAGCTGCGTTAG

	55778_7
	8
	[T/C]
	AAGCCATTGTGTGCATCCAGTTGCCATCCTGCATGG

	55782_5
	6
	[C/T]
	TTGCCCTCTACTGCACCCTACTGCCCGATAATGCAG

	55800_26
	27
	[T/C]
	TGTCTTGGTGAAGCAGGGCACTGCCATTAGGGAATG

	55801_17
	18
	[G/C]
	ACTCCTAATGCTGCACAGGTATGCCATGGGTGACTT

	55808_8
	9
	[G/T]
	AGGGAGATGTAGGCACTAATGTGCAGGGACCACCAG

	55809_30
	31
	[T/C]
	CTTCAGCGCCCAGCAGAGTTCTGCCGTCACTAAAAA

	55822_33
	34
	[A/G]
	TATTCTAAAGACGCAATGCGCTGCGAGTGAAGCACA

	55826_4
	5
	[G/A]
	ACTGGAAATATTGCAGGTGTGTGCAGGATGGGGAGG

	55827_11
	12
	[C/T]
	TTTGATCTTTTCGCAGGACTCTGCAGATCAAGGATT

	55834_31
	32
	[T/G]
	CGGTTAAATCCTGCAATTTTCTGCATTGTAGGCAGC

	55835_6
	7
	[G/A]
	GTGTTTAAGTTTGCACAATGATGCCATGTAACACGC

	55839_2
	3
	[G/A]
	ACGGTACAATTTGCAGCGAAATGCCTTAAACGACAG

	55843_4
	5
	[T/C]
	TGCTTGGCTGCTGCAGTGTATTGCCTCCATGGGGAA

	55846_31
	32
	[G/T]
	GCTGCTCGGGATGCATCTTGTTGCGTTACGCGGGTA

	55854_19
	20
	[G/A]
	TGAGACGACTTTGCACAACGATGCCACTTCAACACG

	55856_25
	26
	[A/T]
	TATCCAAACCCTGCAGTACAGTGCTAGCCCACAGTC

	55857_26
	27
	[A/G]
	CTGCTCTTCACAGCAGACTTATGCATACAGTGTCCG

	55859_1
	2
	[G/A]
	GGAGGATAGCAGGCAGATGGATGCTGATATGTGTTG

	55860_26
	27
	[G/A]
	AAAGCGAGCAAAGCAACTCTGTGCTCGAACTACCTC

	55870_2
	3
	[G/A]
	GAGAGAGAGAGAGCACACCCCTGCAGGCGCATGTTG

	55880_25
	26
	[C/A]
	GTGATCAGATAAGCAGTGGCTTGCTCGCAAAACTCT

	55889_10
	11
	[C/T]
	TGTCTGAGGACCGCAGACACATGCTTAAACAGCAAT

	55892_31
	32
	[C/T]
	AGCATGGCAGTGGCAGCATTTTGCTTAGGGGCGGTT

	55894_29
	30
	[C/T]
	AGGCACTTTTAAGCAAAGAGCTGCCTCTTTACTGAA

	55897_30
	31
	[G/A]
	TCTCATTATCTCGCAGCACACTGCGCAAAGGAATCG

	55898_5
	6
	[C/T]
	CTGCTCATAAGAGCAGCGATGTGCATTCAGCACAAG

	5590_24
	25
	[A/T]
	CAGCAGGGGTTGGCAGCAATTTGCAGTATGAAGTGG

	55901_29
	30
	[A/G]
	GCAGAAGACTAGGCAGCATGATGCTAATGAGGCAGA

	55905_10
	11
	[C/T]
	TTCTCCAGAGCGGCAGCTATCTGCTGGAGACGCATC

	55916_26
	27
	[C/T]
	AAGGCATGCACAGCACGGAACTGCTACCCATCGCCC

	55917_34
	35
	[C/T]
	CCGCTTCTGAACGCATCTCCGTGCTCAGCCAGCTCA

	55920_24
	25
	[T/C]
	GAAAAATAGGCAGCAGTGTTCTGCTTAAACCCAGCC

	55922_1
	2
	[C/G]
	CCGGGTTCAGCAGCACGTCGCTGCTCCCTCATACAG

	55929_31
	32
	[G/C]
	CTCGCACCGAGAGCAGGGCGATGCACGCGCCGACAT

	55933_2
	3
	[A/G]
	ATAAATTCATGTGCATTCTGCTGCTCTGGAGTGGTT

	55938_34
	35
	[A/T]
	GCAGACAAGCAGGCAGCTGGATGCAGTGACTATTAT

	55961_33
	34
	[T/C]
	TGCATTTGATTAGCAGGGCGATGCCTGACAGCGTGA

	55964_25
	26
	[C/T]
	CAGGTTGCTAAGGCAAGAAGGTGCACCGAAAGGTGT

	5597_17
	18
	[G/A]
	CACCTTCAGGATGCACTGGAATGCAGACTGCACCCC

	55973_7
	8
	[C/T]
	ACACCTTTATAAGCATGCACCTGCCTCATGTCAATA

	55974_32
	33
	[G/A]
	ATCAGCTCGAACGCACGCTTCTGCTCCTGAAGGATG

	55975_19
	20
	[C/T]
	CCCGAAGCTCCAGCAGCTGCCTGCGTTGTTGAGCAC

	55976_3
	4
	[C/T]
	TAACGACAGGTGGCAGTGTTCTGCTGAGAACTAGCT

	55981_33
	34
	[A/T]
	ACTCAAAAAGATGCACACGCTTGCAACTTGTGTATG

	55982_32
	33
	[T/A]
	GCTTACGTAAGGGCACTAGGGTGCAGGGCTTGTGTT

	55985_5
	6
	[A/G]
	TTTCCACACACTGCAACAATATGCAACGGACCAGCG

	55989_15
	16
	[C/T]
	TTGGAGTGGATTGCACGCTGCTGCATCGTGAGACTC

	55995_7
	8
	[G/A]
	AAGGAACGGTGTGCAAATCAATGCGGGCCGGATAAG

	55999_4
	5
	[C/T]
	GATTCACCACACGCAGAGAGCTGCCCGAATTCGGCT

	56000_15
	16
	[T/C]
	TTTAGTGAGATGGCACCATGGTGCCTCTGCTAAGAA

	56007_4
	5
	[A/G]
	AGAGACCGTTGTGCAGAAGAATGCTTAGGTACTTAA

	56010_28
	29
	[C/A]
	GTGTTCGTGTGTGCAAGAGAATGCACAGCAGAGAGA

	56017_16
	17
	[A/T]
	GGGCATTGTCCTGCATAAAACTGCTGGCTGATTGGG

	56018_1
	2
	[A/G]
	AACCCGTGCAAGGCATTCACCTGCAAGGCATTCACA

	5602_4
	5
	[A/T]
	CACCATCGTCCTGCACCTACATGCGATCTAAATGTT

	56020_25
	26
	[A/G]
	CTGGACTATATAGCATGGTCATGCCAGCTGGTTGCA

	56021_31
	32
	[G/A]
	ACATCTGGATGCGCAAGCTGTTGCTTCCGGCGACTG

	56022_25
	26
	[C/T]
	TGCACCCACACTGCATGATAATGCGTCTGATTTATA

	56023_10
	11
	[C/A]
	ATTGAAGTCGCAGCATATTGCTGCCACACTCCCTCC

	56026_29
	30
	[G/A]
	ACAAAGCATTACGCAACACAATGCACTACGCAACAC

	5603_15
	16
	[G/A]
	GACACTAATTTGGCAGAACCCTGCCCTAAACATTCT

	56032_28
	29
	[C/T]
	GGAGAGGTCCATGCAATTCTGTGCTCCTCCCAGGCC

	56037_2
	3
	[A/G]
	GGATTCAGCTAGGCAACATGTTGCTGCCCCCTGAAA

	56038_9
	10
	[C/T]
	GCCATTCTCCCAGCACTGCCATGCCAAGCGGCTCGG

	56045_33
	34
	[G/A]
	GCTGAGGTTCTGGCATGAACATGCGTGTATGTCGTG

	56048_6
	7
	[G/A]
	CCAAACGTGCGTGCAGTTATTTGCTCCATTCATGAG

	5605_6
	7
	[G/A]
	TATAATGATGAAGCAGCAAGTTGCACAACATGCTGG

	56050_29
	30
	[A/G]
	TGAGGATAACTGGCAGTTGATTGCCCAACGTCATCC

	56052_18
	19
	[T/G]
	TGCTCCTTGTGGGCAGATTTCTGCGTAGCTGTTTCT

	56054_9
	10
	[A/T]
	GGTTACAGCATCGCAGCTCTCTGCATCTGGCAGTAA

	56055_32
	33
	[C/T]
	GGGATCCTTGCTGCATAGCTGTGCTTTCAAACCCTG

	56067_7
	8
	[C/T]
	ACACACTCACTCGCAAACCGCTGCAGAAATGTCAAC

	56070_8
	9
	[T/C]
	AGGTCTTTTGGGGCAAAGTAGTGCACAAAGTGTCCA

	5608_31
	32
	[T/C]
	TTAAACGTCTAAGCAATGCGTTGCAGTTAGGTCTAG

	56081_1
	2
	[A/G]
	GACCAAAACCTGGCAGCAAGGTGCAGTTGTAAACAG

	56082_32
	33
	[G/T]
	CGCTTCGAACTAGCAGAAACGTGCGTGATAAAGGCT

	56083_10
	11
	[T/C]
	CTAAATTGATTCGCAGCTGCTTGCCTCAACAAATTG

	56086_28
	29
	[A/G]
	AAAAGCTTCAGAGCACCACAGTGCTTTCAAGTTACT

	56093_15
	16
	[C/T]
	GGTCAACATATTGCACTCGTATGCACGAGGAGCGTA

	56095_24
	25
	[C/T]
	GGTGTGGGATTTGCAGTTGTATGCCATGTGTGTGTG

	56097_27
	28
	[T/C]
	CCAGATACAGCTGCAGCAAGCTGCTTTTATCTCTGA

	5610_27
	28
	[T/A]
	CCATTCTGGTTTGCACAGACATGCATGTTTGTGCAT

	56103_1
	2
	[T/C]
	CTGTCCGTCCTCGCATCTTTATGCGTGTGATTGTGT

	56104_26
	27
	[C/T]
	AGGTGTAGACCGGCACTAATTTGCCTCCGATGGCCA

	5611_11
	12
	[A/G]
	AAGTGGGATATAGCACTTTCCTGCATGTGCATCATG

	56114_27
	28
	[C/G]
	CCTATGGCACTGGCACTGTGTTGCCTCCAGGCAACA

	56118_31
	32
	[G/A]
	AGTGGCACCGCAGCACCACAGTGCTGTGGCAGTCGT

	56127_34
	35
	[C/T]
	TAGATTCTCTGAGCATACCAGTGCAAAAACCCTTCA

	56134_25
	26
	[C/A]
	GTCATGGCAGGTGCACTAGTCTGCACTGAATTAAAA

	56136_3
	4
	[A/C]
	AAGACAGGACTGGCAGCAGTATGCTTCTCTCTTTCA

	56146_19
	20
	[A/T]
	GATATTCCAGTCGCACTCTAATGCGACAGTTCGGAA

	56147_16
	17
	[A/G]
	GTGTGTGAGTGTGCACATAGATGCCTATCTGTGTGT

	56148_10
	11
	[G/A]
	AAAAAAGATCGTGCAAACTGCTGCTTTAAGGGTGAC

	56150_28
	29
	[A/G]
	CAAACAGGGCTAGCATAGCGTTGCCAACATTGTCAA

	56163_1
	2
	[G/A]
	TGACATCAACCCGCATAACGATGCATGGTGGAGCAC

	56174_18
	19
	[A/G]
	ATTCTGCCACATGCACACACATGCATGATTAGCCAA

	56179_3
	4
	[C/T]
	GGGCACACTGACGCACTCGTGTGCTGTCCTTTGGGA

	56187_19
	20
	[G/A]
	TTCAGACATGTTGCAGCATAATGCTTTGGCACCGAT

	56202_29
	30
	[C/G]
	TATGTACGGCAAGCAGAGTTCTGCTTTTCCTGTTTT

	56212_3
	4
	[G/T]
	TGGGAGTTCAAAGCATCTTATTGCGAGTTGTTCTGT

	56214_2
	3
	[G/A]
	CAGAAAGCAACCGCAATTTTGTGCAAGATTTCCTCT

	56218_4
	5
	[T/G]
	CCATTCTGGGGAGCAGCTTTCTGCAAGAGACAAAGA

	56219_31
	32
	[C/T]
	ACAGTACGTCCGGCACACACATGCCACTCTTCTCTA

	5623_24
	25
	[G/A]
	ACAGTAAAGCAGGCAAGTTCATGCGTGCTATTTTCT

	56230_32
	33
	[C/G]
	TCTTCCCGGAGAGCAAAAACGTGCGAAAGACACGTG

	56233_28
	29
	[A/G]
	AATCAGGTGATAGCAGCACCGTGCATAAAGTCATGC

	56234_18
	19
	[C/T]
	ACACGCAGCGCTGCAATTCAGTGCCATACCTTCCAA

	56246_5
	6
	[A/T]
	TTTTCAGTTTCAGCATGACTGTGCCCTAATGCACAG

	56249_17
	18
	[C/G]
	ACCCACAGGGTGGCACGCCGGTGCTTCAGGTGTATG

	5626_25
	26
	[C/T]
	GTCTGACAGCAAGCATGGATATGCCCGGATACCTGC

	56260_17
	18
	[C/G]
	TTAATCCTTTGAGCAAACTTCTGCACAGTGACTCAA

	56261_27
	28
	[T/C]
	TATGGATAAATGGCAGCATTCTGCAAGTTTCAGGTG

	56269_5
	6
	[C/A]
	CAGCCCCGATTAGCATAACAGTGCTCGCTAAGTGTG

	56271_20
	21
	[C/T]
	CAGCCCAGAAAGGCACATTTCTGCGCATAGTTTGCC

	56274_4
	5
	[A/G]
	AGATAACTGGCAGCAGCACTGTGCCGCAGATATTCT

	56277_30
	31
	[G/T]
	TGACTACCTGTGGCACCACTATGCCACCATGTACTG

	56281_6
	7
	[C/T]
	GCAGTTCGGCCCGCAGCCTCCTGCAGCCACGTGTCA

	56284_25
	26
	[T/C]
	GGCATTTTGCCTGCAGAAGTTTGCCTTTTAGCCCTG

	56286_30
	31
	[G/A]
	CATGCCACATAGGCAAAGACATGCTGGTGTGTTAGT

	56291_26
	27
	[G/A]
	TAAACTCAGTTGGCATTCAGATGCTGGGTATGTTTG

	56296_1
	2
	[G/A]
	TGAGTGAAAAGTGCATGGGGTTGCTAGGCAACAAAA

	56307_20
	21
	[C/T]
	TCCTGCTTCTCTGCATCATGCTGCTATCACATGTAC

	56309_2
	3
	[G/A]
	TGGAAGATCTCAGCATGTGCTTGCATGGGCATAAGA

	5631_27
	28
	[C/A]
	ACTTACACTGTGGCACCACCATGCTGCCTCTGTAGT

	56312_24
	25
	[A/T]
	CCCCTATGCCCTGCATTACCTTGCAATTCTGCTCTG

	56318_19
	20
	[C/G]
	GGCTATTTGTTAGCATTGACTTGCATGGCGGACCAA

	56319_26
	27
	[A/G]
	AACGTCCTCGCGGCACGGTAATGCACACGCAGGACT

	56323_33
	34
	[A/G]
	TGATGGAGGTAGGCAGCTAAATGCTGGAAGACCATC

	56332_24
	25
	[T/G]
	ACACACATACATGCACGCTCATGCTCACACACACAC

	56334_30
	31
	[T/C]
	ATAATAGTCTGTGCACGTGTGTGCTGCTGTTGGCCA

	56336_2
	3
	[T/A]
	ACTCTATGTGTGGCACTACCTTGCCTCTCAAATCAG

	56340_9
	10
	[C/T]
	GGCTCCTTTCGAGCATCTTTATGCCTGAACACAAAG

	56342_4
	5
	[C/T]
	AATGCGAGACATGCAGGCAGCTGCTGGGCCATGGAA

	56353_17
	18
	[C/T]
	CACTAAACTCATGCATGCGATTGCAAATGCAGGTTT

	56358_33
	34
	[G/A]
	CAGATTAGAGGTGCAATGAGGTGCTTAGGGGAGGAG

	56362_24
	25
	[T/C]
	CTATTACCAGCGGCATTAGTATGCTTAACGTCTGAC

	56373_28
	29
	[G/A]
	TAGGAATGTGGAGCAGGATAATGCTGAAATGATCTG

	56374_31
	32
	[T/A]
	GGGCCTGCTCTGGCAGGAAGGTGCTCACGGATAGAG

	56376_28
	29
	[G/T]
	CATGGGGTAACAGCAGTGGGGTGCTTGTGTGTGGTA

	56377_8
	9
	[G/T]
	ACACCACCTTCAGCACCGCCTTGCTCGTGTAAAGCT

	56381_30
	31
	[G/A]
	GGATTTGTTGTTGCAACACGGTGCAGATGTGAATGG

	56383_17
	18
	[T/C]
	AACTCTCACGAGGCAACTCGGTGCCATGCCTTCAAT

	56385_27
	28
	[G/A]
	ATGCAGCAGAGGGCACTGTGGTGCTGTGAACAAACA

	56391_17
	18
	[G/A]
	CACAACTCCAGAGCAGTGAAGTGCAAATCCAGAACA

	56392_6
	7
	[C/T]
	GCAGGCCGAGGAGCAGCTGCGTGCAGAGTATGAGGA

	56394_18
	19
	[G/T]
	AATAGATGAATAGCATCAGGATGCCAATCCATCGCA

	56396_24
	25
	[T/C]
	CCCCTTACTCCTGCACGACTGTGCCGCTAAAGCACG

	56399_1
	2
	[C/T]
	CCCCCCCTCCCTGCACACGCATGCAAACACACACAC

	564_31
	32
	[C/T]
	CCTTTGAAGGAAGCATGACGATGCAAAGTTCCAGTC

	5640_7
	8
	[T/A]
	ATTTGTTTAGGCGCACGAGACTGCGTGATGGAGGTG

	56406_27
	28
	[C/T]
	GTGTGTGTAATGGCATGTGTGTGCTGGCCTCATGAA

	56415_3
	4
	[T/C]
	TGCTGCAGACCGGCAGCTACTTGCGGCGGCGTTCCT

	56416_33
	34
	[C/A]
	CCATTTGTCTATGCATGACCTTGCGTTTGACCCCCT

	56426_20
	21
	[C/T]
	ACGGATTGAGACGCAGCCCCCTGCCTCTTTCCCGAG

	56427_24
	25
	[C/T]
	ATGGTTCAGGAAGCAACTTAGTGCCGATACTGAGTA

	5643_32
	33
	[A/C]
	TTATGAAGTTTTGCACACATCTGCCAGACATGATGA

	56431_19
	20
	[A/G]
	TCCACCACAACAGCAGACAACTGCCTCCAAAAGGAA

	56432_19
	20
	[T/C]
	GCCCCCCAGGATGCAGCCTTATGCAATGAAACCACT

	5644_1
	2
	[T/A]
	ATGGGGTGGATGGCATATTTTTGCCCCTGTAAACCA

	56443_7
	8
	[G/A]
	TCCCCTCGTGCGGCAGCATCCTGCTGGGACAAACTA

	56448_6
	7
	[G/C]
	CTCGTAGCTAAAGCAATATGGTGCATTGGGGGATGA

	56451_7
	8
	[G/A]
	TGCACAAGTTTAGCATCAAGCTGCAAACTGGCATAC

	56453_28
	29
	[G/C]
	CAAACAACATCAGCAGAAAGCTGCAGTAGTTCCATG

	56454_4
	5
	[A/T]
	AATAATAGAGTGGCAAGGTGGTGCCACAGGTAGTGT

	56456_29
	30
	[G/A]
	TCCTCACTCACTGCACTTCAGTGCTCCAGGATCTAA

	56462_15
	16
	[G/A]
	GACAGACACACTGCAGAGGTCTGCTGCAGACAGACA

	56465_30
	31
	[C/T]
	ATGATTACTGATGCACCCCGGTGCGTTACTTGATTT

	56467_8
	9
	[A/T]
	TTGCCCCTTGGTGCAAATATGTGCGTCCTGTTACAT

	56469_4
	5
	[G/A]
	AACTGATTGTCAGCAAAAAGCTGCCAGATTGTCTAG

	56476_16
	17
	[C/G]
	TGACCCTAACCGGCATCTTTGTGCACAGGGTAGGAA

	56481_32
	33
	[G/A]
	GGTGGAGGACGAGCATCTGCCTGCACCAGAGAGAAC

	56484_19
	20
	[G/A]
	TGAAGCGTGGAGGCATTAGGATGCACTAGAGAGGTA

	56489_15
	16
	[G/A]
	AGACAATGAAATGCAGAAGCCTGCCCTGGCTCCTGC

	56490_10
	11
	[A/G]
	TGTATACACCAGGCATGTGTTTGCAGGTAGGACTGT

	56492_24
	25
	[T/G]
	GCATGCGGAACAGCAGAGCTCTGCTTGTGTACTAAA

	56498_16
	17
	[A/G]
	ACACACACCAAGGCAAACACATGCACTGAGATTTAT

	56500_28
	29
	[A/G]
	AAGTAATAAAGTGCAAACACATGCGCGCACACACAC

	56502_10
	11
	[G/C]
	GTGCAGAAACGTGCAGTCTAATGCATCACCCCTGTT

	56503_11
	12
	[G/T]
	CGCTGATTAGCGGCAGCACTCTGCTGAGGTAGAGAT

	56511_1
	2
	[G/A]
	TGAAGAAAGCCCGCACGGTGCTGCAGATGGACGAGC

	56513_18
	19
	[G/A]
	TTGGGTGGTGTAGCATCAGCTTGCATGCATGAGAGA

	56514_16
	17
	[G/A]
	ACGGGACACTGTGCAGGTTATTGCACACTGCACTGG

	56517_29
	30
	[C/G]
	AACAGCCCCAAAGCAGCCTGCTGCCACCACTGTGTG

	56520_5
	6
	[T/C]
	TCTTATTGTCCAGCAGTGTCCTGCAGTTGACCAAAA

	56522_31
	32
	[G/A]
	AGAGAACTGCCAGCAGCACTGTGCAGCAAGCAAGTC

	56526_16
	17
	[T/C]
	TAGTGTATTCGGGCATTACAATGCCAGATCAAATCC

	5653_9
	10
	[A/G]
	TGTTCCTGTAGTGCAGCCTTCTGCAACGCTGAAGTG

	56532_6
	7
	[T/C]
	CTTTTTTACGAGGCAGAGATGTGCAAGCCGGGCTGG

	56536_6
	7
	[A/G]
	GGTCCTAAAGCTGCAAAACAATGCCCAAGTGATCAC

	56542_20
	21
	[G/T]
	TGGAGTTATTGAGCAACACAGTGCAGAACAATCCAG

	56544_16
	17
	[G/A]
	CCGGTTTGGGCGGCACGGGGCTGCCGGCGCTCATCT

	56546_24
	25
	[G/A]
	CACAAAAGTGCTGCAAAACACTGCGAAACAAGCTGG

	56547_33
	34
	[C/A]
	AAACACATGGTGGCACAATAATGCCATCACACACAC

	56550_34
	35
	[T/C]
	GCTCTCTCACCTGCATGCAGCTGCAGCACGCATGTG

	56551_31
	32
	[C/T]
	AGATATTTTTCTGCAGTACACTGCCAGGCTTCGCTG

	56554_10
	11
	[T/A]
	ACACACACTGTGGCACCACCATGCCACCCAATAGTA

	56556_30
	31
	[G/C]
	ATTGTTGTGGACGCATTGTGATGCACAATGGCTCAT

	56558_30
	31
	[C/T]
	TTCTTTGTGTGTGCACTGCCATGCCTGACTCCTGTT

	56560_7
	8
	[C/T]
	ATTCTCTCTGTGGCATCACTGTGCCACCCATGCACA

	56561_3
	4
	[G/A]
	GCAGCATATGGCGCATCCAGATGCCTCTACAACAAA

	56562_34
	35
	[C/T]
	GCGCACACGATTGCATTCTCTTGCTGGTAACTTTCA

	56563_27
	28
	[G/A]
	AATGTCAAACCTGCACATCTCTGCGTTGATTTTGTA

	56566_19
	20
	[C/T]
	CCATGGCACTCAGCAGACCCGTGCGGGCACCGTACT

	56567_29
	30
	[A/G]
	GCATGCTTCAGGGCATTTTTCTGCCTCACAGCACTA

	56568_28
	29
	[G/A]
	CAAGTGGTGCACGCAAGGACATGCAGTGGACCAGTG

	56569_32
	33
	[G/A]
	ATGTTTATTACTGCAGGTAGCTGCTGTTGAAGGCTT

	56570_11
	12
	[A/G]
	TGTCTGTGAAAAGCAGCCGTGTGCATAAATGAGTCC

	56581_1
	2
	[T/A]
	TTGTTTTATGTAGCACCTTGCTGCAGGACATGCACT

	56583_5
	6
	[C/A]
	AATCACCTACAAGCATGGTGTTGCAGTGGGTAGCAG

	56584_27
	28
	[A/C]
	GCGGGCATCAAAGCAGTCAGCTGCGGAACACCACAC

	56585_25
	26
	[A/T]
	AGAGTATCAAACGCACTCAGATGCAACGCTAAATTA

	56586_6
	7
	[A/G]
	ATACACAGTCATGCACTCTCCTGCTCACTCTTAAAG

	56587_30
	31
	[C/T]
	TACCTGTAATGAGCACTGCTCTGCCCTCCGCAGACA

	56588_31
	32
	[T/C]
	GTCACAGATGTTGCAGGCTGTTGCTTTAGTATAGCA

	56590_5
	6
	[A/C]
	GCACTACCTGGGGCACTACGTTGCCACCCCACTTGC

	56591_31
	32
	[A/G]
	CTTTCGACCCAAGCACATACTTGCAGAGGACAGGAC

	56592_2
	3
	[G/T]
	CTGCATCCCTCCGCATCCCTGTGCCATTGCGGTAGC

	56600_27
	28
	[C/A]
	CCCCCAGGGTTAGCATCCCAGTGCCAGCCTGTACAC

	56601_7
	8
	[T/C]
	ATCCAGCTGGATGCAATATGCTGCGTGCGAGAGCGC

	56604_30
	31
	[T/C]
	ACCTGACAGCAAGCATCAGACTGCCAGGCATGAAGG

	56610_24
	25
	[T/A]
	GCTCTAATTTAAGCAGCCTACTGCTATGCCACACAG

	56611_33
	34
	[A/G]
	AGCAGGAAACCTGCAGACAGATGCAGTTCATTTAAC

	56618_26
	27
	[C/T]
	GGTGTTTGAAACGCAAGCCACTGCAACGAAGGCTGA

	5662_20
	21
	[G/T]
	CTGCTGTGCCTGGCACTCTCGTGCCCACTGCTGCCT

	56620_5
	6
	[A/G]
	ATTACATGAGAGGCAGACAGATGCAGAGGACCAACG

	5663_18
	19
	[T/C]
	CTTATTCGTGGTGCATCATACTGCAGATGGACAATG

	56630_18
	19
	[G/A]
	ATCCTGCTGAGAGCAGGTGAGTGCACTTACACTTTC

	56635_3
	4
	[G/A]
	TCTGAATGAAAAGCATGTGGCTGCTGTCCAGAACAG

	56644_6
	7
	[C/T]
	ATTGTTCAGATAGCAGGGACGTGCACAGGAATCTTG

	56647_6
	7
	[G/A]
	GATCTGGATTAGGCACAAGCCTGCAGTTGTCCCGAT

	56651_10
	11
	[T/C]
	TTGCTAATCACTGCACAGTCCTGCGTGAAGAATATT

	56660_28
	29
	[T/C]
	CTTCTCACTCTAGCAGCTGCATGCTCACTTTTTCTT

	56669_29
	30
	[T/G]
	CATAACATGAATGCACTGCAGTGCAGAGCTGCTTTA

	56670_18
	19
	[T/C]
	AAACGACAGCAGGCAACCTGGTGCCTTAAACTGGGG

	56671_25
	26
	[G/C]
	TTCCTTTATTTGGCAAGAAAGTGCTGAATAAATCAG

	56673_29
	30
	[T/C]
	TGAAGAGCCATGGCATGAGTTTGCAGATGTCTGAAT

	56674_10
	11
	[C/T]
	GCTCTCTCTTCAGCAGCAGGGTGCAGGCTAGAGTGA

	56676_28
	29
	[A/G]
	TTCAGCTGGAAGGCAACCGTCTGCAGCAACTTCATC

	56680_17
	18
	[C/T]
	ATGCAAAACAAAGCACTCAGATGCTTTAGCGCTCAG

	56681_10
	11
	[C/G]
	TTTATATCCACCGCAGGACCTTGCAGCTCTTTTCTT

	56684_10
	11
	[G/A]
	ACTTTAATCCGAGCATTCGTGTGCATGTCATGTTCC

	56685_6
	7
	[G/A]
	GAAACAGACGGAGCAGGTACGTGCAACAGCTCTTGC

	56695_15
	16
	[A/G]
	ATATGACAGAATGCAAGACATTGCAGGCTCTTCTCA

	56699_2
	3
	[C/A]
	CACAGACCCGTTGCAACTCCCTGCTGTGACATCATC

	567_2
	3
	[T/A]
	CATTGTTTATGAGCAGCAGATTGCCATGACGATACG

	56704_31
	32
	[G/A]
	CCCAGAGACCAGGCAAATCCTTGCTGAGACCGGGTC

	56708_19
	20
	[G/A]
	AGAAAAAAAGGTGCACCTCGGTGCCGCTGGTTATTT

	56710_33
	34
	[T/C]
	ATTTGTTGATGCGCAGCCTCTTGCATTCATCCCTGG

	56720_25
	26
	[A/G]
	AACATAAATCTGGCAACCCCCTGCCATTAAACACAT

	56723_18
	19
	[G/C]
	AAAAACATGCTTGCAGAGGGATGCCCCAAAAAATGT

	56726_33
	34
	[C/T]
	CATCTACTGTGAGCAAGCGGCTGCCGCACCTGCTGG

	56728_16
	17
	[C/T]
	AGTTAGCACTACGCAGCCCAATGCAGTTATCGCTCG

	56729_31
	32
	[C/G]
	GCCACTGCTGATGCATGCTGATGCTCCATAACTCTC

	5673_7
	8
	[A/G]
	GTTTCCCAGGATGCAAATTGCTGCATAGGCGTAACA

	56735_29
	30
	[C/T]
	TATACAGGAGGAGCACTGCACTGCAGTACCGCTCTT

	56736_34
	35
	[C/T]
	ACTTTAGTCATGGCATGTCCGTGCTGTGGACGTTCC

	56739_7
	8
	[C/T]
	TTGTCCACTGGGGCACAGACATGCTGGAAGAGAAAC

	56744_2
	3
	[C/G]
	AGCTACCAGTGTGCAATAATTTGCCCCACATCACTT

	56745_6
	7
	[G/A]
	GGGAAAGAAGTTGCAGTTGATTGCATCAGCAGTTAT

	56746_28
	29
	[C/A]
	TTAAGCTCTTCAGCAATCATCTGCAGCGCTCCAAAC

	56748_8
	9
	[A/G]
	GTTACAGTATCAGCACTTAGATGCGGTGAGAACCAG

	56754_20
	21
	[C/T]
	TAAAGTCACTGAGCAAGTAACTGCCTCCTGCTGTGT

	56761_6
	7
	[T/A]
	GAAAACTATACAGCATCCCGGTGCCAATAAAGGCTG

	56762_10
	11
	[G/C]
	TTTGTGCTTGGTGCACGTGTTTGCACGCCGTGTTTT

	56763_20
	21
	[T/C]
	GCCAGCACGGCGGCATCTTCTTGCAAGACGTAGCAG

	56766_7
	8
	[G/A]
	AGGAGGCGCTAAGCAATGTCCTGCCCACAAACCAGA

	56769_1
	2
	[C/A]
	TCATTAGGTGTGGCAGGAAAGTGCCTGAGAGCTCGA

	5677_30
	31
	[T/C]
	ACTGCAACACACGCATGCCACTGCAACACATGCACA

	56771_33
	34
	[C/T]
	GAACAGGCTAATGCAGCACTGTGCTAAGCTGCTCAA

	56774_9
	10
	[A/G]
	GGCCAGCCTAAGGCACGCCTGTGCATTAATTATTCA

	56782_24
	25
	[A/G]
	AATCAGACTCGAGCATTCATCTGCACTGTGGTATAC

	56784_18
	19
	[C/T]
	ATGTATTTTGTAGCATAGCTGTGCGGTTTGTCCATT

	56786_9
	10
	[G/A]
	TTATAGTTCGCAGCATGACTGTGCAAGTACCAGGAA

	56793_11
	12
	[A/G]
	TCGCAGGATTGAGCAGGGACTTGCCTATTCTCTTTT

	56803_33
	34
	[G/A]
	TTACACTCCTGTGCACCTTCCTGCACTACCAGTGAA

	56804_2
	3
	[T/G]
	AATCGCCTCACTGCATAAGTGTGCACACCCTTTTAT

	56806_1
	2
	[G/A]
	AGCGTCGCACCTGCAGCCCGGTGCGCCACTAGAGGG

	56808_30
	31
	[C/G]
	GGAGCCCACACAGCATCTTCGTGCACAGGACAGAAA

	56819_26
	27
	[A/T]
	GCATGCTCACAAGCACGTGCATGCACACTGCTTGTG

	56821_28
	29
	[G/A]
	GTTAGAATATTGGCAGCTGCCTGCCAGCGTGTGCTT

	56828_33
	34
	[T/C]
	CTTCCAAATCCAGCATGACAATGCCATTTCTGCTCG

	56831_5
	6
	[C/G]
	GCTGCCGTACATGCAGACACGTGCACACACACACAC

	56834_19
	20
	[C/A]
	AGGCTACAGGACGCAACGTCATGCTTCTTCCCGTCG

	56835_27
	28
	[G/A]
	GTTACAGGTTAAGCAGTGCTGTGCAGCGTTTGAGCG

	56839_4
	5
	[G/A]
	CATCGATCGCTGGCACCAGCATGCCACCCATGTTTG

	56848_7
	8
	[C/A]
	AAACAGTCAAGAGCAAAAGTTTGCACTCCCTTGTGT

	56851_16
	17
	[G/C]
	GTTGCAAAACGTGCAAGATTCTGCAACTTTAGGTTT

	56858_33
	34
	[G/A]
	GTTGTGGTTTCTGCAAGCTTCTGCATTCTCTGTGGT

	56860_28
	29
	[A/G]
	GTTCTTTAAGTAGCAGTGCCATGCGGTCACACATCT

	56870_1
	2
	[G/A]
	TGGAAGCAAAATGCAAACCTGTGCCATCTAAACAAA

	56873_8
	9
	[C/T]
	GCACTAATCTGGGCAGTGGGTTGCTTAGTGGTTAAG

	56874_26
	27
	[A/G]
	TGAGCATCATGAGCAGAACAGTGCTGAGGCCCAGAC

	56875_33
	34
	[G/A]
	GTACGCAGGAAGGCAGGGGACTGCCAGAAGCTAGAA

	56876_17
	18
	[C/T]
	GGTACCAACAGTGCACTCCCATGCCAGGCTTTGTGT

	56881_2
	3
	[G/C]
	AAGCTTTCTACTGCACCACCATGCCACCTAGTTTAC

	56882_29
	30
	[T/C]
	AGTGGAGAAGTGGCAGCTGGATGCAACTCTAGTGCA

	56887_28
	29
	[C/T]
	TTTGTTACTTGTGCAGTGTCATGCTCATCTCAGTGA

	56894_33
	34
	[G/T]
	ATTCAGTGCACTGCAAGAACATGCAGCAGATTAGCT

	56897_11
	12
	[G/A]
	CACTACAGGGCGGCACAGTGGTGCTGCAGGGAGTGT

	56901_32
	33
	[T/C]
	AGCTCAAGACCTGCAGGTAAATGCTCCCAGAGTTCG

	56907_8
	9
	[T/C]
	GGAGCTACTGCAGCATTTTGTTGCCATGAACTATTG

	56908_19
	20
	[G/A]
	AACCCAGAGGCAGCAAATCGATGCGGATGTAAGAAC

	5691_16
	17
	[A/C]
	TGTGTGTGTTCAGCAGACGAATGCATCATATACAAG

	56915_2
	3
	[G/A]
	CAGAAGATCTGAGCACATGGATGCGTTTTTATCATG

	56916_3
	4
	[C/T]
	CCACGACCTGTGGCACCAACGTGCCCCCTTTATCTA

	56918_16
	17
	[G/A]
	CGCTGGCCGCCTGCAGGCTGGTGCAAACGATGTTAC

	56924_25
	26
	[C/T]
	ACAGCATTCAAAGCAGCCTGCTGCCCGGTCATATAT

	56925_3
	4
	[C/T]
	ATGCTCATGCCCGCATGTCTATGCATGTGTAGAAAA

	56926_25
	26
	[C/T]
	CTGTGTGAACGAGCAGGCTTTTGCTCATCAGGAGAA

	56931_3
	4
	[T/G]
	CTATACACAGATGCAGCAGAATGCTGAGATGTCATG

	56935_28
	29
	[C/T]
	TACGTTCTTGATGCAAAGATATGCGCCTCTGTGAGT

	56944_6
	7
	[G/A]
	TAAGAAGACTGGGCAGCACAGTGCCACTCGGGAGAT

	56953_31
	32
	[C/A]
	GCGACACCCTACGCAGACGTCTGCGCGAGACCGAGG

	56956_7
	8
	[G/A]
	TAATACAGTTACGCACGTAGTTGCAGAGAGCGAGCG

	56958_18
	19
	[C/G]
	GAAGATAATGTGGCACTGCTTTGCACATCCGTTCCA

	5696_25
	26
	[G/A]
	AAGTAGTGCGGCGCACGATGCTGCAGGATGTAGCCG

	56961_34
	35
	[T/C]
	AAGAGCACTCTGGCATCCTATTGCTGTTTAATGCTG

	56970_25
	26
	[C/T]
	CTGAACCTGCAGGCACGGGGGTGCACACGAAGCGCG

	56971_31
	32
	[C/T]
	CCAACTATACATGCATCTGCTTGCACACCCACACAC

	56979_10
	11
	[G/C]
	AACAGTAGGGGTGCAGCTCACTGCTGTGGACTGGAA

	56981_29
	30
	[C/T]
	AAAACAAAGCAGGCAGGGACATGCTTCCTCCCAAAC

	56982_29
	30
	[G/A]
	TTGTTGTTTAAAGCATTTCGCTGCAGGTTGAACTGT

	56985_7
	8
	[A/G]
	ATAACTGAGCAAGCAACAACATGCCAATCAGTCACA

	56992_11
	12
	[T/G]
	GGTATCCAACCTGCACTGATTTGCTCGAGGGTTTTC

	56997_30
	31
	[C/T]
	TGAGGTTTGCAGGCACGCCAATGCTTTCCTCTTCCT

	57000_19
	20
	[C/T]
	GCATGACAGGAAGCATACGCTTGCTATTTCCACTGA

	57006_7
	8
	[C/A]
	TGAAACCCTGCTGCACAAGTGTGCTGCCAGAAAGAG

	57022_31
	32
	[C/T]
	GTAGCGGTGTGAGCAGTTCGGTGCGTCTCTGCGTGT

	57028_5
	6
	[G/A]
	CTCACGGGGATTGCAGTGTGTTGCTTTAATTCGAGA

	5704_25
	26
	[G/A]
	GCTGACTGTCGAGCACATATTTGCCGCGTCTCGTCT

	57040_30
	31
	[T/G]
	ATCAACTCACGTGCAAAATACTGCCAGGGCTTGAAG

	57042_34
	35
	[G/T]
	CAGATGATTCCTGCACGGCCATGCGCTGTTGGAGGG

	57043_7
	8
	[G/A]
	TGTATTTGGAACGCAATCCACTGCAGAAAGACCCTC

	57045_9
	10
	[A/C]
	GGTTGGTAAAGTGCACCACTGTGCCACCCTGCCCAG

	57046_2
	3
	[C/G]
	GTCTCAAGCTGAGCAGAATTTTGCCGTTGGGATATA

	57055_33
	34
	[G/A]
	GCCGCGGTTGATGCAGAACGCTGCCTGAAGCCTGAC

	57061_33
	34
	[G/T]
	TGCCATATGAGCGCAATGGAGTGCGATGATCATGAG

	57067_28
	29
	[A/G]
	GCTGGAGGAGAAGCAGATCTCTGCCCGGAACATTGC

	57078_32
	33
	[G/A]
	ACACTGACCCCAGCATATTGGTGCCAAACACTGAAA

	57080_4
	5
	[G/A]
	AAAGGAAGCAAAGCAAGCAAATGCTGTCTATTTCAG

	57082_16
	17
	[C/T]
	AAAGCAAGAACTGCAACTTAATGCTTGGGCACTAAA

	57083_4
	5
	[G/T]
	GAGCGGACTTTTGCAAACAGTTGCGTAAAGGGAGTG

	57085_15
	16
	[A/G]
	TAGGGGGCATTTGCAAACGCTTGCTCAGCCACCCTG

	57089_4
	5
	[G/A]
	ACTTGACTCTGTGCACTTGGCTGCTTTGCTCTTTGC

	57095_28
	29
	[G/A]
	GATATAGAAATGGCACGGCGGTGCCACAGGTGGACC

	57097_8
	9
	[A/G]
	GGAGGCACAATGGCACCAGGATGCATTAAGCAATGA

	57098_33
	34
	[C/T]
	TCTATTTACAGGGCACAGAGGTGCCTTCAAAGTCAC

	57101_25
	26
	[C/T]
	GGATTGCGAATTGCATGAAGATGCTCACAGCCTAAA

	57112_4
	5
	[G/A]
	TCTGGTAGTTTAGCAGGGGTGTGCAGATGTTTTCTT

	57124_16
	17
	[G/T]
	CTTTTTTCTCAGGCATTCTGATGCGCCCACACACGC

	57127_31
	32
	[G/T]
	TCAACGAGAGTGGCACCATGTTGCCTCAGGGGCCCG

	57138_31
	32
	[A/T]
	GAGAGTGAGGTTGCAAATCTGTGCTGTAGATACAGG

	57139_11
	12
	[G/A]
	AAAGGTCTCGAGGCATCGACTTGCCGAGTCCTCCCA

	57145_24
	25
	[A/G]
	AAGAGGATTTGCGCAGTATGGTGCACCAGATACAGT

	57146_32
	33
	[T/C]
	CCTTAACCACAAGCATACAACTGCCCAGTCTCTCCA

	57147_29
	30
	[C/T]
	CCTGGGTCATATGCAATGGGATGCTCTGGTGGTTTC

	57153_26
	27
	[C/T]
	TTTTTGCAGGAAGCAGAAGCATGCTGCGGTTTCTAT

	57163_3
	4
	[C/A]
	TTTCATAAACAAGCACTCTTGTGCTGGTCCCTCCTT

	57167_3
	4
	[G/A]
	GAGGACCTTGATGCATACCCATGCCGTGGATAAGCT

	57175_30
	31
	[G/C]
	GGAGTTGGAGCTGCAGCTGAGTGCGCCTCCGGTCCG

	57181_28
	29
	[C/T]
	GGCCCAGAGGGGGCAAAGAGGTGCGATTTGAACTCG

	57190_2
	3
	[C/G]
	CACACAGCATCAGCAACCTATTGCATGTGTTGATGA

	57193_6
	7
	[G/A]
	CGAGTTGGGAAAGCAGGAAGGTGCTCCTTTCTTTCT

	5720_5
	6
	[G/C]
	GACTCGCACCTCGCACCGGACTGCACGGTGCGGACA

	57204_25
	26
	[C/A]
	ACAGTGACTACAGCAATCAGCTGCCCATTGCTGATT

	57205_5
	6
	[G/A]
	TCCTTGGAAAGAGCAGAAATGTGCAATGTCTGCCAT

	57207_17
	18
	[G/A]
	CATCATCTTTCTGCACCGTGATGCTGCTGATTGACG

	5723_31
	32
	[G/A]
	ACATGAGGTTGGGCATTGTCTTGCACCAAAAGAAAC

	57233_11
	12
	[G/T]
	TTTTGACTGAAGGCACAACACTGCTTAACTAGGCAC

	57237_9
	10
	[C/T]
	TTAAAGAGACGAGCAGCAGGGTGCCCTGATGTCGGA

	57240_28
	29
	[G/A]
	TTTGATCTGTAAGCACTTGAGTGCCCACGTCTCACT

	57242_1
	2
	[T/C]
	GTCCACCATTCCGCACAGCCATGCACTCTGCATGTC

	57244_7
	8
	[G/T]
	GTGTCTTGAGTTGCAACTCTGTGCAGCAGTTTAATT

	57245_33
	34
	[A/C]
	TTTTGGATTTTTGCACCTTTCTGCGCAGACCGTAAG

	5725_33
	34
	[A/G]
	CAGTGAAAAGAGGCAATTTCTTGCCAAGACAGCATA

	57251_30
	31
	[A/T]
	AGCAGAGCAAAGGCAATGCAATGCAGGGATATGTGT

	57254_5
	6
	[A/G]
	TGTGCATTTCCTGCAGCCTGGTGCATGGTCAGTAAA

	57256_19
	20
	[A/C]
	GTTCATCTTGGGGCATCTAAATGCATCAAAACGCTG

	57257_17
	18
	[C/T]
	GGATATAATGCTGCATTCGCGTGCAAGTCAGATACT

	57265_10
	11
	[G/A]
	ATCTGATGTGGAGCATGGCTCTGCAGAGGCTCTGTG

	5727_34
	35
	[C/T]
	GCTTCTCAGTATGCACAAGCCTGCATCTCAGTTTCA

	57274_33
	34
	[G/A]
	AAGGGTTCGAGTGCACTTCAGTGCAGGCGCGAGGGA

	57275_8
	9
	[C/T]
	CTTCAAAACCCTGCATGGACTTGCACCCACATACCT

	57279_17
	18
	[C/T]
	CCAGACACCTTAGCATTCATTTGCCCGCATGCACAC

	57280_2
	3
	[A/C]
	TGATTGACAGTTGCATAGTCCTGCCCATGTCCATCT

	57285_4
	5
	[T/A]
	ACATTACCTGTGGCACCACTGTGCCACCCAAACTAA

	57297_10
	11
	[T/C]
	TCCTAGCAGCTGGCACTCACCTGCATGGCTAGTCTG

	57298_31
	32
	[A/T]
	GTGTGAACGATAGCATTGTCATGCGAAACATAAGTA

	57302_10
	11
	[C/G]
	GCTAACAGAACAGCATCAATGTGCTTTGGCACTGAT

	57304_27
	28
	[G/A]
	TTTTGGCAGATGGCAGGTGCCTGCTACGAGTATCAG

	57306_1
	2
	[T/C]
	ATATAACTAGGGGCAAGGTCTTGCAGTGCCTTAGAA

	57309_27
	28
	[A/G]
	TGATTTCCACTGGCACTGTCATGCTGGAAGAGCCAT

	57311_8
	9
	[G/T]
	TTTCGTCTGGTGGCATTTCCCTGCCAGAAGTCTTTG

	57321_16
	17
	[C/T]
	TACAGATAAGCAGCATTGAAATGCATCTACCAGAGG

	57329_27
	28
	[G/C]
	CTTGAGACCACTGCACGTCAATGCACCGAGTGTTCA

	57330_24
	25
	[G/A]
	TGGAGTCAATTAGCACGTTACTGCGATGACGAGATG

	57333_30
	31
	[A/C]
	CCAGGGACGATTGCATGGTAATGCCACTTCATAAAC

	5734_3
	4
	[A/C]
	AACAGTCTTGCAGCATGCATTTGCATGAATGCAATG

	57341_1
	2
	[C/T]
	TCCCCCAGTAGTGCAGTGACATGCAGTAAGACAGGA

	57348_2
	3
	[G/C]
	CTGACACACTCGGCAGTGATGTGCACGAGGTGGACG

	5735_3
	4
	[G/T]
	TAGGTTATAGTGGCATTGTGCTGCAGCAGATGGTTC

	57351_17
	18
	[C/T]
	GCATGCACACATGCATTCACATGCTCATTGACACGT

	57358_19
	20
	[C/T]
	CTAGAGGAACCAGCATGTTCATGCTTGCTAAACAGA

	57362_5
	6
	[C/T]
	TTCTTCAGACTTGCAACCAAGTGCAACAGCCATGCA

	57368_31
	32
	[C/G]
	CATCACATGACTGCAAACTCTTGCCATGTCACTGTT

	57373_26
	27
	[G/A]
	GTGGAAGCGGCGGCAGCAGCTTGCAAGAAGAGAAAC

	57377_17
	18
	[T/C]
	GCTGTAGGCTTTGCAGCTTTCTGCCATTTCCTCTAC

	5739_15
	16
	[G/A]
	GAGCCCCAGAAGGCAGAAAGCTGCACATGTCCCTCT

	57398_3
	4
	[G/A]
	ACGGAACATTGTGCACCAGTTTGCCAAAATCATTAC

	57399_32
	33
	[C/T]
	CTCCAGGGTGGTGCAAATCTCTGCAGGGTAGTCAAT

	57400_33
	34
	[A/G]
	TGTATTCCTCAGGCAAGATGCTGCCAAAGTGGTAAG

	57402_29
	30
	[T/A]
	ACAATGCAAGCAGCATGCTAGTGCTAATGTTCTGCT

	57405_24
	25
	[T/C]
	GATAAGTGTCCTGCACGCCACTGCTGATCTTTTGTC

	57406_24
	25
	[A/G]
	GAGGTAAAGTTGGCAATTCAGTGCAAAGAAGACCAA

	5741_7
	8
	[T/G]
	GTTAACTTTACTGCAGGAAGATGCTGTTGCATGGTG

	57412_16
	17
	[G/A]
	AAGGACGGTTCGGCATGATACTGCCTGTAAGCATCT

	5742_33
	34
	[C/T]
	CAGCAGGTGGAAGCAGAGTACTGCATTTCAGCTCAA

	57426_24
	25
	[G/A]
	CCACGATGCACTGCACCTCAGTGCGTAGACTCTGTT

	57433_1
	2
	[C/T]
	TCATTCGTGCTGGCAATTAGCTGCGGTATAATAGAG

	57440_3
	4
	[C/T]
	AAGCGCATTTCTGCACACCACTGCTGTAAACAGTGA

	57442_19
	20
	[G/A]
	ATAACTCGTGCTGCATGCCGGTGCTGTTGGTGGGCA

	57447_19
	20
	[G/A]
	TACAAACAGACCGCACTGCGCTGCGTGCTTCCACTC

	57449_26
	27
	[C/T]
	TCATCCAGCTGCGCAAAAACATGCATCAGATACACC

	57453_9
	10
	[G/A]
	AGCAGAACCGGAGCATAAGATTGCATCTGTTGACTT

	57454_19
	20
	[A/G]
	AGTGAAAGGCGAGCATGACAGTGCACACGAGCACCA

	57457_5
	6
	[A/G]
	AAACTAGAGAGGGCAACCCATTGCTTTACAACTCGA

	57465_34
	35
	[C/A]
	ATTATGACAGCAGCAGACACATGCATAAAAGCTTCA

	57467_7
	8
	[C/G]
	CCATTGGCCAAGGCACCTCTCTGCTCTCCAGGCACA

	57471_19
	20
	[A/G]
	TTTCACTGAACTGCATCACACTGCTTTTCCTGTGAT

	57473_19
	20
	[G/A]
	GGGAAGGAGTTGGCACCAGGATGCACTATGAGAAAA

	57474_31
	32
	[C/T]
	CTCACAGCGCCGGCAGCTGAATGCCAAGCTGCATGA

	57475_26
	27
	[C/T]
	GACAGAGCGTGTGCAGGAGGCTGCTCCGTTTTGGCG

	57477_16
	17
	[G/A]
	TTGCAAGCATCAGCAGGAACCTGCTCCAAAAATGAT

	57479_32
	33
	[C/T]
	TGATTGGAACAGGCATGTTGGTGCTGTGTATTCTGG

	57483_34
	35
	[T/A]
	GATTGAAAGTGAGCAGTGATCTGCTGCTCTCCTCTC

	57489_28
	29
	[T/A]
	GGGCTTTTGGGGGCATTAAGTTGCCCTGTAACTTCA

	57490_16
	17
	[C/T]
	TGTGTGATAGGTGCACCGTGATGCAGGTGAGAAAGA

	57496_17
	18
	[G/A]
	ACACCCCAGTGGGCACTGATATGCTCCGAACATATG

	57501_33
	34
	[A/C]
	CTCCGTGAGCAGGCATACTTTTGCCCATATAGTATA

	57522_10
	11
	[C/T]
	CGCTCTGATTCAGCATCGAGCTGCAACACGAGCAAA

	57525_7
	8
	[C/T]
	CGCCTTTCGCTGGCATGAGCCTGCACAGATAATGTC

	57527_30
	31
	[G/A]
	TTCTGGGCCAATGCAAACACATGCACCTGTGCTAAT

	57529_8
	9
	[G/A]
	GCTAATAAGAAGGCAGCCACCTGCATTTACGCACCA

	57534_8
	9
	[T/G]
	AAAGCGTTTAGAGCAAGCTGGTGCCTTGTTCTACAG

	57535_26
	27
	[C/T]
	TGCTGATGATACGCAGTTCTATGCCTCTGAGTGCCT

	57542_33
	34
	[A/G]
	TGTCATAGAGTCGCAAGACTGTGCCTTGTTTTGGTG

	57549_18
	19
	[G/A]
	GCTGGATGCTTTGCAGTCGACTGCTGTTTTGATCAG

	57553_34
	35
	[A/G]
	GATGCAAGGCTTGCATGAACCTGCTCAGACACGGAA

	57555_7
	8
	[A/G]
	CTTACAGAGGAGGCACTTGTTTGCAACTAGCACTCT

	57557_30
	31
	[T/C]
	CAGTCGGGAGACGCACAAGATTGCTGTGTTTTATAT

	5756_28
	29
	[C/A]
	TCTATGTGGAAAGCAAACCAGTGCCATGCTGTGCTT

	57563_18
	19
	[T/C]
	TGAGTTTTTCCAGCAAGATGGTGCACCACCACTTGC

	57567_34
	35
	[C/T]
	TTATCTGCAGGGGCAAGTGTATGCCCCATATCACCC

	57568_26
	27
	[G/A]
	ATCAAACACTCTGCAGGTGCATGCTCGCACACACAC

	5757_5
	6
	[T/A]
	GTAAGTGAAACTGCACCAGGCTGCACAATTAATTCC

	57570_34
	35
	[C/G]
	AAGTAGGGCATTGCAGCATGGTGCATGTATTACACA

	57574_32
	33
	[C/T]
	GAGGATGCTGTGGCACCCAGCTGCGCTTCTTCCCCT

	57584_16
	17
	[G/A]
	CCGGATCATTCAGCATGGCTTTGCCGGCAGAATCAC

	57586_6
	7
	[A/G]
	AGCCGAACCATTGCAAATCCTTGCATCCGGAGGGAC

	57589_4
	5
	[C/T]
	GGCACGTACGAGGCATGTGCGTGCATCCTATGTGCA

	57591_17
	18
	[G/C]
	ATCAAAAAAGCAGCAGCGAAATGCAAACACAAAGTG

	57593_20
	21
	[A/G]
	TCTGTCTGATCAGCAGGGTCATGCACGTCTTGTCTG

	57596_32
	33
	[G/A]
	GTCACTGTCACTGCACTGTCATGCTTTTTCTGGATA

	57598_31
	32
	[T/C]
	ACGTGAGGATCAGCATTTCCATGCTACCAGGTAATG

	57599_18
	19
	[G/T]
	CACTCTAAACAAGCACAAGCATGCACGGTTTGCTAT

	57600_28
	29
	[C/A]
	CTTTGCAACGCCGCAGCCAATTGCGTTCCCTCTGGA

	57603_16
	17
	[T/C]
	ATGTTAACCCCAGCACTGCGCTGCCTTTGTAGCTGT

	57610_33
	34
	[T/A]
	TCGGATGGTTGGGCAGCGTCATGCAGCTCTTTGTAG

	57620_30
	31
	[A/G]
	CCAAAAGGTACAGCAGTGTTTTGCATATGCAGCGTC

	57622_3
	4
	[C/T]
	CCTCGTTTGGTCGCAGGTTTATGCCACCAGATGACC

	57628_30
	31
	[G/T]
	GCAGCAGAGATAGCAACTCAGTGCCATGTAGGCTAG

	57633_20
	21
	[C/T]
	TTGCCTGTGTAAGCATCATCCTGCTGTTAGCAGGAA

	57635_27
	28
	[G/A]
	CACTAGACATGAGCAACGAGCTGCGCCGGGCTCGAG

	57640_1
	2
	[T/C]
	GTGTGTGTGTGTGCATGTGCGTGCGCACCCAATTTC

	57641_34
	35
	[A/T]
	AAATAACCCTGAGCAAACTCATGCAGACATGGGTAG

	57642_6
	7
	[A/G]
	GCGATCACCCAAGCATGACAATGCCTGGAGCATATA

	57645_4
	5
	[G/T]
	CGAGGACGGAACGCAGCCAGGTGCCGCGCGCCTGCA

	57646_11
	12
	[G/A]
	GCACTGCCTTCGGCACTACCGTGCCACCCACCTGCT

	5765_34
	35
	[C/T]
	CGCACGATTCAGGCAGGAGGATGCAAATTCAGCTCA

	57654_32
	33
	[G/A]
	GTGGCCTTTTCTGCAGAGAGGTGCAATTTCCAGAGT

	57655_8
	9
	[T/C]
	ATATGTGTTCCAGCACTAAGGTGCTCCACAGTGACA

	57656_10
	11
	[C/T]
	TAGATCACATCTGCATGGACCTGCAATCCAGAACTG

	5766_18
	19
	[A/G]
	ATTTCTTTCACTGCACCAATTTGCTGCAACACTCCC

	57662_10
	11
	[A/T]
	TAAAGTGTGAATGCAAGCAACTGCATGTAGAGCTCA

	57664_2
	3
	[A/T]
	TGAGTACTCACTGCAATCTCCTGCATTGGGTTCACT

	57666_10
	11
	[T/A]
	CTTCGTACAATAGCAAGGTCATGCCACAGTTGTTAA

	57667_4
	5
	[C/T]
	CCTTCATCTGCTGCAGCTGTGTGCACTCTACAAAAC

	57676_26
	27
	[C/T]
	TCTCTGTTCTGTGCAACATTTTGCACCGGTGTTTCA

	57677_9
	10
	[G/A]
	CAGTGCCAAACAGCAGTCCCATGCTGACTAAACTGT

	57680_8
	9
	[C/G]
	AATGCATTCACAGCAATCATTTGCATTCGGATTTGC

	57681_9
	10
	[G/A]
	GATTTGCACGACGCAGCATGTTGCATGTCGCATGTT

	57693_27
	28
	[C/T]
	CCCATTTCATTAGCACACATCTGCTACCGAACACAC

	57703_19
	20
	[C/A]
	ACAGATTTGGCTGCAGTTTCCTGCTGGGTGTCATCT

	57704_31
	32
	[C/T]
	AGATTTCGCAAGGCAGCGTCCTGCCACGCCTCCTCC

	5771_15
	16
	[G/C]
	GCAATTTTTTCCGCAGCCATCTGCTGTGGAAGTGGA

	57711_33
	34
	[G/T]
	TGAGACAAAAGGGCACCGATGTGCTGTGTGTGTGTT

	57716_6
	7
	[A/G]
	ACACACACACAGGCACATTCCTGCACACACAGCATC

	57720_34
	35
	[T/C]
	GACTGAGCAGCAGCAGCGGATTGCAGAGAAGAGTTT

	57727_1
	2
	[G/A]
	CGAGCCTACGGCGCAAAGGGCTGCACAGCTGCCACA

	57730_29
	30
	[T/G]
	GAGTCACATGTAGCACCATGCTGCTCTGTTGCCACT

	57731_30
	31
	[G/C]
	AGACGCTGTCCTGCACCGGCATGCACACAAGGTCAC

	57734_8
	9
	[A/G]
	GGCTCCAGACTAGCAGCGCTCTGCTGCTGGATCCCA

	57738_19
	20
	[C/T]
	GCCATAAGTCTGGCACCACCATGCTTTACCACCTTG

	57739_6
	7
	[T/A]
	CACCCTTCCAGAGCATGAGGCTGCACCCAGGGAGGA

	57740_18
	19
	[G/A]
	GTGAAGCACAATGCACTGGACTGCAGTACTGTAATG

	57743_33
	34
	[T/C]
	GTGCGTATGTGTGCAGCTGTTTGCAATAGCAATTCA

	57744_11
	12
	[C/T]
	GTGGGGTTCTCCGCATTGCGGTGCTAAGAGATCGGA

	57752_6
	7
	[C/A]
	TGGCCTCTTTCAGCAAGAAAATGCACCAACACACAC

	57763_18
	19
	[G/A]
	TAGTATCTTGGGGCAGTCATATGCGTTAGGGCGTAC

	57766_11
	12
	[A/G]
	GGTCAGGGTGCAGCACAATATTGCCGCATGTAGTAC

	57768_27
	28
	[C/A]
	GGCTCTGTCACAGCACTGCGGTGCCATCCGATGGCT

	57769_4
	5
	[G/A]
	ATATGTTTTGGTGCACTTCACTGCCTTGGAACTCTG

	57777_29
	30
	[G/A]
	TCTCTTTCCTAAGCAACTAGCTGCCGAGCGGACATT

	57779_29
	30
	[T/A]
	TTAACCTGACCAGCATGTTTCTGCCATACTGGAATT

	57785_11
	12
	[C/A]
	AACCTCGGTCACGCAGCATTGTGCAGCAACGAACAG

	57788_31
	32
	[C/T]
	GTAAGTTAGCATGCAGAACTTTGCTGTCAAACGCTA

	57791_28
	29
	[C/T]
	GCCCGTGGTAAGGCAGCGTGGTGCAGCTCGCTACCT

	57792_25
	26
	[C/T]
	CTCACTCCTGCTGCACCATTCTGCTCAACCCACACC

	57793_17
	18
	[C/T]
	AACAGTGTATTAGCAGGCGTATGCCAAGCCTGACAC

	57798_6
	7
	[C/T]
	CGTCATCTGGAGGCAAATGACTGCTGACAACCTGTA

	57811_25
	26
	[T/C]
	TGCGCATCCACGGCAGCATGCTGCGTGCCCACCGCT

	57814_6
	7
	[T/A]
	AAAATGTTCAGGGCAAAGTCCTGCGTGATCTTTGTG

	57816_7
	8
	[C/T]
	CTTGGTCCTGGTGCACCGGTGTGCCGTTGTTTGGGC

	57819_11
	12
	[G/A]
	CTGGATGGGGCGGCAGTTCCTTGCAGGGTACCACAC

	5782_10
	11
	[C/T]
	CAAGTTATTTCAGCAGAAGCTTGCTCAGACCATCAC

	57822_31
	32
	[G/A]
	TGTGTCACTCCCGCAAGCCTCTGCAGCATGAGATAC

	57824_29
	30
	[G/T]
	GTGAGGTGTGTTGCAGCTCGTTGCAGCTCGATTTCT

	57826_26
	27
	[C/T]
	TGGCCTTGCTGTGCAGCCTGGTGCAGCGGAGTGTAT

	57832_4
	5
	[C/A]
	CATACACTACCTGCACTGTGATGCACTACCTACACA

	57834_6
	7
	[G/A]
	GAAAGTGAAAGCGCATTTGCATGCAGTGAAATTGTT

	57837_28
	29
	[T/C]
	CTTTGCCTAGTAGCAGCCAGCTGCAGTTTGGAAAGT

	57839_8
	9
	[C/T]
	CATCCACCCGAAGCATTACTGTGCACAGCAGATACT

	57840_5
	6
	[G/A]
	ACTTCGAACACAGCATCAGTATGCAAAGCAGTGGCT

	57844_19
	20
	[G/A]
	GGACAGCTGGGAGCAGCTCGGTGCCTAATAGGCCCA

	57846_30
	31
	[T/C]
	ACGTGCCGTCCTGCACATTGCTGCTTCGTTTATAAA

	5785_8
	9
	[C/A]
	AAAGCACGCCGGGCATGAAACTGCTGAGAGATTCAA

	57850_2
	3
	[G/A]
	ACGCGAATGAGAGCATGAACGTGCGTGCAGTCTTTT

	57858_10
	11
	[C/T]
	AGCTCTCTCTTTGCAGCTAGCTGCAGTTGAGCCAGT

	57859_32
	33
	[A/G]
	ATATTTGGTCTTGCATCTTTTTGCCAGCTCCCATGT

	57861_20
	21
	[C/T]
	ATTAGGCAGTCTGCAACACTCTGCTTAGATTAACGG

	57869_34
	35
	[G/A]
	CCTCTCGCCTTAGCATGGCCGTGCAGGCACCGCCGT

	57872_20
	21
	[A/T]
	GCCTTTTATTATGCAGGCTTATGCTGACCTGTGCCA

	57874_19
	20
	[C/T]
	ACGTCCCGTACCGCATGCGCGTGCGTCTGTCCAGGA

	57875_29
	30
	[T/C]
	CAGCAGTAGGGTGCAGTAGGGTGCGGACATTTACCA

	57884_1
	2
	[G/T]
	GGTGGGCATGTGGCAAAATGGTGCCAGGCATTTAAA

	57885_24
	25
	[A/G]
	GCGGCTGCCAGGGCAGAACAATGCAAGCGCAGCTCG

	57886_3
	4
	[T/G]
	ATTTCAGAGAAAGCAGGAACATGCCTGGAGAAACAG

	57887_34
	35
	[G/A]
	CATAAAAACAGGGCAGCAGGGTGCCGTTCGATTAGA

	57888_15
	16
	[C/G]
	CACACACACACAGCACAGGCGTGCCTGCTTATCACA

	57896_27
	28
	[G/A]
	TTTGACCCAGACGCAGTTTTATGCTCTGAACTTCTT

	57902_8
	9
	[C/T]
	GATGTCCTCTCAGCAGGTCATTGCTGATGTCTAGGT

	57903_1
	2
	[T/C]
	CTATCTTCCTATGCAAAGCCCTGCCAGACATAGTCA

	57910_7
	8
	[C/T]
	TGCGGATCGTCTGCATGGTGATGCCAGGGGCAAAGT

	57913_2
	3
	[T/G]
	ACTGTTCCTTCAGCACCGAGGTGCTGCATAAAACAG

	5792_15
	16
	[T/C]
	CCTGACGCCGCTGCATCTCGCTGCTGAGAAGTCTCA

	57925_25
	26
	[A/G]
	CAAGGACGAAACGCATGATGCTGCTAATAACAGCAG

	57927_20
	21
	[G/A]
	ATTAAATAGCCAGCAGATGAGTGCTCTTCATCACTG

	57930_16
	17
	[C/T]
	ATTCCTTCTGCTGCATCTTGCTGCTTCCAAGAAAAA

	57937_28
	29
	[A/T]
	TAACCGCCTGTGGCATCAGTGTGCCAGAATCTGTGG

	57942_33
	34
	[G/C]
	CATCACCTTTAAGCAACGTGCTGCTGATTATGAGAC

	57950_1
	2
	[G/A]
	TGAAAAACTCCTGCAGCTTCATGCCAATCTTGATCA

	57954_25
	26
	[C/A]
	TCGTTGTCCATAGCATACGCCTGCCCATGCCATAAC

	57963_7
	8
	[T/C]
	TACACTCTAGATGCAGGAAAATGCAAGTTCGAGTTC

	57967_3
	4
	[G/A]
	CGGACTATATGCGCACCACCGTGCCACTATGAGCAC

	57969_31
	32
	[G/A]
	CGAGTCTAAAGAGCATTCTGGTGCGCTGGGAGAGAG

	57973_26
	27
	[C/T]
	CATTCCTGCCCAGCACACAGATGCATCACATAACAG

	57975_25
	26
	[G/A]
	GCACTCCCTGCAGCACCACTGTGCCATCCGGTTTTG

	5798_29
	30
	[A/G]
	ACACACAGCGGAGCAGCCAGCTGCTGTACAGGCTCC

	57984_8
	9
	[T/A]
	ACACACAGTCACGCACACAAGTGCGTCTTCATGGAT

	57987_30
	31
	[C/T]
	GGTCTCCAACCGGCAGAACCGTGCACAATCCGAGAC

	57990_20
	21
	[A/T]
	AACTGTGTTTGAGCAACCCCATGCTGATTTTCCCGA

	57993_30
	31
	[A/T]
	GCGAGAGTCATCGCAAGTGAATGCGGCTTTATTGGC

	58004_4
	5
	[G/T]
	TTCAGGGGACCAGCAGCTGAATGCAGTACAGTTATA

	58014_6
	7
	[A/T]
	GTGACTATAGCTGCATGCTGCTGCATCTTTCCATCG

	58017_33
	34
	[C/T]
	ATGTTAGTATATGCAACGGTATGCAAGGCACAGCCT

	58018_20
	21
	[C/T]
	AAGTGATTGAGTGCAAGTTTCTGCATGCAATACGGT

	5802_20
	21
	[A/G]
	CTCATTAAACGTGCACATGCATGCAGTTCAACTGTA

	58021_28
	29
	[C/T]
	ACCCGTGAGCCGGCAAACACGTGCGACCCGACCGTG

	58024_34
	35
	[T/A]
	GACTTGCATATTGCATCTGTCTGCAGGGGCAGTTTC

	58025_34
	35
	[A/T]
	TGAGGGTATTAGGCAGAATGATGCCCAATGAATCAG

	58026_20
	21
	[C/A]
	TATGCATTCACAGCACACTCCTGCCCTTGATCAACT

	58028_7
	8
	[T/C]
	GATGGGCTAAATGCAGACACATGCTGAGTAGGCCAA

	58037_19
	20
	[T/A]
	GTGATAGTAAAGGCAAACATGTGCCTGAAGATGCCT

	58039_28
	29
	[G/A]
	TTTGTCAGAGTGGCACAGTGGTGCACTGGATAGAGC

	58042_29
	30
	[C/G]
	CAGTCATTTAAAGCATTTCGATGCAAGTTCCACAGT

	58047_25
	26
	[A/T]
	AATAGCATTAGTGCAGGCAGGTGCTAAGAGACCAGG

	58063_8
	9
	[A/T]
	CGCAGATCAAACGCAGCGGAGTGCGCGTGCACGAGA

	58065_29
	30
	[G/A]
	TTAACCTCCGTAGCATAGAGCTGCCGCCTGAAAGCA

	58069_8
	9
	[C/T]
	TGGCGTTTCTAAGCATTTCCCTGCAGGTTGTATTAT

	58076_26
	27
	[A/G]
	AAGGTTTGCAATGCAAAGTGCTGCAAAAGGCAGGTG

	58078_24
	25
	[T/C]
	GTAAACCATTGTGCACACAGGTGCTGATTGTGTATT

	58079_19
	20
	[G/A]
	GTAAATATGGTGGCACATTGATGCTGTGGGTAGCAC

	58084_7
	8
	[G/A]
	GGGGATAGAAGTGCAATAATCTGCCTGTGGGGGTCT

	58088_34
	35
	[C/A]
	TTCAAAGGTTTTGCACTCCTCTGCACTGCATTTGCT

	58092_20
	21
	[C/A]
	ATAACGCTGCTTGCACATTTCTGCCTGTTTTGTTTA

	58098_32
	33
	[G/T]
	CCAGAATGGGGTGCAGGCCTGTGCAGGACAGTGCCC

	58099_10
	11
	[A/G]
	AAACAGACTTAGGCATGACTCTGCTTGTGTTTGAGA

	58102_31
	32
	[G/A]
	GGGTGTGAGACTGCACCAGGCTGCTGGTGTCGCTGG

	58108_9
	10
	[T/G]
	TTTGTGTTGTTGGCAGCTGTCTGCAGATCAGGATGA

	58109_24
	25
	[T/G]
	CGGGGAATTGTGGCAGCCATTTGCTAACACGAATCA

	58111_3
	4
	[C/T]
	GGGCGGAAGATTGCAGCGTGCTGCAGTCTGCATGTA

	58114_30
	31
	[A/T]
	ACAGCAGGATCAGCAGCATTCTGCAGGTCAATACAA

	58117_1
	2
	[A/G]
	TACACTGTAAATGCATTTTTCTGCACACCTCCGTCT

	58136_6
	7
	[T/A]
	GCGGCGTTTTACGCAAGGTTCTGCCACGGGGCAAAT

	58142_19
	20
	[A/C]
	GCACTGCCTGTGGCACCATAATGCCGCCCTTACTCT

	58145_26
	27
	[C/T]
	GACTGCACTGATGCAGCAGTGTGCTTCAGACATTAC

	5815_1
	2
	[G/A]
	AGTCTGTGCAGTGCAGGTCAATGCAGGTCTGTCTGG

	58158_6
	7
	[A/G]
	CGACCCAGACTCGCACCGCACTGCCGGATGGATCTT

	58164_7
	8
	[A/G]
	GTGCACAAGGTGGCATATGTTTGCTGGGTTTAAAAT

	58168_32
	33
	[G/A]
	ATCACAAGTTTGGCACATCACTGCAACATATGGTTA

	58169_26
	27
	[A/G]
	TCCTGTGAAGAAGCAACAGCTTGCCCATGTTGTTAG

	5817_4
	5
	[G/A]
	CCTTGACACAAGGCACCACACTGCTAGATTATCTTG

	58174_34
	35
	[C/T]
	GGATAGAGAACGGCAGGCGGCTGCCATTTCCTTCCA

	58177_32
	33
	[C/T]
	CACACAGCATCAGCACTCACCTGCTTCTTTATCGAG

	58179_26
	27
	[T/A]
	GCTGCCAGGAAAGCAGGGGCATGCTATCCAAAAGCA

	58185_17
	18
	[A/G]
	GGTCAACCCCCAGCAAGGTTATGCTTAACGTCTCAA

	58193_28
	29
	[A/G]
	AGAAGGTCACAAGCATTTCTCTGCCTCTAACTCCAC

	58194_5
	6
	[G/A]
	GGCTCGAGTGAGGCACGACCGTGCTATTTCAATTTA

	58197_4
	5
	[A/G]
	TCACACTTCAAAGCAGTGTGCTGCGCTGACCAGCCA

	582_8
	9
	[A/G]
	TATGCACAACAAGCACGCTAATGCTTTTATGGTAGG

	5820_34
	35
	[G/A]
	CTATCTCAGACAGCACCAAGCTGCTGAAACCCGTGC

	58206_20
	21
	[T/A]
	CCAGACACTGTGGCATAGGATTGCTCCTGGCAAGTG

	58207_3
	4
	[G/A]
	AGTGACTCACTTGCAGAGAGGTGCTGTTTTCAGAGA

	58208_25
	26
	[G/A]
	GTGTTTTTATCAGCAAGCGAGTGCTGAATCTGGCGG

	58210_16
	17
	[G/A]
	TTTTTATTCCGTGCACGGTGGTGCCGCAGGTAGTGT

	58213_33
	34
	[C/T]
	CCAAAACAATGTGCACTGTGGTGCAGCAGAACTTCA

	58221_28
	29
	[G/A]
	CCGCCCGGACCAGCAGAGACATGCCTTTGAGTCTCT

	58222_16
	17
	[A/G]
	CATCAGTGGGTGGCAAATTGTTGCTCAGCCAATTAG

	58228_16
	17
	[C/A]
	CCCACTCTCCTTGCACCAAACTGCAGCCTAGCCACA

	58230_27
	28
	[A/G]
	TTTATTCGACAGGCAGTTTCATGCCCAATGTCATTT

	58232_34
	35
	[G/A]
	GGCACAGATTGTGCAAATCGCTGCAACTGTACTGGA

	5824_25
	26
	[G/A]
	CTGGACAGAGCGGCAATCCATTGCAGAGCACCACAT

	58242_3
	4
	[C/T]
	CATCAGACTCGAGCATCAGGATGCCACGGTAGTGTT

	58247_32
	33
	[A/G]
	AGACTATTTGCAGCACCACTGTGCAGTTTTTGACAC

	58250_5
	6
	[G/A]
	CCAAGGGGCTGTGCATAGGGCTGCCCACCACTCCAG

	58252_18
	19
	[G/A]
	GAACACATGGCAGCATCTGAGTGCACACACACACAC

	58259_16
	17
	[G/T]
	GCTTTCCCTCAGGCACTCACCTGCCTCTCTCTTTCC

	58267_31
	32
	[G/A]
	TCGTGGCCGAGTGCAACGCCGTGCGTCAGGCGTTAC

	58268_7
	8
	[T/C]
	CTTTAAGTGGCAGCATTGAGGTGCTTGTAGGGGGAT

	58271_11
	12
	[C/T]
	TTCCTGCCTCTCGCACGATGATGCTGTGTGGGTTCC

	58272_9
	10
	[G/C]
	TTGCTCAGGGAAGCACTACTATGCCCTGCTGAAACA

	58279_25
	26
	[T/G]
	GACAGACTCCCAGCATGCACTTGCCTTAGCTGCTCG

	58280_24
	25
	[T/G]
	TGCTTGGTCAAAGCACCCAATTGCTCTCCAGGTACT

	58283_9
	10
	[G/A]
	TTCCTCTAAGGGGCATTATAATGCAGGGGACCTCCT

	58285_11
	12
	[A/G]
	CGGCAGAGGGCAGCAGCTAGCTGCATATTACATCTA

	58287_34
	35
	[T/C]
	GCAATATCTATGGCACCACCATGCCACCACCATGTC

	58298_1
	2
	[G/A]
	AGCGAGGTGTGTGCATGAGGGTGCAGAGCGAGTGTG

	58299_19
	20
	[C/T]
	CATTCTCCTCGCGCATAATCCTGCGTGATGCTGAAA

	5830_1
	2
	[G/A]
	TGATTTCAGTCTGCACTAGTCTGCGTTAGATCTTCC

	58304_9
	10
	[T/C]
	CCACACTAATGTGCACACCATTGCACACCTGGGTAG

	58308_9
	10
	[T/G]
	CTCCAGCTTTAGGCAGAAGCTTGCTGTTGGTTTGTC

	58312_16
	17
	[A/C]
	CAAACCGCACCTGCACACTTATGCCATGCCTGCCGT

	58315_31
	32
	[C/T]
	GCCCACAGCTCTGCACCATACTGCTGTCAGACGCTC

	58316_26
	27
	[A/T]
	TGGTCAGTCTGTGCAGTTTTGTGCTCAACCATTTCT

	58320_8
	9
	[C/T]
	CTTGAAATCCTGGCATGTCACTGCTAGTCCATGCTT

	58324_34
	35
	[G/T]
	GGTGGATCAACTGCACTAAAGTGCTCACTGGCATTA

	58328_31
	32
	[C/T]
	TTACTATAGGCAGCAAGTTTTTGCGCTCTTTCCATC

	5833_10
	11
	[C/T]
	GGATAGACAGCGGCACGCTGGTGCCAGAGGTGGTGC

	58334_11
	12
	[G/A]
	AACGCTCCTCTAGCATGTATGTGCACCAATTAGTAC

	58335_7
	8
	[A/G]
	CCAGTGCACGCAGCAGAGTGATGCAGTGTCCTGTGA

	58357_25
	26
	[C/T]
	GATTTTGAACCAGCAAACTTCTGCTCGCAAGGATGA

	58360_16
	17
	[G/A]
	CTGAGTAGCATGGCACGAACATGCACATCTCAGCGA

	58362_26
	27
	[C/T]
	AAACGGACCTGAGCACATGGTTGCCTCCAAATGAGA

	58363_5
	6
	[G/A]
	CACACGGTTACAGCACATGCATGCGAAAGAAAGCAG

	58364_25
	26
	[G/A]
	ACACACACACACGCAGAGCCCTGCCGAGCAGCGACC

	58368_2
	3
	[A/G]
	TTAACACTGGGAGCATTGAGGTGCATGCTTTAAAGC

	58369_11
	12
	[C/T]
	CAGTGCGCCGGCGCATGTTCCTGCAGCAAAATCAAT

	5837_30
	31
	[T/C]
	AAAAGATTGCTTGCACTTCGTTGCCTATCCTTGTTC

	58378_1
	2
	[A/G]
	GAAGTATGCGACGCAGACGTATGCAGTTTAGAGGAG

	58384_4
	5
	[C/T]
	CCAGCGAGCGCAGCAAAAAGGTGCTCTCACAATGCG

	58385_20
	21
	[T/C]
	AGACAAATCCTGGCAAACGATTGCGTCTGGAAGCTG

	5839_34
	35
	[C/T]
	AATCATGTGGCAGCAGTGTGATGCCAAAATTATGCA

	58392_5
	6
	[T/C]
	AAGTGTAGGTATGCACACGTATGCTCGCACAAACAC

	58393_29
	30
	[A/G]
	CATCTACGTTTTGCATACGGCTGCATCACAAATGCT

	58398_29
	30
	[G/A]
	AAATGCATGACAGCAGGTATTTGCGATTAGGAACCA

	5840_24
	25
	[T/C]
	ATTTGGCTGTAGGCACGAGGCTGCTGCTGATATTCA

	58406_33
	34
	[C/T]
	TTCAATTTCCTGGCAGCGATGTGCAACAAAGCTTAA

	58410_24
	25
	[A/G]
	TATTTTTGCTGTGCAGGCCTATGCGGGATTTTACTA

	58413_2
	3
	[C/T]
	ACCAACACATACGCACACAGGTGCCAGTTGAGAATG

	58418_34
	35
	[C/T]
	CTGTGCAGCTGTGCACTGATGTGCCTCATGGCATCG

	58421_5
	6
	[A/G]
	CTCTGACTCTGTGCAAGTGTGTGCATGGTGCCCTTT

	58424_29
	30
	[T/A]
	CCTCGGTGATCAGCACAGTCCTGCATCCTTTTTCTC

	58429_18
	19
	[A/G]
	TACCAAAGACCGGCATTCAGCTGCGTTTATGGTCAG

	58440_25
	26
	[G/A]
	AACTCTAGACTGGCAGGTAAGTGCTGAGGGTCACAA

	58449_29
	30
	[A/G]
	GCGTGAAGACATGCAATCCGTTGCGCCCGACATATG

	58450_29
	30
	[G/A]
	ACACGAGTCTGTGCATATGTCTGCATACTGAACGTT

	58451_8
	9
	[A/G]
	ACGTCTGTGACAGCAACACAATGCGACGCGTTAATA

	58455_2
	3
	[C/T]
	CTCAGCTTGTTGGCATAAAAGTGCGTTTCTGCAGTG

	58460_4
	5
	[A/T]
	CAGTAGAGTGGAGCAGTGTCATGCTAACAAACACAT

	58476_1
	2
	[A/C]
	GAAAACCCCGGTGCAGACTTCTGCGGTGAGGAAAAA

	58478_7
	8
	[T/C]
	TCAGCTCTGCTAGCATCATGCTGCAATACTCTGAAT

	58483_4
	5
	[G/A]
	ACACGCGTTAAGGCAGACGAATGCATAACGTTGTAC

	58487_9
	10
	[T/A]
	CGCCACACATGCGCAAAAGCGTGCACGTAAAAAACA

	58491_10
	11
	[T/A]
	TGACCATGTGTGGCACATTAATGCAGCAAACTGGAA

	58497_28
	29
	[C/T]
	ATAGCCAGTGTTGCATCAGATTGCACTACGGACAAT

	58498_11
	12
	[T/C]
	ATTTAAAGAGCTGCAGATGGCTGCGTGCAGCATCCA

	58503_15
	16
	[G/A]
	GGCAGATTGACAGCAGGATTTTGCTGGGGGCAGAGA

	58505_10
	11
	[T/C]
	TCTAAAATGTTAGCACAGTGATGCAGGCCAAGCTAG

	58506_17
	18
	[G/A]
	TAGGAGGCCATTGCAGTGAGCTGCTGTCAGGTTGCT

	58508_6
	7
	[C/T]
	AGATCTCAGCAGGCATATTGATGCACTGTCAACACA

	58510_1
	2
	[G/A]
	GGGTCTGTGCTGGCACTGAACTGCCTGTCTTCTTGA

	5852_24
	25
	[A/G]
	AACAGCTATGTGGCACCACAATGCAGATTCTTTAGT

	58523_15
	16
	[A/G]
	CAGACTGGATAAGCAATACGATGCACGCCTGGTAGG

	58528_25
	26
	[G/T]
	CACAATTTTAAGGCACAGAGGTGCAGGTAGGCTGCA

	58529_1
	2
	[C/A]
	TCCCAAAAAACTGCAGAAGCATGCGGATGACATGCT

	58532_10
	11
	[A/C]
	GGGCCTCTGCATGCAGATTTGTGCACCCAGACAGCA

	58537_8
	9
	[C/T]
	GGATGGTACCCAGCAAGCCCCTGCCACATCAAGCAA

	58540_26
	27
	[T/C]
	ATGCTATTGTGCGCACAGACCTGCTTTGCATATCTT

	58554_33
	34
	[C/T]
	GATAAGTAGAGGGCAGAACAGTGCAACGCTGCTCTC

	58560_18
	19
	[G/A]
	TCAGAATGTGAAGCATCAGAATGCTGCCCTCTGGTG

	58564_3
	4
	[G/A]
	ATAGCTAACTCAGCAACCAGATGCAAACTACAACAA

	58578_30
	31
	[G/A]
	AAAGCTGCATAAGCACAACTTTGCATGACTGTGAGA

	58581_4
	5
	[G/T]
	TTCCGTAAACAGGCATACGACTGCACCATTAATGAC

	58587_5
	6
	[G/C]
	AGCACCGTCTCTGCAGGAAGCTGCTGAATGTCAACA

	58588_1
	2
	[A/C]
	TAGTGCCAGAGTGCAAATGCTTGCTCATAGGTCAGA

	58589_3
	4
	[A/C]
	GTGAGCTTACCTGCATGTACATGCTGCTGACTTGAC

	5859_18
	19
	[T/C]
	ATTTCATCACATGCAGAGTGGTGCATGGTCAGAAAG

	58595_9
	10
	[C/T]
	CCCTTGAAACGTGCAGCATAGTGCATGGGGTCCCCC

	58597_9
	10
	[A/G]
	CACATTTCTAAAGCACAACCATGCTTCACGATCCTG

	58602_4
	5
	[C/T]
	GACACGTCTCAAGCAGTGCAGTGCATGTGGGAAATA

	58606_7
	8
	[C/T]
	ACGCATTCCGGCGCAATGTTGTGCATTGCACCCAAT

	5861_8
	9
	[T/G]
	AGAACGCGTCGAGCACTCGTTTGCTCAACAGATGCG

	58618_20
	21
	[G/T]
	AGTAAAATTGTTGCATCGTGGTGCCGCTTTTATCTT

	5862_8
	9
	[T/A]
	TTGTAATATTGTGCAGTGTTTTGCTCGAGTGCATAG

	58621_16
	17
	[A/G]
	CCATGGTAGCTGGCAGAAGTTTGCAAATCCACCCTA

	58624_15
	16
	[T/G]
	CGGGCAGGAGCTGCATCTACTTGCAAATCTACAAGA

	5863_4
	5
	[C/G]
	CCAGCAGAGACAGCATGGCAGTGCTGGGATGTGAAT

	58630_33
	34
	[C/T]
	ACTTTCAAACACGCAGCACTCTGCACTTGGCCACGC

	58632_18
	19
	[G/A]
	CGTTTGTACCATGCAATGGATTGCCACCCTGTCAGG

	58633_34
	35
	[T/C]
	GAGCTACTCCAGGCAGTACAATGCACACTCACTTTA

	58637_7
	8
	[T/C]
	AGCACATTCACAGCATACTTCTGCCTGACTGCATAG

	58644_10
	11
	[C/A]
	TAACCAATAGCTGCATTGTGCTGCTGCCACATGATT

	58653_3
	4
	[G/A]
	CACGGGGTAAATGCAGAGGTGTGCCAGATGCCAAAT

	58665_5
	6
	[T/A]
	GTCTCAGTGGCAGCATTAAAATGCAGAGCATGTTTG

	58669_17
	18
	[A/G]
	TGGCGCGCCGATGCAAAAAGCTGCGAATATTACACC

	5867_5
	6
	[C/T]
	GTTCTCATGGCAGCATGGTTGTGCCACAGATATGTA

	58670_34
	35
	[C/G]
	AGAAGTTGACCGGCAGGACAATGCCCACTGAAAGCA

	58680_34
	35
	[A/G]
	GGTAACAAACACGCACGGGAGTGCGATTAGGATTAT

	58685_32
	33
	[C/T]
	ATAATCTAACCTGCAGAGGAATGCAGGAATGCCGCA

	58686_3
	4
	[A/G]
	AGGGGAAACCCTGCACCAGTCTGCGCTTTGTCTTTC

	58688_7
	8
	[C/T]
	TATTCCACATGGGCAGAGGCCTGCACGGCTGTTGAT

	58690_26
	27
	[G/A]
	GAGATGATTGGTGCACTATCCTGCTAGAAGTAGCCA

	58697_1
	2
	[A/C]
	AAAACACAAGTTGCATGCCTTTGCTTGCATTTTCAG

	58704_17
	18
	[C/A]
	TCCTCCCAGTTAGCATAAGGCTGCATCAGAAGCTGT

	58708_26
	27
	[C/G]
	TTGTACACCTGAGCAGGTGCATGCTGCTTATTTGAC

	5871_34
	35
	[T/G]
	GAAACGCCTCCAGCACCATCATGCTGAGCACTCAGT

	58713_25
	26
	[C/A]
	TACTGTCCCCCGGCATTTCAGTGCTCTCGTTTTTAG

	58716_18
	19
	[T/C]
	CACAGGTCCATTGCAGAATTCTGCAGATGCATGGCT

	58719_16
	17
	[A/T]
	ACTAAACAGACTGCAATATAATGCACTGGCCAGGGA

	5872_2
	3
	[C/T]
	CCCGCTTAATCAGCATCACTATGCCCACAATGCAGG

	58724_27
	28
	[G/T]
	ACCTTGTGTCATGCAAAGCCTTGCAAAGTCGTGTGC

	58729_31
	32
	[G/A]
	AGGCTACTAGAGGCAAGTAAGTGCTGTGAACGTTTA

	58731_15
	16
	[A/C]
	CCTTCCTCTTCTGCAACTGGCTGCTCCCGCTGTGGG

	58734_5
	6
	[G/A]
	TCCACGTCCTCTGCATCCTGCTGCGACAGAACCAAG

	58741_26
	27
	[T/A]
	ATGGTGATGGAGGCAGAGGTGTGCTCTAGCATTGAA

	58742_25
	26
	[C/A]
	AAAGGAACTCTGGCATGATCTTGCCCTGATCGAAGG

	58753_8
	9
	[G/C]
	CAGACAGGGTGGGCAGCTCATTGCTTTCTCCTTTTT

	58757_8
	9
	[C/G]
	AATGACACCTTAGCATTTGGCTGCTATGCTAACATG

	58764_25
	26
	[T/G]
	CAGACAGGTGAGGCAAACATCTGCCTGTCCACCTGT

	58776_1
	2
	[G/A]
	TGAGATCCTGAGGCAGGTTGTTGCGTACATCTTCGA

	5878_20
	21
	[G/A]
	GCATTCATACGCGCAAAAGCGTGCTAGGCTAGAAGT

	58785_33
	34
	[C/A]
	TTTGTACTGTTTGCATGGGTTTGCTTCCAAATCCAC

	58787_18
	19
	[G/A]
	ATACGTTCCTCTGCACTCGTCTGCCGCTGTCACTCT

	58789_26
	27
	[G/A]
	ATCTCAGCCATGGCAAAGTTCTGCCCGATGCAGTTC

	58791_28
	29
	[C/G]
	TCCAGAGCCTGAGCACCGTTTTGCACTCCAAGTCAT

	58793_9
	10
	[T/C]
	CAGCAGAGGTCTGCATTGTGCTGCATTCAAAACTTT

	58799_8
	9
	[C/T]
	ATGTTCTTCCTGGCAATGTGATGCAAAGTCTGTCAA

	588_3
	4
	[T/C]
	TGGTGAAGTCAGGCATGATTGTGCTCTCAAGAGATA

	58805_1
	2
	[G/T]
	TGTATGACTTTGGCATGATGTTGCAGGACAACGTGA

	58816_25
	26
	[G/A]
	TTTGGCACTAAGGCACAGTCATGCTGAAAAAACGGT

	58819_6
	7
	[T/C]
	GGGAGGTGGCGTGCAAGAGTTTGCAGTCCCAGCAAG

	58822_9
	10
	[C/T]
	ATTACACCTCCAGCATTGAGATGCAGAGCGAAAAGG

	58823_20
	21
	[A/G]
	TGCTGTGTGTATGCACATGCATGCGGGTTTGTATAT

	58829_33
	34
	[G/A]
	CCTGTGATGCGTGCAGAGCTGTGCAGTGTGAGCGAG

	58831_9
	10
	[C/T]
	TGTAAGATCCTGGCATAGTCTTGCCAGGTTGGGTGA

	5884_2
	3
	[G/A]
	AAGAAGGGAGGTGCAGGGCCATGCTTCCCTCACTAG

	58841_16
	17
	[G/A]
	CACACAGTTTGTGCATGAACATGCACACACACTTTT

	58844_33
	34
	[C/T]
	CCCTTGGACAAGGCACCTAACTGCCTCCGGGCGTTG

	58845_30
	31
	[A/G]
	TGTTGGCCAAAAGCAGGTCAGTGCAACAGCATCTAC

	58846_3
	4
	[T/A]
	TTGTAGCAAGCTGCAAAGCATTGCTGACAATACCCA

	58849_1
	2
	[A/T]
	AAGCTTCGGTGTGCATGTGTTTGCATGATCTATTAC

	58852_18
	19
	[G/C]
	GCAGGACTTTATGCATTGCGCTGCTGCTGCGCTTCA

	58859_29
	30
	[A/G]
	AATTGTTGTCTCGCAGTCTGATGCGACGCAGCAGAT

	5886_24
	25
	[A/G]
	TATCAGCATGTTGCACGTCCATGCATGGACACTTCA

	58865_6
	7
	[A/G]
	ACGCCGAAGCCTGCACTGGGCTGCTTTTCCAATATT

	58874_27
	28
	[A/G]
	CCCAACCCAAAAGCATTCTTGTGCTTGAGTGTTGAA

	58876_32
	33
	[T/C]
	TACATACAATTTGCACTAAAATGCGTGGCGTTCAAC

	58877_7
	8
	[C/A]
	ATTAAAGATCAGGCAGCATTATGCACCCAGCTCAAA

	58879_33
	34
	[G/A]
	TTTGATTCCTGGGCAGTCGGGTGCTTTTTGTATGGA

	58887_31
	32
	[T/A]
	GATACGTGAACAGCATCTTTTTGCGCTTTCATATGG

	58889_7
	8
	[G/T]
	AGGAAATGGAAAGCATCGTTGTGCGGTATGAGAAGC

	58904_7
	8
	[C/T]
	TCTCCTCCGGGTGCATGTGTGTGCGTGAATCTCTCT

	5891_25
	26
	[C/G]
	AGGTGTGTAAGGGCAATGTTTTGCACTCACCTGCGT

	58915_4
	5
	[C/T]
	CGGGCGTGTGCAGCATATGGATGCGTCATGCTGGAC

	58916_31
	32
	[T/G]
	AACTGGCTGCATGCATTCACATGCACAATTATACAC

	58926_18
	19
	[C/T]
	ATTACACAGTAGGCACAACGCTGCTTTTACAGCACT

	58937_29
	30
	[C/T]
	GGCTGAGGTGACGCAGCTGTTTGCATTGACGAGACA

	58946_11
	12
	[G/A]
	TTGAAGGGGACGGCAGCTCGGTGCTGTAGTGTGATA

	58947_31
	32
	[A/T]
	AGGTATAGTCGAGCAACAAGGTGCCAATGTAAGTGA

	58961_34
	35
	[C/T]
	TTATCCCAATGAGCAGAGGAGTGCTCGAGATTCCCT

	58965_32
	33
	[G/A]
	AAATGTCAAGGTGCAGAAGAGTGCGCTGTAGCGGAA

	58969_19
	20
	[C/T]
	TGCTGCTTCCTTGCATCTCCCTGCATCCCTGAATGA

	5897_20
	21
	[G/A]
	CACATCTAATCAGCAGCTGTGTGCTATCACCTACCC

	58984_25
	26
	[G/A]
	CTCAGCAACTTTGCAGCTGCCTGCTGAGGAGAGAGA

	58990_11
	12
	[A/T]
	CAGTGTCCCTCAGCACATATGTGCAGCATCTCATGA

	58991_18
	19
	[C/T]
	GCACCTCAAAGTGCACTTCACTGCCTCATACATATG

	58992_25
	26
	[G/A]
	AGTTCGAGCCAGGCACCCCAGTGCAGAGGAAGACAG

	58998_32
	33
	[C/G]
	TTCCATGACCGAGCAGCTGCATGCAAACTTTACCAT

	59_7
	8
	[G/A]
	GCTGACTGAGGCGCAGAAAAATGCGCAAGTAGCAGA

	59004_25
	26
	[T/C]
	ACTCGACTCATAGCATTTGTCTGCTTTGACAACACA

	59006_2
	3
	[G/C]
	GCGCTACACACTGCACCACAATGCAAACAGAGTAAC

	59008_25
	26
	[T/A]
	AAAAGCTGCGATGCAACACCTTGCCTGATACGGGGA

	59009_16
	17
	[C/T]
	CCTATCAGCAAGGCAGCCCGCTGCCGTTCAGGTGCG

	5901_17
	18
	[C/T]
	CCGAAGCTAACAGCATCCTGCTGCAGTACCTGCTCT

	59011_3
	4
	[T/A]
	GTATACATGGACGCACATGCATGCTGGTTTGATAAG

	59017_9
	10
	[T/C]
	TCAGCTTCCTCTGCAGAACAATGCAGCATTACTGCA

	59023_10
	11
	[C/T]
	GCAGGACACTCAGCAGCCCTCTGCTTCCCTGAAGAC

	59035_30
	31
	[A/G]
	GCTTCACGCCCTGCACCTCGATGCCAACCGACTCAC

	59041_16
	17
	[G/A]
	TGCTTTGAACCAGCACGCTGGTGCAGGTCGGTGTGG

	59048_1
	2
	[G/A]
	GGGTGCTTTAGGGCAAGCAGCTGCCTGGGTGCTTAA

	59051_3
	4
	[A/G]
	TAGATCTGTGCTGCAGAAAACTGCAGTCTTTTCTAC

	59055_3
	4
	[A/G]
	TTAAGCACGCAAGCAGGCGTGTGCGGCCGGGAGAAA

	59057_34
	35
	[T/C]
	ATGTTTCCCTCAGCAGTTCTGTGCGTGTGAAGGCTC

	59060_34
	35
	[G/A]
	GGCAGCCAGCAGGCAGCCCTGTGCACTTCAAAGCGA

	59063_20
	21
	[A/G]
	GATTTGAGATTGGCAGTGCCATGCTTTTTCATGCAT

	59064_31
	32
	[G/A]
	GAAAGCAAAACAGCAGTGCAATGCCAGTACTGTAAA

	59065_10
	11
	[G/A]
	ACTGCCTTATGAGCATCAGGTTGCTGGTTCGATCCC

	59070_25
	26
	[C/T]
	CCATTGTGTGTTGCAGAAATTTGCTCTGGTGTGAGA

	59075_26
	27
	[T/A]
	AAAGGACGACGTGCAGCCTGATGCTGTTTAGCTCTG

	59078_26
	27
	[T/C]
	GCGGTGGACTCTGCACCCACCTGCCATCTGGCAGAC

	59081_2
	3
	[G/A]
	GCGAAAGTTTGTGCACCCCTGTGCAAATCAAGTTCT

	59088_5
	6
	[T/C]
	TCTGCTCTATCTGCAGTCGTGTGCAAGAAAACAGGG

	5909_11
	12
	[C/G]
	TGTCCTTGCATCGCAGCTGTTTGCTGTATCAATCAT

	59092_34
	35
	[C/T]
	CTCTTACACTTCGCATTGGGTTGCAGACTTACTACG

	59095_1
	2
	[A/C]
	CAGTACCTAGAGGCAGCATTGTGCTATCATGCATTC

	59099_1
	2
	[G/A]
	GGAAATTGAAATGCAAACACATGCACCTCGTCGTTC

	59108_33
	34
	[T/C]
	TTGGCCTGGTGCGCATATGTGTGCAAATAAGTTTGG

	59109_24
	25
	[G/A]
	GGAGATCAGAGTGCATTTGGCTGCGTGGAAAGCCAC

	59114_5
	6
	[T/G]
	TTCTGTTAAGGGGCACCACAGTGCCAGAGGTCGGGG

	5912_26
	27
	[A/T]
	GGAAGCCTAACCGCATCAACGTGCTAATAATCTTTA

	59122_9
	10
	[G/A]
	ACCAGATCCGCTGCAACAACATGCATCATGCAGTAT

	59129_19
	20
	[C/A]
	GCAGTGCATGCAGCAGATCCATGCCCAAGATATGCC

	59130_10
	11
	[T/C]
	TTTGCTTTAATGGCAGCGCTATGCCATTAGCTTAAG

	59133_33
	34
	[G/A]
	ACTGAAGTGCTGGCATACAAATGCAGCACAAAGGTA

	59139_9
	10
	[C/G]
	AACTGACAGCAGGCAGCAAAATGCCTGTGGTTTGTG

	5914_18
	19
	[C/T]
	AATCGCATGGACGCAATTCAATGCATTTAGAGGCAT

	59147_30
	31
	[T/C]
	TGGAGGGACACTGCAGGAGCGTGCCGCTCGTCTCTA

	59150_28
	29
	[A/G]
	TCCACAATCTCGGCACTCATTTGCATCCACACGCCG

	59153_3
	4
	[A/G]
	GATACAGAAAGTGCAAAGGAGTGCGCTCTGTTCATA

	59154_34
	35
	[C/T]
	ACGTGAACGTGTGCACATGATTGCGCATGAGACTCA

	5916_27
	28
	[G/C]
	TAGTCACCTGCTGCACCTACTTGCTTAGTATGTTTT

	59169_18
	19
	[C/T]
	CTTGTTTAAAGTGCACCTCTCTGCCACAGGTTTTCA

	59170_6
	7
	[C/T]
	ACACTACGTGCAGCACCACCGTGCTGCATTACTGCA

	59175_8
	9
	[A/G]
	GTGACTCGAAATGCAATCATGTGCATTGTTCATGCA

	59176_25
	26
	[T/C]
	CGCCATGACTCCGCACGTACATGCATACACACACAC

	59180_18
	19
	[C/T]
	TGAAGACCACCTGCATCACAGTGCTGCAACAAAGCA

	59185_31
	32
	[C/T]
	GATTCTACACACGCAAGGACGTGCGGCGTCACTTAG

	59186_27
	28
	[A/G]
	ACTGGCTGGGCTGCAGAATATTGCTCCAAAGTTCTA

	59197_27
	28
	[A/C]
	TTTCCTCCAGGAGCAAACGGCTGCTGTACTGTCTCT

	592_33
	34
	[C/T]
	GAGGCTGAGGCGGCAGTTTGCTGCTCAGGCCAACAT

	59201_3
	4
	[A/G]
	ATTAAACAGGGTGCAAGGCAGTGCAGTAGATTTGGT

	59208_1
	2
	[A/G]
	TAGGATACAGCTGCATCGAACTGCATCAGGCTTTAT

	59209_6
	7
	[C/G]
	TTTTATCAATGAGCAGCAGGCTGCCGGAGCTGTGGC

	59217_7
	8
	[T/C]
	GGAACTGTTGTGGCAGGATGATGCCAGTGTTAAGTG

	59220_16
	17
	[G/A]
	CGGCTCGAGAGGGCAGGGCTCTGCGACGGCGGCAGC

	59221_27
	28
	[G/A]
	ATTAATGGATACGCAAAAATGTGCCTGGAGACACCA

	59223_29
	30
	[G/T]
	GCAAAACGGTATGCATCAAAGTGCTGCTGGTATGCA

	59224_30
	31
	[A/T]
	TGTAGACAAAGGGCACATCTGTGCACTCGATCACAT

	59225_2
	3
	[C/T]
	ATTACGCGTATTGCACAGTCATGCTTCTGTCTTCCC

	59229_19
	20
	[G/A]
	TCACTTGCAGCTGCACAGTGGTGCTGCAGGTAGTGT

	59234_4
	5
	[A/C]
	GAACACATTTTGGCAGTAGCATGCAACACATGCCTG

	59236_34
	35
	[T/A]
	TTCAAATTGAACGCAACACTTTGCCTGCCTACCCTT

	59238_1
	2
	[C/G]
	CCTGCGCCAGCTGCACCTTCCTGCCAAGCAGCCCCG

	59247_15
	16
	[C/T]
	CACAGGCGACGCGCACGCCGATGCCAAATATAACGC

	59248_27
	28
	[A/T]
	TTTTGTGTCGAAGCATTGAGATGCAGTAATGGATGG

	59252_18
	19
	[A/G]
	GCCAATAGAACAGCATCAATGTGCCTGGGCTTCAAT

	59253_31
	32
	[C/G]
	TGAAAAACCAATGCAGGCGAGTGCATATGACCCTTG

	59254_8
	9
	[G/A]
	ATGCAAATGAAAGCATTTGCATGCCGAGGCATGAAC

	59256_8
	9
	[G/A]
	TCCTGGATGATGGCAACCGCCTGCACTAGTAGCTCT

	59261_25
	26
	[T/A]
	AACGACTCAACAGCACTTTAATGCTTAAGCCACTGT

	59278_5
	6
	[T/A]
	TGTTTTACATCAGCACGGCTCTGCTGTTGAAATTTG

	59279_3
	4
	[T/A]
	CAATGCCCAGAAGCATATAGCTGCGAAGTCTTTCAA

	59284_32
	33
	[T/C]
	ATACAGTGTGCTGCATACAACTGCTTTGTGACTAAA

	59287_10
	11
	[G/A]
	TTGTGTAACCGTGCATTGTGCTGCTTCGCAACATTC

	59288_28
	29
	[C/T]
	CAAAGCACTTGTGCAGTGTTATGCTCAGCGATGGGG

	59290_25
	26
	[G/A]
	ATACTACCTGTGGCAACACTGTGCCGCCTCCAACAT

	59291_33
	34
	[C/T]
	TCGGAATCGTGCGCACTTTTGTGCACACAGCAGCGT

	59297_16
	17
	[G/A]
	GTTTAACACCGGGCATGGTAGTGCCCTCATCCGTCA

	59298_33
	34
	[T/C]
	TACACTTCATTAGCACACTCCTGCTCCTTCTCTTCC

	59303_1
	2
	[G/C]
	CGACGTACAAAAGCAACTGATTGCTAATGCACGGGT

	59308_8
	9
	[T/A]
	AAGGCCCGAAATGCAGCAAATTGCCAATCACTGTCC

	59310_19
	20
	[G/T]
	GATTCCCACGCAGCAATGTGATGCGGTCTGGCCACT

	59316_32
	33
	[G/A]
	CCTTAAGCGCAAGCATACGACTGCCCCAATATGATT

	59321_31
	32
	[A/G]
	GTCGCCAGAAATGCACGGCGTTGCAAAAGACAGTCT

	5933_4
	5
	[C/T]
	TGCCCGCTAACAGCAGGACGCTGCTTAAATATTCAT

	59337_5
	6
	[G/C]
	CCTGTGTGTCCTGCAGAACTTTGCCAGAGTGAAAAT

	59338_27
	28
	[A/G]
	GCAGTAAAGCTGGCAAAATCATGCATGAGGCACAAG

	59339_3
	4
	[T/A]
	AAAAGATGCAACGCATATCCGTGCTTTGAAGGTCTT

	59343_30
	31
	[G/A]
	TGAGAAGATCAAGCAAGCTACTGCCATTACGGAACC

	59344_16
	17
	[C/A]
	CCTTCTTCGAGTGCACCAGTTTGCCATTCACCTCCA

	59348_33
	34
	[T/A]
	TGCGTGTGAAACGCATCCTGATGCGTTCTGACATTA

	59355_17
	18
	[G/A]
	GGTTCCAGGTTGGCAAGGTCATGCTGGTAGGTTGTC

	59357_16
	17
	[C/T]
	TGGCTAATGAACGCAGCCTGGTGCTCATGGCTATTC

	5936_26
	27
	[A/G]
	ACCTGAAAAACCGCAATAACCTGCAGAGCTCACCAA

	59360_1
	2
	[A/T]
	AATGCATGATATGCATGTTGGTGCAAAGTGGTGCTA

	59363_1
	2
	[A/G]
	TAGTTCTCATCTGCAGTGAGGTGCTGAGAAAGAAAG

	59371_6
	7
	[A/G]
	TAGTAAAGAACAGCAGAAGAATGCAAAGCCTGTCAA

	59380_20
	21
	[G/A]
	CGAATCCTGTTTGCAGCCTCGTGCGGTCCTCTTGAC

	59382_18
	19
	[T/C]
	AATTCATGGGTGGCACGGTGGTGCCGCACGTAGCGT

	59383_28
	29
	[T/G]
	TTCTCTTGTTGAGCAGGGGGTTGCTGGATGTGTCCA

	59387_20
	21
	[A/C]
	CCTGGCCACAGTGCAATGCAATGCACAAAAGCTGCA

	59388_9
	10
	[C/T]
	CGCTGCTTTCAGGCATGGTGGTGCTGCAGGTTACAT

	59391_29
	30
	[G/A]
	TAATTTTGGCCAGCACGGTGGTGCAGAATGGAGTGT

	59395_30
	31
	[C/T]
	CAGACCCATCAGGCACCAAGCTGCAGTTGCCCATCA

	59397_26
	27
	[C/T]
	GCATGATTTGATGCATTGTGCTGCTGCCACTTTGCC

	59402_33
	34
	[T/G]
	ACTGTTGGTTTAGCACAGATTTGCAAGTCAGTCTGA

	59404_11
	12
	[G/T]
	GCCCCAACCCAGGCAGTTACTTGCAAAATAAAACTG

	59410_29
	30
	[G/C]
	CTCTCTGATTGGGCATCAGGATGCCAGGAGAGTTTG

	59411_16
	17
	[G/A]
	ATTTTCTGTAATGCACAGTGGTGCAGCAGGTAGTGT

	59414_8
	9
	[G/A]
	TCAGTGAAGAAAGCAACATGTTGCTGCTGTTGTTGT

	59418_7
	8
	[T/A]
	TCAGTGCTCAGGGCACATTTTTGCTTTAGGTGCCTT

	59424_4
	5
	[G/C]
	TGTGGAGTTTTGGCAAGTGGGTGCAACATTATGGCT

	59428_32
	33
	[C/T]
	GGTACGAGTGTCGCATCCTCCTGCTGGATAAACCAT

	59430_7
	8
	[C/T]
	CCTGGTGCAGGAGCACAACCCTGCCCATGATGAGTG

	59431_20
	21
	[A/C]
	ATGTCGTGACACGCACTTTTATGCACTGTGAAGGTG

	59432_7
	8
	[T/C]
	TTACAAATACAAGCACTGACCTGCAGGATGCACATC

	59433_18
	19
	[C/T]
	TGTACCAGAGTTGCATAACGGTGCGTGGGAAAGAAC

	59439_33
	34
	[A/G]
	TCATGTTTTCCTGCATGTGCTTGCAACCAGTGTGGG

	59448_20
	21
	[C/T]
	TTGATGTTCTCTGCATTCCTCTGCTGAGTCACTGAG

	59458_30
	31
	[G/A]
	TTCGACTGTCGTGCACCGTCCTGCCCCTCCGTCACG

	59460_1
	2
	[C/T]
	TCCCCCTTGGTCGCAATATACTGCAGCGAATAAATA

	59468_28
	29
	[G/A]
	CCCCCACACACTGCAAATCTTTGCAGCCGAGAAATG

	59469_34
	35
	[T/C]
	AAGTTGCCTTCTGCAACCATCTGCAAGTTAATGATG

	5947_10
	11
	[C/T]
	TCACTTTTGGCGGCACAGTGGTGCATGTGTTACACA

	59484_2
	3
	[C/T]
	TCCGTGCACTTTGCATATGCATGCGAATGAGCATAT

	59486_32
	33
	[A/C]
	ATACACTCACAGGCAAGCGAATGCAAGGGACAAGAT

	59496_24
	25
	[T/C]
	GGTGGTTATAGAGCACCTGTCTGCCTACACACACAC

	595_16
	17
	[G/A]
	GCTGTTGGTAAAGCAGGCAGGTGCTGATGTAGATGC

	59509_7
	8
	[C/T]
	CAGGGAACCCCTGCAGGTTCATGCTACTTATATCCA

	59523_24
	25
	[G/A]
	AGTCAAAGTGCTGCATTACGTTGCGGCGTGCACAGA

	59532_26
	27
	[G/A]
	GCACCAGCTGCAGCACCACCATGCAAGAAGTAACCA

	59534_25
	26
	[G/A]
	AGTCGTACATCAGCAGTGAACTGCAGAAGCTCACAG

	59539_24
	25
	[T/G]
	TTCCATTGGAGGGCAGAACTTTGCTATGCTATGCTT

	59543_19
	20
	[A/G]
	CTCACACCTAGAGCAACTTAGTGCATCCAATTCACT

	59550_16
	17
	[A/G]
	TATTTAGCGGAGGCAAAATGGTGCCACAAGTACACT

	59551_24
	25
	[G/A]
	CATGTCAGATTAGCATGCGTTTGCGAGCGCTTTATT

	59554_25
	26
	[C/T]
	AGCAGCTGTTGTGCAGAGCAGTGCTCATCAATGACC

	59557_4
	5
	[G/A]
	TCAGGAGACCATGCACCAGGTTGCAATGAAGAAATA

	59561_11
	12
	[T/C]
	TCTGAACCAACTGCACAGAGCTGCTGGAGATCTGTC

	59564_20
	21
	[G/A]
	ACCAATGCTGCAGCAGCTTCGTGCTGCTCTGAATTA

	59565_16
	17
	[G/A]
	AGAAGGAGAGATGCACGGAATTGCCAGGATTTCCAC

	59570_11
	12
	[G/A]
	GTCATTATAGCGGCAAGTTACTGCTCGGAGAAACAG

	59573_4
	5
	[C/T]
	CGTCCGGAGTGGGCAGCAGATTGCCGTGTCCCCGCG

	59575_19
	20
	[T/G]
	TGTCACTGAAGTGCACGTATCTGCGTGTTGTAATTA

	5958_28
	29
	[G/A]
	TTGGAGCCAGCAGCATGAAACTGCAGATGAAAACTG

	59581_28
	29
	[T/C]
	TTTGCCATGCTGGCATTCCTCTGCACTATTCTCCAT

	59589_6
	7
	[G/A]
	TGGACCGTCTGGGCACTGACCTGCAGAAGGTGTTTG

	5959_6
	7
	[A/T]
	ACTGACAGGGAGGCATTGGTGTGCCCAGCATCATCG

	59590_31
	32
	[A/G]
	TTGAGTAGTGATGCACACGTATGCTGGAAGGAAAAC

	59595_32
	33
	[G/T]
	CACAACATATAGGCAAGCTTTTGCAGGGGGGCGTGG

	5960_30
	31
	[C/T]
	CAGGAAGAAGAGGCAGAGGTTTGCTCTGATCATCAT

	59601_19
	20
	[G/A]
	AGTTCTGGTGCTGCAGTTGGATGCTGGGTTGCTGCT

	59618_7
	8
	[G/A]
	GATAGACGAACAGCATGGTTGTGCAATTTCTCATAA

	59619_1
	2
	[G/A]
	TGGAGAGTCTGGGCATCTCCCTGCAGTCGTCAGGGA

	5962_16
	17
	[T/C]
	GGTTTAACTCGCGCACTGTCATGCTGACGAGCTGCT

	59620_30
	31
	[C/A]
	GAGTAATGAGAGGCATGTTTGTGCTGTTGCCTTTAT

	59621_19
	20
	[T/C]
	AATGTAAGGCTTGCATGAATCTGCCCGGCTGTGGAA

	59623_32
	33
	[T/G]
	AGCAGAAGGTCGGCAACGGGATGCAAACAGGGTAGA

	59624_6
	7
	[C/A]
	ACGCTACGGCAGGCATGTATGTGCGGGTACTCGCGA

	59625_28
	29
	[T/C]
	AAGCATGGATCAGCATCTTCATGCAAATCCATCAGA

	5963_8
	9
	[C/T]
	TCGTACTCCGCCGCAAATATGTGCAGCGGGCTAAGC

	59631_19
	20
	[G/A]
	CACCCAGCACAGGCAGATGGCTGCCCTTGGTGTGAA

	59632_29
	30
	[C/G]
	TCAAACTCTTTTGCATCAGTATGCATTGCCCAACGA

	59633_18
	19
	[T/G]
	TCAAGCCATCACGCAATTGTGTGCCCTATCCCTGCC

	59635_3
	4
	[G/A]
	CAGGATATGATGGCAGTCCATTGCAAAATGTCTTGC

	59646_31
	32
	[C/T]
	TTTTTTTCAAGTGCAGGTAGCTGCACAAGCACGGCG

	59652_9
	10
	[T/C]
	TCCCATCTCCAAGCATCATGTTGCGTTTAAGTCGAA

	59653_16
	17
	[G/A]
	GGCTCATCATTGGCACGGTGCTGCCCCAGTGGAAAA

	59660_1
	2
	[C/G]
	TCGAGATTCCCAGCAGAATATTGCCTAGAGCATCAC

	59668_8
	9
	[G/A]
	GACTTTGCGACGGCACTGACCTGCAGTGCTTAAAAA

	59679_18
	19
	[G/A]
	GGTCGGAGAGTTGCATGCGACTGCTTTTGATCCTGC

	59681_1
	2
	[C/T]
	TCGTACCTAGGGGCAATTTGATGCATCCAATTCGCC

	59682_26
	27
	[G/A]
	GTGCAGACGCATGCATGAGTGTGCATGGTGCAGTGT

	59683_15
	16
	[A/G]
	CATCCATGTTTGGCAAGACTGTGCCCACTGTAGCCT

	59688_10
	11
	[G/A]
	ATGCACATACGAGCAGCTTTGTGCCTGGACACTTGA

	59691_28
	29
	[C/T]
	AGCAGTCGTCTGGCAAACTCCTGCCGTTCGATTTAT

	59694_11
	12
	[C/T]
	GCACCGGAAATCGCAAAGGGTTGCAAAGCCGGTTCC

	59700_19
	20
	[T/C]
	TCATTTTGTTGAGCATCGACGTGCCATCAGAATCAA

	59704_2
	3
	[A/G]
	GAAGGGGGGGAGGCAGAGACCTGCCACTCTGACTAA

	59713_6
	7
	[A/G]
	AATCAGAACTAAGCAGGGGTTTGCATGATGACACAG

	59718_3
	4
	[C/T]
	GACCACCCAGTGGCATAAACTTGCTCCAAACCACCA

	59719_27
	28
	[C/A]
	GCCTAGCCCCGGGCACAGCACTGCCTCCGATTGAAG

	59728_15
	16
	[G/A]
	AGAGAATAGGTGGCAGAGGAATGCCTTAGTCAGGGT

	59735_28
	29
	[G/A]
	AGGAAGATGACTGCAGGTATTTGCACAAGTGCGAGA

	59738_19
	20
	[C/T]
	TCACTCAAGCCTGCATCCCCCTGCGTACTTTCTGTG

	59741_32
	33
	[A/T]
	AACGAAGGCGCAGCAGACGAGTGCAAGAGGAGAAAC

	59747_20
	21
	[C/T]
	GGCAGTGCCAAAGCATTCGACTGCTTCAGCCTGCTT

	59748_16
	17
	[C/T]
	TGCAGGTCGAGTGCATCAATCTGCTGGTTGGTACGG

	59755_3
	4
	[G/A]
	CCCGCTAGCTGTGCACGATTGTGCAAATATGACCGC

	59756_15
	16
	[G/C]
	ACACTACCTGCAGCAGCACCATGCCGCTTGTAAATT

	5976_18
	19
	[T/C]
	CACTCTTGGGCTGCACGGTGGTGCCGTAGGTAGCAC

	59765_27
	28
	[G/A]
	TGCTAATAATGTGCAGAAAACTGCAGCAAGACCCAA

	59767_24
	25
	[G/A]
	ACTTTACCTGCAGCATCCCACTGCGCTACACACACG

	59777_17
	18
	[C/T]
	TAGACCAGTCTGGCAATTCTCTGCTGACCTCTCTCA

	59779_20
	21
	[T/C]
	TGAGGTACGGGTGCACTTTCCTGCTTTTAAGACTCG

	59782_1
	2
	[A/T]
	TATGAAATTGTGGCAATATGCTGCAACTGCACCCCT

	59793_9
	10
	[C/A]
	TTTGCCTACCCTGCAATAAACTGCCAACCTGTTGAG

	59795_5
	6
	[T/G]
	GCCATTGTGGTGGCATAATCATGCTCTAGGGCTGCT

	59798_30
	31
	[C/A]
	GTACACAGCCCTGCACATTTTTGCTTTAACCCTTTT

	59800_8
	9
	[C/T]
	GAATAGTGCACTGCAGCATAATGCTTTCGTGGTGTT

	59801_29
	30
	[C/T]
	ATCAGTTGCTAGGCAACAGTCTGCAGGGCCGGAGGT

	59804_11
	12
	[C/A]
	GAACACCGCAACGCAGCCATATGCGTGTTCACACAC

	59808_11
	12
	[C/A]
	CCACAAGTACACGCACTCACCTGCCTCCTCGCCGCA

	59809_26
	27
	[T/A]
	CCCCACACACATGCACTACCATGCCATCCCTCACTT

	59812_1
	2
	[T/G]
	ATCGCACGCCATGCAAACGTCTGCGAAATAAAAAAA

	59818_5
	6
	[G/C]
	AGCTCGGGACGAGCAAAAGAGTGCAAACATACGTAC

	59820_11
	12
	[C/T]
	GAATCAACCGCCGCAAATTAGTGCAGCCATTCTTCT

	59823_28
	29
	[C/T]
	TGTGCTGCTCCAGCAGCTGATTGCAGTTCCTTTCTG

	59830_33
	34
	[G/A]
	AAACCACTAAGGGCACTAAACTGCGTCTCTTTTGAT

	59838_7
	8
	[C/T]
	CCAGAGACGGCGGCAGAATGCTGCCTCATTTACAGC

	59841_25
	26
	[G/A]
	TTTCTCCTCGCTGCAGGCTGCTGCAAAAAAAAAAAA

	59842_2
	3
	[G/A]
	ACAATCAACATAGCAAAATACTGCCAGCAGTGACAG

	59847_34
	35
	[C/T]
	GTAGGTGCTTGAGCACGGCGATGCACATGTACACCT

	59850_27
	28
	[T/A]
	GGCCGAGGGGACGCAGTAGTGTGCTATTAGTGACAG

	59852_9
	10
	[C/T]
	CTGGGAGATTTTGCAGTTCGTTGCTCGGACCAGGCG

	59853_18
	19
	[C/T]
	TCTACTCATGATGCATAACGGTGCGGGATTACGGAC

	59854_29
	30
	[T/C]
	AAGCTTTTCTGAGCAGCTATTTGCATTAATGCTCGC

	59865_1
	2
	[T/A]
	ATAAATCAGGCAGCAGCATTTTGCACTGACTGTAAA

	59866_29
	30
	[T/G]
	ATGCCCCCAGAAGCATCAGACTGCAAAATTCAATCT

	59876_33
	34
	[G/A]
	TTCATACTGCAAGCAAAGTGATGCGACAAAATGGTT

	59881_32
	33
	[C/T]
	CAACCCCCATTCGCATGTAATTGCGGCTCAGCCTTT

	59884_31
	32
	[C/T]
	GATTAGATAACGGCACGCTTTTGCATTTGTACGGTA

	59886_34
	35
	[C/T]
	GGATAATCGTTTGCACCCCTTTGCTTTTTTCTCCCA

	59887_20
	21
	[A/G]
	GTAGGTGGGCCAGCAAAGATGTGCAAAGAAAATCCC

	59891_17
	18
	[T/G]
	AACTTGGGTTGAGCAGGTATGTGCTAAGAAAGCTTA

	59894_29
	30
	[C/T]
	TAACACCCAGTCGCACTCTGCTGCTGCTGCTTTATC

	5990_10
	11
	[G/A]
	TAGAGCAGGCGTGCATCTGTTTGCTTAGACTGAGTC

	59911_18
	19
	[T/C]
	CGAGGCGGAGCAGCAAGCTGGTGCCTGGTGCAAAGA

	59914_1
	2
	[T/C]
	GTATGCGTGCGTGCACGTGTGTGCGTGTTGCGCTCC

	59919_20
	21
	[G/T]
	TGTGTGTCTGCTGCATGTGTGTGCCCTGTGATGGAC

	59920_28
	29
	[G/A]
	TGTCAGGAGGCCGCAGTCGTCTGCACCTGATTGATT

	59921_26
	27
	[C/T]
	ACACACACTCAGGCAAAGCCCTGCACCCAGATCCAC

	59924_4
	5
	[C/T]
	AGTTCCAACATGGCACCTCACTGCAAAGAACTCTCT

	59928_3
	4
	[C/T]
	GTCCCAGCCAGAGCACAGACTTGCTAACCTGCTTAT

	59935_17
	18
	[T/G]
	GCAGACCGCCCTGCACATTTATGCTTTAAACACAAC

	5994_30
	31
	[C/T]
	GGTTTGTACCCTGCAATTGATTGCCACCCTCATCCA

	59941_34
	35
	[C/T]
	ATGGTTACTGTGGCAAAGTGGTGCCACAGGTAGTCT

	59944_9
	10
	[C/T]
	TGCTCTTTTCCAGCAGGAGATTGCTGGTGTCGATGC

	59949_25
	26
	[C/G]
	CACTTAACACATGCATATTCCTGCCCAGCGCCCGAA

	59961_26
	27
	[T/A]
	TTAGAATTGCAGGCAAATTGCTGCTCTATCTGGGTT

	59963_18
	19
	[G/A]
	AATGGACACCTTGCACACGTCTGCACCTACAGCAGG

	59965_5
	6
	[G/A]
	TCCATGAGAACAGCATCATACTGCTGCATGACACCA

	59973_10
	11
	[C/A]
	CGGTCTGCAGCCGCACAGAACTGCTGACATGTAAAA

	59975_27
	28
	[C/T]
	GCTAGAGGAGCTGCAAGACCTTGCGCTCTTCTCCCA

	59977_3
	4
	[G/A]
	CATGAAACACTAGCATCCTGATGCTGGCTTTACACG

	59980_10
	11
	[T/A]
	ACTCTCCCGCTCGCACACAGATGCCGACACAGAACA

	59988_4
	5
	[A/G]
	CTTGAACTTCATGCACACTCATGCACAGGCACATAC

	59997_1
	2
	[G/A]
	AGGTTTTGCGACGCAAATTAGTGCCACTTATCACTT

	60000_24
	25
	[T/G]
	CATAGCGTGCGTGCAGGTCTGTGCTTGCTGCTTTGT

	60023_7
	8
	[T/C]
	ATAACAATCTTCGCAACTCTCTGCTGCGTTAAGAAG

	6003_6
	7
	[T/C]
	ATGTGCTCGCCAGCAAACCCCTGCGACGATCGCTCA

	6004_25
	26
	[C/T]
	TTTTCACCTGTAGCATGCACATGCTCTGGAGATTCT

	60048_27
	28
	[C/A]
	GACAAAGGAAATGCACTTCCCTGCATCCATGCAGTT

	60050_18
	19
	[C/T]
	TGCAATAAAGTCGCAGTGCGCTGCTCCTACATTATC

	60058_9
	10
	[T/C]
	AAACTGGTATGGGCAAGCCTATGCAAAATACACCAT

	60061_10
	11
	[T/A]
	CCGAACACGTTAGCATCATTCTGCTCAGCGCTACCG

	60066_2
	3
	[A/G]
	GCACACAGGCAGGCACACGCATGCGCAGTAGCGCTC

	60068_24
	25
	[T/C]
	GAGAAACATGTGGCAGTGCAGTGCTGATGCTTTGGG

	60071_30
	31
	[G/A]
	AAATGTCAGTAAGCAACAGTCTGCTCCACGGTAGAA

	60073_33
	34
	[C/T]
	GCTAAATTACTCGCAGCTGCGTGCAGTCTGATTCAT

	60074_33
	34
	[T/C]
	GAAGTTCGAGCCGCATTAAAATGCCAAACTGCGTCT

	60075_18
	19
	[G/A]
	ACCTCGTATTCCGCACTCGGCTGCATTAGCAAGCTT

	60080_26
	27
	[C/T]
	AGATACAATGGAGCACATTTTTGCCTCCACTTCCTG

	60089_26
	27
	[C/T]
	TGGTAAGGCAATGCATCACCATGCTCCATTCCATAC

	6009_27
	28
	[G/A]
	CCTGCCACATTTGCATGACAATGCAGCGTAATTTTG

	60091_16
	17
	[G/A]
	CTGAAGCTGTTAGCATGTTGTTGCTTGTTGTTTGGC

	60097_3
	4
	[C/G]
	ACACTAATTTCTGCAGCACCATGCCATCTGGATTGC

	6010_6
	7
	[G/A]
	CTCCACGGCTCGGCACGGAAATGCGTTCAGCCTGTA

	60102_7
	8
	[G/A]
	GCAAATCGTCCAGCAATTACCTGCCACTGTTGCCAT

	60104_15
	16
	[C/A]
	ACTCAAACACCAGCACTAGTTTGCCAAGACTCTGTT

	60114_24
	25
	[A/G]
	CATACACTGGTTGCAAACACGTGCACACACACACAT

	60117_34
	35
	[A/T]
	TTTCCATGCTGTGCAGATGCATGCAATGACTATGAG

	60123_6
	7
	[A/T]
	TCTTTGACCCTGGCATTGCTGTGCATCAGTGTAGTA

	60125_19
	20
	[G/A]
	TAGGCTTAAAGTGCACTCGGCTGCCTCATACATATG

	60129_31
	32
	[A/T]
	TAGGCGTTTCAGGCACCAGGCTGCAAAGATGAATTT

	6013_17
	18
	[A/C]
	TCCAGAATCCTAGCAGCAGAATGCCCCATTTCAGTG

	60134_8
	9
	[C/T]
	ATTGAGGTCGAAGCATGTCAATGCCTTTGCAAATGC

	60139_18
	19
	[C/T]
	TTATTCCGTCTGGCATGTCCCTGCTTTATCCTTTCT

	60149_25
	26
	[A/G]
	CCACACCTTTCCGCATTGTCTTGCCACGAACGCTAT

	60151_32
	33
	[G/A]
	CAGGGAACCGCTGCAGGTGTGTGCTGACGCAGGCCG

	60152_4
	5
	[G/A]
	GGCAAAACTTCCGCAGAGACCTGCCGATGCACCTGA

	60154_7
	8
	[C/A]
	GTGTGTCCCACTGCATGGATTTGCTAAATGCAGAAA

	60156_3
	4
	[T/G]
	CTTTCTTTTCCAGCATCACTGTGCCCCATTGCACAA

	60159_5
	6
	[C/T]
	ACACACTAAAAAGCATGCCTTTGCTGCTAGGTCCAT

	60163_32
	33
	[C/G]
	TGGAGACATTGTGCACCTGTTTGCTGATGTATCCAG

	60164_3
	4
	[A/G]
	TACAGGTGAACAGCAGACAGGTGCACAGCAAAGGGC

	60165_25
	26
	[A/G]
	GTTACACAGGTGGCAAGGTGATGCCACAGGTAGTCT

	60172_11
	12
	[T/C]
	GAAATCCACTATGCAGACTTGTGCCAAGTTTTGCCC

	60178_8
	9
	[C/T]
	ATCTCTTCCAGAGCACGTGTTTGCCAGCCTTCCTCA

	60179_5
	6
	[T/A]
	GTGTGTAAGAGAGCAAGAGGCTGCAGAGTAGAAACA

	60180_24
	25
	[G/A]
	GCTGACCATGGAGCAGGAGAGTGCGGGAGTGGAGCG

	60186_5
	6
	[C/G]
	CCAGTCTTCAGGGCATCGCTGTGCTAAACATTCCCA

	60187_4
	5
	[G/T]
	CTCCGAATATCAGCACCTCACTGCAGTTTGCAAGTA

	60189_9
	10
	[G/A]
	GGGACCGAGGAAGCATTTGATTGCTTGCTGAAAAAA

	60191_19
	20
	[A/C]
	TACATTTCAGGTGCAGCCTAGTGCCCTTGGGCAAGG

	60195_8
	9
	[T/A]
	GCACTACCTGCAGCACCACTGTGCCACCCACCCATG

	60197_24
	25
	[G/A]
	GGTCCACAGCTGGCACCCCATTGCGGTTGCATTGAG

	6020_27
	28
	[A/G]
	TCCTTAAACACTGCAGCCCTCTGCCTCAGGGAAACC

	60200_5
	6
	[G/A]
	ACGCGGCCAAAAGCAGCAAATTGCTCATGGTGACTA

	60202_10
	11
	[G/A]
	GAAAGGTGATGGGCAGATTCGTGCTCTAGTGGGCGT

	60208_8
	9
	[T/G]
	GTTACATTTACTGCAGGCCGCTGCAAAATACCTCAT

	6021_33
	34
	[G/T]
	TGTGGTTTGTAAGCACCAAACTGCCCCGGTAACGGC

	60211_10
	11
	[C/T]
	CTGTCTTTGTCGGCATAGCCTTGCAGAAATCTTGGA

	60219_26
	27
	[C/T]
	GCTGCCTACGCTGCAATCTGCTGCTTCCTTAGTAGT

	60226_2
	3
	[C/A]
	CGCGCTGTGTTGGCACCGGAGTGCCACGTGTCAATT

	60239_17
	18
	[T/A]
	GTGGTAAGGGTGGCACATTGGTGCTGCACATCTCCA

	60246_26
	27
	[T/A]
	TGTCCAGGCAAAGCAATGGCATGCAGTTTTCATTCT

	60250_2
	3
	[T/C]
	TATTCACGCAGGGCAGACCTCTGCTGACTTTAGGCT

	60261_30
	31
	[C/T]
	AAACACCCAGATGCAAAAACATGCCAAACTCGCCCG

	60262_11
	12
	[A/G]
	GGCTGGGAGTTAGCACTGAGCTGCAGCCCATCAAGA

	60268_33
	34
	[C/T]
	ATGCACACGCCTGCATGAGTGTGCACGGCTGCATGT

	60278_33
	34
	[A/G]
	AAAATGTGTCATGCAGCGCTGTGCATTCATAACACT

	60286_10
	11
	[A/G]
	TAGAAAAAGGAAGCAGTTACGTGCTGCTGCAGTTCA

	6029_1
	2
	[T/C]
	TCCAGGTCTACAGCATGATGATGCAGTGCTGGGCCT

	60291_17
	18
	[C/G]
	TGCAAATAAGAGGCAGACCCGTGCTCGAGATCTGAC

	60295_16
	17
	[A/T]
	ATGCATTTAACAGCACATGGTTGCTCAGTTTGCTGA

	60296_26
	27
	[G/A]
	CATTACAGCTGTGCATTTCTGTGCTGGAAAGCAGCT

	60298_9
	10
	[T/C]
	ATTCAGGACTGAGCAGAATGATGCATGTAAGGTTGT

	60299_19
	20
	[G/A]
	TAAATATCAGAGGCACTTTGATGCCAAGCGGTTGTT

	60302_15
	16
	[C/T]
	TATGGCCATAGTGCACTCTACTGCTTTCCTGTACTG

	60304_15
	16
	[C/A]
	GCAGGAGCAAGGGCACTGAGTTGCCAGTTTAAAACA

	60316_16
	17
	[T/A]
	GTACCCTGTGATGCATTGGCCTGCTCTGCACCCAAA

	60320_6
	7
	[C/T]
	TTTCTTCATGCAGCACCTTTTTGCCACTGATTTCCT

	60321_25
	26
	[A/G]
	GCACTACCTGTGGCACCTCTGTGCCACCCGCTTAAC

	60325_19
	20
	[T/C]
	ACAGAAGAATTCGCACTTCTGTGCAGGACGGTCCAA

	60331_19
	20
	[C/A]
	GTGAACATGGTGGCAGCGTCATGCTGTAAGGGTGTT

	60334_25
	26
	[T/G]
	TCAGCGTCGAGGGCAACCGCATGCCTCTCTGATTCC

	60339_6
	7
	[C/G]
	TTACTGCTGAGTGCAGATCAGTGCAGCTGATTATAT

	60340_19
	20
	[A/G]
	CAAGACATTGCAGCAATTTATTGCAGGGTACCACAC

	60341_34
	35
	[T/G]
	GCAGTTCAGAAAGCAGAATCCTGCTCTTCTCTACTT

	60355_31
	32
	[G/A]
	TATGTGTTATTCGCATACACTTGCGTCAGCTGATTT

	60361_7
	8
	[C/G]
	ACACCACCTGTGGCACCACCATGCCACCCAGCAACA

	60362_28
	29
	[T/A]
	TGGGGCCACGGGGCAGCCAAGTGCAAGCTCAAAGTA

	6038_26
	27
	[C/T]
	AAGATTTAAACAGCATGATGCTGCCACCACCATGCT

	60391_10
	11
	[C/T]
	TTCACGCATCCTGCATGCCCTTGCCATTGACCAACT

	60393_2
	3
	[C/T]
	TGCGACTTTGTGGCAGTGCTCTGCAGGAGATGGGAG

	60394_9
	10
	[T/A]
	AAGCCCGACTGTGCAGCTGTCTGCGCTGCAGCTGTT

	60395_31
	32
	[G/A]
	ACAGTCAGTTCTGCACAGGCATGCATTAGAAGCTGT

	60397_28
	29
	[C/A]
	GTCCATCACATGGCAGTTCCCTGCAGAACGGTGCAG

	604_16
	17
	[C/T]
	TGCTGTCGGTGGGCATCGTCTTGCCTGTAAACTTCT

	60401_15
	16
	[G/A]
	GTATTGGCCTTTGCAGTCCAATGCTACAGTAACAAA

	60407_20
	21
	[G/A]
	GGCGTCGTGGTGGCATCACTGTGCCCGGTTGCCCGG

	60409_24
	25
	[C/T]
	ACAGTACCCGAGGCACCATCGTGCCATCCGCAACAA

	60423_25
	26
	[A/G]
	CCTCAGTTACTCGCAAGGCAGTGCTAGATAGACAAG

	60432_34
	35
	[C/T]
	CTGAGGAGGAATGCAGACGTTTGCAGACCCAGAACC

	60436_29
	30
	[T/C]
	GGCATTTAAACTGCACTTGGTTGCGTGTGTGTGTGT

	60445_18
	19
	[C/T]
	CAATGGATTGGCGCACTTCCCTGCGTCAAAAGATGC

	6045_28
	29
	[C/T]
	CGAGCTAGCATGGCACAGCACTGCCGATCTCGGGTG

	60460_26
	27
	[C/T]
	ATAAAGCACCAGGCAGTGTCATGCCTCACAACTGCC

	60472_10
	11
	[C/T]
	TATCACAGTTCTGCAGTCTTATGCTCCCAAAGGTGA

	60475_18
	19
	[T/C]
	GAGTCCTGCACGGCAGGCTAATGCATTATAATTTTA

	60483_26
	27
	[A/C]
	TGTGTAAAGTGTGCAGTGTTTTGCACAGTCTTGTTG

	60484_4
	5
	[G/A]
	GGATGAAATATGGCAGTGTGATGCGTACAAGTGGTT

	60486_10
	11
	[C/T]
	GTACGCTTAGCAGCAGCAGACTGCTACTGTTGACAT

	60489_16
	17
	[C/A]
	CATAGCCAATCAGCAGCGCGTTGCCTAGGAGACAAC

	60493_25
	26
	[A/G]
	AAGTAGTAAATTGCACCCTCTTGCAAGTCCTCGATT

	60494_34
	35
	[C/T]
	TTAGGACCTCAGGCAATTACCTGCTTTGCCTGCTTA

	6051_8
	9
	[G/A]
	GGCCCAACGGTGGCAGCTTAGTGCTTCTAGGGCTTG

	60513_26
	27
	[T/C]
	GCTTGGACAGAAGCAGACCCGTGCCTTCACCTCTTC

	60515_10
	11
	[G/A]
	TGGCCAAACTGGGCAAGAGGGTGCTGGTGCTGGAGC

	6052_6
	7
	[G/A]
	AGGCTGGAGAGAGCAGGGTGTTGCCGCTCAGCCGAC

	60525_18
	19
	[G/A]
	GTTGGAGTTCAAGCAGCCGAGTGCGGATTACCTGCA

	60527_4
	5
	[C/A]
	AAAACAACACAGGCAAATGAATGCGTTTATGCTGCA

	60529_15
	16
	[G/C]
	AAATAACCTGCAGCAGCATTTTGCAACATTCACCAT

	60533_19
	20
	[T/C]
	AGTGGATGTCGGGCAGCCTTGTGCTTCGCTGAGTCG

	60536_19
	20
	[G/A]
	AAAGGAGCTCCAGCAGCTCGGTGCCACAGATATCAC

	6054_32
	33
	[A/G]
	AAACGTCGAGTAGCACTTGAGTGCATCGCTAAAGCT

	60541_25
	26
	[C/T]
	TGTTGCCTCACAGCAAGGAGGTGCTCAATTTGCTTG

	60545_11
	12
	[C/T]
	TCACAGCCAGACGCAAAAACCTGCTGCCAACATCTG

	60546_18
	19
	[G/T]
	ATGTTTCTACCTGCAGCGTCTTGCCGACATACATCT

	60549_31
	32
	[A/T]
	CTTAATCATCCAGCAGCCTTTTGCCATTTACATCAC

	60553_19
	20
	[G/T]
	TCATCAAAGACTGCAGAAGGGTGCCGAACCCGCTGA

	60556_8
	9
	[T/A]
	CCAGTCACTTTAGCAATGCTGTGCATGGCATTCATA

	60559_3
	4
	[G/A]
	TGGGAGCGGGACGCACGCACGTGCGGCTCAGCAGCT

	60560_30
	31
	[C/G]
	AGAATAATATCAGCACACGGCTGCAAGGTACCCATG

	60561_3
	4
	[G/C]
	GCAGTACCTGTGGCACCACCATGCCACCCCCATGCC

	60568_17
	18
	[T/C]
	ATTTTTGACTTTGCACATCCCTGCGATCATGAGGAA

	60572_16
	17
	[A/G]
	TGAACATCTCCAGCAGGCTGTTGCTCAAGACCCCAG

	60574_7
	8
	[G/A]
	GAAATCCGAGGTGCATCGATTTGCCAGAAGGGGTTA

	60575_1
	2
	[G/A]
	GGGCATGGGCCAGCACTTCCATGCACTCTCTCTGGG

	60577_5
	6
	[T/C]
	TCAGGTACCCAGGCATGTTTGTGCACAAGGCAGAAA

	60578_28
	29
	[A/G]
	GCAGCAGATGCTGCATCACGCTGCGTCCATCACCGA

	60585_17
	18
	[G/A]
	TCCTCTACAGCTGCACTAAACTGCTTCATGCTTTTA

	60586_30
	31
	[T/A]
	TAAAAATGGAAGGCAGGGTGATGCCATGGATGGACT

	60594_5
	6
	[G/A]
	GACATGAAGCCTGCAGGTCTCTGCTAGACAGCTGAA

	60598_27
	28
	[C/G]
	ACTTCAGAAAGGGCATCACTCTGCAACCTCGTTGTG

	606_26
	27
	[G/A]
	AAGCAGCATCTGGCACGCATATGCTCGCACACACTC

	60600_2
	3
	[A/T]
	AAATAATGGGTGGCATAAATGTGCCGACGACTTAAG

	60602_27
	28
	[G/A]
	GTCCCTACATATGCATCAACGTGCTCGGGAGAAGCT

	60609_11
	12
	[C/T]
	ACAGGAACTGACGCAACTGTCTGCTTTTGGCAGTGG

	60616_10
	11
	[A/T]
	TTAGATCCTCAGGCAGCACCCTGCCTCTCTTCCTGA

	60617_1
	2
	[T/C]
	ATGGGCCAGGGAGCAGCCTGCTGCCTGTGACGGAGG

	60619_7
	8
	[C/T]
	GCGCACACGCTCGCACAGGCTTGCACACACGCTTAT

	60620_25
	26
	[C/G]
	AGATCTTCGCTCGCATTAACATGCTCAAAGACTCCT

	60621_19
	20
	[G/A]
	GTAAATTATTCAGCAGCAAGCTGCCTTGTAGGACAG

	60623_19
	20
	[G/A]
	GCTTCTTTGGGTGCATGACGTTGCAGAACACATAAC

	60626_15
	16
	[C/T]
	GTCAAAACAGGAGCACGAGCATGCCACCATGTCCAT

	60631_5
	6
	[C/T]
	ACATGCCTTAATGCACTGAGTTGCGGCCGCGTGATT

	60634_20
	21
	[G/A]
	CCTGTGTTCTCGGCACAGCCGTGCCTCTGAAAGAGC

	60645_15
	16
	[G/A]
	CTATCTAGCACTGCAGGAGGTTGCGTGAATGCCACT

	60646_18
	19
	[T/C]
	CCGTGGTTTAAAGCATTTTACTGCAAGACGTAGCCT

	6065_4
	5
	[C/A]
	ACTTCATCCTGTGCAGCTTTCTGCCATGTCACTACT

	60651_8
	9
	[G/A]
	TTGTATATGGCGGCACAGTGGTGCAGCAGGTAGCAT

	60653_31
	32
	[G/A]
	GCTGTCATTTCAGCACCTTGGTGCCAGTACTGAGAA

	60655_33
	34
	[G/A]
	GACACCCAAGACGCAGCAGTGTGCTGGGACCAAGTG

	60657_1
	2
	[A/T]
	TAAAGCGTAATTGCATTGCATTGCGTTCTGCACACT

	60662_34
	35
	[A/G]
	TAATATCTCACTGCAAACAAGTGCTGAAGGTCCCAC

	60670_28
	29
	[G/A]
	GATCGTGATCCTGCAATCCAGTGCAGGCGCAGTGTG

	60671_28
	29
	[G/A]
	GTATGGTACCTTGCAGGCTATTGCATGTGAGTGTAT

	60672_19
	20
	[G/T]
	GCTTCTCGTACTGCACCTCGGTGCGGAAGAAGTAGG

	60675_29
	30
	[C/A]
	CTTTGTGCCAGTGCAGGACTTTGCACGGACGCTAAT

	6068_31
	32
	[C/T]
	GACGCATCTCCTGCAGCGTGATGCCCAGCGCCGCGT

	60680_3
	4
	[A/G]
	CTGAGAAGTGGTGCATGGAGCTGCACATTTATGCGC

	60682_1
	2
	[T/C]
	CTGGTAAACTCTGCAGCTTGTTGCTATACAGGTAGA

	60687_26
	27
	[A/C]
	TTAATTAGGTGAGCACACGTGTGCTCCGGTGTAGTA

	60688_29
	30
	[C/T]
	GGCTTGCGTGTGGCATAGAAATGCCTTTACGTTGTT

	6069_26
	27
	[G/A]
	CTGTTGGCTTTTGCACGGTATTGCACGAGCCTCCAT

	60692_18
	19
	[C/T]
	AGCCTTCACAGTGCAACCCAGTGCAAGCAATTAACA

	6070_9
	10
	[T/A]
	AGACATGTTTCAGCATGGCAATGCCCATGTACAATA

	60711_6
	7
	[G/A]
	CGTTGCGAAGGCGCATGCTGCTGCGACAGTCTGTAT

	60713_32
	33
	[T/C]
	GGTAGACTCCGTGCATGAGAATGCTGAGATGTTCGT

	60715_34
	35
	[C/A]
	CGCGACGATCCGGCAGGTGAATGCACGCGCGCAGCC

	60720_6
	7
	[T/G]
	ATCCACTTTTTGGCATATTTATGCTGACGACTCGAA

	60733_26
	27
	[C/T]
	AGAAACACCAGTGCACCTGGCTGCATCCACACAGAC

	60734_11
	12
	[A/T]
	AAGCAAAGGTTAGCATACTTCTGCCGCTCAGAGATA

	60737_7
	8
	[C/T]
	ACACACACGGCTGCATCCTGCTGCATTTACCACCAC

	60740_9
	10
	[G/T]
	GGGTGAAAGGTTGCAGCCCCTTGCTCTCTGTAGAGA

	60741_6
	7
	[T/C]
	GTTTTGTAAGATGCAGAAATGTGCTGGCTGGACAGA

	60753_8
	9
	[C/T]
	TGGCCTCTCTTAGCAGGATAATGCTCCCTATCACAC

	60754_6
	7
	[T/G]
	CTCGAGTCTGGAGCAATTTTATGCTGCTGTGTTTTG

	60756_25
	26
	[G/A]
	GTTGTGCAAACTGCAGCTGATTGCAGAAAAGCAGTA

	6076_6
	7
	[G/A]
	AGCACTGAGGGAGCAGGTAATTGCTGTCTTTAGGTG

	60764_6
	7
	[C/T]
	GTTGAGCTACCAGCACTTCCGTGCAGAGTGGACCTC

	60767_33
	34
	[G/A]
	GGTTTTTTAGTTGCAAGGATCTGCGTAGGAGTCGAA

	60773_29
	30
	[C/T]
	TTCCTGTTGCCGGCATCATTCTGCAGTCACTCTTTA

	60776_34
	35
	[C/T]
	TTAAATGAAGCTGCAGTGGAATGCCATAAGAGCCCT

	60778_10
	11
	[T/C]
	CTGCTACAGCTGGCATCTGTGTGCCTGTGCCAGGTT

	60792_20
	21
	[G/A]
	CACAAGCTCATGGCAGTAAAGTGCAGTATAGAGCAA

	60794_34
	35
	[C/A]
	ATCAGACAGCCAGCATATCTTTGCAACATTGCTTCA

	60802_19
	20
	[G/A]
	TGCCTTCTTTGTGCACTGGGGTGCAGTCAAGCTAGA

	60804_19
	20
	[G/T]
	CGGTCCAACTTTGCAGGAGGCTGCTTGATATTTTAC

	60810_16
	17
	[G/A]
	ATTTCCATTGTTGCAGGAACATGCTCCGTAGTGGGA

	60837_16
	17
	[G/A]
	GAAACTTATGATGCATAATGCTGCTCTCTGTTGCAT

	60839_18
	19
	[C/T]
	GCTTAACATACCGCACATCGTTGCTCACCAGCATTG

	6085_16
	17
	[G/A]
	GGGTTAATCATGGCACGGTGGTGCTGCAAATAGTCT

	60850_2
	3
	[A/G]
	CAAGCCCCAATCGCATCCAGATGCAGGGCTGCACAC

	60851_7
	8
	[T/A]
	CAACTCTAAATGGCAGTTTGATGCCACTAGGATGCA

	60856_32
	33
	[T/C]
	AGACTAATTCAGGCAGGCATTTGCATGTGGTGTTTG

	60861_31
	32
	[A/T]
	GTCTTCAGGACAGCACAGTGTTGCCTCAGGTAGTGT

	60862_27
	28
	[C/T]
	TGTGTCATCGCAGCATCCATTTGCATTCATTTTAAC

	60867_28
	29
	[G/A]
	AGAACAGCAGTTGCACAGGATTGCACCTGAAAAAAA

	60878_19
	20
	[T/C]
	ACAAAGGTTTGGGCAAGGATGTGCTCATCAACACGA

	60879_31
	32
	[T/C]
	CCGCTCAGGAGAGCAGTCCGATGCCGGTGGCTGAGG

	60885_9
	10
	[C/T]
	GAATTCACCCCAGCATTAAAATGCAGGTCGTCACTT

	60887_27
	28
	[G/A]
	GCAAACACTGGGGCATCGCTATGCTGTGAGTCTCAC

	60890_24
	25
	[G/A]
	TAAAAAAGAAATGCACTGCGCTGCGAGAGTGTCCGT

	60891_34
	35
	[G/A]
	AAAAAAAACACAGCAGATGGCTGCAAGATAATCCAT

	60894_24
	25
	[C/A]
	CCCAGGGACTGGGCAGAGAAGTGCCGGAAGATGCTG

	60899_11
	12
	[A/G]
	CGGCAAATTCCAGCACAACAATGCCAGGATTCTGCC

	60902_10
	11
	[T/A]
	CGGGCAAGTATAGCAGGCATGTGCTTGTGTTTTTTC

	60903_17
	18
	[C/T]
	TTTTGCACGTCTGCACACGTCTGCTTGGAAACATCC

	60906_20
	21
	[G/A]
	TGCAGAACCTCTGCAACTCAGTGCACAGAATGAAAA

	60909_10
	11
	[A/G]
	GCTTTGATGGAAGCAAACTGCTGCCAAATATGACTG

	60911_18
	19
	[G/A]
	TTACAAAGGATCGCACTGGCGTGCCATGTGGGTGTT

	60927_28
	29
	[G/A]
	GTGTAATTTACAGCACGTTCCTGCGGCGGTACGGTG

	60929_24
	25
	[G/T]
	CCCAACTTATTAGCAGGTGAGTGCGGTGAATTTCAC

	60932_24
	25
	[C/T]
	ATATGAGAGAAGGCAGAAAGATGCCGTTGGCTGCCT

	60951_27
	28
	[C/G]
	GATAGCCTACCAGCAGGTTAATGCATTCTCCCTCGC

	60952_18
	19
	[T/C]
	TGTTACTGTGGTGCACTATGTTGCGTTGTTGCTTGA

	60956_32
	33
	[T/G]
	GTTGGAGCAGGGGCATTGAGGTGCTAGTATTTTTAT

	60958_7
	8
	[A/C]
	TCTACGCAGCGCGCACTGGTGTGCATGTAAATCAGG

	60960_7
	8
	[C/T]
	CTGAATTCTCCTGCATCTGCTTGCAGAGGATGTACA

	60966_6
	7
	[A/G]
	ATGCACAGTCACGCAAACACATGCACACAAACACAC

	60967_33
	34
	[A/G]
	TATTTCTCTGCAGCAGCTTGGTGCTTAGACAGCAAA

	60968_6
	7
	[G/A]
	GGGCGCGGATTAGCATACGCCTGCATAATGAATCTA

	60969_34
	35
	[C/T]
	GATTGTCAGGTTGCAATAAAGTGCCGTGAACTTCCA

	60980_17
	18
	[G/A]
	CAGGCGCCGAGGGCAGAGGCCTGCAGGGCACGGCCG

	60981_9
	10
	[G/T]
	ATGTATGCAGCAGCATAAGATTGCTTGAGGTAAGCA

	60986_25
	26
	[G/A]
	GTAGGATATGGAGCAGAGCAGTGCTGAAGATGAACC

	60990_8
	9
	[C/T]
	ACCTGAATCTCTGCATTTTAATGCTCCAGCGCATTG

	6100_19
	20
	[A/T]
	ATCAGCACCTCTGCAGGACACTGCGAACGCAGCGGC

	61001_2
	3
	[A/G]
	GTAAAAGTGCAGGCAGTGAGCTGCTCATGGCACCTG

	61007_18
	19
	[C/T]
	CCAGATTAGGTTGCAAAACCTTGCCACCACAATTTA

	61011_6
	7
	[C/T]
	AACCACCATAAGGCACAAATCTGCCACCCTTCACAT

	61013_33
	34
	[T/C]
	CTACCTGGTGGAGCACCGTGTTGCTCAGGCAACTGG

	61014_20
	21
	[G/T]
	TAGGGCCATAATGCAGCCATTTGCAGTTTCTTCTTG

	6102_10
	11
	[T/A]
	AACAGCCGGTTAGCAAACATCTGCTTTGTTACAAAA

	61020_2
	3
	[T/C]
	CTTATAAACCGTGCATTTTGTTGCAATGCTGCCCTT

	61033_18
	19
	[A/G]
	TTCCACAAACAAGCAATCGGCTGCAACCAATATGAG

	61041_6
	7
	[T/A]
	CTCCTTTGAATCGCAGGATGTTGCTAACAAGGCAAT

	61048_4
	5
	[T/C]
	CAAATGTTGACTGCACTGTACTGCCCTCAGGTGGAC

	61052_1
	2
	[A/G]
	AAACAAAAGGTAGCACTGCTGTGCATGGGTCCAGTC

	61065_29
	30
	[C/T]
	CTTCTACAAGCAGCATCACACTGCTGACTCATTTAT

	61068_9
	10
	[A/T]
	GTGGCCTTGAGGGCAGGTAGATGCCTGTATGTAATT

	61074_5
	6
	[A/G]
	TGTCAAGTGTATGCACAGACTTGCCAAGGCAGAACT

	61076_20
	21
	[A/G]
	AACAGTTTGTTAGCAGCAGCATGCTGCAGCATCTTG

	61083_28
	29
	[G/A]
	AGATGGGACTGGGCAAGACAGTGCAGACGATCGTGT

	61087_8
	9
	[C/T]
	TCAGGTACTCCAGCATGGTGATGCACGATAGTTTAA

	61088_25
	26
	[A/T]
	ATTAGTTGCGAGGCAGTGTTCTGCAAGGACAGAGCT

	61089_8
	9
	[G/A]
	CTTATCAGGCTGGCACCTAAGTGCTGTTGCTTATTA

	61091_7
	8
	[C/G]
	GTGCGAACTGAAGCAAGGCTCTGCGAGGAGGGACGA

	61093_29
	30
	[G/A]
	TGCCGCTGAAAGGCATTGTGTTGCAAATGGGTAATA

	611_1
	2
	[G/T]
	GGTCAGATTTGTGCATGTGTTTGCATGTGAGCTTCG

	61102_10
	11
	[A/T]
	TGACTGTGGCAGGCACACTCTTGCGGTGCAGTTGCT

	61105_15
	16
	[G/A]
	CAACCGAAAGAGGCAGGATGCTGCCGGAAAAACACA

	61111_10
	11
	[T/C]
	GAGGCATGTGTTGCATTTGGTTGCAATTTGGGGTCA

	61116_10
	11
	[C/T]
	ATTACAAATCCAGCAACCGTCTGCCAGCATGTTTTG

	61129_4
	5
	[A/T]
	ACATATTCAACAGCAGAACCGTGCAAAACAAGGCCT

	6113_20
	21
	[A/G]
	AAACCTAAACTCGCACACACATGCGTGCACACACAC

	61132_29
	30
	[A/T]
	CACCAGTCCATCGCAGCATCCTGCATCAGAGATGAG

	61137_33
	34
	[T/A]
	GCTTCTCATTCTGCAAAAGGCTGCTGGTGTTCATGA

	61139_5
	6
	[G/C]
	TAAAAGACACGTGCAAAATTATGCGACATAGCATTC

	61143_18
	19
	[G/A]
	CCTGCTGAGACTGCAGGCGACTGCCATAGCTCAGAA

	61145_15
	16
	[G/A]
	CAGAAGGTGTCAGCAGAGTCATGCACCATTTACACA

	61148_3
	4
	[G/A]
	GTTGGAAAGTTGGCAGGAAAATGCCATTTGTGACAT

	61150_28
	29
	[C/T]
	TCACTCCCTGCTGCACAATTATGCACTTCGAGTACA

	61151_31
	32
	[A/G]
	AAACTCTTCTCAGCATTTTGCTGCAGATGCTGTGCA

	61153_3
	4
	[A/T]
	AGCACACAGCTGGCACAGGAGTGCTCCTTTTCTCTA

	61157_18
	19
	[C/T]
	GTTTTTCCGCCTGCATCTCACTGCCCTTTTTTTTCT

	61159_34
	35
	[C/T]
	TGATAGCGCTTAGCATCGTGTTGCTAGGGAACATCC

	61176_29
	30
	[T/C]
	TGCAGAACACCAGCATTGAGCTGCAATTTTCTGAAA

	61180_33
	34
	[A/G]
	CACAGGAACAGTGCAAAACCGTGCACTCTGAAAAAA

	61188_30
	31
	[G/T]
	TTACAGTTATGTGCAAAAAGCTGCTGATGGGATCAT

	61190_8
	9
	[T/G]
	GGCACCTTTTAGGCATCTGATTGCAAGTCTGTTCCC

	61192_34
	35
	[C/T]
	TGGGAATTTCAGGCATTAGCATGCAAGTAGCAGCCT

	61196_17
	18
	[C/G]
	ATGGATTGTTTAGCATCCTCGTGCTGATTGAAGCAA

	61199_11
	12
	[C/T]
	GCCAAACTGAATGCAGCCAAGTGCAGATAAGAGATT

	6120_6
	7
	[T/C]
	CCTCCATGGTGTGCAAGATGTTGCAGATTTTTGCCA

	61201_16
	17
	[G/A]
	CATTAACACCAGGCAGGGTGCTGCTGTGGTGCGCCT

	61216_5
	6
	[C/T]
	TCACTCTGTCACGCACCCATCTGCCAGCAGTCTCCC

	61218_31
	32
	[G/A]
	AAACACATTCTGGCACCAGCTTGCTGTCTGTGTAAA

	61220_8
	9
	[A/G]
	GGAATAGCAATAGCAGTCCATTGCAGGACCTGTGGT

	61222_19
	20
	[T/C]
	ATGGGACGGTACGCATCACTCTGCCTGGGACCAACT

	61225_24
	25
	[G/A]
	CCATTGGGAGATGCATGTGAGTGCGCGGATATGGGC

	61226_1
	2
	[T/C]
	TCAAGTCACCGCGCATGGCGCTGCACCCAGAGCACA

	61228_28
	29
	[G/A]
	GCACGTACATCTGCATGGGCTTGCAGCTGAGCGCCT

	61231_2
	3
	[C/A]
	TCCCGTTTCTCTGCACATACATGCTCACATGGAGGA

	61232_33
	34
	[G/A]
	ATGGAACATATTGCAAAGATCTGCAGGAGTCACGAT

	61238_26
	27
	[C/T]
	CCTGCAACATGAGCAGTGTCCTGCTTCATGCTCAGT

	61242_6
	7
	[C/T]
	GGAGCCCGTGGGGCAGTTTGCTGCCTCCAGCCATGT

	61248_24
	25
	[C/A]
	ACTTCATGGCGCGCAAAATCGTGCCTGAACCCGGTA

	61249_4
	5
	[A/G]
	TCCCAAAGGATTGCAGACGTTTGCCACTTTCCCCTT

	61250_2
	3
	[T/A]
	TGTGCGGTCACAGCATGGCAATGCACAATGTCACTG

	61258_2
	3
	[G/T]
	CGGTACTCATCGGCAACCCTTTGCACATCCTCAGAC

	6126_29
	30
	[T/C]
	GAAAACGGAAAAGCAACAGAATGCATGATTGCGACG

	61260_19
	20
	[T/C]
	CCTTCACAAAACGCATTAACCTGCCCCAGACTGTGA

	61262_25
	26
	[A/G]
	CCAACCATACAAGCAGCAAACTGCCAGGACAGAGGG

	61264_7
	8
	[C/T]
	TGATGAGCGTGCGCATGTGTCTGCCGAGAGCGGCAT

	61269_4
	5
	[C/T]
	CACCCTTTTGACGCAGTGTAGTGCATGGTAAGGTGC

	6127_7
	8
	[C/T]
	ATAACACCTCTAGCAGCATGATGCTGGGAACCCGCA

	61270_16
	17
	[G/A]
	GTGTGTTTTACTGCACGGATGTGCGAAGGACCAATT

	61273_7
	8
	[T/C]
	GTGTGTGTGTGTGCATACACATGCTTCCACCTGTTT

	61279_15
	16
	[G/A]
	AACATCTGTTTCGCAGCTTCATGCCTGGTGTATGCT

	6128_33
	34
	[C/T]
	TTTTATGTTCCTGCATGACTGTGCACCACTGCACGA

	61281_9
	10
	[T/C]
	CACAGACTCTGGGCAGAAACTTGCTGAAGCCATGAT

	61283_19
	20
	[C/T]
	GAACTGTCTAAAGCAGGTGCATGCAGCACAGATCTA

	61286_10
	11
	[C/T]
	ACAGTTTAATCAGCACACAACTGCAGCTGGACAAAG

	61288_17
	18
	[A/T]
	ACAGGGTAGCCTGCATCATGATGCTGCTGTTTGGTA

	61291_5
	6
	[G/A]
	CCTAAGCATGGGGCACACACATGCTCTGAATTTCAT

	61292_34
	35
	[G/C]
	TCGGTGGAATAAGCAGGAGTCTGCTGCGGGAAATGG

	613_5
	6
	[T/A]
	GAATCTGGGAGTGCACATATATGCATGGGTCATGCA

	61300_33
	34
	[A/G]
	ATCTGCAGATGTGCAGATGTTTGCGTTAACCCTATC

	61301_18
	19
	[G/A]
	AGTGCTGAGTCGGCAAACGCCTGCAGAAATCAAAAA

	61310_28
	29
	[C/T]
	GGGGTCGCCACAGCACGTTCATGCCCTTCCTGCTGC

	61317_28
	29
	[C/T]
	ACCTGCTGTTTTGCAGCTCTATGCTGCTCATGTAGT

	61319_33
	34
	[C/T]
	GTAAAGTTGTGAGCACGGTGATGCATGCGTTACTGA

	61321_8
	9
	[T/C]
	CAGAGTCGTACCGCACGCTACTGCACGCTCTTTTCC

	61322_15
	16
	[T/C]
	AAACAACACCCAGCATGTCCTTGCTGTCATTTAGCA

	61334_24
	25
	[G/A]
	GTGTGGTGTACTGCAGGAGCGTGCGCTTCAATGGCT

	6134_26
	27
	[C/T]
	GATCCCTGGAGGGCAAATGACTGCTGCAGGGATGAA

	61343_9
	10
	[C/T]
	AAACCTCCTCGTGCACAGAACTGCTGCATATCTAAC

	61344_4
	5
	[T/C]
	GCACTCTTCCAGGCAGTGAGTTGCTCTCAGAATGAC

	61352_20
	21
	[C/G]
	CCACAGACCTCAGCACTGCACTGCACAGTCGTTCTG

	61355_32
	33
	[T/C]
	GGTTTGGAAAGTGCAGTAGTTTGCGGTCAGGATTGT

	61363_25
	26
	[C/T]
	GTGGTGCGGGAGGCAGATGTCTGCCCGGCTGCAGAT

	61368_18
	19
	[C/T]
	AATGGATTGTGTGCAGCTCTCTGCTGCTCTAATGGG

	6137_5
	6
	[G/A]
	TGGTGGACTGCTGCAATCTTCTGCAGTGACAGCTGA

	61372_24
	25
	[G/C]
	ATGTGACTGTAGGCAAGCCTTTGCGGGCATCAAAGG

	61376_27
	28
	[C/G]
	CATGCACTTACTGCAGAAGAGTGCATGCATAGTGCA

	61381_26
	27
	[C/T]
	TAGAGGGGGGAGGCATGCAAATGCTGCTGCGAGCAC

	614_15
	16
	[G/A]
	CTTTTAAGCATCGCAGTGAGATGCCAATAGACAGCG

	6140_4
	5
	[C/T]
	ATGTTTAAAACAGCAGGTTTCTGCAGGTGGTTTTAA

	61403_29
	30
	[T/G]
	AATCAGCTGTTTGCAGACTTTTGCATCTGGGCTTTC

	61413_16
	17
	[G/T]
	GCGAGTCAGTGAGCATGGGACTGCCACTTTAACATC

	61414_28
	29
	[G/A]
	ACATCCCAGGTGGCATGGTGGTGCCATAGATGGTGT

	61416_11
	12
	[C/T]
	TTGAGATGCGGCGCATTATCATGCTTTATGTGCAAA

	61417_1
	2
	[T/G]
	ATTGATGTCGAGGCAAAATTCTGCCACCTTTCGTTT

	6144_6
	7
	[T/C]
	CACCTCTAGAGGGCATCATTATGCCTGTTTTGCAGG

	61446_2
	3
	[G/A]
	ACGTGCATGCATGCACAAACCTGCCTGACACTGTAG

	61448_29
	30
	[G/A]
	TCTAGAGCTGCGGCACCACCATGCTGCACATGCTGG

	61450_24
	25
	[A/G]
	CGATGATACCGTGCACCTTGTTGCATGTGTTGAATG

	61452_7
	8
	[T/C]
	AAAAACTTGCACGCACCTGAGTGCCGCATGACATCA

	61458_16
	17
	[A/G]
	CACACTGAAACCGCATAGCGATGCTAATTGACTCTC

	61460_20
	21
	[C/T]
	AAGATTGAACCGGCAACCTTCTGCTCACAAGGTTCC

	61463_28
	29
	[G/C]
	ATCGTTTCTCTTGCAGATACATGCCCTGGCTTTTCC

	61464_16
	17
	[C/T]
	CAGAGGTGGTGTGCATCTACATGCTCCCATTACTAG

	61468_24
	25
	[T/C]
	TAACAGCCAATCGCATTGCGCTGCTGCGCAGGTAAC

	61482_10
	11
	[G/A]
	AATATCATCCGAGCACATGCATGCCTGCTGCTCAAC

	61486_3
	4
	[A/C]
	ACGATGGGAAAAGCACATCCCTGCCAAAGGCATGCA

	61493_20
	21
	[C/T]
	CGAGCAGCATCAGCAGGCCACTGCGGCATGGAAGCG

	61494_10
	11
	[G/T]
	CAATCTCAGAGCGCACATGTCTGCGCTTAAAGGCGT

	61498_33
	34
	[C/A]
	AATACATTCACCGCATCGCACTGCTTATGATTCCTT

	6150_10
	11
	[C/T]
	TTCCGCGCCACGGCAGTCCGGTGCGTCTCACGCTGG

	61500_32
	33
	[G/A]
	TAGCCTGATTGTGCATCAAAGTGCAAACAGACGCCG

	61501_24
	25
	[T/C]
	ATCTCCTGCGAAGCATGGCGGTGCTGCAGCTCCAGG

	61505_11
	12
	[A/G]
	ATACAGTTAAGGGCAAAAACATGCAGGCTTCAACAA

	61508_29
	30
	[G/A]
	ATAAATCAGACCGCAGTGCAGTGCTCTGTGAAACAA

	61513_4
	5
	[G/A]
	ATCGGCACGAGTGCATCTGGATGCCTTCTGTCACCT

	61514_15
	16
	[C/T]
	CTGAGTGTCCTGGCACGGTCCTGCTTGCAGTGTGTT

	61518_19
	20
	[C/T]
	CGTGGTGAAGGAGCACCATCTTGCCCAGTAGAAGTA

	61528_31
	32
	[C/T]
	ATGTGGAACCCTGCAATGGATTGCTGCCCTGCCAGG

	61533_27
	28
	[A/T]
	AAAGTAGGTCATGCACCAATGTGCACTACATGACTC

	61543_15
	16
	[A/G]
	TGGCTGTAGGTTGCAAGACATTGCTTAAGGCAGTAA

	61544_2
	3
	[G/A]
	TCGTTCCTGTAGGCATCCAGCTGCCAGCGCAGGCTG

	61546_34
	35
	[T/G]
	GCCCCAAGGGACGCAAACCCATGCGTTGTTGAGCTG

	61557_29
	30
	[A/T]
	GGACGCGTTAGTGCACTATGGTGCGGTGCTCTATGG

	61563_26
	27
	[C/T]
	TGGATGATCACAGCACAGGCCTGCTTCAGATTCAAC

	61565_19
	20
	[C/T]
	AATGGCTAAATGGCATCTCCGTGCTTAGTGGCTTCT

	61573_24
	25
	[A/G]
	GAGTGAAAAAGTGCATTTCTGTGCAGTGCCAAGCTT

	61575_32
	33
	[G/T]
	ACATGTTGGCTTGCACTTGCATGCTTAAAGCTGAAA

	6158_18
	19
	[G/A]
	TGCTTTAGGCCTGCAGGAGACTGCACACACTCGTAC

	61583_15
	16
	[T/A]
	TGGCTACTTTCAGCATGACACTGCACTATGTAACAA

	6159_18
	19
	[G/A]
	GTACAGCAGTCCGCAGCCGTTTGCACGCACTTGTTG

	61597_19
	20
	[G/A]
	GACATCTACAAGGCAACGTGATGCCCTCAGAACAGA

	61598_32
	33
	[G/A]
	AGAAGCGGCTCTGCAGGGACCTGCTCGGAGACGGGC

	61602_20
	21
	[G/A]
	GTCGCTGTCCTTGCATTTTGGTGCAGCTGTAAAAAC

	61603_18
	19
	[T/C]
	CCAGAGGTCTCTGCACGGTCCTGCTTTTTCTTATGA

	6161_19
	20
	[C/T]
	AGGAAGTTTACGGCATTGACGTGCAAATGTACAGCA

	61614_26
	27
	[C/T]
	GAGGTCAGATTGGCAGTCTGGTGCTTCGTCTTGTTT

	61620_31
	32
	[T/C]
	TTTATTGGGTTTGCAGTTTCCTGCTCAGCACCGAAG

	61628_33
	34
	[T/G]
	ATAGGGCACGGGGCAAAAATATGCAACATGAATTGA

	61636_24
	25
	[T/C]
	GCCAAGTTGTGAGCACACTGTTGCTAAGCAACTGGG

	61637_16
	17
	[G/A]
	ATCATCTACACGGCAGAGACATGCTGGACATTCACA

	6164_27
	28
	[G/T]
	TACTTGTCAGGTGCAGGAATTTGCTTTTGCATGTCT

	6165_25
	26
	[G/A]
	ACATCCAAAAATGCAAACGGATGCAGGGCTATTTTG

	61654_30
	31
	[C/T]
	AAGGTACATTGTGCAGAAGGGTGCAGACATCATGGT

	61658_29
	30
	[C/G]
	AAATGTAGTGAAGCACAACAATGCAGCACCGAGCTG

	61659_4
	5
	[G/C]
	CATAGGGGCTGGGCACAGGGCTGCTTTGCTGGGGTA

	61660_33
	34
	[T/C]
	AGGTAGCCCCGTGCACACGTGTGCGCGCGCGCGTGT

	61663_9
	10
	[T/G]
	GCTTTAGAATCAGCACGTGACTGCCGTAGCGTGTGT

	61667_17
	18
	[G/A]
	TCTTGCCAAAATGCACTGAGTTGCAACCATGCGATT

	61669_17
	18
	[G/C]
	GCCGAAAGCCGAGCAGCGTACTGCACCTGCGCATTG

	6167_31
	32
	[A/T]
	TTGTAACATGGTGCAGTGTTGTGCTGGCAGTTACAT

	61677_25
	26
	[C/A]
	GGCACGTATAGTGCACATACGTGCTCGCACATTCAC

	61685_34
	35
	[G/A]
	GGAGCTGACAGAGCAGAACGGTGCAGTCATTACGGC

	61691_27
	28
	[C/T]
	AAGCTAGAATGTGCAAGCAGATGCTTTCAAAACTCA

	61693_30
	31
	[C/T]
	TATGGGAGCTCCGCAGCTCAGTGCCACCTTCACCCT

	61695_16
	17
	[A/G]
	GCCTACAGTCAAGCATAATGGTGCGAATGCCATGGT

	61697_10
	11
	[T/C]
	TTACCTTTAATTGCACTGAGCTGCATTGCACATCCT

	61702_18
	19
	[G/A]
	CAAAATCAAAAGGCACAAGAATGCACCCTGCACAGT

	61704_28
	29
	[T/A]
	AGAAATCAGTGAGCAACGTAGTGCCGTGTCTTAGAC

	61708_28
	29
	[G/A]
	ACCACTGGGCAAGCAATGTTCTGCTCAGGAACCCTG

	6171_6
	7
	[C/T]
	ACTGTTCAGTGCGCAAAACACTGCACAACACCGGAC

	61713_17
	18
	[C/T]
	GACTCCTAGCCTGCAGCCCAGTGCGACCCTGAGTGA

	61718_31
	32
	[C/T]
	ACGTGCGCGAACGCAGACGCATGCAGTCCATCAACG

	6172_16
	17
	[T/A]
	AATAAGTAGCGAGCAGTAGCATGCTGCAAAGTGATA

	61720_34
	35
	[C/T]
	GGAAGGCTTTCCGCACAGACCTGCAGGGAGCTCGCG

	61731_3
	4
	[T/G]
	TATTGTGGGAGTGCAACACTGTGCTGAACACGACCC

	61736_10
	11
	[C/T]
	ACACTAACTCCGGCACCACCGTGCCACCCACTGTTC

	61745_1
	2
	[A/T]
	CATGTTTTGCCAGCAGATATGTGCTGTCAGAAAGGA

	61747_6
	7
	[A/T]
	GATTACACTTTAGCATTAGCCTGCTGCACTAGCACG

	61748_25
	26
	[T/C]
	ACGCCTCACTGGGCACCTCAGTGCCTGAAAGGCAAC

	61749_9
	10
	[T/C]
	GCTCCAGATTGTGCAAGCCAGTGCTGGTAATTTTGA

	61750_25
	26
	[C/T]
	AATCTGCAGCATGCAGGACAATGCTCAACAAAACTG

	61751_30
	31
	[G/A]
	ACTGAGCACAGAGCATACTATTGCAGCTGAGAGAAA

	61755_29
	30
	[C/A]
	TACATTTACCCAGCATTGGCCTGCAATAACAACAAG

	61756_2
	3
	[T/A]
	TTTGCTGAGTTAGCATAACACTGCCCTTAGGGGATT

	61759_6
	7
	[A/G]
	ATGCTAACCAGAGCATCACCATGCAAAGTCGTTGTT

	61760_8
	9
	[C/T]
	GCTCCAGACTGGGCAAGATGATGCAAGAGCACAGTG

	61763_4
	5
	[C/T]
	TGTGCGCTATCAGCACAACACTGCTACCACTCACCT

	61764_19
	20
	[C/T]
	CCGACATAAAAGGCATTCGCCTGCATGTTGTAAACG

	6177_19
	20
	[T/A]
	TCGGCTATTTTCGCAAAAGTCTGCTGATCCAATTTC

	61770_19
	20
	[G/A]
	CGGCAGGTTACAGCACCTTAATGCCCCCTGAGGAGG

	61777_11
	12
	[C/T]
	TTGGTATTCAGCGCAAACAGTTGCTCAGAGACGAGG

	61778_10
	11
	[T/G]
	ACTCCGCGTCTGGCAATATTTTGCTACAAACATTGT

	61793_8
	9
	[G/T]
	TTAATTGTGCATGCACCGTATTGCATCACTGTCACT

	61796_32
	33
	[T/G]
	GAGTCTTTGTGTGCAGTGAAGTGCAGCAGAGGTGCA

	6180_7
	8
	[A/T]
	CCATTCAATGGTGCAAATGACTGCCCTTGCGTGAAA

	61808_28
	29
	[T/A]
	AGAGACTCATCAGCATCTCACTGCGCTTTAAGGAAT

	61813_17
	18
	[A/G]
	CGTGTCCCTCCAGCAACACAGTGCGAGACATGTACA

	61818_26
	27
	[C/G]
	AAAGCAACAGATGCAGACAAATGCAGCATGAAAAAC

	61826_10
	11
	[G/A]
	ACGGACGGTTGAGCAAATCAATGCACTGTAAATCAA

	61829_31
	32
	[C/T]
	ATAAGTTTAGATGCATTAACATGCTCGGCTCCGCCT

	61832_2
	3
	[G/A]
	AGGTTTTTCCCAGCAGAACACTGCCCAAAGTGGCAC

	61833_11
	12
	[C/T]
	CAAAGGAAACTCGCATGTCTCTGCCTCGCTCGCCCG

	61837_7
	8
	[T/C]
	ACTCCAGTGGCAGCACAGTGGTGCCACAGGTAGTGT

	61839_10
	11
	[A/G]
	GTAGCATAGAAGGCACAAAGATGCGGCGTGACATTC

	6185_20
	21
	[T/C]
	TCCGCTCTCATAGCACATGTTTGCACAGAAGAGTTC

	61857_4
	5
	[C/T]
	AATACAGTACATGCAGTGACGTGCAGTCATTTCTGC

	61865_18
	19
	[A/T]
	AGGGAACAGCTTGCAGTTAGTTGCCTTTCTCAAGGG

	61870_9
	10
	[T/C]
	CAGGAACTGTTGGCACACTTGTGCTTGAGCTGAGGC

	61873_11
	12
	[T/C]
	CTGTGGAGATGTGCAGGGGACTGCAAAGACTGTAAT

	61878_5
	6
	[T/A]
	CAGCTTTGGGCAGCAACACACTGCCTTACTGAAGCC

	6188_34
	35
	[T/A]
	CACTGATGAAGCGCAGCAGCCTGCTATGGTGTGGTT

	61884_32
	33
	[C/T]
	TTGCCGCATTTGGCAAAAACTTGCAAGTCTGCCCAA

	61907_17
	18
	[C/T]
	CGAGTGGGCGGTGCATTCAGATGCTCGAGTTCCTTT

	61912_26
	27
	[T/A]
	TGAGTTACAGCTGCAGTGATGTGCTTTAGCTCCATC

	61915_30
	31
	[A/T]
	AATAGTACAGCTGCAACACACTGCCATCTAATGGAA

	61919_18
	19
	[C/A]
	TTAAACTGACTGGCAGTTCACTGCTGCAACCAAAAA

	61920_4
	5
	[C/G]
	ACGACGTTACTTGCATGTACATGCGACACTGATAAA

	61921_34
	35
	[C/T]
	AGTGACATGTTAGCACTCGGGTGCTAAGCTAACACG

	6193_5
	6
	[G/A]
	GATATGAGGCTTGCATGCAGCTGCTTGGATTCCGAT

	61941_8
	9
	[T/C]
	TTGACTGATACCGCACAGCCGTGCGCTGGCTGTTTG

	61947_2
	3
	[C/T]
	ATCAGAAAAAGAGCAATACGGTGCAGTGTGGCTGGT

	61948_15
	16
	[G/A]
	CTGAACTGTTGTGCAGTGTCCTGCTGATGTTGACAT

	6195_25
	26
	[C/A]
	AAGCTGACACCGGCACAGGAGTGCACGCTCGCTCTA

	6196_16
	17
	[T/C]
	AACCAATCAGCAGCATTTCGTTGCACCTCCTAGTTC

	61962_15
	16
	[C/G]
	AAGAGGCTGGATGCACCAGTCTGCCAACAGCTTCCT

	61965_10
	11
	[C/A]
	AAGCCGACAACAGCACATTTGTGCTCTGTAACCAGC

	61966_11
	12
	[T/C]
	TTTACAGCCAATGCAGCGACGTGCTGGGATAAACAA

	61977_19
	20
	[C/T]
	ATCGGCGTAATCGCACCTTCGTGCAGCAGGCGTCCT

	61981_7
	8
	[G/A]
	GCACGGAGGGACGCATCCCTGTGCCCACCAACCTGC

	61982_32
	33
	[T/C]
	TTGGTTGGTGTTGCAGATTGTTGCTTTGGTCTTTTT

	61990_26
	27
	[G/C]
	CATTCTGCTATGGCAATCTAATGCATGCTGGCTCAT

	61991_26
	27
	[C/A]
	TGTGCTGTTGTGGCAACCTTATGCAACATCACAACA

	620_29
	30
	[A/G]
	TTCGAACTGTAGGCACTGCAATGCAATCTAAATGGG

	62006_30
	31
	[C/T]
	AAGCTGGTGGAGGCAGTGTGATGCTCCGGGCAGTGG

	62012_1
	2
	[G/A]
	CGCAAACAACCTGCACAATCATGCAAACTGCTCATC

	62014_10
	11
	[C/T]
	TAAAGCTAATCTGCAAGTTACTGCGATAAACAGCTC

	62015_20
	21
	[G/C]
	GAGCGTACTTGCGCATGTGCGTGCGTGTGCAGTGGA

	62016_10
	11
	[G/A]
	GACGTACTGCGTGCACCAGCCTGCTGCGGTATGTCG

	6202_1
	2
	[A/T]
	CAGGAGTTGAGAGCAGCCCTATGCCAGCTCTGCTCT

	62021_24
	25
	[A/G]
	GTTATGATGTAGGCAGGTGTGTGCATGTGTGTGTGT

	62026_3
	4
	[G/A]
	TACGAGTGAACAGCATGATGTTGCACTGTTTTGTGT

	62030_25
	26
	[C/T]
	AATATCAGCGGAGCATCGTGTTGCTCACACGTCCCT

	62034_32
	33
	[G/A]
	CGTAAGATATTGGCATTGGTGTGCTGTGGGCAGAGT

	62036_27
	28
	[G/A]
	GAACGTGTAAAAGCAAGCAAGTGCAAAGCCATTTTT

	62038_20
	21
	[G/A]
	GCAGCCTCCACAGCAGTTAGGTGCCTATTTAGCTGT

	62039_10
	11
	[C/G]
	TAATCGCTTTCGGCAAGTGTGTGCGTATTGTAGTTT

	62044_26
	27
	[T/C]
	AGGAAGTGGAACGCACGCAGGTGCTGTATACAGAAG

	62046_5
	6
	[C/T]
	CTTTACTCGCTTGCACTGTGTTGCTGGAAAGGAGGC

	62056_29
	30
	[C/T]
	GTGTCGTGACAAGCATTTCGATGCTATTTCGGAGCT

	62059_32
	33
	[G/T]
	ACACTGTCAAGCGCACTGTTGTGCTAATGTCTGCCT

	62073_29
	30
	[A/T]
	CACCACCTGTTTGCACATCCATGCACAACATGCATT

	62074_27
	28
	[A/G]
	GGCACACCTGTGGCACCTCTGTGCCACATATTTAAG

	6208_10
	11
	[A/C]
	TATAACCCAAATGCAAGTAACTGCTACACGTCTGTA

	62080_6
	7
	[A/C]
	CAATCCAATGATGCATAGTGGTGCAGCGTTTGCTTG

	62083_31
	32
	[G/A]
	GAAATATTGAAAGCAATTGGTTGCGTGCCAGGAGGA

	62086_7
	8
	[C/T]
	CCATGTGCGTGTGCACGTGTATGCGTGTATATACAG

	62094_8
	9
	[C/T]
	ACCCAACCCGGTGCAGGACTCTGCTACATGCTGCCC

	62098_1
	2
	[T/C]
	CTGCACTACTGAGCAAAAGGTTGCGAGTTCAACTCC

	62106_24
	25
	[A/G]
	GTGGACCTTTCTGCAGAAGATTGCACTGCACAAGAG

	62108_24
	25
	[A/C]
	GCTTCGTATTATGCAGCTGCGTGCATGACTGAACAT

	62109_5
	6
	[C/T]
	TATCCTGAGTTTGCATGTGTTTGCATGTGACAGATT

	62116_32
	33
	[C/T]
	CCACGCCCACCTGCATCAGCGTGCCAGCACACCTTT

	62126_29
	30
	[G/C]
	CCACTTGGAGAAGCACAAAATTGCTGTGGGCCCCTT

	62130_33
	34
	[C/G]
	ACAGTCCGACTTGCAGTGGAATGCTTTAAATGACAG

	62134_7
	8
	[T/C]
	GCAGATTTTGAAGCACACCACTGCCTTTTAGGCACA

	62136_17
	18
	[G/A]
	TGCGTATTTGAAGCAGGGAACTGCAAAAGAGGCGTG

	62144_19
	20
	[C/T]
	GATGTGTAGACAGCAGGATCCTGCTTCTGTGCAATG

	62148_20
	21
	[G/C]
	TATGTTCTTCATGCACAGCAGTGCAGTGGAACAGGT

	6215_16
	17
	[C/A]
	ATGCTTCATTATGCACCAATCTGCTGCACAAACTCG

	62158_4
	5
	[G/T]
	GCGTGTTCTATCGCAACGGGATGCACACCATGAACA

	62159_1
	2
	[C/T]
	TCTTTGACTTCAGCATCTGCTTGCTGCTGATCTTTA

	6216_29
	30
	[C/G]
	CCCCTGTAGGCAGCACGGCGCTGCTGGAGCAGGTTC

	62166_28
	29
	[C/T]
	CTGTGACCATTAGCAAATTTGTGCTGTGCTTGTCCA

	62171_10
	11
	[T/C]
	ATACTATGGGTGGCACAGTGGTGCCACAGGGAATGA

	62173_1
	2
	[G/A]
	GGAATACCAATAGCAGTGAGATGCAGCACAGCATTT

	62174_15
	16
	[G/A]
	CCTGATGCGAGAGCAGAATAGTGCATATGGGTGTGA

	62182_17
	18
	[G/A]
	TGTCTCACTGCAGCACGGCATTGCAGCCCCTCGACG

	62184_2
	3
	[A/T]
	TGACGAGATGATGCAACTTCCTGCTGTGTTCAAAAT

	62185_27
	28
	[A/T]
	CCGAGGGATACAGCAACAGCTTGCAAAAGTTCTTTG

	6219_28
	29
	[C/A]
	ATGTTTTTCTTTGCACGCAAATGCTCCACCTTGCCA

	62197_25
	26
	[C/T]
	ACTAGTATGGTGGCAGGATGGTGCTTCAGAATCTTA

	62200_17
	18
	[G/A]
	ACCACAGGGACAGCACTGAAATGCAATCAGCCTCCA

	62205_27
	28
	[C/T]
	CATTGCTGAATGGCAGTCTCCTGCCATCTCCCACTG

	62207_27
	28
	[A/G]
	GCTGGGGTGATCGCACCTGGTTGCTAAAAGAAGTGG

	62212_27
	28
	[A/G]
	GGAAAAGGCCTAGCATGACTGTGCCCCAGTCCACAA

	62217_15
	16
	[G/C]
	TATGTAATTTTAGCAGGCCAATGCTGCCTTGAGTGA

	62229_27
	28
	[G/A]
	GTATAAATTTTAGCAGAGCAGTGCATCGACGTCTAA

	6223_19
	20
	[A/G]
	TTCCAGTGGGACGCATATAAATGCAGGAAGTGATGC

	62238_11
	12
	[G/A]
	AGGAAGGAATTGGCACATTTGTGCACTCAGATCTTG

	62239_30
	31
	[T/A]
	TCATGGCATGTTGCAGATAGGTGCTAATTTTCCCGC

	6224_9
	10
	[A/T]
	GCTCTTATCAGTGCAGCTGAGTGCGTTTGGGATTGG

	62256_20
	21
	[G/A]
	ATGTCTATGCCTGCAGACACGTGCGTGGGCCTGTCT

	62268_34
	35
	[T/G]
	TCTGCATCCAGCGCAGAGTGCTGCTATACAGGAGTA

	62272_32
	33
	[A/G]
	GAAAAGTCCTCAGCAGTACCATGCATGTTTCAGCTG

	62274_30
	31
	[A/T]
	TGAGTGCCCAGGGCAAATTTATGCCTGTTAAAGTGC

	62279_29
	30
	[C/T]
	CCATCCTGCTTGGCAGTGGTTTGCCAATTCATTAGT

	62281_5
	6
	[C/T]
	ACAGGCTGCCCTGCAGGACAGTGCTCACGGTACCTG

	62283_15
	16
	[T/A]
	GTCCAACCATGCGCATAAGCATGCCAACATATTTTG

	62290_18
	19
	[T/C]
	ATGCTACCTGTGGCACCATTGTGCCACCACAGATAA

	62292_31
	32
	[T/G]
	GGGCCGTGTTCAGCATAACAGTGCTAATGTCTGTCT

	62299_25
	26
	[G/A]
	CATGCAGCGGCTGCACTGTAATGCGGACATCTGCAC

	62301_25
	26
	[A/G]
	GGACCTGATTCAGCAACAGGCTGCTATCGCCGCTTT

	62312_33
	34
	[A/G]
	GCGACCAGGACTGCACAATGGTGCATCAGATCTAAA

	62319_18
	19
	[G/A]
	ACACCACCTTATGCATGAGAATGCCCTGAAGACTCA

	62325_2
	3
	[C/T]
	AGTGGCTTTGCTGCACCCTCGTGCATTTATGCACCT

	62327_11
	12
	[T/C]
	TGCTCAGGTAATGCACAAACCTGCCACAAACTACCA

	62328_2
	3
	[C/A]
	CCCATACCACAGGCATGATTCTGCACGATTTGGTAC

	62330_24
	25
	[C/T]
	TGCTAATGCCCTGCAGGTCAGTGCCATAATGTGAAT

	62341_15
	16
	[G/A]
	ATGCCCAGGCTTGCAGTCTTGTGCTTGGGTGTATTA

	62342_34
	35
	[C/T]
	TATTAGAAGTCTGCAGATGGCTGCCAGACGTCCACG

	62344_34
	35
	[C/T]
	CTGGGAGCTGAAGCAGCAGTGTGCTGATTCTCATCG

	6236_1
	2
	[C/T]
	TCACAAACCTGTGCACATTTTTGCTTGTGTGTTTGC

	62363_17
	18
	[G/A]
	GTTAAGAAACCAGCACCGGTTTGCTCTGGACATGTC

	62364_30
	31
	[G/A]
	TGTACAGTGCGGGCACCATGATGCAGCACAGGTACG

	62371_20
	21
	[C/T]
	CAGGCAGTTTTTGCACCCTCCTGCTGACTGATAACT

	62376_6
	7
	[T/C]
	CTCTTCTCTCCTGCAGGGCATTGCGGGTGAGAAAGA

	62379_9
	10
	[C/T]
	TCCGTTCGCCCGGCATCACCATGCGGGTGAGACACA

	62388_25
	26
	[T/C]
	ACGTTGAAGTATGCACACCGCTGCTTGGTGTCTACG

	62390_9
	10
	[A/G]
	GGGGTTGATAGAGCACGAGTTTGCTTTCATAACCAC

	62400_26
	27
	[C/T]
	CCCCACTCAGAGGCACACTACTGCTCCATTACCCCC

	62401_11
	12
	[T/C]
	AGAGACGAAAGTGCACAATAATGCCATGAATGTGTT

	62403_15
	16
	[C/T]
	TCAGAGCCAAGAGCACGCAGATGCACTGCTGAAGGA

	62439_3
	4
	[T/C]
	AACTGCTACTGTGCAGTATTTTGCAGGCAGAAATGA

	62440_9
	10
	[G/A]
	AAGAGGGGGGATGCAGGAAGATGCAGAAAAAGATGA

	62448_2
	3
	[C/T]
	TTCCACTCCTACGCAATCTCCTGCTAATCACAGTTA

	62451_8
	9
	[A/T]
	TCAGAAGTAAATGCATGGGGTTGCATTGCTGATGAG

	62465_31
	32
	[A/T]
	ACAACAAAGTGGGCATCATCATGCACCCTACATAGT

	62471_27
	28
	[C/T]
	GCCTCAACAGTGGCAATCTCGTGCCATCAGTCTCTA

	62473_3
	4
	[A/G]
	ACAAAGCTGGGGGCATTCCCCTGCTAGCCTGGCGTC

	62479_34
	35
	[C/T]
	CTCCACAGCAGGGCAACCCACTGCCATGTGACCTCA

	62482_27
	28
	[G/A]
	AACTAGCCAACTGCATCAAACTGCTACGAGCACACT

	62486_31
	32
	[C/T]
	CATCCAAGTTGAGCAGCCAGGTGCTTGTCACCTTAG

	62488_34
	35
	[A/G]
	GTGTAAACTCATGCAAGTGTGTGCGTGTGTGTGTAA

	62493_15
	16
	[T/C]
	AGCCACACAAAAGCATTCGACTGCTGCTGATGGTGA

	62495_34
	35
	[A/G]
	ACACTACCTACGGCACCACTGTGCCACCCAATTTAG

	62496_6
	7
	[G/A]
	ATTGCAGAATCAGCAGGGACATGCCCAGTATCTAAG

	62505_9
	10
	[A/G]
	ATCTACACTAAAGCAAAGGTTTGCCAGGCTGAATTT

	62525_7
	8
	[G/A]
	CAGACCAGAGCAGCACCACTGTGCTGGTCCACCTGC

	62527_32
	33
	[T/A]
	TCGGCTCTGAAAGCAGCGAGATGCCAGGAAATTAGA

	6253_2
	3
	[A/G]
	CCAAACAATAGAGCAGAAAGTTGCAGGAAGTCCCTG

	62534_31
	32
	[C/T]
	TCCTAATAGGAAGCAGACCTCTGCTGGAGGTCGCTT

	62536_8
	9
	[C/T]
	GCCTCCCACGGAGCACTGATGTGCTTGGCTGATGAG

	62538_10
	11
	[T/C]
	GGGCTGGACGTGGCAGGTGGTTGCCTTCCTTCCACC

	62544_10
	11
	[G/A]
	GTGTGTGTGCGTGCATTCACATGCACAACCTCCCAA

	62557_5
	6
	[T/G]
	GGCTGTGTTAAAGCAAAAACGTGCAGAGAGGTGCCT

	62560_2
	3
	[C/T]
	CTCCTCAGAGCTGCAGTCAGCTGCTGGAAAGTCCCG

	62561_33
	34
	[T/C]
	CATTGGTTGGGAGCAGTACAGTGCATTCTGATCTGA

	62562_1
	2
	[T/C]
	CTAAGACTGCAAGCAAATTCCTGCCAACAGCACAAA

	62569_33
	34
	[C/T]
	GGACCGAGCACTGCAGATGGGTGCGATGATCTTCAA

	62570_10
	11
	[T/C]
	TGGGTTATTTTAGCACTGGAATGCAGTGACAAGCCC

	62578_18
	19
	[C/T]
	AAACATGTCCCAGCACGACAATGCCCCTGTGCACAA

	62587_28
	29
	[C/A]
	TTAGTGTGTGATGCACAACACTGCAGCGCCTACATT

	6259_29
	30
	[T/C]
	AAGCAGGGACATGCATGCATCTGCACGCCTACACAC

	62592_31
	32
	[A/G]
	CTTGGAGCAGTGGCACTGGCTTGCAGAGAACGTCAT

	62596_1
	2
	[G/A]
	TGAGACACTTCAGCAGTTTTTTGCTCACATGATTCC

	62598_16
	17
	[C/T]
	AAGTCCTCAGCAGCATCCTCTTGCCTTGTGTTTTTT

	626_17
	18
	[G/C]
	TACCAGTGTGCAGCAAAGAGGTGCGAGAGGTTGGCA

	62602_18
	19
	[C/G]
	CCTGTATGCACTGCATGCCACTGCTAACTACCATTA

	62608_3
	4
	[A/G]
	GTAACACACATGGCAAGGAATTGCTACGATGAGATT

	62614_17
	18
	[G/A]
	TGAAAGAGGAATGCATTGCCTTGCACACACACACAC

	62615_17
	18
	[A/T]
	GTGTAAAGAGGTGCAGAAAGGTGCCAATTAGGATGT

	62620_19
	20
	[C/T]
	GTGTCCTGATTGGCAGTGCCATGCTGGAAAAACGAA

	62628_28
	29
	[C/T]
	GGGGACGGGATGGCATTTGGATGCATTCCTCGAGCA

	62629_32
	33
	[T/A]
	GGAGCCACACTAGCACATTTCTGCGCCATTGTTCTC

	62632_29
	30
	[A/G]
	CTTGTGACTGCTGCATGGAAATGCAGGACAGAACCT

	62635_9
	10
	[A/G]
	ATGTTTAGTAAAGCACGTGATTGCTGCCATTCAATG

	62638_3
	4
	[A/G]
	AAGAGCTTTCATGCAGCATCCTGCTGTCACCTGATT

	62655_17
	18
	[A/C]
	GCTCAGCCAGGTGCACCATGTTGCTTCTGATTGTTT

	62658_4
	5
	[G/A]
	CATTGAGAGGCAGCAAGCGCCTGCTTGTTCACTTAA

	62660_20
	21
	[G/A]
	ATGGCAGTAAATGCAGTCCAGTGCATTTTTTCTCTC

	62667_19
	20
	[A/G]
	CAGTCGTTTAAAGCATTTCACTGCAAGTTGTGATGC

	62673_2
	3
	[C/A]
	ACCCCGAAGGTGGCACAGAGGTGCCAGGAGAGGCTG

	62676_27
	28
	[A/G]
	ATCAGCACAAAAGCAGAGGAGTGCCGCAGTCCACTG

	62679_32
	33
	[G/A]
	GGCGAAGGCACTGCAGTCTGATGCGCGCTAGCGTCG

	62683_24
	25
	[A/C]
	GCAAAGAGATTGGCAGATTTATGCACAAGCCTCAAT

	62684_34
	35
	[G/A]
	GCCAGACTTACGGCAGCATGATGCATACAGTCACAG

	62687_26
	27
	[G/A]
	CCCTGCCTGAAAGCAGACATTTGCGTGAGTATTTTA

	62688_15
	16
	[C/T]
	AATGACAGGGTGGCACGGTAGTGCTGCAGGAAGCGT

	6269_15
	16
	[A/G]
	GGTGCATGCAGGGCAACTTATTGCTTTCCTGTCAAG

	62696_33
	34
	[G/A]
	AGCTCTCACGAAGCAGGAGCATGCAGAGGGACCAGA

	6270_18
	19
	[A/G]
	CGCAGCGTGGCAGCAGCGAGCTGCACAATCAGGCGG

	62701_29
	30
	[A/C]
	CACCGTACCGCAGCAGAGAACTGCAGGTAAACACAC

	62709_10
	11
	[C/T]
	ACACATGCATCAGCAGCATGTTGCATAATCTCAGTG

	62711_16
	17
	[T/A]
	GAGCGCTAACCGGCACTAGTGTGCTAGCAGGAGGTC

	62717_15
	16
	[C/T]
	TGCCGAGCCTGTGCACTCAGCTGCACCAGTAAAATA

	62721_32
	33
	[G/A]
	ACAGCAACATCTGCAGCCATCTGCCTTACAGAGAAA

	62722_10
	11
	[C/T]
	TATGGTTCCTCAGCAAAGCCATGCATTTTCTCCAGC

	62726_27
	28
	[A/G]
	TCCGGGCACACTGCACAGAGCTGCTTCATTACTCAT

	62727_25
	26
	[G/A]
	TGCTCAGAGGCAGCAGGGAACTGCAGAAAATGAACT

	62729_11
	12
	[A/G]
	TGCCTCTCGCCAGCACGTCCGTGCTCATGATTTCAG

	6273_27
	28
	[T/G]
	GTGAGAAATATGGCAGCTCAGTGCGGCTTTCATTCC

	62731_28
	29
	[G/A]
	GCTGACGGGGGCGCAGCGGGGTGCGGGCGCCGGTCC

	62732_3
	4
	[A/G]
	ACCAATGAAAGTGCAAATCCCTGCGCCTGAACCAAA

	62737_4
	5
	[C/A]
	TATTCTTTTAGCGCAAGGCAATGCTACTGGAGGACA

	62743_10
	11
	[T/C]
	GGGCTGCAGCTAGCACTATCATGCTGCACACTGAAC

	62746_28
	29
	[G/A]
	GCACCGTGTGGAGCAGGTTGGTGCCCTGGAACCCGC

	62751_28
	29
	[C/G]
	CGCCGAAGCCAGGCATGTCCCTGCGTATGGGCTGAG

	62755_1
	2
	[C/T]
	CCTATCTATGTAGCATGCTCATGCAACCACCGCAAG

	62768_18
	19
	[G/A]
	CTGCAAGCCTGTGCAAAGGAGTGCTAAAGAATTCAC

	62779_24
	25
	[G/A]
	CTGTAAGTTGTTGCACGTTGTTGCGAGTCTCTTTCG

	6278_34
	35
	[A/G]
	CCTTAGAAGCAAGCAGTGCCATGCTTGCTGCAGCAA

	62784_2
	3
	[A/G]
	TAAAGGCGGGTGGCAGTACTGTGCAGGCTTAAATTC

	62789_28
	29
	[G/T]
	GGCCCACCAGTGGCACTGAGCTGCAGCTGCCACCCT

	62794_2
	3
	[G/A]
	CAGACATATGTGGCACCACTTTGCAGCACAGCTGGA

	62796_2
	3
	[G/A]
	CCGTGCAGACCTGCACATTTTTGCAGCTCCCCAGTT

	6280_17
	18
	[A/G]
	GTATGGGTGATAGCAGAACATTGCCCAGAGCATCAA

	62808_4
	5
	[G/T]
	ACTCTGCATTGAGCACTTTGTTGCAGACTTTGCACT

	62811_10
	11
	[C/G]
	TCACTATCTGCTGCAGGGACTTGCGATCTGACAACT

	62814_30
	31
	[G/C]
	GCAATGTCATGTGCACTCGCATGCAGGCTAGAGCGT

	62815_27
	28
	[C/T]
	GAGAGCTTGGAGGCATATTTGTGCCGGCGTGTGTAT

	62820_8
	9
	[G/A]
	GAATGGGAGAAGGCAGGGTCATGCAGGAGAGCAGGA

	62821_32
	33
	[T/C]
	TAACTGACATTAGCAGCATGCTGCAGACCACTTGCA

	62824_32
	33
	[A/G]
	CCTTTGCTTTGTGCATTCCGCTGCATCAATACATTC

	62825_32
	33
	[G/C]
	ATCCACAACAAAGCAGCAACATGCGTGTGTGTGTGT

	62827_1
	2
	[C/T]
	TCACAGCAAGAGGCAGCACATTGCCTCTAGACCTCA

	6283_7
	8
	[A/G]
	CTGTCTCAAAATGCAGGCTTGTGCTCTTTCCTATTA

	62835_4
	5
	[C/T]
	GTTTCAGAGACTGCAGCATGTTGCCTGATCAGGATG

	62843_2
	3
	[C/T]
	GCCGAGGCTGTAGCAGTGTGATGCACAAGCATCGTA

	62849_31
	32
	[T/C]
	GGAGGTTACAATGCACTTGTGTGCGTGCATATGTGT

	62861_2
	3
	[C/G]
	AACAAAAACTCAGCAGGTAGATGCTCACCTGCACAT

	62865_18
	19
	[G/A]
	AGACCAGGTTTAGCACAGGCTTGCAACAACAAAAAA

	62872_6
	7
	[A/T]
	AGACACAGTGACGCAGGATCTTGCCTGATAGCAATC

	62876_7
	8
	[C/T]
	TGTATCTCAGACGCACGGACATGCAGTATGGCGAAC

	62877_29
	30
	[A/G]
	GCTCCTCCAAGGGCACAGAGATGCGTACCATACTGA

	6288_31
	32
	[T/C]
	ACTGTCTACACTGCAATGAGATGCCCATAGATGGAG

	62883_15
	16
	[A/C]
	TGAAAAGTCAAAGCAAATCATTGCGAAAGCTCGTCT

	62885_16
	17
	[C/A]
	CAGGTATAAATTGCAGCCCAGTGCAGCCAAAACTAT

	62886_9
	10
	[A/G]
	TAGCCGCTCATTGCATGCATTTGCTGCTGACCCTCA

	62887_30
	31
	[T/C]
	GAGGGCAAAGGGGCATAGGGCTGCTACACATGGGCA

	62888_3
	4
	[A/T]
	AACAGGCCCTCGGCATGGCACTGCTTTCCACATGCT

	62892_4
	5
	[G/A]
	TTCCGCACACATGCACGATATTGCCGCAGCAGTAAA

	62894_25
	26
	[C/G]
	AGTGTACCATATGCACGCTTTTGCACACACACACAG

	62895_3
	4
	[T/C]
	TGTTCACCCCAAGCAGATAGGTGCAAGCAGCATAGA

	62898_33
	34
	[A/G]
	GGGGTGTGACCAGCAGGCTTGTGCGGGCTGGTTAGG

	62902_3
	4
	[G/C]
	TGCGTTTGTGTTGCAGGGATGTGCCAATTGTCGGCT

	62905_30
	31
	[C/T]
	TGTGTTGCCGAGGCATGTTTGTGCATCTCTCGGTTG

	62911_27
	28
	[C/T]
	CCACACAGCATGGCAGTGGTTTGCTTTCTACCTTGA

	62914_15
	16
	[G/A]
	ACACACTGAAATGCAGAGGGCTGCGTTTGGGCTGGA

	62919_34
	35
	[T/A]
	AGGCATAATAAAGCAGGGAGTTGCAGCACTGCTCTA

	62920_9
	10
	[G/T]
	GATGTTGTTGTAGCAGCGGGTTGCCAATATATCTCA

	62933_1
	2
	[G/A]
	GGAGAGGAGTCAGCAGTAATATGCCAACCAGCATCT

	62941_26
	27
	[C/T]
	TGCTCGTAGGGAGCAAAGGCCTGCTTCCTTAGAGAC

	62947_34
	35
	[G/A]
	TTCTCTACTCCAGCAAAGCACTGCTGTGTGAATTGG

	62950_19
	20
	[A/G]
	GAGAGGATGAGAGCAGTCCAGTGCCAAAATCCTTTC

	62963_20
	21
	[G/T]
	TAGGACCTCCCTGCATTCCCGTGCTTGGTCTTAAAT

	62966_5
	6
	[T/G]
	GACATTGGCTGTGCAGCTGCATGCTAGAATTACATC

	62979_20
	21
	[G/C]
	AGTAGCTGGTCAGCAAAAATGTGCAGAGTTTGCTAA

	62981_31
	32
	[T/C]
	TTCACACACACAGCATCACAGTGCAGGATAATGTGT

	62982_11
	12
	[A/G]
	GACATGTTGAGAGCATGAGAATGCCACAGGATTTCT

	62987_28
	29
	[G/A]
	TGCTGCGAAGAAGCAGTGAAATGCTGGTGAAGAAAC

	62990_19
	20
	[A/G]
	AAGGCCCTCTCTGCAACCAATTGCTATTGAGGGGGT

	62995_6
	7
	[T/A]
	GCCTTTTAAATGGCATGCTGTTGCACTGCACAGGTT

	62996_15
	16
	[T/C]
	TCTGAGTTCTCAGCATACAAGTGCTGATGCAACATG

	630_24
	25
	[T/C]
	TATAGTGTTTAAGCATTGTGCTGCCGTCGCATGATT

	63005_29
	30
	[A/T]
	GTGTTTATTGCTGCACATTACTGCAGCCAAGTTTTC

	63020_11
	12
	[A/G]
	ACACAACACAGAGCAGTCTCCTGCTTGAGGAAAGAG

	63024_27
	28
	[C/G]
	AAGCAGCAAGTTGCATTTATCTGCCTGCTTTAGTAT

	63028_7
	8
	[G/A]
	GGCATCGGCAATGCACTGTACTGCCATCTGCTGCAA

	63036_29
	30
	[C/T]
	GCTTGCTTGAGGGCACAAAAGTGCCAACTCATCAGT

	63045_11
	12
	[T/G]
	TCCTCAAGTCTTGCAAGATTCTGCCTTTTCTCCAGG

	63047_25
	26
	[A/C]
	TCCAACTGTATGGCAATCGCTTGCTAATTATTGCGC

	63051_1
	2
	[C/T]
	TCGTCCTGTTATGCACTTGTCTGCTTTGAAGCAGGC

	63055_29
	30
	[G/A]
	TTCAACAGCTCTGCAAGAACATGCAGAAGGAGGTGG

	63059_28
	29
	[C/T]
	GAAGCATTGTGTGCATTTGAGTGCGTTTCTGTGTAT

	63062_16
	17
	[C/T]
	CCTTGCTTGCTTGCACCATCATGCCCCAAGACATCC

	63068_7
	8
	[G/A]
	CCACATAGAACAGCAAAAACATGCCAGCTGTTCTAT

	63080_17
	18
	[G/A]
	ACATGACTGCTGGCACGGAAATGCCTTTTATTTCCA

	63094_34
	35
	[C/G]
	CAGCCTGGTAATGCATGCAGGTGCAGCCTGGCTCCG

	63106_29
	30
	[C/T]
	CAGCCTTTGGGAGCAGTCAATTGCACTGACATCTCT

	63107_8
	9
	[G/A]
	GATGGAGCGTTCGCACCATGGTGCACGCAGCCTTGG

	63109_28
	29
	[A/G]
	GCATCGTGGAGGGCAGGCGGCTGCGCGTAGGCGAGT

	63132_24
	25
	[A/G]
	TACACTCTTCCAGCAATCATCTGCACAGCAACAACA

	63133_4
	5
	[G/A]
	GCATGAGTTAATGCATTGTAGTGCCGCCCCATAACT

	63134_8
	9
	[T/A]
	AACGCCTGTAGTGCAGTGGAATGCTGAAATAAGAGA

	63135_2
	3
	[A/G]
	CCGCAACACACTGCACACTAATGCAGTCACACATTT

	6314_1
	2
	[A/T]
	AAATTCTCCACAGCAGGTGGATGCAAAGCTCAGACA

	63143_4
	5
	[T/C]
	TAACTTGTACATGCATTGCAGTGCATTCACACACAC

	63155_30
	31
	[T/G]
	AAACATGTTCCAGCAAAACAATGCACCTGTTCACAA

	63157_7
	8
	[C/A]
	ATCAATCCCACTGCAGATCCATGCACCAAACTGTTT

	63158_16
	17
	[G/A]
	CAAGATTCCTGTGCACGTCCCTGCAGTGAAGGATTC

	63166_10
	11
	[C/G]
	GACAAAGGTACTGCAGTGTTCTGCTTCCAGGACTTT

	63184_16
	17
	[G/A]
	GTGCTGCTCAGGGCAGAAGTTTGCACGCCTGAAACG

	63192_32
	33
	[C/A]
	CCTGTTGAGAATGCATGTCTGTGCTTTAGCCTCTTT

	63212_32
	33
	[G/A]
	TGTGATTTGTATGCAGTACCTTGCAGGCACCAGAAT

	63213_31
	32
	[A/G]
	GTGGCGAGGTCTGCAAATGAGTGCACTCAACAGATA

	63216_1
	2
	[T/C]
	GTGAGATCAGAAGCAAATTGCTGCCCTTATCCCATA

	63219_16
	17
	[C/T]
	ACTTTGCATGCTGCATCATGTTGCCTACTGTGGGAA

	63221_1
	2
	[C/T]
	GCTCCCAATGCGGCAAGTTTCTGCGAGAAGAAGCGC

	63224_11
	12
	[C/T]
	AAGTAATCTGACGCAAGTGTGTGCTGACTTCCACAT

	63229_3
	4
	[A/G]
	TGTATTAGGTGGGCATAGTGCTGCATTACTCCACAC

	63231_26
	27
	[C/T]
	GCTGTTTGTTCAGCAGACAAATGCCTTAGGTGCCTC

	63236_33
	34
	[C/T]
	TAACTACAGCCAGCATTGTATTGCTGCTGATTGCAA

	63238_24
	25
	[G/A]
	CCATGGCGTGAGGCAGCAGTATGCGTACCGGCAGCG

	63244_9
	10
	[G/C]
	GTTATCCAGGCTGCATGGTGCTGCAGATAATGTGTT

	63245_11
	12
	[C/T]
	AATTCCAAATGCGCAGAGCTCTGCTTTTCACGAAGG

	63251_17
	18
	[G/A]
	CCTTAGGGTGATGCACAGAACTGCTGTGAAGTAAAG

	63258_16
	17
	[C/T]
	CAGAAACATCCAGCAGCGAAATGCTTGCCTTTGGAA

	6326_19
	20
	[G/T]
	ATAGACTGGAAGGCAAAATGCTGCACGTTAACACAT

	63263_5
	6
	[C/G]
	TTTCGCCGAAGCGCATTGTTATGCAAACGTGCAGCA

	63265_9
	10
	[C/T]
	TCTGGGAATCCCGCATTGTGGTGCATGAACCGTGCT

	63267_28
	29
	[C/T]
	CTGCAAAGCTCTGCAAATGTGTGCAGGGCCATGTAA

	63281_25
	26
	[A/T]
	GGTGTCAGTCAAGCAGCAGATTGCCAGTGTGTGTGT

	63288_4
	5
	[C/T]
	GGCCCTGGTGCTGCAGAGATCTGCCACATCCAGGAA

	63294_30
	31
	[C/T]
	CCAAGGACACGAGCAGCGTGATGCCCATTACACACA

	63296_16
	17
	[G/A]
	CGAGTTGAGCACGCAGGATCTTGCTTTCCTCATGCT

	63300_26
	27
	[T/A]
	GGCAGGTTAGTGGCACGGGGTTGCTTTAATTAGACT

	63322_4
	5
	[T/A]
	TGCATGTGTGTGGCACAACAATGCCACAAAGAGTCT

	63345_11
	12
	[G/T]
	GTGTGTGTGTGGGCATACCTCTGCTCCACACAGGCT

	63347_34
	35
	[C/T]
	GCTAGGTGGTCAGCAAAAAGTTGCTGCACAGGTCCG

	63348_18
	19
	[C/G]
	CAGTGCTGCGATGCATTCCCTTGCATGTGCAGTCAA

	63349_25
	26
	[C/T]
	TACAGTCCACACGCATTAAAGTGCTCATTCACTTCA

	63354_11
	12
	[G/A]
	AAATTGCCCTAGGCATGTGTTTGCAAGTACAGAGGT

	63355_3
	4
	[A/G]
	ACAAGACAGGGTGCATTCACATGCTTAACTGTGCAC

	6336_34
	35
	[G/T]
	ACTCCTGCAAATGCAAGAAAATGCACATCCTGTGGG

	63363_34
	35
	[A/G]
	CGACAATACCAGGCAGCCGAGTGCCAGGAGAGCGAG

	63367_25
	26
	[G/A]
	GTTCGAGAAGCCGCAAAAGGTTGCCGGGATTGTCTC

	63368_33
	34
	[G/T]
	TGAATTTCACCTGCAGGCGTTTGCATTTGAAATGAG

	63371_25
	26
	[C/T]
	TGCAGACTATGTGCAGAAATGTGCCCGTCCAAGTTG

	63374_32
	33
	[G/C]
	AACAAACACCAAGCAGCTGCATGCAAACAAGGGCGT

	63379_18
	19
	[T/G]
	AACAACCCCACAGCATCATGCTGCCACCAACATGCT

	63384_9
	10
	[G/T]
	GGGGAGTTTTTAGCAAACCAGTGCACCCATAGGAAA

	63390_15
	16
	[T/C]
	GCAAATGAGGCAGCATAACAGTGCTGGGAAAGAGAA

	63393_33
	34
	[C/G]
	CACCACTTCCCAGCAGTGCTCTGCTGATTTATTCAG

	63409_6
	7
	[T/C]
	GCATGCTAAAATGCATGAAGCTGCATGCTGGGATTT

	63412_7
	8
	[C/T]
	TAGGGTGCGAAAGCAGCTTATTGCCGCAGTCAGTCA

	63415_16
	17
	[A/G]
	CACTGATCAATGGCAAAGGCTTGCCTATCTGCTTTA

	63418_34
	35
	[C/G]
	CATGTAGCAGGAGCAAAAATCTGCACCATACTTCCG

	63433_10
	11
	[G/T]
	ATACACAGCTGGGCAGAGGAGTGCCCACATTGTGTT

	63434_10
	11
	[A/T]
	ATAAGGGCTTATGCAGGTCCCTGCCACTTATAGTGA

	63435_3
	4
	[C/A]
	GAGCGAGAGAGAGCACAGAGCTGCTGTTGTTTTATA

	63438_8
	9
	[C/T]
	CTGGTGGATAGGGCAGCTTGTTGCTGTAATCTTTGT

	63451_31
	32
	[A/T]
	CTCTTCTCACTGGCAAGACAGTGCAGGAAACATTCT

	63464_3
	4
	[T/C]
	GTTCAGGATTGAGCAACACAATGCTGCAAGGGACGG

	63465_25
	26
	[G/A]
	TAAAATCTGAGTGCATCAGCATGCCGGTCCCAAGCG

	63469_31
	32
	[C/T]
	GAAAGAAAGACAGCAGGCTGGTGCATACTTTCATAG

	63471_1
	2
	[A/G]
	AAAATAGGCTTGGCAACCCAATGCCAGTGCATTTGT

	63472_26
	27
	[T/A]
	GTTTAATCACGTGCAGCCATTTGCGATTCTTACTCA

	6348_16
	17
	[A/G]
	AAAAATAACACGGCACAATGCTGCCATCGCTGTCTG

	63481_17
	18
	[G/A]
	AGCTCCTGCATGGCAGCGCCCTGCAGTTTTTCTGCA

	63494_17
	18
	[T/G]
	GTGTTACTGTCTGCAGCTTTATGCCCTGATGCATAT

	63496_25
	26
	[C/T]
	GGAATAAAACATGCAGCACCCTGCTCACTTCTCACC

	63499_3
	4
	[C/T]
	GCCCGGTCCAGGGCATATTTCTGCTTTAAAGCTGAC

	6350_34
	35
	[C/T]
	CTTGTTTGACTAGCAACATCATGCCAGCTAGCTTCA

	6351_34
	35
	[C/T]
	TGGCCAAGAAGAGCAGTGCCGTGCACAGCTGCTGCG

	63510_33
	34
	[A/T]
	AAACTACCCACTGCACAATAGTGCTGCCTAAGCAAA

	63518_32
	33
	[A/T]
	TACAAGCCTTGTGCAATACTATGCTTACCTGCACCC

	63519_32
	33
	[A/G]
	ACTTTGTGTAAAGCAGTAGACTGCCGTTCAGTATCC

	63520_31
	32
	[C/T]
	TAGTTTCAATATGCAAACGTGTGCCATGCAGCGCCG

	63526_3
	4
	[A/G]
	GTCACACCTGGGGCAGATTAGTGCATCAAACTACCA

	63529_19
	20
	[G/C]
	GATGACATACCCGCACAGCGCTGCTTACTGATAACG

	63538_9
	10
	[C/A]
	AACCTCAAGCTTGCACAAGTTTGCTCAGCAAACACA

	63542_8
	9
	[T/C]
	CAATAGCCTGGGGCAGAGAAATGCGATTAGCAAAAA

	63552_11
	12
	[C/T]
	AAAAAGCACAACGCAAGCGTTTGCAAGGACACCAAA

	63561_11
	12
	[C/T]
	AAATATTTGCCCGCAGGTCACTGCTTCCTCTTTTAA

	63562_28
	29
	[T/G]
	GACGTGAGACTTGCATTCAGCTGCACGGTCATGAAA

	63567_26
	27
	[T/C]
	CATTAACCCCGGGCAATGCCATGCGCTAGCCTATAG

	63571_2
	3
	[T/A]
	GGTATGTCTCCGGCATGTCTCTGCCTCCTGCCATGC

	63573_3
	4
	[G/A]
	ACAGCCCACTATGCAAACGCATGCTTGAAAGATAGT

	63577_27
	28
	[G/C]
	TCTCTGTGTCTAGCAATGAGGTGCAGTGGAAACTCG

	63586_20
	21
	[C/A]
	CTGGGGACACAAGCAACACCCTGCAAGTCAAAACAC

	63591_8
	9
	[T/C]
	TTAACAGCTATAGCATAATACTGCTGGCCTCGTAGC

	63596_27
	28
	[C/A]
	CATTCAAACTAAGCAGTAGTCTGCTGCCCAAAGCAC

	63600_17
	18
	[A/C]
	CGTGACTTTCACGCAGAAGCCTGCAGTCTGGCTTTT

	63601_34
	35
	[A/T]
	AATACTCTTGTTGCATACACGTGCACACACCTTAAC

	63609_1
	2
	[T/C]
	GTACAAACACTAGCAGCAACATGCCTGAGGTTCGTC

	63619_27
	28
	[G/A]
	GTGTGTTTGGTGGCATCTCTGTGCACAGGGACGGAT

	63622_8
	9
	[C/T]
	AACAACTGCCTGGCATCATCCTGCATCATACAGACA

	63630_33
	34
	[A/G]
	AACTTCAGAGTTGCATGGTGCTGCTTTGGTTTAAAG

	6364_29
	30
	[G/T]
	AATGTAACACGTGCATCAACATGCAGCACTGCATCA

	63640_31
	32
	[C/T]
	CTGACATGAAAAGCATGTTTTTGCTCTGGGTCATAT

	63653_33
	34
	[G/A]
	TGTGCTCCTGGAGCAAGGGCATGCAGATCAGGTGAT

	63662_24
	25
	[C/G]
	ACAATACCTATGGCACCATCATGCCACCCTTGTACT

	63664_33
	34
	[G/A]
	GATGTTAGGGTTGCACAAAGCTGCTCAGCTGTGGAA

	63669_10
	11
	[G/A]
	CTGTATGCTTGGGCATTGTTTTGCCACTAGAGTTAC

	63674_16
	17
	[G/A]
	TCGCATCGGTATGCATGAGGATGCAAAACATGTTTA

	63675_25
	26
	[A/G]
	GGGGTTATCGCAGCAACCACATGCTAAGATTTTAAT

	6368_33
	34
	[G/T]
	AGCGTTCACTCAGCATCCACTTGCTTATCTGATGCT

	63681_2
	3
	[C/T]
	AGTGTGGTGGTGGCAGCATCATGCTGGGTGATTTCT

	63696_10
	11
	[C/G]
	AATGCTGTCAGTGCAGATAGCTGCTGATCGACTAAT

	63697_10
	11
	[G/A]
	ACACATCACAGAGCAGGACCATGCAGCATAGAGTCA

	63701_18
	19
	[T/C]
	TTGCCTCAGTCTGCATTTTAATGCCAGTCTAACAAT

	63725_28
	29
	[G/A]
	GAAACAGCTGGTGCACTTCTCTGCTCCAGAGCTCCA

	63727_16
	17
	[G/C]
	TCTCACTCTGATGCATGATCATGCCCCATCATGACA

	6373_7
	8
	[T/C]
	CAAGTACTAAACGCATTAAGGTGCATGGATGGGGGG

	63730_30
	31
	[T/C]
	TGATTCTAATAGGCAATGCCGTGCCAATGCTGTTTG

	63734_6
	7
	[C/T]
	GCAGCTCTTCGTGCAAATCTGTGCTTTTGAAGTTTT

	63735_1
	2
	[T/C]
	TTGAGGAGAGCAGCACAAAGCTGCAGGAGGTTGTGA

	63738_7
	8
	[C/T]
	ACAAAGCCGCCGGCATCATGGTGCGCGAGCTGCAAA

	63758_33
	34
	[C/T]
	GTTTATTTTTTTGCAGACCGGTGCTGCAAGTTTCTC

	6376_30
	31
	[C/T]
	ATCCCGTCCAACGCACGCGCGTGCACCGAGCATTTA

	63763_3
	4
	[A/T]
	CACAATCTGGCTGCAATTGTCTGCTAGTCCCCTTTA

	63765_9
	10
	[C/T]
	CACGGATTTCAAGCACTGCACTGCTGCCACACGAAT

	63775_17
	18
	[G/C]
	CCAGTGCTCAGGGCAGGGCACTGCCACATTCTCGAG

	63776_34
	35
	[T/C]
	AAAACAAAACTGGCAGGGCTCTGCTAGCTGGCACTG

	63778_19
	20
	[G/A]
	TAGTCAGGAGTGGCATAGTGGTGCCACGGGTAGTGT

	63781_5
	6
	[G/A]
	GGGTTGTCCAGGGCAACAGAGTGCTCTCGTCTTGAA

	63789_1
	2
	[A/T]
	CAAACAAATGCTGCACCACAGTGCATTGTGGGATTG

	63799_25
	26
	[G/A]
	GCACTACCTGCAGCACCACCATGCCGTCCCGAGGTA

	638_20
	21
	[T/G]
	TATTTAACGGCTGCAGTTTTTTGCCAAAACATGCAA

	63803_5
	6
	[C/T]
	AATTTCGCAACTGCATTTGGATGCTTCCAGACATCA

	63804_1
	2
	[C/T]
	TCCTGACACACTGCACCGCACTGCCGGCTCACTATA

	63806_32
	33
	[C/T]
	TTTTTCCTGGAAGCACGCTAATGCGATTACATCGCT

	63809_33
	34
	[A/G]
	ATACAGACAAACGCAAAGCACTGCGCATGAGACATG

	63826_25
	26
	[C/G]
	ATTATAAGTCCAGCATGTGTTTGCTCTGAGGCTTTA

	63848_4
	5
	[A/G]
	GGCGGATGTCTTGCACCATGCTGCACTTTATGCGCA

	63857_3
	4
	[A/C]
	TTAAAAACACAAGCATTAACTTGCAAAGCGTCGTTA

	63862_26
	27
	[T/C]
	TCTGGTATTGCTGCACTATCTTGCTGTGCAACAATG

	63865_27
	28
	[G/C]
	GCACTAACTGTGGCACCACTGTGCCACGCTACAGGA

	6387_18
	19
	[T/C]
	AACAGCCAGTAAGCATAATGCTGCCATCAGTATGCT

	63874_4
	5
	[G/A]
	CACCGGGGCTGGGCATCACCATGCTGAAGTTGCCAC

	63876_19
	20
	[G/A]
	CGCAGCGCCAGCGCAGTGGGATGCAGTGGCCGTTTT

	63879_19
	20
	[T/C]
	AACAGCTTCAAGGCAAAACTGTGCATGTAGGACTGT

	63896_31
	32
	[G/T]
	ACATACTGTCCAGCATCCTTCTGCTGAACTCGGGAA

	63901_2
	3
	[T/C]
	CTTGCAGCAGTGGCACTGGTGTGCTGAAAAATGTGT

	63903_1
	2
	[G/A]
	TGCTGTATAGCAGCAGGGTTTTGCCTCTCGTCGCCC

	63913_6
	7
	[A/T]
	GTCACTAACATGGCAGCATGGTGCTAGTGTAAGCAT

	63925_33
	34
	[G/A]
	TTGAAAGGTGGTGCAAAGACCTGCTTTTTGACTGAT

	63935_10
	11
	[G/C]
	CGTCGGAGCTGTGCAGACATCTGCTGCCACGCTGTA

	63936_6
	7
	[C/T]
	CAAGTTCGAAAAGCAACTTGGTGCCACGTCACAGCA

	63941_34
	35
	[G/T]
	ACCCCAGTGAAAGCAAACGAATGCTTGAGCACTCGG

	63946_17
	18
	[C/T]
	GCTGCAGGGTCTGCATTCTTCTGCTTGCCTTCATTT

	63947_34
	35
	[G/A]
	TTGGAACAGTAGGCAATTGGCTGCAGGGTCGAATGT

	63953_29
	30
	[C/T]
	ACCCATGGTGAAGCATGTTGGTGCAGCATCATTCTT

	63955_1
	2
	[G/A]
	CGTATCCAGTGAGCAGCAAAATGCTGTGCTGTAGAA

	63965_3
	4
	[G/A]
	ACCGATGCTAAGGCATTGATCTGCTGAGTGTGCTGG

	63968_7
	8
	[T/C]
	AGTGCAATGCTGGCAAAGTGCTGCACGCTTAAAATG

	6397_4
	5
	[A/G]
	AAACAAAACCATGCAGAAGTCTGCGATTGATTTTAG

	63970_3
	4
	[C/T]
	GAACCCATCCATGCAGTTACATGCACGGCTGCTGTT

	63974_3
	4
	[T/C]
	GGTTCTCTGCTGGCATGGAGGTGCCATGACATGAAC

	63981_31
	32
	[A/G]
	AGGGATCTGGTAGCAGCGACCTGCCAGACAGAAGGA

	63988_24
	25
	[A/G]
	TTGCACAAGCAAGCAATGTTGTGCACAAAGCATCTG

	63989_31
	32
	[G/A]
	CTTCGTTTGGCAGCAAAGATCTGCTGCACAGGCTTG

	63992_29
	30
	[A/G]
	GAGCGATTGTGTGCATGTGGGTGCGATGCACTTATA

	64002_4
	5
	[T/C]
	CCCTTGGAAATAGCACGTCGTTGCCCAATCGTGAAG

	64012_32
	33
	[A/G]
	GGAACAGCACGGGCAAAGTGTTGCTCCAAGCCATTC

	6402_16
	17
	[G/C]
	ATATAATTCACTGCACGCTGGTGCTGTAGTCGGTAC

	64022_15
	16
	[G/T]
	GCATGAGTGCGTGCAGTACTATGCATTACGATGCTT

	64027_26
	27
	[G/T]
	TGTTGCGTATCTGCATGGAGCTGCAGGTTTTCTCTA

	64041_30
	31
	[C/T]
	ATGATGCAGAGAGCAGGCATGTGCCCTGCTCGTCTC

	64049_33
	34
	[T/C]
	CCTATGGTCACAGCAAAAGCCTGCAGCATTTCCTTT

	64050_11
	12
	[G/C]
	TGAATGACCGTCGCAGCATTGTGCATTTTTTTCACA

	64051_29
	30
	[C/T]
	GTTGCAACAGTGGCATTTTATTGCAGTACCACACCT

	64052_1
	2
	[G/A]
	AGAGAACATGTTGCACACAGATGCATGCGTGTGGCT

	64055_4
	5
	[G/A]
	ATAAGAATAGCTGCACCGGGATGCTATTATGACCTT

	64057_31
	32
	[T/C]
	AAAGAAATCCCAGCAGTCTTCTGCACAGGCTTCAAC

	64058_8
	9
	[C/T]
	TTTATCTCCGCTGCATTGTGGTGCCTTCAAGCTTTT

	64072_28
	29
	[T/C]
	AATCATGTGGCAGCAGCACAATGCGAAATAATTAAG

	64089_29
	30
	[G/A]
	ACCATGGTAACTGCATCATGATGCTGGTTGAAGTTG

	64090_19
	20
	[G/A]
	AACCAGCAGCGCGCAAACGGATGCCACACTGCGGCT

	6411_17
	18
	[G/A]
	CACTGTAGGTGGGCACAGTGGTGCCACATGAAGTAT

	64118_31
	32
	[G/T]
	TGCCACATGAGGGCAGTGCAGTGCCAGAAACGACTG

	64126_8
	9
	[T/C]
	AAAACCATTGGTGCAATAACCTGCTGATGGTTCAGT

	64127_16
	17
	[C/T]
	TGCTGTAAGCTGGCATCCGTGTGCCACCATGGCACC

	64131_9
	10
	[G/A]
	GACCAAACAGATGCACAGGGTTGCTGATTGAGCACT

	64138_9
	10
	[A/T]
	GTGTGGTAAACTGCAACAAATTGCCACCCCATCAAG

	6414_5
	6
	[T/A]
	TTAGTTTCCATGGCAGGATAATGCACAGATGAGGGT

	64140_2
	3
	[G/T]
	CTGGCTCGTTTGGCAGCTGCTTGCCTGAAAGGCCAC

	64142_2
	3
	[G/A]
	AAGCTTCATAAAGCAAACGCATGCGTTAAAAACGTC

	64143_6
	7
	[A/G]
	GCCATTAGGTCTGCACTGTCCTGCTACAAGCTCCAC

	64148_6
	7
	[G/A]
	GCACTTGTATGTGCACATGCCTGCTGGGAAGTTGCC

	64149_4
	5
	[C/T]
	TCTCCGAGTTCAGCATAAGCATGCACACAGTCCATA

	64155_11
	12
	[G/A]
	AGCCAGAGTCCGGCAGACAAATGCTTTCAGATGTTT

	6416_15
	16
	[G/A]
	TACTGATTATTTGCAGTGGAATGCTGCCTAACCTGA

	64164_8
	9
	[G/T]
	ACACCCATGCAGGCAGAGCTCTGCATTATTTCTCCT

	64165_24
	25
	[G/A]
	CAGCCCAAGTTTGCACTGAAATGCGGTCATGTGAGA

	64166_19
	20
	[G/A]
	GTTTACTGCAAAGCAAGCAGCTGCTGTCAGAGCCCT

	64168_34
	35
	[C/T]
	GCTGCCCGGTCTGCATTTACATGCCTGCGACATTCT

	64170_17
	18
	[C/T]
	GCCATAACAATGGCAGGCCTGTGCTGAGTGATGGAG

	64173_17
	18
	[A/C]
	TTGCAGCCCGAGGCATCAGACTGCTGGCTGTACTGC

	64179_19
	20
	[T/G]
	TGAGAATGGGTGGCATGATTGTGCAACACAGGGTTC

	64181_28
	29
	[G/A]
	GCCTATGCACGTGCATGACGATGCCCCTGAAAAAAA

	64182_19
	20
	[G/C]
	CAGCAATCGTAGGCATTCAGTTGCACATGAATTGAA

	64185_11
	12
	[T/C]
	TTTGCTGGTTGTGCAATATGTTGCATTGCACCTGAC

	64198_27
	28
	[A/G]
	GCACTACCTGCGGCACCACCTTGCCGCACTAAACTT

	6420_10
	11
	[T/C]
	GCATGCGCAGTAGCACACCTATGCAAACCGCTTGGT

	64200_1
	2
	[A/C]
	AAGATTCTTGAGGCACTGATTTGCATTGTGTTGTGC

	64206_26
	27
	[A/G]
	TCACGGCCACCAGCACACACTTGCATAAACACAGAT

	64220_31
	32
	[A/C]
	AAACAGACCCAGGCATAATACTGCCACCATCATGCT

	64226_33
	34
	[T/C]
	CATCGGGGGCGCGCACAATTTTGCGCATGCGTGTTA

	64234_31
	32
	[A/G]
	CACACCCTGAGGGCAGACAAATGCTTCATTCAGTGT

	64239_3
	4
	[G/A]
	ACAGGATGGCCTGCAGCTGCCTGCCCAGGCCAGATA

	64241_15
	16
	[G/T]
	TTTCACGACTATGCAGCTGCATGCAAGTCTTACAAG

	64261_17
	18
	[A/G]
	TAGTTGATCCGAGCATCATTGTGCTGATGTGTGACA

	64271_34
	35
	[T/C]
	CTGCCGGACCCTGCATGCAGCTGCCAAACTGCAATT

	64272_33
	34
	[T/C]
	GACCTGTCACGAGCAAGTTACTGCAATCCATAGTCT

	64273_16
	17
	[G/T]
	GGCTTTCACTGGGCAAGTGTGTGCTCTACACTTAGA

	64274_24
	25
	[T/C]
	AACTGCTGCTCTGCACATGTCTGCTACCATCCGGCC

	64275_10
	11
	[T/A]
	GAGAAGCTGCTAGCATATGAGTGCTCGAGTGAGGGT

	64285_28
	29
	[A/T]
	TCTCCCAAATTTGCACGATTGTGCTTAGAGTGTGTA

	64288_29
	30
	[G/T]
	TCCACCCACATGGCACAGATATGCAGCAAGATACTA

	6429_27
	28
	[C/T]
	GGAATGTTGTCTGCACAACTCTGCTTTCAACCACAG

	64300_27
	28
	[G/C]
	GCTGCAATTGGTGCAAAACGCTGCAGCGAGGCTATT

	64319_4
	5
	[G/A]
	GCCCGGTTCGAGGCACAGTGCTGCCAAGTCAGGATA

	64328_11
	12
	[C/T]
	CTGCGCTCGTTCGCAGGCGCGTGCGCGCTCCGCCGT

	64330_31
	32
	[C/T]
	TTGGACTCTGGAGCAGGTGTGTGCTTCTATTCATCT

	64334_2
	3
	[C/A]
	TTCACAGGAGTAGCAGTGATATGCCCAGTGACCATT

	6434_6
	7
	[C/T]
	AGCGCTCACCTGGCATCATCTTGCCCAGAATTAAAC

	64350_27
	28
	[T/C]
	TCAGGTCCATTAGCAAAGCTGTGCGGGTGAAGGTAC

	64352_32
	33
	[A/T]
	GAAAGGCAGACTGCAGCCACATGCACTTGAACACTA

	64356_26
	27
	[G/A]
	GAGAGGTAATGAGCACCGAGCTGCAGGAGTATTAGC

	6437_34
	35
	[C/A]
	CAACTCACTTTTGCAAACCCATGCAAATCCATTGCA

	64373_27
	28
	[C/G]
	CCTTACAGAATCGCAGTAGTGTGCTGGCTTTAATCT

	64378_18
	19
	[G/A]
	ACCGCCGGCCACGCATGTGAATGCAGTGCCATTAAT

	64379_8
	9
	[T/A]
	ATTGTATCTAATGCACTGGGCTGCTGATGCCTGATT

	64381_34
	35
	[C/A]
	GCAGGATGGACAGCACCGGAGTGCAGGGCAAAATCC

	64382_5
	6
	[A/G]
	CCTTCACCGTATGCACCGTCATGCACTTTCATCAAG

	64389_17
	18
	[C/A]
	TCTGCCAGGCGGGCACGCTTCTGCCGTCACCCGTTT

	64397_10
	11
	[A/G]
	TTAATTAGCCAGGCAGCCAGGTGCCGAAATTTATCA

	64408_17
	18
	[G/A]
	AACCACAATCATGCAAAGGCATGCTGAATCTTCGAA

	64409_19
	20
	[G/T]
	GACAGGTGCTGAGCATTCAGCTGCTAATTCATGGTA

	64413_4
	5
	[G/A]
	CCAGGCACTACAGCAGTAACATGCTAGTTGCTCTAA

	64417_31
	32
	[G/A]
	GGATGAATGGCGGCACTTAATTGCTTGATTTGGTGC

	64424_10
	11
	[G/C]
	CATGTGGCCGGGGCACGAGGGTGCACCAGACGAGAC

	64426_17
	18
	[T/C]
	GTCTCTGGCCATGCAACTCTTTGCAGGTACCTATGA

	64430_5
	6
	[A/G]
	AATGTAAAGCGGGCAGCGTCGTGCGTGTGTCGAGGC

	64431_26
	27
	[C/T]
	AGAAATAGCTAAGCAACCTTATGCAGCCAGCTCAAG

	64458_32
	33
	[T/C]
	CGCAGCTTCTTGGCATTGGGATGCTGATACGCTAAG

	64470_2
	3
	[C/T]
	GACGTACTGTATGCATGTACGTGCCTGTGACACTAT

	64474_10
	11
	[G/A]
	TAGCCCACGTGAGCAGAAATATGCAAATCCTTCATA

	64484_29
	30
	[G/T]
	GACTGCTCAAGGGCAGCTCGGTGCTGTCTGGGAGCG

	64486_19
	20
	[G/C]
	TGGGTTATAGAGGCAGTGGGGTGCTGATGAAAGTGC

	64504_3
	4
	[G/T]
	GATGGAAGTACAGCATCAAGTTGCTGAGCACAATCT

	64506_1
	2
	[C/T]
	GCCAGCCAATTTGCAGAGAAATGCATCCACTCTAAC

	64509_10
	11
	[G/A]
	TTGATGCCCCGCGCACCCCAGTGCTAGCGAATATAA

	64511_11
	12
	[T/C]
	TCCTATACTCTTGCACCTAACTGCCGGGATTTGGCA

	64512_26
	27
	[G/A]
	AAGCCTCTCTGTGCAGTCGTTTGCCTGAAATCGGCA

	64514_10
	11
	[C/T]
	GCATTACCCACGGCACTGCAGTGCCACCCTTAACAG

	64517_11
	12
	[A/T]
	CACACCTAATAAGCAAACGTTTGCCTTGCGTTAATC

	64520_25
	26
	[C/T]
	TCTTGAGATCTTGCACCTGTTTGCACAAGTGCACTT

	64522_8
	9
	[C/T]
	CGACCAGCCACAGCAGAAAACTGCAAAAGGGAGCAT

	64525_1
	2
	[G/A]
	GGATAGACTTCAGCAAGCCTGTGCCAGCTATGAGAG

	64527_11
	12
	[A/T]
	ATGACAAGCTTAGCAGCAGAGTGCACTTCTGAGGAC

	64546_4
	5
	[C/T]
	AGAACCAAGTGCGCAATGGTCTGCGACAGAGTGTAG

	64549_30
	31
	[C/T]
	ACCACAAGTAGAGCATCCAGATGCCATGTTCAGCAG

	64563_30
	31
	[T/C]
	ACATATGCCCATGCATATTCATGCGTCTTTTCCCCC

	64564_31
	32
	[T/A]
	TAAACAGACCATGCAGAGAACTGCAATGGAATTCCT

	64570_28
	29
	[G/A]
	GGTAATGAGAGGGCAGAGGCGTGCTTTTGAAGTGAG

	64571_1
	2
	[A/T]
	CAAACAATGAATGCAAATGTCTGCTAACACACGCTA

	64576_10
	11
	[G/T]
	GATTTACTTGGTGCAGCTCATTGCATCACGTCTTTA

	64580_17
	18
	[G/A]
	ACAGTACAACCTGCAGTGAAATGCTGCGTACACGGA

	64587_9
	10
	[C/T]
	AAACGTGCACGTGCACACCGGTGCACGATTCATCAG

	64594_7
	8
	[A/T]
	TGATGTAAGGCTGCAGTGCAGTGCTTCGATGTGGCT

	64611_1
	2
	[G/A]
	GGAAACACTCCTGCAGAGATTTGCAGAAAGGGGTTT

	64613_16
	17
	[T/G]
	ACTATAGTAACAGCACTGTGGTGCCGTATGCAGTGC

	64615_28
	29
	[C/T]
	GCCCTGGCCCCGGCATGGTTATGCATACCATCGCTG

	64619_18
	19
	[C/G]
	AGATCCAGAAATGCACAACGTTGCTTTGTGTTCTTG

	64621_1
	2
	[C/T]
	ACGTGATGTAAAGCAAACACATGCTTAGGGGTACAC

	64623_2
	3
	[T/C]
	TATTTAAAGGGGGCAAGTTGGTGCCTCATTGTCACT

	64624_8
	9
	[A/G]
	TCAGGTTTATTGGCAGAGATCTGCTGTCCTGTTGTA

	64637_32
	33
	[T/A]
	ACACACACATTAGCATGGTTCTGCCAACACACTAAG

	64638_32
	33
	[G/A]
	GGCACCAAACCTGCAGGCCTCTGCTAGACAGCGGAA

	64642_9
	10
	[G/A]
	AGCAAAGACGTGGCAGTGACATGCAGTACTGTGGAA

	64651_17
	18
	[T/C]
	TTCTGGGGTGTAGCAACTGGCTGCTCATGGAAGGAG

	64653_18
	19
	[G/A]
	AATTGGCTAGCAGCAACTGAATGCAAAACTCTGCAC

	64654_10
	11
	[G/A]
	CAAGCAAGTAGAGCATGTTCATGCGTGACAGCTCCG

	64658_34
	35
	[C/T]
	AATAGTGATTAAGCAGGGAACTGCCTGGTGGTGTCC

	64659_6
	7
	[T/A]
	GACGGGTAACACGCACTCATGTGCAAAATTGGTACC

	64663_25
	26
	[G/A]
	AGCTTTGTATTGGCAACAACCTGCCGATACGATACG

	64664_4
	5
	[C/T]
	TCTTCAGTTAGTGCAGTAGCTTGCAGCAGAATCTGT

	64668_10
	11
	[G/A]
	TGCAGCTCTGGAGCAATTTCATGCCCTCATAAACCC

	64669_30
	31
	[A/G]
	CACACATACACAGCAGACAACTGCGAGACAAAGAAA

	64670_9
	10
	[G/A]
	ACGCAGTCTGGGGCAGGGGTATGCTATTGTGCAATT

	64685_1
	2
	[A/G]
	AAGTAGACAGCTGCAGATATCTGCGGTTGTGGGTTC

	64688_7
	8
	[T/G]
	TGACAGTTCCCAGCAACTTCTTGCTCTCTGATTCAT

	64695_5
	6
	[C/T]
	TGCTTCCACCCTGCAGCTAATTGCTTGGCTAATACA

	64700_3
	4
	[C/A]
	AAACAAGGACTGGCATGCATGTGCACTACCTTTAAT

	64704_17
	18
	[T/G]
	ATGAATAGCGCTGCAAGTTGTTGCTGCTAAACGTGT

	64710_17
	18
	[G/T]
	TTGGGCTGATCTGCACTGTGCTGCGCTGCAGTGAGA

	64711_32
	33
	[G/A]
	TTACAGCTGAATGCAGACATTTGCATACCTGGGGAG

	64714_4
	5
	[C/T]
	GTGCCGTGACCCGCACCCCCGTGCTCCAGGGCAGGC

	64724_19
	20
	[A/G]
	GCTGTGTTTTTAGCATTAAAATGCCGAGCATGTGAG

	64748_2
	3
	[C/A]
	AACGGCTACAAAGCAAGACAGTGCTGAGCACTGAAC

	64751_10
	11
	[G/A]
	TGTCCTTGCTGCGCACTAGGATGCCTAAGCTGGTGG

	64753_4
	5
	[A/T]
	TGTGATACAGTGGCACTGTGATGCCAGTTTTTACTT

	64754_7
	8
	[T/C]
	GTCCTATTCCTCGCACTGACCTGCTGAGTGGCCGGC

	64755_27
	28
	[T/C]
	AGCGATGTATTGGCATGGGGTTGCCCCTATACCCTC

	64756_11
	12
	[T/C]
	TAAAGAGTCAGTGCAACATTGTGCTTTGAGTACCTT

	64759_4
	5
	[G/A]
	CTACGAGATGCAGCATGTTACTGCGATTTTATCACA

	64767_31
	32
	[G/T]
	GACCACATGTCAGCAGATCGCTGCCTTCAGTGACGG

	64775_19
	20
	[T/C]
	GTGCTACCTGGTGCATAACTGTGCTGTCTGTATACA

	64778_3
	4
	[G/A]
	GGTGACGGATTAGCAGAAACATGCTAGCAGAACTAG

	64779_25
	26
	[C/T]
	TGCACTTAAATGGCAGAGCCGTGCTCCCAGTACATG

	64782_8
	9
	[T/C]
	AGAGGCCCTCGTGCAGAGGGCTGCCTTCCCCTGGAG

	64787_9
	10
	[G/A]
	GCAGTACCTAGGGCACATCCGTGCCGCTCATTATAG

	64789_8
	9
	[A/G]
	TGTTGTGTAGAGGCATAAAGCTGCAATGGTGATGGC

	64796_19
	20
	[C/A]
	ATTTATCCACCTGCACATTCATGCTCTGACCCAGAC

	64798_25
	26
	[T/C]
	GTGTCTCACAGAGCAGTTTACTGCCTCTCATCAGGT

	6480_33
	34
	[T/A]
	CTGAACCAGAAAGCAAAGGTCTGCCATCTTCCTTAT

	64800_34
	35
	[G/A]
	TGCCAAATGGGTGCAATTAAATGCAGCAGGTTCAGT

	64811_32
	33
	[C/T]
	AACAGCTCCAAAGCACAATGCTGCCACCATCACGTT

	64812_20
	21
	[C/T]
	GGTAAGATGCCAGCAGGAAGCTGCTGATGGCTGTGA

	64816_33
	34
	[T/A]
	CATGGTATAGCAGCAGGGTGATGCACAATCCCCTGT

	6483_18
	19
	[C/T]
	TTCACACCCCAAGCATATCAGTGCCCACATGACCCT

	64834_15
	16
	[A/G]
	ACGCTTGTCAGAGCAAAGGGCTGCATGCAGGAGCAG

	64839_8
	9
	[T/A]
	GAGTGGTTTAGGGCACAGTTGTGCCATGTTCCTGAT

	64840_10
	11
	[G/A]
	AAAAGGCAAAAAGCACTGAGGTGCAGCGCAATATTT

	64841_19
	20
	[T/C]
	AATGTTGAACAAGCAAATTTCTGCAGTCTGACAGAC

	64842_25
	26
	[C/T]
	TGTGTACCTGATGCAGATCGCTGCTCTAACTGTTCT

	64850_6
	7
	[C/T]
	CTCCTTCAGACTGCAGTTCTCTGCTGCGTACCACAT

	64853_11
	12
	[T/C]
	CGTTTGTGTGCTGCACAGCTCTGCTAGAGAACTGGG

	64874_9
	10
	[C/T]
	GCCCTTTCTCTGGCATTACTATGCTTGGCTTGAGTG

	64877_16
	17
	[C/T]
	TCACTGGTTCTGGCAGCGCTGTGCTCTCATCAGGAG

	64885_17
	18
	[G/A]
	ATTACAATGAAAGCAGTGAGCTGCACTTGTCCGACT

	64889_6
	7
	[T/G]
	TTGTCCTTTTCAGCACCATGCTGCCTCAAATAATCA

	64890_29
	30
	[G/T]
	GCATCTACTTGTGCATGCTGATGCCAAAAGTACCTT

	64893_33
	34
	[C/T]
	AGTCCAGTTTTGGCACCGCTATGCAAGAATAGGCGG

	64897_18
	19
	[T/C]
	AACATCGATACCGCATTTTAATGCGCAGGTACAAAA

	64903_33
	34
	[G/C]
	CCGTCACCCCTCGCACGTCCCTGCGGCCTGTTCGAG

	64904_9
	10
	[T/C]
	TAACACACTTGTGCACATTGCTGCACTTCACATAAA

	64910_2
	3
	[T/C]
	GCTGCTATATCAGCACGTCCGTGCAAGTGTGAAATG

	64914_4
	5
	[A/G]
	CGTTATTTTAACGCACGCAAATGCAGCTCTTTTCTC

	64918_1
	2
	[G/A]
	AGGAGACGACGTGCAGCAGCCTGCTTTGGATAAACT

	64924_19
	20
	[C/T]
	TGGCCGAGCCTCGCAACATCCTGCTGGTCCACGGCG

	64925_16
	17
	[C/A]
	AGGTGATGTTCGGCAGCAGTGTGCGTGTCGTTTATC

	64926_4
	5
	[G/A]
	TGTAGTGTGTCTGCATGCACTTGCTTATTTGCTTTG

	64930_27
	28
	[A/T]
	GAGGAAGAGTTGGCACCAAGATGCCCTATGGGACAA

	64938_6
	7
	[G/T]
	GTGTGTGTGTACGCATACTAATGCCAAGTGTGTACA

	64947_17
	18
	[G/A]
	TGCCCAGCCATGGCACCGTGATGCTGCAGGCAGAAT

	64950_19
	20
	[C/T]
	GGATGTGGTTAGGCAAAGGCCTGCCGTTAATAAAAA

	64956_8
	9
	[C/T]
	AGGCAACACGGCGCATCTCGCTGCAAGATCAGCTCA

	64960_31
	32
	[A/C]
	CAGCACCCACTTGCATGTGTATGCCAAGCTCAAAGC

	64961_9
	10
	[C/A]
	GCGTGTGTCCGTGCATGCCCGTGCATGCGTTGGTGT

	64963_19
	20
	[G/A]
	TCTTTATCGATTGCATTGCGCTGCAGTGAAAGTTTG

	64977_1
	2
	[G/T]
	AGATCAGTCACTGCAAGCTTGTGCTCTTGTGTACTG

	64979_10
	11
	[G/A]
	CAAGAATGTGGTGCACCTGTGTGCCTGAAATCCTTT

	64983_18
	19
	[T/G]
	TCAAGTGGGCACGCAACATCCTGCTGTACGTCTCCA

	64987_17
	18
	[A/T]
	TGATTACAGATAGCATCAGTGTGCCATGCAACAGTG

	64990_1
	2
	[C/T]
	CCCCGCCATATGGCAATTCAGTGCAGCCAGTCGACC

	64995_1
	2
	[T/A]
	GTGTGTAGACTGGCACCCCTATGCAGGGTATTACAT

	65001_17
	18
	[A/G]
	ATGGTGGTGGTGGCAGTATCATGCTCTAGGGTGCCT

	65005_10
	11
	[C/T]
	GCCCACCCCCCAGCAGGCCAATGCGGCGACCAGGTT

	65024_27
	28
	[C/A]
	GCTCCATAATGGGCATTGTGCTGCGAGCACTCTGAG

	65028_17
	18
	[C/G]
	CATAAAAGCACTGCAGACACTTGCTTTGTGGAGCGA

	65035_18
	19
	[G/A]
	TGTACAAACCTGGCAGATGAATGCTCTACAGTCAGC

	65038_1
	2
	[C/T]
	TCAGGTCTCTATGCAGGTCCTTGCTTCAGACATAAA

	65039_24
	25
	[C/A]
	TTAAATGGTCCTGCAGTCATGTGCCTCCATTGCGCA

	6504_15
	16
	[C/T]
	AGAATTTGGGTGGCACTATGGTGCACAGGTAGTGCA

	65047_5
	6
	[T/G]
	GCTCATCACACCGCATCTCTCTGCACTGGCTTGATT

	65048_34
	35
	[A/G]
	TGTTGGTGCATGGCACAGGAGTGCTTTAGTGACAAC

	65049_29
	30
	[T/C]
	TCATCTAGGTGTGCACTACACTGCTGCAGTGGTGGC

	6505_28
	29
	[C/T]
	ATGCATCGGTGAGCAGAGATGTGCAGAGCGGACATG

	65050_10
	11
	[G/A]
	GCTTACATCCGAGCATGCGGGTGCTGGGCGGGCCGT

	65051_10
	11
	[C/T]
	CCTGCAAGAACGGCACTGACTTGCCACGGTATGGAC

	65055_18
	19
	[A/C]
	AGATACAGAAAGGCAGAAAGATGCACAGATGCCTGG

	65058_29
	30
	[T/A]
	TGCCCACCCCTGGCACATTTTTGCCACATAATTATA

	65063_6
	7
	[C/T]
	TTTCTTCCACTGGCACAGGGGTGCTCAGTGTTATCC

	65064_33
	34
	[C/T]
	AAGACAGTCAGAGCAAGATATTGCTCTCGAGGTCGA

	65069_18
	19
	[T/A]
	AGGGATGTTAAGGCAGATTACTGCAGCTTCAGAACA

	65072_5
	6
	[C/T]
	GCGGTCCAAAAAGCAAACGTGTGCATGCACAGAGAG

	65082_4
	5
	[G/A]
	TGCCGTGTCAGCGCATAAATGTGCAGCTCCATGCAC

	65084_5
	6
	[C/T]
	AGACTCAGCCCAGCAGGCTACTGCAGTAATCTTGAA

	65088_2
	3
	[G/A]
	AGGAACATAAAAGCAGCCTAATGCGAAGTTTGGCCT

	65095_3
	4
	[A/T]
	AAAACAGATTATGCAATATAGTGCGAGCGGTGCCAC

	65100_32
	33
	[A/T]
	GATTATCGGACCGCAGCGTGCTGCCTTTGTGTACGT

	65103_2
	3
	[T/C]
	ACTGGACTGAAAGCACTGTTGTGCCTGCTTTTTTTG

	65104_1
	2
	[G/A]
	TGAAGGAGTTGGGCATTTACATGCGCTTTGGTCCCC

	65109_10
	11
	[G/A]
	GCACAGATAGGAGCATCAGCATGCATACACACACAC

	65112_3
	4
	[T/G]
	AAATATACCCGAGCACAACCTTGCTATCAGTGTAGA

	65113_25
	26
	[C/G]
	CTCAAAACACATGCACTGTCCTGCACTGTGAACAGA

	6512_33
	34
	[A/T]
	ACAGCTCAGTCTGCAAGGTTCTGCTACATAAACACA

	65126_6
	7
	[T/C]
	GTGCATTATGATGCATGATGGTGCTGTTTTGCTGCT

	65132_34
	35
	[G/A]
	AACACCAAGGAGGCAAACATTTGCAGTCCAAGATGA

	65139_26
	27
	[C/T]
	ATCGAGCACATGGCAGTAATATGCCCCAGACAGGAA

	65140_17
	18
	[C/T]
	GAGCTGTCTGCAGCAGGCGCATGCAAGCACAGACCA

	65143_33
	34
	[G/T]
	AGGTGTGTTTCTGCATGTTGCTGCAGAATCAGAGAC

	65150_24
	25
	[C/T]
	GCCACCTAGTCAGCAAAGCCTTGCCCGAGCTGTCAA

	65152_5
	6
	[C/T]
	GTAGCCATGGTAGCATGCAGATGCACAGACTGTGGC

	65162_31
	32
	[C/T]
	TGAACCTTATAAGCAGGAAGGTGCTGCAAAGCACAG

	65166_19
	20
	[T/C]
	CTCCTCAATCCTGCACGCTTGTGCTCGTGACATGGA

	65179_7
	8
	[G/A]
	GTGGCAGGAAGCGCAGGGCCATGCGGATGATGAGTA

	65183_6
	7
	[T/C]
	ATGTGTTGTACTGCAAAGGATTGCCACCCTGTCCCA

	65185_4
	5
	[A/G]
	AGATAAAAGAGCGCAGCAGCTTGCGAGCGTCTGTCT

	65189_24
	25
	[G/T]
	TATGGAACATCTGCACTTTTATGCGCGGCGGACAAA

	65194_3
	4
	[G/A]
	GGAGTCAGTAAAGCAAACAGCTGCCATACAGAACCA

	6520_26
	27
	[T/A]
	ACCTGGGTTAAAGCAGCACCGTGCTATTTCCTGCTT

	65205_16
	17
	[G/C]
	GCAGGATCTTTAGCACGACGCTGCCGCTGGCCTCCT

	65211_33
	34
	[A/G]
	CTAGTCAAGCTAGCATCGGGATGCTAAAGCTAAGGC

	65213_1
	2
	[C/A]
	CCCCCCCTGCATGCATGGATCTGCATGCATCGCAAA

	65223_10
	11
	[C/G]
	GACGTCAACCCTGCAAATAAATGCATCTGTCAGGAC

	65229_15
	16
	[C/T]
	CACTGCAGTGTGGCACAGAGCTGCAGAGCTCTTAAA

	65235_24
	25
	[A/C]
	TATTTCGTAGCCGCATGTTCGTGCACAGTACCCACT

	65237_15
	16
	[C/G]
	GGCAGAGCGGCAGCACGAACTTGCACTGGGCTACTC

	65239_4
	5
	[T/C]
	AATCTGATCAAGGCACATGCCTGCCCTGGATGAGTG

	65241_11
	12
	[T/A]
	CTGACTAGTGCTGCAGGTGGCTGCTCTTTATGAACA

	65247_6
	7
	[G/A]
	TGGCCCGTAAGTGCAAGAGACTGCAAATAGACAAGA

	65249_28
	29
	[G/A]
	ATTAGTAAGATTGCAAGTCACTGCGGCTGAGGATGT

	65255_26
	27
	[G/A]
	CTTTACTAAGAGGCAGCTGACTGCATGGGGAGCTTA

	65261_32
	33
	[C/T]
	CGCCCACAGAGGGCATGGCTTTGCGTTTCATTCGAC

	65277_2
	3
	[A/T]
	ATAGGACCTGCAGCAAGGAACTGCCCCCTAGTGCAT

	65279_27
	28
	[C/T]
	GTCTGTACATGTGCATGCGTGTGCGTGCGTGTTCCT

	65280_3
	4
	[G/T]
	AAAGTAAGACTTGCATGCAGGTGCTCAGCAATAGAA

	65286_20
	21
	[A/G]
	ATCAACTGATTAGCACTTGAATGCCCGTTTACCGTT

	65290_18
	19
	[G/A]
	GCAGCCTCCACAGCACCCGGGTGCCTTCAGACTTCT

	65294_16
	17
	[C/T]
	TTATCTGGGCTGGCACCGATGTGCCGAACGTGCCGC

	65297_25
	26
	[C/T]
	TGTAGTGTTCAGGCATGCTTGTGCCCAAAAGCACAA

	6530_9
	10
	[C/T]
	GTCGCACATCGTGCATCCAGCTGCGATGGCCGAGTG

	65302_1
	2
	[C/T]
	TCTGTTCACTGAGCAAAGGGATGCATGAACCATTAA

	65317_11
	12
	[A/G]
	GTGAGCACCACAGCATGATTTTGCTCTTCAGAATAA

	65318_34
	35
	[A/G]
	TACACTTCACATGCATAAAGCTGCTGGCTAAAAGAG

	65322_27
	28
	[G/C]
	GGCAACACAGTGGCACCACAGTGCAGAGTGTATTCT

	65327_24
	25
	[C/A]
	CTTAAAGCTGTGGCATGGTGGTGCCTCAGGCAGGTC

	65337_7
	8
	[T/C]
	TTTTATCTATGGGCAACATGGTGCCCTGATGGATGG

	65340_6
	7
	[C/T]
	ATACCTCGTGGTGCAACGTGCTGCTGCCAGGAGACT

	65342_16
	17
	[A/T]
	GGAGTGGCGAGTGCACAGAGATGCGGTGTGCGTGCA

	65343_25
	26
	[G/A]
	TGTGTTGGTCTTGCAGTGTGCTGCTGATTTTGGCGC

	65346_20
	21
	[G/C]
	GCCAGACAGAACGCAGGTGAGTGCAAAACATTGCCC

	65350_30
	31
	[C/T]
	AGTGGGCACTGGGCAGCCCTATGCCACGTCCCCCGG

	65353_34
	35
	[G/C]
	AGCTCTGTGTGTGCATGCATGTGCGTGTGTGTGTGT

	65355_34
	35
	[C/T]
	ATAAATGGCTTAGCAGTACTTTGCAACCCCCCTTCC

	65356_5
	6
	[A/T]
	TTCCTAAAGCTAGCATAGCTGTGCCCTCTCTTCGAG

	65357_6
	7
	[C/T]
	ACAGCTCTTTCTGCATGCAGGTGCAAAACAACAGGC

	65374_6
	7
	[T/C]
	GCGTCTTTAACCGCAGCCACATGCATACTGATTCCT

	65375_16
	17
	[G/C]
	GTTATCGATGATGCACGTCACTGCTGGAGTCATTCG

	65381_25
	26
	[C/T]
	GAGAATGCTGCTGCAGTGCTATGCCCGGTCAAGGGT

	65385_3
	4
	[A/G]
	GTCATTACTTGGGCATGACCGTGCCCGTGGTAAATG

	65390_2
	3
	[A/C]
	AAACTCCCGGAAGCATTCATGTGCCGTGGCTTTGAT

	65392_10
	11
	[T/C]
	TCCTGCGTTCTTGCACACGTTTGCAGAATCAGAATA

	65395_6
	7
	[T/C]
	CCACTCTGAGGTGCAGGATTTTGCACACGAGGCATT

	65399_27
	28
	[G/A]
	GCTACAGGACATGCACGTTAATGCTGCATTCAGAAT

	65401_27
	28
	[A/T]
	TCAGCAGTTTTGGCACAAGTGTGCTGAATTAGTGCT

	65405_16
	17
	[A/G]
	TGAAGGAGGAGAGCAGACAGATGCTGAAGGAGAAGA

	65406_20
	21
	[C/T]
	TCTCGTACTGCGGCACAAAACTGCTCCTTACTGTAC

	65412_19
	20
	[C/T]
	CTGATCATTACTGCAGCAACGTGCACTAGGTATCGT

	65422_2
	3
	[G/A]
	AAACGGTCAGCAGCAGAAAAATGCTGCATAAGCAAT

	65426_4
	5
	[G/A]
	TATGGATACAGTGCAACGGAATGCAGTGAGTCCCTA

	65431_28
	29
	[G/A]
	TATTCAGTGGCAGCAGGCATGTGCTGGGGGCAGCAC

	65435_2
	3
	[C/T]
	TCCGCAACAATTGCACTGATTTGCAGCAAAACTTTT

	65445_5
	6
	[A/T]
	TTCATAAAGTATGCAGTTAGCTGCAAAGCCCTGCTT

	65446_20
	21
	[C/T]
	ACACGATCCTTTGCATTGCCCTGCTGCACATGATTT

	65451_1
	2
	[C/T]
	CCTGCCCAGAAAGCACAGCAATGCACTCTGGGTAAT

	65452_26
	27
	[C/T]
	AAATATTTCACGGCATTGATCTGCTTCGCCAGTGCG

	65457_10
	11
	[C/T]
	GTTTAATAGGCGGCACGGTGGTGCAGCAGGGAATGT

	65460_3
	4
	[A/G]
	GAAATATTTCCGGCATTGCTTTGCTGACTAGGTGTA

	65465_32
	33
	[G/T]
	CTGTTCGAATTTGCATTGCATTGCATGTGTGTGTGT

	65472_4
	5
	[A/C]
	TATGAGGTGTGGGCAAACAAATGCGATTAAATGACA

	65476_5
	6
	[G/A]
	GAGGTGGAGGTGGCACTTCCCTGCTCAGTACGGCAC

	65495_15
	16
	[G/T]
	CATGACAGTAGTGCAGGTTTGTGCAGGTGGTGTTAA

	65501_25
	26
	[A/T]
	GAATTAATTAGCGCATCTGTATGCAACGTCGCATTG

	65504_30
	31
	[C/T]
	GGGTGATGTGGAGCACACGTGTGCTCGCTTCACTAG

	65516_24
	25
	[A/T]
	TGGCACAGCAAGGCAGCCGACTGCATTCGGGCCAGT

	65523_25
	26
	[A/G]
	TTTTTACAGCGTGCAGCACTCTGCCGTTTAAAATCA

	65530_2
	3
	[A/G]
	GGATTCCAGCATGCACCAGATTGCAAGCACGTTGCA

	65549_5
	6
	[A/G]
	TGTAGACATTTAGCAGGACTTTGCTCCAGCGGCCCT

	65554_8
	9
	[C/T]
	ACACTAGGTGCTGCATCACTGTGCAAAGCAGACTCC

	65557_15
	16
	[G/A]
	GGCAGGTGTGGGGCAGCGCTCTGCTAAGACTACGCT

	6556_1
	2
	[C/T]
	TCGGATCAGCGTGCATCAGCATGCATTACTGATTTC

	65560_3
	4
	[A/G]
	TCAATGGTCAGAGCAGCAGCATGCAGATCAGAGCAA

	65562_9
	10
	[G/A]
	CTGTGACATGGTGCATCATCATGCTGGAAGTAACTA

	65570_34
	35
	[A/G]
	ACAATTTTGCAGGCATTATGCTGCTGCCTAAAAGAA

	656_5
	6
	[A/C]
	GCGAAAATGCGAGCACAGCCATGCACAACGGGCGCA

	65600_1
	2
	[G/A]
	TGAGAAACGATCGCACGTGAATGCAGCAGAAGTCTC

	65604_34
	35
	[G/C]
	TTTCTAGTACATGCAGGACTGTGCACAAGTCTGAGA

	65607_15
	16
	[G/A]
	GTACATCAAATCGCAGAAAATTGCAAAACCACTGAC

	65633_32
	33
	[T/C]
	CCCACCTGGAATGCAACACCCTGCATTGGAATTAGG

	65638_20
	21
	[T/G]
	GGAATGAGGGACGCATTGTATTGCATGTCATCCTGA

	6564_24
	25
	[G/A]
	TCTATTTGCACCGCATTCCAGTGCGGAGAGATTTAT

	65644_17
	18
	[G/A]
	AAACACCCCACAGCATGGTGCTGCCACCAAGCTTTA

	65647_31
	32
	[A/C]
	AAGCAGAAATGTGCAGGGTGCTGCTGTGACTACAGG

	65661_4
	5
	[C/A]
	GACCCGATGGGGGCACAGGCCTGCCCATGTATTTGC

	65664_2
	3
	[G/A]
	CAGAAGATGAGAGCAGGTCATTGCCAGCACATGCCA

	65667_31
	32
	[A/C]
	ATTCAACACAATGCACAAATCTGCAGCGTGAAGAGT

	65668_33
	34
	[T/A]
	CGTGTTTCCATTGCACGATACTGCTCATCATTCTTT

	65671_8
	9
	[G/A]
	CTAAAGATGAGTGCAAGCCCATGCATCAAGAAACCA

	65676_17
	18
	[C/T]
	CTAAATCCGCTAGCAAACCGATGCTAATTGCTTGTT

	65680_27
	28
	[A/G]
	GCTACACTTCTTGCAGAACCATGCAGAAACGTGAAT

	65683_26
	27
	[G/A]
	GTTGTTGTTTTTGCACTTGTTTGCACGCACACACAC

	65689_20
	21
	[T/A]
	TGAAAAAGGTTTGCAAAATCTTGCTGAACACTCCAT

	65690_24
	25
	[T/A]
	CCGCACAGAAAAGCACGGCCCTGCTGTCTGTGCTAC

	65692_7
	8
	[T/G]
	AGGTGAGTTTTAGCATTGTGCTGCTAAATTTGCTAG

	65699_5
	6
	[C/T]
	AGTCTCTGGGCTGCATTCTGTTGCCAGACTGCATAT

	65703_19
	20
	[T/A]
	CTCCGTAGAACTGCAGCAGTGTGCGACTCTCCACAC

	65706_29
	30
	[A/T]
	ACGGTCCATGCCGCATCACCGTGCTGCACTAACCCT

	65713_32
	33
	[G/A]
	GGTGGTGTTGCAGCAGGTTTTTGCCCTCATTCGCAC

	65723_32
	33
	[A/C]
	ATGTACGTTACAGCACGATCATGCAAATGTCAAAGT

	65731_29
	30
	[G/A]
	ATTGAACACACAGCAGACTTCTGCACACTGCTCATT

	65733_20
	21
	[C/T]
	ATGCTGCTGGTGGCAGCTGCCTGCTGGAGGGTCCAT

	6574_19
	20
	[C/T]
	CGTTTCACCCCTGCACCGGCCTGCCCCTGCTCTCCA

	65740_34
	35
	[A/C]
	CTCGCCTTCACTGCACGAGTATGCTTTTAGCATGAG

	65743_17
	18
	[G/A]
	GCTTGAGGGGGTGCAGCGTTCTGCAGCCATGAGGAA

	65745_17
	18
	[T/A]
	GACTTCCCAGAAGCACATAAGTGCTGGGCATTCAGT

	6575_33
	34
	[G/C]
	TGTTAAACATCAGCATGGTGCTGCTGCCATTTGGCT

	65753_6
	7
	[A/C]
	GTTGCAAAGTTAGCACGAATCTGCTGATGTGGAACA

	65760_9
	10
	[T/C]
	CAACAATACTCAGCAAATGACTGCACTCACAGGGCT

	65763_30
	31
	[G/A]
	AGCCCATAGTGAGCATCGTGGTGCCTCCTGGAAGTT

	65765_15
	16
	[T/C]
	GCTGAGTTCTCTGCATGTAGATGCTGGATGTTCTTT

	65766_16
	17
	[C/A]
	AAAATTAGGGATGCATCATGGTGCCACAGCTAGTGT

	65768_30
	31
	[C/T]
	GGCACAGCAGCAGCACAGCAATGCCACCTACCGTCT

	65772_32
	33
	[G/T]
	GTGTTCTGTGAGGCACGTGATTGCATGACTCAGAAA

	65778_31
	32
	[A/G]
	GCCTCTTCCATTGCAGATAGGTGCACCAGGGAAGGG

	65796_27
	28
	[A/G]
	GGTACAGCAAGAGCATGGGAGTGCCACAAAAGAGTT

	65801_16
	17
	[A/G]
	AGGTGTCCACGCGCACACGAGTGCGCACAATCCGGC

	65804_31
	32
	[T/A]
	TCGGAAATAGAAGCATGGAAATGCGGTGTGATTCTT

	65806_24
	25
	[C/A]
	AATAGTAGAGGGGCACGGTGGTGCCGCAGGTTGTGT

	65808_30
	31
	[C/T]
	ATAATGGCCAACGCAAAGCCTTGCTCATAACAAAAC

	65815_9
	10
	[C/T]
	CCAGTTTTTCTGGCACCTTGGTGCATACTAGGTGTA

	6582_18
	19
	[T/C]
	TAGGTCATTTCTGCAAACTTGTGCTTGTGTGAGATA

	65824_5
	6
	[G/A]
	GGAACGAGATGAGCAGTAGAGTGCTAATGAGGATTG

	65827_15
	16
	[G/T]
	GGCAGAGGTAATGCAGTGAGCTGCGGGTGCGTTCAA

	65832_2
	3
	[A/C]
	ACACCCATACGGGCAATTCTCTGCTTCACATCCACC

	65836_10
	11
	[T/C]
	CTCTTGGTCTTTGCATTGGCATGCTGCCGCACTGTT

	65839_29
	30
	[A/C]
	ACTGACTTTTCAGCAACCATGTGCCCTTCAGATAAT

	65845_11
	12
	[T/C]
	TTCCCACAGAGTGCATCTCTCTGCTAAAGGATTCTG

	65847_5
	6
	[C/T]
	GGCATCCCCTGGGCATGGATCTGCTGCATGCATTGC

	65848_19
	20
	[C/A]
	CATGGTTACAGAGCACAAGCTTGCTTTGCTGTGGTC

	65858_10
	11
	[A/G]
	GTACTATCTGATGCAGTTCAGTGCCGTTTATTCCTA

	65863_9
	10
	[G/T]
	AAAACTGGTGCGGCACAGTGGTGCTGCTGGTAGAGT

	65868_32
	33
	[C/T]
	ACCTGTTTTTGTGCACTTCGATGCTCCTTTTTCTTT

	65877_25
	26
	[C/T]
	TCTCAGTCGCTTGCAGACACATGCTCACTCACACAA

	65881_19
	20
	[G/A]
	TAGCATGTCTTGGCATGCTGATGCCCCAGAAAACAT

	65883_9
	10
	[T/C]
	TAGGGATAATGGGCACAGCGCTGCTTTTGGGGTCTG

	65889_2
	3
	[A/G]
	TTAGGAAGAGAAGCAACAAGATGCCATGAGTTACTC

	6589_29
	30
	[A/C]
	AAGACTAAGCTGGCACAGGTGTGCATTTTAAGGGAA

	65893_24
	25
	[C/A]
	GACGTGCAGCTGGCAAAGTCTTGCCACTTTAAACTA

	659_19
	20
	[C/T]
	GGAGCAGACGGAGCACCGACATGCAGCTCGCTCGGG

	6591_5
	6
	[C/T]
	TACTTCAGAAGCGCACACGATTGCATTCTCTTGCTG

	65910_3
	4
	[A/G]
	ACAAATCACTGTGCACACCTTTGCCTGTGAACTTTA

	65913_16
	17
	[G/T]
	CCGGTAATGGAAGCACGGACGTGCTCCGGGCCCCAT

	65914_32
	33
	[C/T]
	TGTACACTTAGAGCACAGCAGTGCACAGAGCTCATT

	65917_8
	9
	[C/G]
	AACAGCCACAAAGCACGATGCTGCCACCACCCTGCT

	65922_25
	26
	[C/T]
	GAAATGGCTTTTGCAGTGTTTTGCTCGTCGTTTTGA

	65928_32
	33
	[C/T]
	TATCATCTCGTGGCATGAGTGTGCAAAGATTACACG

	65929_3
	4
	[G/A]
	AATGGTAAGCAAGCATGGGTGTGCCAATGACAGTGC

	6593_5
	6
	[C/T]
	TTTCCCATATAGGCATCTGGATGCAGAGACTGACAG

	65930_4
	5
	[G/A]
	TTCCGTGCTGAGGCAGGCAGCTGCAAGCAGCAGCAC

	65940_19
	20
	[G/A]
	AACATGCCATACGCAAATGGATGCAGGTTGCAGACA

	65944_18
	19
	[G/A]
	TGGATGTGTTGTGCATGTGTATGCACGTGTGTGTGT

	65948_17
	18
	[T/C]
	AAAGGGCTAGACGCATTTGGATGCAAATTGTATCAG

	65950_32
	33
	[A/C]
	AAAAAAAAACCTGCAGTGAAATGCCAGAAGTCACCT

	65951_2
	3
	[G/T]
	TTGCTCAGTTCTGCAGTAACCTGCCAACCATACACT

	65952_19
	20
	[G/A]
	CCTGGCAGCACTGCACCACGATGCCAGACTCCGGTG

	65955_7
	8
	[T/C]
	GGATCTGTGGTGGCACACAAGTGCAAAATACTCTAA

	65958_34
	35
	[T/C]
	CCTGACATAAGTGCAGCTTGCTGCAGTTGTAGGCTT

	65967_2
	3
	[A/T]
	GAACAAATCCTGGCAACAGCATGCGGAATAAAGGCC

	65969_34
	35
	[G/A]
	TTAATGAATTGGGCAATGTTATGCGTTGATGTCCGT

	65974_9
	10
	[C/T]
	TAAAGCCATTCAGCAGGGATTTGCCAAGAATTCCAG

	6598_15
	16
	[G/A]
	CACAGAGAGGCAGCAGATTAATGCAGGAATCTTGAA

	65985_29
	30
	[A/G]
	TAAAAGTCAAGCGCATCACCTTGCAGCCAAAGATTT

	65995_11
	12
	[A/T]
	AGAGACATCGCAGCACGGAATTGCCTGTTGACTTGT

	66_10
	11
	[C/T]
	GGTGCCCACCCGGCATCTTTATGCGCAGGGCAGTAA

	66002_16
	17
	[C/T]
	TCAAAATGTTAGGCATCGGCTTGCCCGCCCGTCTCC

	66008_15
	16
	[G/A]
	AGGCACGGAGAGGCAGTGTAATGCAGCTACAGTGGG

	66018_17
	18
	[G/A]
	CAGCAATTGATGGCACAGTAGTGCAATGGCTGGCTC

	66019_30
	31
	[C/T]
	TCCTGGTGCCAAGCACCCCGATGCAGATGCCCCACC

	66020_33
	34
	[C/T]
	CTTCTGGAAGTTGCACTGTCATGCGCATTATCCCAA

	66022_8
	9
	[C/T]
	ACAGCAGTCCTTGCAGGCCAGTGCTCATAACACTTA

	66023_9
	10
	[G/C]
	TTTTTCACTGCAGCAACGGGTTGCCAGGTTCACCAA

	66026_33
	34
	[C/T]
	AGACCTGGAGGGGCAACACATTGCAGAGTTTATCAT

	6603_19
	20
	[C/T]
	GCTTTGTTCTCTGCAGACTCATGCTGATTCGTATGT

	66030_26
	27
	[C/T]
	ACTGAATCTCCTGCATGATTTTGCTGCGTGACTGAA

	66031_28
	29
	[G/A]
	TGCTGCAAATTAGCAAACGCTTGCCAAAGCACACAC

	66032_34
	35
	[G/A]
	CAGGAGGCCAGTGCAACCTGTTGCCCTTTATAATGA

	66036_9
	10
	[G/A]
	ACACAAGTCGTTGCATGGCCTTGCATCATTTTCTCT

	66039_20
	21
	[G/A]
	GGTCTCGGCGTGGCAGACGAGTGCTCGGTCAGCTCG

	6604_30
	31
	[G/A]
	ACGTACTCTCCGGCAGCTTACTGCTAACACGGGCCA

	66042_16
	17
	[C/T]
	CTTTTAACACCAGCAGTGGTCTGCCTTACCCACGGG

	66047_27
	28
	[G/A]
	AGTGATGGAGCTGCAGGCGCTTGCCTGGAGGACAGA

	66049_31
	32
	[T/C]
	GCAGGTCACAGCGCAGCAGACTGCAGAGGTGCCTAT

	66053_10
	11
	[G/A]
	GTTGCCATGGGAGCAGTCAAGTGCTGGAAAAGTTAA

	66060_11
	12
	[G/A]
	TTATACGTTAAGGCACTTACCTGCGGCTGACGCACT

	66062_1
	2
	[C/T]
	TCACACTCTTTTGCACTCCGATGCCTCTACTGACCT

	66063_6
	7
	[G/A]
	GACCCCGGGGCAGCACGGTGGTGCCACAGGCAGCAT

	66075_19
	20
	[G/A]
	TTTCATTGCAGTGCATTCTGGTGCCATCTGGTGGTC

	66080_16
	17
	[C/A]
	GGGTTCTGGCTTGCACCATCTTGCTCCACTCCCCTG

	66084_24
	25
	[A/T]
	CACACACCTTGGGCAATTTAATGCATCCAAACCGAC

	66091_32
	33
	[T/C]
	ACCCTTGAGAGAGCACTCGTCTGCTTTTTTCCTCCC

	66092_1
	2
	[T/C]
	TTCTCCCTGCCTGCATATTTCTGCCCAATACTTCCT

	66096_18
	19
	[C/T]
	CTGCTCCATACTGCAGTTCAGTGCACACTGAAATGA

	66099_10
	11
	[C/T]
	TAAAACAATTCAGCATGTCTGTGCTGCTTTTGCACA

	661_34
	35
	[C/T]
	CTCCAGGTGGTGGCACTGTGATGCTGTGAGGCTGCG

	66104_5
	6
	[A/G]
	AAACCAGGCAAAGCAAGTAGGTGCACCATTTCTCTA

	66106_10
	11
	[T/C]
	TAGGGGGAAGTTGCAGCACTGTGCCTCTTCCTGAAA

	66107_17
	18
	[A/G]
	CATAATGTCCTGGCACTAGGCTGCAGAAGGCACTGC

	66108_1
	2
	[A/T]
	TTTAAGTTACCTGCAGGCAACTGCAAATGTGCTTAA

	66109_26
	27
	[C/T]
	GCTGTGAGATTCGCATCCCTCTGCCTCATCTGGGCC

	66114_33
	34
	[C/T]
	ACGATTGTTACGGCAACCTGCTGCTGCCCGAGACGG

	66121_24
	25
	[T/C]
	GAAGAGATCGAGGCAGTTTGTTGCTGTTTTATTTTG

	66126_8
	9
	[A/G]
	ACAGTGTCAGAAGCATGCTTTTGCTGTTGAAACTTT

	66128_2
	3
	[G/A]
	ACGACAGTAACGGCAACAGCATGCCAGGCTCGGATC

	66135_24
	25
	[A/C]
	CACAGCTTTGAGGCAGAGGAATGCATGACATTCAAA

	66137_5
	6
	[C/T]
	AAAATCGACCAAGCAAATGAATGCCGCAAGAAATTG

	6615_3
	4
	[G/A]
	ATGGATGGAGGAGCAACAATGTGCCATCTCCCAGCT

	66150_27
	28
	[G/A]
	CAGCCTCATCATGCAAGGACATGCACAGTAACCAAA

	66151_34
	35
	[T/G]
	GGCTTTCCGCCTGCACACACTTGCTCTTTAGCTCTG

	66161_2
	3
	[C/T]
	TGTGGTGTGAACGCACAGTTATGCTGGCTGGTCTTG

	66175_2
	3
	[G/C]
	GAGACGATCTCGGCACGCCCGTGCTCACTGGCACAC

	66177_15
	16
	[C/A]
	TGCTTATTAAAGGCACTGACCTGCAAACTGACGCAC

	66180_1
	2
	[C/A]
	ACACACATGCTGGCACAGTCGTGCATCAATGCACTG

	66185_24
	25
	[G/A]
	TTTGGACACTAAGCAGAGGCTTGCATAACGTCTGGG

	66188_16
	17
	[C/A]
	GCGCAGGCTGAAGCAGCTCTTTGCCTTACGTCACCC

	66190_34
	35
	[A/T]
	AAAATTAGCTCAGCATGCTTCTGCTGACAACGACAG

	66194_4
	5
	[T/A]
	CATTTACCTTCTGCAGCTCCCTGCGATTCTCCTCCT

	66196_31
	32
	[C/T]
	TTTTACAGCAAAGCAGATTGTTGCTGCTGTGCGAAA

	66199_31
	32
	[C/T]
	CGTTGTCACTCAGCAACGTGTTGCATCTGCTCTCTT

	6620_30
	31
	[C/T]
	CCACTCAATTAAGCACCCGAGTGCGCCGATCCTCAC

	66202_17
	18
	[C/A]
	AAAATGCTTTAGGCATTCATGTGCTGCTGATGGCCT

	66205_29
	30
	[G/A]
	AATGTTCCCAGAGCATAGCAGTGCCATCAGACCTCA

	66208_32
	33
	[G/A]
	CTGCTTGCATTTGCAGATTTGTGCATGGAACTGATT

	66210_24
	25
	[G/A]
	GCCAAGAGGACAGCATTTCCGTGCGTGCTCTTTTTT

	66212_25
	26
	[C/T]
	CGCAGGGAACGAGCACCGATGTGCTCCAGAGATAAA

	66214_7
	8
	[T/C]
	AAGAGTTTCTGGGCAGCGCTGTGCACCTCCTGTCAC

	66216_18
	19
	[C/T]
	GCATCTGTTTCTGCACCGCGCTGCTCCCACATGATA

	66218_3
	4
	[C/T]
	AGCCAAAGAGGTGCAGGGGGCTGCTTTTTATTTCCT

	66219_11
	12
	[A/G]
	AGTAAAAACAGAGCAGATGCGTGCGGTGGAACATTT

	6622_9
	10
	[G/A]
	ATGTCATGTGATGCACAAAGTTGCACCATCAAACTC

	66222_10
	11
	[A/G]
	ACATGAGGCTAGGCATTGTCCTGCACCAGAAGAAAC

	66227_7
	8
	[C/A]
	GCTCCCTCTTAGGCATTAGCATGCAGTACACGCCTA

	66235_2
	3
	[C/T]
	TATTGACTGCCTGCATGATCTTGCATCATCTACATT

	66236_5
	6
	[G/C]
	AAAGTGAATCACGCAGTCTTCTGCATACGTGAGCTT

	66238_7
	8
	[C/T]
	GTGTCCACGAGTGCATGTGTTTGCGTTTTTGTGTCT

	66253_16
	17
	[G/A]
	GATTACAGCGTGGCATGAAGATGCATGCAACCCTTT

	66260_9
	10
	[C/T]
	ACTCAAACATTCGCAGAAGTCTGCGAACTGGTCTTA

	66264_4
	5
	[T/G]
	TGGGTGGGGTGTGCACGCGCGTGCGTGTGTGTATGT

	66268_28
	29
	[A/G]
	GAGCTCGGAGATGCAGTTTGGTGCTCGGAGAAAAGC

	66271_29
	30
	[G/A]
	GAGAATGTTGCAGCAGGGACGTGCTTCTTGGAGGTA

	66277_32
	33
	[G/C]
	TACGAGCATCAAGCAGCGTTGTGCATATAATTCACG

	66278_31
	32
	[A/G]
	ACAGAGCTGTCTGCACAATCATGCTGTCACAATAAG

	66281_28
	29
	[G/T]
	CTGACGTGGATGGCAGGCTCATGCAGGGGGACCAGA

	66283_17
	18
	[A/T]
	ATGAGGCCTATGGCAAAATGATGCCTGAAGTGCATT

	66292_19
	20
	[C/T]
	TCTACAAGATAGGCAACGACGTGCCTCTAACAGGAA

	66293_9
	10
	[T/G]
	ATATGTCAGTGAGCAATGTACTGCGAAGGACTTTAC

	66296_2
	3
	[G/A]
	CCGGGGGTAATTGCAACCAAATGCTGAGCAAACATC

	66297_32
	33
	[A/G]
	GTGTTCTCAAGGGCAGTTAAATGCCCCGCGTGACGT

	66298_19
	20
	[A/G]
	GATGCAGTCAACGCACGTCAGTGCCTTATCATGTGT

	66300_26
	27
	[A/C]
	CTAATTATCAAGGCACTTGTTTGCTGACTACAATGC

	66304_29
	30
	[G/A]
	ACCAAGCATTTTGCACATTTATGCTACACGTGGCGA

	66307_11
	12
	[C/T]
	AAAACGCACCTCGCATTCGAATGCGCTTGCTCCGAA

	66311_18
	19
	[C/T]
	CTGTTCAGCGATGCAAACCGGTGCACGCGTAACAAC

	66316_9
	10
	[G/A]
	CACACACACAGAGCACAGTGCTGCAAGGGCTGCGTT

	66318_8
	9
	[C/A]
	TGGAAACGCTTAGCAAGGGCCTGCTGACTGTTAATA

	66322_20
	21
	[A/G]
	CCCGACCCTGACGCATGTCCATGCTCTCTTCTCGCT

	66323_31
	32
	[C/T]
	AATGACTCTATTGCAAGGCACTGCCACCTTCCATTT

	66327_10
	11
	[A/G]
	AAGGCTTGTGAGGCAGGACCTTGCATGCCCGATTTG

	66340_9
	10
	[T/C]
	TTAAGAAATTTTGCAACAATTTGCAACGTTGCCCTC

	66344_7
	8
	[C/T]
	AATCATTCGGGGGCAGGTGTGTGCACATCCAGTTCA

	66345_15
	16
	[C/T]
	GGTGTGTTCATTGCACGGCCATGCCAGCTGGGTGAA

	66357_32
	33
	[C/T]
	ATGTAGGTTGCAGCAGACTTGTGCACATATTTCAAC

	66358_29
	30
	[G/A]
	TAGCTGGCTGGAGCAGACTGTTGCATATGGTGAGTA

	66359_3
	4
	[T/A]
	AAATAGGATGTTGCATAACGTTGCCGCAACAATGCT

	66360_18
	19
	[T/G]
	ACCCGCCGTGCCGCAGCCTTCTGCCTTCGGGAACAT

	66363_5
	6
	[C/T]
	TCTCTCAGGAATGCAGCATGCTGCCACACAACTCAA

	66364_20
	21
	[C/A]
	GATGTAAGTTTTGCATGTAGCTGCTTAGCCATGGAA

	66366_1
	2
	[G/A]
	AGCAGCAGTAAAGCAACCAGCTGCAGAAAGACAATG

	66371_33
	34
	[G/A]
	GTTGTGTTGGGAGCAGATAAGTGCAAGTGTAGGGAT

	66372_4
	5
	[C/G]
	GTGCCAACACTTGCAGGTGTCTGCGTGTGACTCACG

	66377_29
	30
	[A/G]
	CGACTCGAGAGTGCACGCTGCTGCGGTACAGTACAG

	66385_11
	12
	[C/T]
	TTTATTCTCCCCGCAGTCTATTGCCTGAAAGGGCCA

	66386_3
	4
	[C/A]
	TGACAGCAGTGGGCAGCTCCATGCACGGTGCATGGG

	66389_8
	9
	[A/G]
	GCTCGTAGACCAGCACACCAGTGCCAATATCTCACA

	66394_1
	2
	[C/A]
	GCAGGTTGAGCTGCAGCGGGCTGCTGGACCTGGAAC

	66397_29
	30
	[A/G]
	GGCATGCCAGTGGCAGTGTTATGCTTTGGATCTGGT

	66401_9
	10
	[C/T]
	GCTGAGCACCGGGCATGACGGTGCCCTTGGGGGTCA

	66404_5
	6
	[G/A]
	ATTCTGCCCATGGCATACCATTGCCCTTTCTACCTC

	66406_11
	12
	[T/C]
	GCATGAATGTCTGCACTACACTGCTGCCACCACGTA

	66409_25
	26
	[A/G]
	CGTTCAGCTGCTGCAGGAGGATGCAAAAATTCACAT

	66412_34
	35
	[T/G]
	CTATGCTTGCATGCAGCATTGTGCATTGCAGTATTT

	66414_24
	25
	[A/G]
	TTACGATGCAGGGCAGGAAGATGCAAGATAAGTCTA

	66421_19
	20
	[C/T]
	TTGTGCACAGGGGCATAATCATGCTGGAACATGTCT

	66422_18
	19
	[T/C]
	GAGAAAGAGGCCGCATTCTGTTGCAGTGAAAAAACT

	66424_17
	18
	[G/A]
	GGGTTGTATGCCGCATGGATTTGCGTGAAATTGACT

	66425_1
	2
	[C/T]
	TCACAAACTCTGGCATTACCATGCCTCACAACACAA

	66431_1
	2
	[C/G]
	TCCAACAAACCAGCACTCTACTGCCCCTTTGAATGC

	66433_24
	25
	[C/A]
	GCCCTCTGACTGGCAGGTTGTTGCAGTGCAAACACA

	66434_17
	18
	[A/G]
	TTTCTAGTTGAAGCATCATGCTGCCAACACCATGCT

	66439_15
	16
	[T/A]
	GGACGGCAGCGTGCATAGGCATGCGCTGTACAGCAA

	66440_27
	28
	[G/A]
	TCTATCTCCCCAGCATCACACTGCTCAGTCACTCAC

	66443_26
	27
	[C/T]
	AGATCGGTTCCTGCATGCACATGCTCCGGAAAGCTA

	66451_32
	33
	[A/C]
	CAAAGCAACACTGCAGAGTTGTGCAACATGTGCGAC

	66453_34
	35
	[G/A]
	GATTAGCTGCGTGCACGGCTCTGCTCGTTAACGCAC

	66455_32
	33
	[A/G]
	TGCACTGTCTCAGCAGCCGCATGCATATATGAGCTT

	66460_31
	32
	[C/T]
	CGGTGGGAGACTGCATCTGAGTGCTCGTGCACGCAG

	66464_7
	8
	[T/G]
	GTGTGTGTTCATGCACCAGGATGCATTACTGGTGTC

	66470_31
	32
	[T/C]
	CACAAGGCCTCAGCACTGTTATGCCACTCTTTAGGG

	66472_10
	11
	[C/T]
	ACTCAGCTGACGGCAGGGCTTTGCTGCATGCTAAAA

	66473_7
	8
	[C/T]
	AAAAGGTCCTTTGCATGAGAATGCTGTCCTTGGTGC

	66476_15
	16
	[C/T]
	AGACTGGGCACAGCACGGGCATGCAGCTGGCACCGG

	6648_29
	30
	[G/A]
	TTCATATAGGCAGCAAGAGCATGCGTATCGTCCAGA

	66485_7
	8
	[G/A]
	GAGGTTTGAGCAGCAGATAAATGCATTTGCACGTAT

	66489_33
	34
	[G/A]
	CTTTTAAATGCTGCAACCAGCTGCTTAGGGGCAGAA

	66494_25
	26
	[G/A]
	TGTCCACGTTGAGCAGGTTTATGCCGCACGGCCGAT

	66495_34
	35
	[A/C]
	AAAATGTGGCTTGCATGCAGCTGCTCAAGCATGGAA

	66502_32
	33
	[G/A]
	GCGACATCAATGGCAGCTGTATGCGGCCAAATGGCA

	66505_30
	31
	[C/T]
	GGCGGCACAACAGCAACAACGTGCCAAGCTCATTCA

	66506_7
	8
	[G/C]
	CAGTGTCGATCTGCACTCTGGTGCTCCTCAGAGCCA

	66509_11
	12
	[C/T]
	CATGCTTAATACGCATCGAGCTGCGCTCCTACCACC

	6651_33
	34
	[G/A]
	CCTCGCCCAAGAGCAATTACGTGCAAACGGGACGGT

	66510_3
	4
	[G/T]
	GCTGCTCCCCTGGCAAGGCCCTGCATTTCCTAGCTG

	66512_4
	5
	[C/T]
	GCTTCCAAAACAGCATCTACCTGCACTGCCAGGTCC

	66516_1
	2
	[A/C]
	AAGACGCAGTGAGCATTCATGTGCTCCCCCAATTAG

	66519_16
	17
	[G/A]
	ACTTCCCACATGGCAGGTTTTTGCTGGAAAGCAAAT

	66525_1
	2
	[C/T]
	TCCTCACCTTGCGCACTGAGGTGCGAAGAGAATCTA

	6653_25
	26
	[A/C]
	GTTGAGGGGTGTGCATATTTATGCGACCATGTTTCA

	66531_24
	25
	[A/C]
	ATATACATGGCAGCAGCAAAATGCATCAAATCATAC

	66534_28
	29
	[A/T]
	GCTCTAACTCTCGCATCCGCCTGCTCTCACGTTTAG

	66536_27
	28
	[G/C]
	CCGACGCCAGGAGCACAAACCTGCACAGAGAGAGAG

	66541_2
	3
	[T/A]
	ATTGATGTGCCTGCAGTACAATGCATGAACTCATAT

	66544_24
	25
	[A/G]
	AGCATGGTGGAGGCATCATGATGCATCTGGGATATT

	66545_28
	29
	[G/T]
	GAATGTGCTTATGCATGCATGTGCACGAGTGTGTGT

	6655_26
	27
	[T/C]
	TTTTCAGCTCAGGCAAACACCTGCACTCGGGACTGA

	66551_3
	4
	[A/C]
	GAGAGCCATTGAGCAGTCAAATGCTTTTTGTGTTTT

	66552_25
	26
	[C/T]
	GAGCTGGTGGACGCAGTCTGATGCTCTGCTGTCAAT

	66553_7
	8
	[G/A]
	TGGAGCAGGCTTGCATTAACATGCACTCTGGTCCCT

	66554_20
	21
	[G/C]
	CCGTCGTTTAAAGCATTTCCGTGCAAGTTGTACTGT

	66561_29
	30
	[C/T]
	GGTGTCATGGCTGCAATCTCCTGCCCTTTTACACCA

	66568_32
	33
	[C/T]
	GCGGCGCTCTCGGCAGCGTCATGCGTCCACCTCCAT

	66569_9
	10
	[G/A]
	ACTACTCCCGCTGCACTACAATGCACTCTGGATGGA

	66575_28
	29
	[G/A]
	AAGGATGCAGTTGCATAGTTTTGCCTGAGGAGGCAG

	66576_7
	8
	[A/C]
	TGCTTGAAGCCTGCAGCATTATGCAATTGGAAACAA

	66580_10
	11
	[T/C]
	GCTGGTGTCATAGCAGTGACCTGCTGCTCTATTACT

	66583_1
	2
	[C/T]
	GCTTCTCTGTGAGCAGGTGGATGCTCTGCAGGGACA

	66584_20
	21
	[G/C]
	TGAAACCTGGTGGCAGCCTGGTGCCCAGCCTGAGGG

	66592_24
	25
	[C/T]
	CTCCACCATGCTGCACCATGATGCCGTCTAGATGTT

	66595_29
	30
	[T/C]
	GATGTCCTTCATGCAGATGTGTGCGTGTGTGTGTGT

	66598_29
	30
	[G/A]
	AGTTCGTTCATTGCATGTCTGTGCTCTTCGTCGAAG

	666_28
	29
	[G/T]
	TATCAAACACCTGCACTTGTGTGCACTTGTGTACAC

	66600_10
	11
	[G/A]
	AGCAGCGCACGAGCATTTTAGTGCATCAGGGGGTCT

	66606_4
	5
	[A/G]
	ACTCAAAGCAGAGCATTAATGTGCTGGGAACAGCAA

	66607_24
	25
	[A/T]
	GCAGAGCTTTCTGCAGAATTATGCAAACAAGAGCCA

	66609_28
	29
	[C/T]
	AAAGACAGGAAGGCAGCTGCCTGCATTACTTTCCAA

	66610_28
	29
	[C/T]
	CTGTCACACTCTGCACCGAAATGCGATGCGCACGCA

	66611_6
	7
	[G/C]
	TATCAGGTAGCAGCAGAGTGATGCTCAAATAGCAGC

	66612_15
	16
	[T/C]
	TGTATGTTACCTGCACGGAGCTGCCGTGTTTTTGCA

	66613_24
	25
	[G/A]
	TTGTGCATGATGGCATCTTCATGCGAAAACCTTCAT

	66614_10
	11
	[G/A]
	CAGCACCGATGGGCAAACCGGTGCTAGAGTCAACCC

	66617_4
	5
	[C/A]
	TTGGCAAGGGTGGCAACATTTTGCAAAAACCTACAT

	66619_25
	26
	[G/C]
	TCACAGACAGCTGCACCGAGATGCTGATGCAGGGCG

	6663_32
	33
	[G/A]
	TGTCTGGGTCAGGCAGCTGGTTGCTAAGGAGCGGAG

	66630_6
	7
	[C/T]
	TTGCTCCACATCGCAGCCCAGTGCCCTGTCACAAAC

	66631_3
	4
	[C/T]
	GCACTTTGCGTGGCACTCTGTTGCTGTGTATTAGGA

	66632_24
	25
	[G/A]
	TCGGGCCTGGTAGCAGCATTCTGCGTATGCTAGCCT

	66637_24
	25
	[C/T]
	GTTTAGTTGTGGGCACAAGAATGCCAGCAAAACACA

	66638_33
	34
	[A/G]
	ATTCTCCTGATGGCAGGTGTTTGCACAGATGTGAGT

	66640_5
	6
	[G/A]
	ACCTCGGGCTTTGCATTTTCATGCTCCCACTAACAG

	66642_26
	27
	[C/T]
	GCGGGACAACATGCACATGCCTGCTTCAGCTAGGCT

	66658_9
	10
	[G/A]
	CAAGGTAACGCAGCACTCTCTTGCTTGGGTTTAGCC

	66659_26
	27
	[G/A]
	AAAAGCTTCTAGGCAGAAAGATGCATGAAGTGCTCT

	66663_19
	20
	[T/C]
	AATGCGTGACGTGCATAAACATGCATCAACATGGAA

	66664_24
	25
	[A/T]
	GCCAATCACGTAGCATTGCATTGCATGAGAACTGAA

	66673_9
	10
	[C/A]
	ATGAGCGAGCCTGCAATCTACTGCATTCTTAGACCT

	66686_16
	17
	[C/T]
	GACACATCGAGTGCAACAGAGTGCGTGGACATGAGT

	66687_11
	12
	[G/T]
	AGACTGAACTGGGCATGGCGGTGCAGCTCTTCTAGA

	66692_2
	3
	[C/T]
	GACGTTCTGAGAGCATTGAAGTGCGATTGCAGTAGG

	66699_24
	25
	[T/C]
	CATTAGACTCCAGCACCCATCTGCTCATCCCGAAGA

	66703_26
	27
	[G/A]
	TCAACATCTCTGGCAGCTTAATGCTGGTTGAGGTTT

	66706_18
	19
	[G/T]
	CCTTTCAGAGCTGCAGTCTTTTGCTCCTGTGCCTAT

	66709_7
	8
	[A/C]
	AAGGTGCAGTGGGCATTGTAGTGCAACAAGTACAAA

	66713_4
	5
	[G/A]
	TCATGCGTCATAGCAAATCCATGCAAATTCCAACCT

	66714_15
	16
	[C/T]
	CAGCTTTAAGAAGCACTCTGATGCCGAGTCCAAAGG

	66716_29
	30
	[G/T]
	AACGTATTAGCAGCAGACGATTGCATCTCTCCTAAA

	66717_4
	5
	[A/G]
	GCTCGGGACCATGCAAAATCATGCAGCAACTTGCAT

	6672_33
	34
	[T/G]
	TGCGTATATGTGGCACACGTGTGCTTTTTACCTTTG

	66721_9
	10
	[A/C]
	GCACAAATGAATGCACTCACATGCTATCCAGGCAGT

	66727_16
	17
	[G/A]
	GTGCCACTTCTTGCAGGATGATGCCAAAGCTGTAGA

	66730_4
	5
	[C/T]
	AAACCTCCTGCTGCATTAAGCTGCATGTTGTGCCTA

	66731_32
	33
	[T/C]
	ATAACGGCATGAGCATGAATGTGCCCATGACTTCCA

	66732_6
	7
	[G/A]
	GGGCTCGAACCGGCAACCTTCTGCTCACAAGGCTGA

	66734_25
	26
	[G/C]
	CGACGTCACCATGCAAAGACCTGCCGTCTGGGTCTA

	66735_17
	18
	[G/A]
	TGGATGTTCGGGGCAGTGATGTGCCACATGGTGCCT

	66736_1
	2
	[G/C]
	GCCCTGTTGCACGCACTAAGATGCATGAAGCTCTGA

	66740_5
	6
	[G/A]
	CTCCAGAGTGGTGCAGAATCATGCTTGCCATATCAA

	66749_26
	27
	[A/G]
	GAAGGGGGTGGGGCAGGGGTTTGCTTGGGGGGAGGA

	6675_2
	3
	[T/G]
	CATGAAGCTGGAGCATAGGTTTGCGTACAAATCTAA

	66758_5
	6
	[C/T]
	GATTTTTGCACGGCAACGGATTGCGTAATTGTAGAC

	66759_19
	20
	[C/T]
	GCATGCTAACTTGCATGTTCCTGCCCTTGACAGATG

	66762_25
	26
	[T/C]
	GCAGCCTCACCTGCAGCAAACTGCCTCAGCAAGATC

	66764_34
	35
	[G/A]
	GGTCTGGGTGCCGCACCTCTTTGCAACTGATGCTGA

	66767_33
	34
	[T/A]
	AAGCGTTAGCTTGCACTATTCTGCCGGCTACTTTAA

	66768_24
	25
	[A/C]
	ATAAACACACACGCACACGCCTGCAGAGCCGGACAC

	66780_7
	8
	[G/A]
	GCAGCTCGAACAGCACCACACTGCCCTTGACCTGCT

	66788_28
	29
	[G/C]
	ACGCCAGGATCAGCAACACCATGCAGCAGAGCACCA

	6679_24
	25
	[G/A]
	ACAAAAAGCAAGGCAAAGTACTGCGAAGGCACAAAG

	66791_30
	31
	[G/A]
	TGGTGTACTCAGGCAAGGCGCTGCTGGAAGGGATGG

	66793_7
	8
	[A/G]
	AACTTACATCCTGCATGAACTTGCGGCAGACCGGCC

	66794_4
	5
	[A/G]
	CCACACAGCTAAGCAGCATGTTGCCATTGCAGCCAG

	66799_32
	33
	[C/T]
	AGCGAAGCGGGAGCACAACACTGCTAACAACCCCGA

	66812_29
	30
	[A/T]
	TGGTGTCCAGATGCAGCAGGTTGCTGTGTAACTGAT

	66815_31
	32
	[T/A]
	GCAGTTTGTTCTGCAGAGGTGTGCCTGTGAGTAGAA

	66818_15
	16
	[A/T]
	TGCAAACAGCGTGCAACAGCGTGCAAACATGTCCGG

	66819_30
	31
	[G/A]
	CCGGATCCATTTGCAACTGCCTGCAGATAAGGCAAA

	66820_26
	27
	[C/T]
	CATCTGAATGGTGCAACATGTTGCAACCTGCTTAAG

	66822_1
	2
	[G/A]
	TAAACACGAGGAGCAACCACATGCTGGTGGTCCGAT

	66826_18
	19
	[T/C]
	GGTGATGAACCAGCAGCCTCCTGCAACCTGCTCGCT

	6683_27
	28
	[T/C]
	GAATGTGTGAATGCACATGTCTGCATGTGTGTGTGT

	66835_11
	12
	[C/T]
	ATCAGCATGATCGCATGCGTCTGCTCATAAAATCAT

	66836_8
	9
	[C/T]
	TTAGCGAGCGCAGCATCTGGATGCTGTCTTCACCCT

	66837_7
	8
	[C/G]
	GCACCTGCAAATGCAGATCATTGCTACACTGTACCA

	66843_6
	7
	[A/T]
	ATGAGGTGGACGGCATAGAGGTGCTGATGGTAAAAT

	66844_9
	10
	[A/T]
	CACAGCAGAACTGCACCGTACTGCAGAGACCCAGAA

	66847_25
	26
	[C/T]
	CGGAAACAATTAGCAACAAATTGCACGCCGAGGTAA

	66855_26
	27
	[C/T]
	CTCACAGGTAAGGCAGACACCTGCTGCATTATTGAC

	66857_10
	11
	[A/G]
	TGACCCTTCCAAGCAAGCAAGTGCGGATATTTACCC

	66859_3
	4
	[A/G]
	AAAGGATGCGAGGCATTTCTGTGCATGTTCTCTAAA

	6686_17
	18
	[G/A]
	ACACTTCTTAAAGCAGCGAGGTGCGCTTCGACAGAT

	66862_19
	20
	[G/A]
	CATAAGCACCATGCACCAGGCTGCAACAGCTTTTCT

	66864_33
	34
	[G/A]
	TGGGCAGGAAGAGCAGAGAGTTGCCCTGAAGGGATA

	66865_31
	32
	[G/A]
	CACCGTATCCCAGCACCACCCTGCTCTCTCCGCTCA

	66869_10
	11
	[T/G]
	GCCCAGGGGGTGGCACATTGTTGCACTTCTGACGCT

	66877_24
	25
	[A/C]
	GTGCACTATGGAGCAGCAAGATGCAAAAAGTGTAAT

	66878_19
	20
	[A/T]
	AAACAAATGTCAGCATGACAGTGCCACTCCATTCAG

	66882_30
	31
	[G/A]
	ATGCGTCAATCAGCAAGTAGGTGCCGGTCCGAACTC

	66883_18
	19
	[G/A]
	TGCTGGTATAATGCAGGTGAATGCCAGTGTCCCAGG

	66885_6
	7
	[T/C]
	ATCTTCTCGTCTGCAGCCACGTGCACGCTGGTGGCA

	66887_20
	21
	[T/G]
	AACAAGTCTGTAGCAGAAGCTTGCATACCTGTCAGA

	66894_24
	25
	[A/G]
	TCGACGTCTCCTGCAGTCTCCTGCAGTTTGCTATAG

	66898_9
	10
	[G/A]
	AGTACAACGGCAGCAAGGTGGTGCCATAGGAAGTGT

	66899_33
	34
	[C/A]
	ATCCTCTGCCAAGCATCCGGCTGCCTCAGGACCCAT

	66902_10
	11
	[T/C]
	GCTATCACTATGGCAGCGTATTGCGTATCTCAACTT

	66903_34
	35
	[G/A]
	TGGGGAAAACCAGCACGTTATTGCCTCCTAGATCGT

	66907_5
	6
	[C/T]
	ACATTCACTCACGCACACACATGCACGCAGACACAC

	6691_25
	26
	[A/G]
	GTGTGTGTCACTGCACGGATGTGCAATGTCTCTTAT

	66920_5
	6
	[G/T]
	TGGGAGTGAGCTGCATGCTCCTGCTCGCCCTGACCG

	66926_11
	12
	[C/T]
	GTGGCCCAACACGCACTGATCTGCACTGCACCATTT

	66933_26
	27
	[C/T]
	TGCCTCCTGAGAGCAGCTCTGTGCTTCATTACTGAA

	66934_1
	2
	[T/A]
	ATTCATGTGGCTGCACGGTAGTGCGTGTGTTATACG

	66939_11
	12
	[C/T]
	AAACACTGGCACGCAATAAAGTGCTGTCTGAACGTA

	66944_8
	9
	[G/A]
	AATCACACGACAGCAGCGCGATGCATAAAATCCGGA

	66946_33
	34
	[A/T]
	TACGAACACACCGCATAAACCTGCAAAACATATTTT

	66950_20
	21
	[A/G]
	GCACAACCTGCGGCACCACCATGCCACCCAACTGCA

	66952_17
	18
	[A/G]
	GAATACCGCCCTGCACAAATCTGCCACTGCAGCTCT

	66963_17
	18
	[G/T]
	ACAGAGCCATGGGCACAGATGTGCTTGTGGGTCAAC

	66964_32
	33
	[G/A]
	AGCACCGTGTCTGCAGAGGCTTGCAACATTGCGACA

	66968_1
	2
	[C/T]
	ACAGCTCAAAGAGCACGCATGTGCTTAGATCACATT

	6698_5
	6
	[C/A]
	GACACCCTCTCTGCACTCTGCTGCCAGATCTAAGTA

	66982_6
	7
	[T/A]
	GAACAATACTGGGCAAAGCAATGCAGCATTGGGCTT

	66983_34
	35
	[G/C]
	GCCTAATTCAAGGCATTACATTGCTGACCAGGCAGT

	66989_7
	8
	[G/A]
	TAACACCGGGCCGCAGAATCTTGCCTGACAGACATG

	66994_5
	6
	[C/G]
	GCCACCCTCGCTGCAGCGTTGTGCTCTTTTATAATG

	66998_32
	33
	[T/G]
	TCAGGTCTAGAAGCAGAGTCATGCACAGACACTGCA

	66999_17
	18
	[G/A]
	TGCTGGCACTCTGCAGCGTGCTGCCACCTTATTAGA

	67001_4
	5
	[G/A]
	AAAGGGACCACTGCAGATTTATGCAGCAGGCCAATC

	67003_32
	33
	[C/T]
	AATCGATTTGTGGCACCCCGGTGCTTAAATTTCATT

	67008_16
	17
	[C/T]
	CAGAAATGTAAAGCACCGGCATGCTATAGCCAAAGT

	67009_32
	33
	[G/C]
	TATCTCACATTTGCAAATGTTTGCTGATGCAGGCCT

	67010_27
	28
	[G/A]
	TTCTTTGCAGTGGCATCGCACTGCCACGACCCAGGA

	67013_28
	29
	[C/T]
	ACACTGTCACCAGCAAGAGGATGCGGTTCACGTTGA

	67016_17
	18
	[T/G]
	TTTACAGTGGCTGCATCTGTATGCAACGACGAAATA

	67017_9
	10
	[T/G]
	TTCGTCACATTTGCATCTTGCTGCTTGCCTGAAGTG

	67018_31
	32
	[C/T]
	GCAGGGTCACCTGCAGTGGTCTGCCCCGTACCTGGA

	67021_25
	26
	[C/T]
	TATTGTAAAGTGGCATATTGTTGCTCGCGGTGCTGC

	67023_5
	6
	[C/A]
	TAGGTCTCCCTAGCAGAACTATGCCTGGCTCTGGCT

	67031_11
	12
	[T/C]
	CAAACGAACGTTGCACTGCGGTGCATTGTGTCTATA

	67033_18
	19
	[T/C]
	CAGGAGGATGATGCAGTTTGCTGCAACTCAGGTGCC

	67034_20
	21
	[A/C]
	TGTCCGAGCCTGGCAAACTGATGCAGAAAGTTAAAG

	67037_11
	12
	[A/G]
	TGTGTGTGCATAGCACTGTTTTGCATGGTGACAGAT

	67038_11
	12
	[T/C]
	GGGCGTAGTGCTGCAGACGTCTGCGATGATGGACGC

	6704_26
	27
	[T/C]
	CTGAAACACTTCGCAGTCATTTGCTATGAGCGACTC

	67040_17
	18
	[A/G]
	ATGGTACAGCTTGCAGTAAAATGCTTTAAACGACTG

	67041_9
	10
	[G/A]
	TCGACAGCCGAAGCAGGTATTTGCACAGCAAATATT

	67052_28
	29
	[A/G]
	GTCATCTCATCAGCATTGGTGTGCCAGTGGAATGAT

	67062_31
	32
	[G/A]
	AGTCTTGTTTTCGCAGACACATGCCAGGCCTGGGCT

	67071_4
	5
	[C/T]
	GCAGTGAAAGGAGCACCACTCTGCTAGAGCGAACCA

	67072_1
	2
	[T/A]
	TTGGTATGCAAGGCAGCTGTGTGCTACGACATCACC

	67074_8
	9
	[C/T]
	AAGAACATCAAAGCAGCGTAGTGCATTAGCACACCA

	67081_11
	12
	[T/C]
	TTCCTGCCATGTGCATAATGATGCCCGGATGGGCCA

	67086_1
	2
	[G/T]
	AGAAATCCCGTGGCACCTGCCTGCACTGCCATCTAT

	67095_31
	32
	[C/T]
	GCTGAGATCAGGGCAAGCACATGCTAATTTTCACCC

	67097_16
	17
	[C/G]
	GTAGCAGACCACGCATCGCTGTGCTCGGGAGCCTCG

	67099_3
	4
	[C/T]
	AAGCTCTCTTCAGCACCAGTTTGCTCTTCTTCCTTT

	67103_7
	8
	[C/T]
	AAAACTTCAGTCGCATGCTTTTGCATTAACGCTGTT

	67112_34
	35
	[A/G]
	TACGCATACAAAGCAAGGACGTGCAAATTTAGGCAG

	67113_11
	12
	[C/T]
	CTTTCTGTTTCCGCAGTGGGTTGCACTACTTCCTGC

	67114_9
	10
	[C/T]
	AGCCTCTCTCTGGCACTTTACTGCAGTGTGTGTGTG

	67117_7
	8
	[A/G]
	ACTGAAAAGTGGGCATCTGGGTGCTGCTAACGGCAT

	67123_32
	33
	[G/C]
	GAGTGGGCTCACGCATCGATTTGCCGCCCCTCGGCT

	67124_18
	19
	[C/T]
	GTCAGCCAATGTGCAATACGATGCAGCCTGTAGGTA

	67126_4
	5
	[G/A]
	TTGCACGTGTGTGCATGTGTGTGCACGTGTGAGTGA

	67127_28
	29
	[G/A]
	CTGCTTGCCTTTGCAGGATCATGCAGGGACCAGTGC

	67134_19
	20
	[G/A]
	GCTTCGGCAAAGGCAACGGGATGCCTCCGAAAAATG

	67135_9
	10
	[G/C]
	GGTGGATTTGCTGCATTAAAATGCCCCTAGGTGTGA

	67138_10
	11
	[G/T]
	ATTACGGAGCGTGCATGTCACTGCTGTCCGTACGCG

	67139_27
	28
	[T/A]
	CTGTGGGAGTGGGCAGCACTGTGCAAATAACGACAG

	67144_26
	27
	[G/A]
	AAACAGAACTAGGCACTACGCTGCGCGACATAGGAC

	67148_10
	11
	[C/T]
	CTGTGCCGCTCTGCAGCTGTCTGCAGTGCTGAGAGA

	67149_30
	31
	[G/A]
	CTGGACCAGGTTGCAGGTTGATGCAGCCAAGAATTA

	67151_28
	29
	[T/C]
	GCTCAGTACAAGGCAACGAAATGCAGTTTGGAAGTT

	67161_8
	9
	[C/G]
	CCAGAGTGCTGGGCAGCCCTGTGCCTTGCCGCCCAG

	67168_24
	25
	[T/C]
	TTTTGAGCATCTGCAGATTAATGCTACAGCTGGTTG

	67170_24
	25
	[C/T]
	ATTGGGTGCAAGGCAAGAATATGCCACTGGGCAGGG

	67175_7
	8
	[C/T]
	CTGCTTTCACATGCATTGTGCTGCTTTTGTGTCGTG

	67179_30
	31
	[C/T]
	ACGTGATATGAGGCAGACCGTTGCTGTGGGCGTAAT

	67187_34
	35
	[A/G]
	ATAAACACACATGCACCCACATGCGCTCACACACAC

	67188_24
	25
	[G/A]
	AACAGCATGACGGCATGACAATGCGATGAAAAGCAT

	67192_15
	16
	[T/C]
	TACAGCGTTGTTGCATGGTGGTGCAGATGTTCAGCA

	67193_1
	2
	[C/T]
	TCAACCCCAAGGGCATTTGGCTGCCACATGTCTTGA

	67194_2
	3
	[A/G]
	CCAGGAGTTCGGGCACAAACATGCAGTGGCTTGGCA

	67195_4
	5
	[T/C]
	GCAGTCCAGGGAGCAGCTGGGTGCTTTGTGGCTGTA

	67197_11
	12
	[T/C]
	ACACGTACATGTGCATGCACGTGCACACACAGCAGT

	67202_7
	8
	[A/G]
	AATCATAAGGTGGCAGAAATGTGCGAGGTGCTTTTT

	67205_8
	9
	[G/A]
	GTGCGTGCGTGTGCATCAGTCTGCCAGTCAGGTTGA

	67206_25
	26
	[G/A]
	TCAGGTAAAGAGGCAACGCAATGCCGGTTTGATGAC

	67207_15
	16
	[T/C]
	TGGCTGACCGATGCATCCAAATGCTGTGAACTGAAT

	67208_29
	30
	[G/A]
	TTGGCACCTTCGGCAACCTTCTGCCCAGAGAAACGA

	67216_31
	32
	[C/T]
	GAGTACACAAGCGCAGGAGTGTGCGCCAACCCTCCG

	67221_18
	19
	[T/C]
	CTGCTGGACAGTGCAGCTTATTGCAGTGACGTTATA

	67233_4
	5
	[G/A]
	TCATGACAGTTTGCAAGGTGTTGCACACACACACAC

	67239_28
	29
	[G/A]
	ATGAGATGACAAGCACGATGGTGCCAATGACAGTGA

	67242_7
	8
	[C/T]
	TTCAGTACTCGTGCATGCTTCTGCACACCGGCACGA

	67243_28
	29
	[C/T]
	AGGGCAGCCGCAGCATGGCTGTGCTGTCCGAGCTGC

	67244_7
	8
	[G/A]
	CTGCTGTGATGTGCAGTTCTGTGCCACAATCCTCAT

	67245_8
	9
	[A/G]
	AGCCGGACATCTGCATGTCAGTGCCATTGTGTGAAT

	67247_27
	28
	[C/T]
	TAAGTTTAGGAGGCAGTTAGGTGCTTTCTCTCTGGA

	67248_11
	12
	[A/C]
	TGTGTGAGAAAAGCACTTCGGTGCAGTCTCAGCTTG

	67249_18
	19
	[T/C]
	TATTCAAATGCTGCAAACTTCTGCTGGGAAGTCTAG

	6725_33
	34
	[C/T]
	GCCGTTTAATTAGCATCGGCGTGCCCTTGATCTCGC

	67250_9
	10
	[T/C]
	ACAAGACATTCAGCAGTGTTGTGCAAAGACACACCA

	67251_34
	35
	[C/T]
	ATGGCTAGTGACGCAACTCAGTGCATCCCTCCTGCC

	67259_2
	3
	[A/T]
	GAAGCGTAGAATGCAGAGACCTGCATGTCCAAGCAG

	67266_5
	6
	[G/A]
	TTGCCGGTTTTTGCACACATTTGCTACAGATGGATG

	67268_33
	34
	[C/T]
	GAAGTTTCCTCTGCAGCATAATGCTGTGAATCTTAC

	67270_15
	16
	[T/C]
	CGATTCCTCGCCGCATGTGCGTGCCAACAGGATGTG

	67271_29
	30
	[G/T]
	AATTTTACCACTGCAGCGAAATGCAAAATGACACTT

	67273_11
	12
	[T/A]
	CATGTCCTGACTGCAGCTTGATGCTGTACAGCTCCT

	67279_34
	35
	[A/T]
	TGAAGAGTTCACGCATGCCCATGCAAGTAGATGGAG

	6728_25
	26
	[C/T]
	ATATAGTGTTTTGCAGACCACTGCTCAATTCTCCCT

	67282_28
	29
	[C/G]
	TGCTATCAGCAAGCAACAGCCTGCACATCTGGATAA

	67291_1
	2
	[T/C]
	TTAAAAATGTGTGCATGTGTGTGCGTGCATGCTTGT

	67295_11
	12
	[G/T]
	CACGTCTTAAGGGCAGGCTACTGCGACTTTCCTATA

	6730_27
	28
	[G/A]
	GAGGCACAACTTGCAGAAATATGCGGTGAATTTGAC

	67301_28
	29
	[G/A]
	GCTTCGGCCACAGCAGCCTTCTGCCAACGAGCCAGC

	67306_19
	20
	[G/A]
	GAGGGTAAAGTGGCAGCTTGATGCTCAGCACCTTCT

	6731_6
	7
	[G/A]
	GTTTGTGAAACTGCATCTTCATGCCCTGAATAACGG

	67314_4
	5
	[G/A]
	GCATGAATCATGGCATGCTAATGCAGGTCGGCTAGC

	67316_16
	17
	[A/T]
	TACACAGCATCTGCAGAACAGTGCAATGTGGATTTA

	67319_27
	28
	[G/T]
	CTTTGTTTTACAGCATTTCCCTGCGTGGCATTGAGA

	6732_26
	27
	[T/C]
	TAGGTTCTGAATGCAGTCTGCTGCCATCATCAAAAA

	67322_8
	9
	[G/A]
	GGTAGTGTGACAGCATTGAGTTGCCTCCGATCAGCT

	67323_1
	2
	[G/A]
	CGCTGCACGGTCGCAGTGCCATGCTACGCTGCGAGG

	67327_17
	18
	[G/A]
	TTGATGACTTTTGCACAGAACTGCGAGTCTCTTACA

	67330_16
	17
	[G/A]
	GAATACCGGGCAGCACAGTGGTGCTGCAGGTAATGT

	67333_8
	9
	[G/C]
	ATCTCCAGGCAGGCAAAAATGTGCAAGAGTAACCTC

	67334_2
	3
	[C/A]
	CCCATGAGCCGGGCAGGCATATGCCCTGAACAGCGC

	6734_31
	32
	[G/A]
	AGAACCTAGACGGCAGCACACTGCAGCACTTGAAAT

	67342_27
	28
	[G/A]
	GAGCTAGAGACAGCATTCGAATGCAGCGGCCATAAC

	67343_3
	4
	[C/T]
	GCTCACCTGGAGGCATCAGGGTGCCGGTCCATCACA

	67349_27
	28
	[A/G]
	CATATCATCACTGCACAGCCATGCAGCACAAGTCCT

	67350_25
	26
	[A/G]
	GTGTGTGTGTGTGCATGAAAGTGCAATGTCTTCCAC

	67351_3
	4
	[C/T]
	TGGCGGCCCTTTGCAAAAACATGCACTGACAGACCT

	67360_34
	35
	[T/C]
	GGAGAATCAGTGGCACGCCTCTGCCTCTGTTTACTG

	67362_29
	30
	[G/A]
	CCAGCTTTTGCCGCATATTGATGCAAGCTGAAATCC

	67365_4
	5
	[A/G]
	CACAAGGCATAAGCAAGCAGCTGCTCCTTCTTTAAC

	67372_33
	34
	[T/G]
	CACAGCAGCAGTGCAGCAGGTTGCATTGCTGTCTCA

	67379_11
	12
	[T/G]
	GGAGCCCACTCTGCATCCACATGCTTCTCCAAAGTG

	67384_24
	25
	[A/C]
	TTACATGACACAGCAACACAGTGCACTTGTTAACCT

	67386_2
	3
	[C/T]
	ATCACCTGTGCAGCATTTCATTGCAGCAGGCCAGGT

	67388_26
	27
	[G/T]
	ACAGGATCAAATGCATTTTAGTGCATGGGCTGGTGA

	67389_19
	20
	[C/T]
	TCCCTGCGGTCAGCACTCTCCTGCTTCCTTTAGCTA

	67392_25
	26
	[G/A]
	TGTTGTGACATTGCACAAGGTTGCGGAAACAATGCC

	67396_25
	26
	[C/T]
	GAACGGCCCTCTGCAGCAGAATGCACGGTTTTACTT

	674_17
	18
	[G/A]
	ATTATACCTCTGGCATAGTGGTGCAGTGGGTAGTGT

	67403_31
	32
	[G/A]
	GCCATGGAGATGGCACAGAGCTGCTGTGTGTGAAGA

	67409_32
	33
	[T/G]
	ATGAGTGATGTGGCAGGCCATTGCTCTGAACCTTCT

	67412_16
	17
	[G/A]
	ACACACACTTTGGCATGCGGTTGCTGTGCAGGTGAC

	67431_34
	35
	[A/G]
	ATCAGGCCCTCGGCATTCTTGTGCTATTTTGGACAA

	67434_10
	11
	[C/T]
	TCAATAATGTCAGCATGGCATTGCAGGCTGCCCAGT

	67435_18
	19
	[C/T]
	AGACAGGAAACAGCAGCACGATGCCTGGAAATGTAA

	67436_27
	28
	[G/T]
	ATACATGAGCAAGCAGAAGCTTGCAAGGTTTCAAAT

	67438_26
	27
	[G/C]
	AATGCTTTTTGTGCATGTACCTGCTTCGTGGCAGCA

	6744_28
	29
	[A/G]
	CGTTTTCAGGAGGCATCTGTTTGCTCCTATCCCAGC

	67442_3
	4
	[T/C]
	ACTTAGACTGGTGCACAGTTTTGCGATCTGGACTCA

	67446_27
	28
	[C/G]
	TTCGTTTTCTGTGCACCACAGTGCTGCGTGATGTCA

	67447_17
	18
	[G/A]
	TTTATTCCCATCGCATGGAAGTGCGATGCAACAGTG

	67448_26
	27
	[C/T]
	CTAAACCCTACTGCACTCTAATGCCTCGCTCTGCTG

	67449_9
	10
	[G/A]
	GGTGTACACGGCGCACTGCGGTGCCGGACTGCGCTG

	67454_33
	34
	[C/T]
	GCATGGTTCAATGCACCTTAATGCGTGTGTGTTCAT

	67455_27
	28
	[G/A]
	AATTTGAAGTTGGCACAGAACTGCTTCGCAATCCTA

	67456_24
	25
	[G/A]
	GTGTAAAAAGCAGCACAGTTTTGCGTGAGATTCAAA

	67457_11
	12
	[T/C]
	TCCCACTGCAATGCATTACCATGCCATGATCTCTTA

	67462_18
	19
	[T/C]
	CAGATGTAAACAGCATCCTGCTGCCATATTGCAATA

	67465_5
	6
	[A/G]
	TTATTAAGGTGTGCATTTAAGTGCCTCCTGCACACG

	67475_6
	7
	[C/A]
	CACATTCGGCTCGCATGTCGCTGCTCGGTCTGTCGT

	67476_17
	18
	[C/A]
	AAGTTCACAGTCGCATACGCATGCTCAAAACGGCAC

	67478_24
	25
	[T/C]
	GTCAAGCGGCGTGCATACCGATGCTAATCTCCGAGA

	67480_24
	25
	[G/A]
	GCCACATTGCGGGCAGGTGTATGCGAGTGTGTGTGT

	67481_33
	34
	[T/G]
	CAAGTCATCTATGCATGATGATGCCGAGTTGGGTTA

	67483_6
	7
	[G/A]
	TCGAACGTGTGCGCAGTGTGGTGCCCGAGCCCTGGG

	67488_5
	6
	[A/G]
	TGGTCAGTGTGTGCAGGCTGTTGCTGGTTGCTGCCT

	67489_30
	31
	[G/C]
	GGTGTGACATCGGCATTTATTTGCATGTCTGTGTGT

	67491_9
	10
	[A/G]
	GGCGTCGCCACGGCACTTATATGCAAAAGGAACCCC

	67495_33
	34
	[C/A]
	TCTGGCACTTCTGCATGTGTGTGCACATTGACACAT

	67499_1
	2
	[T/C]
	ATGCAGTCATCAGCATTGACCTGCAGATCACAATAA

	67500_16
	17
	[T/G]
	AGCACCAAGTATGCACGTTGGTGCACTGTGGACTAA

	67501_8
	9
	[C/T]
	AAGCTTTTCATGGCAGCCAGCTGCATTACAGTCTGG

	67504_4
	5
	[A/G]
	GAACAAGAGCCTGCAGAGCGTTGCTGCTTTTCTCTT

	67506_28
	29
	[C/T]
	CTGCCTGCACTGGCACAGGTGTGCGTTTCGTCTCCT

	67510_24
	25
	[A/G]
	GGTTTCAGGAAAGCAGGTTTGTGCACACTCTCCATT

	67511_7
	8
	[T/G]
	CTTTTTTTGCACGCAGCACTCTGCCCAGTCTCTGAG

	67512_28
	29
	[C/T]
	AAGTCTCTGGGAGCATGGCGCTGCAAATCGTGACTC

	67519_31
	32
	[C/T]
	CAGGAATGGTGTGCAGCCCAGTGCCCCGTGCCCAGG

	67521_33
	34
	[A/G]
	CATGCCCCAGTGGCAGATGTCTGCCTACGTGGGAGA

	67522_9
	10
	[A/G]
	AGGAGGTGAAGGGCACCAACATGCTCCTTTCATTTA

	67524_28
	29
	[G/T]
	TCAGCTGCTGATGCAGAACAGTGCTCAAGCCCAATA

	67525_7
	8
	[T/G]
	GTAAAACTGCAGGCAGCGCTGTGCTGTATGAAACCG

	67529_9
	10
	[C/G]
	CCATCCTGCCCTGCACTTCCATGCCATGGCCTGTGG

	67531_5
	6
	[C/T]
	CATGCCGTACCTGCATCGCTCTGCTTTTGCTTCCAG

	67533_34
	35
	[A/G]
	TTTTGTTATACAGCAGGTTCATGCCAAGGGTGGTAC

	67534_7
	8
	[C/A]
	CTCTGATCTGGTGCAGGATGGTGCAGGATGTGGTCT

	67537_3
	4
	[C/T]
	AAACACACTACAGCACCACCATGCTGTCTCAGATAT

	67540_1
	2
	[T/A]
	GTGTGTGTGTGTGCAGGTGGCTGCAGGATGGTGGAT

	67541_20
	21
	[T/C]
	GATATTTTGCATGCAGGACGTTGCGTCCACTTCACT

	67543_3
	4
	[A/G]
	CCAAAGCACCATGCACAAATATGCACCAGGTCTCAT

	67547_20
	21
	[G/C]
	CTTCATTAGGGGGCAGAGCGGTGCATCCTGGGTGGT

	67555_5
	6
	[G/A]
	GGTTTGCATGATGCAACTGCCTGCTTCCAATCGCAG

	67558_7
	8
	[G/A]
	AAATGGAGAACGGCACAGGTGTGCCAATTAAGAAGC

	67564_7
	8
	[G/A]
	CATAGATGAAGGGCACGCTTTTGCCCGCTTCCAGGT

	6757_7
	8
	[C/T]
	TTTCTTCCAAAGGCAGCTCTCTGCTCCTCATGTTTG

	67574_27
	28
	[C/T]
	GCTATTAAAGTGGCAGCTGTGTGCATGCGATGGCTA

	6758_17
	18
	[G/A]
	TGAGGCCCATTAGCAAGGAGCTGCAGCTAATGGGAT

	67589_19
	20
	[A/G]
	TGCCCTCAAACTGCACTCAACTGCTCTCTTGTCCAT

	67591_33
	34
	[A/T]
	TCAATCTTATCCGCAAAGTCCTGCTGTGGCTGCATG

	67592_19
	20
	[C/T]
	GCAGGAAAAACAGCAGCAGCGTGCTTTATTAGCCAT

	67594_33
	34
	[G/A]
	CTGGTACTCCAGGCAACAAGATGCCACTCACCTGAT

	67595_32
	33
	[T/C]
	CCACTCCGACAGGCATGGTGGTGCGTGCAAGATCTG

	67601_2
	3
	[A/G]
	AAAAATAGGGTGGCAAGGTGGTGCCACATGTAGTGT

	6761_27
	28
	[G/C]
	AGCAAAGGGGTGGCATCATTATGCTCTGGGACTGTT

	67611_11
	12
	[G/A]
	CAGGTCATGATGGCAAAAGGATGCTCAACCGAATAC

	67612_15
	16
	[G/T]
	CCATTACACAGGGCAGCACTCTGCAGTTTTCAGTTG

	67613_10
	11
	[C/T]
	CTTCAGAGATCGGCATCCTGTTGCATCACAACACAA

	67616_5
	6
	[C/T]
	TAATGCAAGTAGGCACGGCTTTGCATGGCAATGCAG

	67618_3
	4
	[C/T]
	TTCCGTTCTGGTGCAAACATGTGCCAGTTCTCTAAC

	67621_18
	19
	[C/T]
	CAGAGGCACATGGCAGCACAATGCCTGCAGGCGCTG

	67623_1
	2
	[G/A]
	TGGCAGATGGAAGCACCAGGTTGCTGGCAATCAACA

	67624_2
	3
	[G/A]
	CAGCAAAATCCTGCAGAAATGTGCGTGGCACCTGCT

	67628_5
	6
	[C/T]
	TTTTGCGGGGAGGCACCTCCATGCCAATAGAGAGTG

	67629_33
	34
	[A/G]
	GGTTAGGGCCAAGCAGAAATCTGCTGTCTCCTGGAG

	6763_32
	33
	[A/T]
	TACACTGTGTATGCACGTGTGTGCCAACAGCCAGGT

	67632_24
	25
	[T/G]
	CTGGAATGCCATGCAACAACATGCTGTGGAACACAA

	67637_2
	3
	[C/A]
	CTCATGCCCATGGCAGAGGTCTGCCCTCTTCACAGT

	67640_6
	7
	[C/T]
	GACGTTCACCCTGCAACAACATGCAGAGTTAGTGCC

	67644_29
	30
	[A/G]
	GATTTCCTGTGTGCACTGCACTGCTTGCAATCATAA

	67647_11
	12
	[T/A]
	TGATAGCAGAGAGCAAACTCATGCCTCTGGCATTGA

	67648_7
	8
	[T/C]
	GCACTATTGAGAGCAGAAAAATGCAGCGCCTGAGGA

	67650_18
	19
	[G/C]
	AGCAAAGCTTAGGCATGGGGCTGCTGGTGGCTGACA

	67658_29
	30
	[C/T]
	GCCACTGCATTTGCATTCAAATGCAGACGCCTTTTG

	67664_30
	31
	[C/T]
	CCAGTGTTCTTGGCAGTGACCTGCCATTTTCTTCTC

	67665_1
	2
	[A/T]
	GACTTAAATCGAGCAACATGCTGCATCACAGAGAGA

	67667_3
	4
	[G/A]
	CAAGTGCACTCCGCAATATAGTGCCGCGTTTCAAAT

	67669_1
	2
	[A/G]
	GATCCTCTACCTGCAGGTTGCTGCGCAGCTCGGAGA

	67670_11
	12
	[G/C]
	CATCACACGCGGGCACACACGTGCAATACCAGTCAA

	67672_1
	2
	[G/A]
	GGGCGGATATCTGCATTCTCATGCACACGTTAACAG

	67674_26
	27
	[C/T]
	AAATGGCTGAGGGCAAAAGTTTGCACCGTTCTTGCT

	67678_16
	17
	[T/C]
	CAATCCAGTTCTGCAGTTCTGTGCTACTGCTGCTGC

	6768_20
	21
	[C/T]
	ATAATAAAGTCAGCACTTGCCTGCAAAACGAACTGA

	67680_7
	8
	[A/T]
	AGCTGTCAACCGGCAAAACTCTGCCTCGATTGTAGT

	67681_27
	28
	[G/T]
	TTTGGTGGTGTGGCATGATGGTGCCTGGGGCATGTA

	67682_4
	5
	[A/G]
	ACACACACACATGCACCATGATGCTTGGTTTTTGTC

	67684_8
	9
	[A/G]
	GGACACACAGAGGCACTGGAATGCTTGCAGTAAAAT

	67686_26
	27
	[T/A]
	CCAACTCATACTGCATTGCATTGCAATATTTTGAGC

	67687_4
	5
	[C/G]
	TGATCACACAGGGCACTGAAGTGCAGCCCCACTCAG

	67691_7
	8
	[A/G]
	AATGCACGATTTGCAGAAAGGTGCAATCACGCAGCA

	67693_34
	35
	[G/A]
	CTCCTAGAGACAGCAGCAGCTTGCCGGTGGCACTGA

	67698_24
	25
	[C/G]
	GATCACCAGGCCGCACTTGTGTGCCGGGATGGAGAA

	6770_6
	7
	[T/C]
	ACACAATGGTGTGCACTAGTGTGCACTGGCTCGGCT

	67708_28
	29
	[A/G]
	GGCCCTGGCCGTGCATGGGGCTGCCGGCATTCATGC

	67709_17
	18
	[T/A]
	CAGACAGAAATAGCACGTGAATGCAGGGACATTAAT

	67713_15
	16
	[A/T]
	AAGGTTAATGAAGCAAGACTCTGCCATAACAGCTCA

	6772_16
	17
	[C/T]
	GTTAGCAATGAGGCATCGAGCTGCACTGGAGCAGAG

	67721_33
	34
	[C/A]
	CCTTTAGCGGGCGCATGCAGATGCCCTTGCACACAC

	67725_28
	29
	[T/A]
	GATTTGCCTCCAGCATCTTCCTGCCTGCTGTTCACT

	67728_7
	8
	[G/A]
	TCTACAAGACCAGCACAAAGCTGCGCTCTGATAAAT

	67732_30
	31
	[C/A]
	TTAGCGTTAACAGCATCGTTTTGCTGTAATAGTGAC

	67735_7
	8
	[T/A]
	CCAACCATGACCGCATGCCAGTGCAAGTGTGAAATT

	67739_31
	32
	[C/T]
	GCATCACCTGAGGCACTAATGTGCCACCTAACGTTA

	6774_34
	35
	[C/T]
	TCCATCTTGGATGCAGAAGAATGCCTGCTTTTTTCC

	67744_6
	7
	[A/G]
	TACAAAAAGGATGCATTACGATGCTGAATGCGTCCA

	67751_19
	20
	[C/T]
	CCTCACAGCAGCGCATCTGCCTGCGGGCTTCTTCAC

	67761_1
	2
	[C/T]
	TCCTGTATCGCAGCACATTTCTGCCACATTGCACTT

	67767_8
	9
	[A/T]
	AGTGTTGAAGTGGCAGAGACATGCCCTGAAATCTAA

	67768_9
	10
	[G/A]
	GTTGTTGTCGTGGCATCACTCTGCCTGGACTCTCAC

	67770_24
	25
	[G/A]
	AGCAGCATGATGGCATTTGTGTGCGAGGTGTGTATC

	67771_18
	19
	[T/C]
	GCGCTGCCCACTGCACCATTGTGCATATTTAACAGT

	67779_1
	2
	[T/A]
	ATTATAAGGAAAGCATAGTCGTGCAGTGGGTAGCAC

	67783_34
	35
	[T/C]
	CTGACTATCCGAGCAGCACTGTGCACTCTGATTTTA

	67790_7
	8
	[T/A]
	GTCAAAGTGTCTGCACATGTCTGCAAAAGCAAGAAC

	67798_24
	25
	[A/T]
	CTGATTCCGCACGCACTCCCCTGCACAGAGCCGCAC

	67804_10
	11
	[C/T]
	GGAAAGACTTCAGCATGTTCCTGCAGAATTTCGGTG

	67805_20
	21
	[C/A]
	AATGCACAGCCAGCATTAAGCTGCTGCTGTGTTGGC

	67809_9
	10
	[G/A]
	CTCTCAGTCGAGGCATGTTTCTGCACCATGTATTCC

	67818_26
	27
	[C/A]
	CACAATAACTGAGCACCACCGTGCTACCCTCACATT

	67826_1
	2
	[C/T]
	TCTCTGCTGTGGGCAACTAAATGCCTGAGCTATCCT

	67828_33
	34
	[G/A]
	CTCTCCTCCACCGCAGCCAGGTGCTGACAGACAGAC

	67831_29
	30
	[C/T]
	ACAAAACCTTAAGCACTGAGCTGCCCGATCAATATA

	67832_34
	35
	[T/C]
	GCCGGAAATTGGGCAGCTTTGTGCACGTACAACCTT

	67834_11
	12
	[T/C]
	ATCAGTCAGCCTGCACCACTCTGCTCCCCACACCAG

	67841_24
	25
	[G/A]
	CGGTGTGTATCAGCACGGCGTTGCGCTCGTCACCGC

	67846_2
	3
	[C/T]
	CTCATATCTCCTGCAACTCGGTGCCCCTTGGGCTGG

	67847_4
	5
	[A/G]
	TTTCACACTATAGCAATGAACTGCTAGCAGGGGCCT

	67849_25
	26
	[G/A]
	CCAGTGGTCCGGGCAAAGCGCTGCTGAGGTAACATC

	67855_26
	27
	[C/T]
	ATCCGGCATGGTGCAGATGTCTGCTTCCTCCCTCCT

	67856_17
	18
	[G/T]
	AGCCATCGCGGAGCAGGGGGATGCCCTGGACACCAA

	67859_19
	20
	[G/A]
	GTCAGTAGTTTGGCATGGTGATGCAGGGCCTGGATA

	67864_11
	12
	[C/T]
	AGGCAAAGTTGCGCAACACCATGCATCAGCAAAAGA

	67865_10
	11
	[C/T]
	GACAAGCCAACGGCAGAAATCTGCAGGTGCTCACCC

	67876_34
	35
	[G/A]
	TGTGTGATAACAGCATCGCTCTGCAATTACACCCGG

	67881_8
	9
	[G/A]
	TAGGAGATGAAAGCACAAGCATGCAAAAGCATTGTC

	67884_6
	7
	[A/C]
	ACTCTTACGCCTGCAGCTAAATGCGGGGTCTGAATA

	67885_32
	33
	[C/T]
	GAGAGAGCATTAGCAGGGTTGTGCTCAACCCTCAGG

	67887_4
	5
	[T/C]
	CACCTTACCAATGCATGGCCATGCAGCTGTGTACAG

	67888_27
	28
	[A/G]
	CATGTTGTCATGGCAACCGGTTGCAGCACAGTCACA

	67893_26
	27
	[G/A]
	CAACCACAGACGGCACATGTCTGCCTGAACTCTGGA

	67894_31
	32
	[G/A]
	TTAAAGCTTTCAGCAGCATTCTGCAGCGTCTGGGTT

	67906_30
	31
	[T/G]
	TAATTAAGTACTGCACCAGTGTGCTGAACTTGCTGT

	67908_11
	12
	[C/T]
	TGTAGTTAGTGCGCAATCTTTTGCCACCCCGCAGCT

	67911_33
	34
	[T/C]
	TGAGCGTGTTACGCATTGCCCTGCAATGCAACATGA

	67912_34
	35
	[C/T]
	GTCCAAACAGTGGCAGGTCTCTGCCTCCCTGCAGCG

	67916_3
	4
	[C/A]
	GCACACAAGCACGCACACATATGCAGCTGCTGTACT

	67919_11
	12
	[A/G]
	TCGGCAGGACCAGCAGCAGCGTGCTTTAAACTGGGG

	67923_15
	16
	[G/A]
	GGACTGTGTAAAGCAGGTTGGTGCCCAGTCCAAGAG

	67926_7
	8
	[G/T]
	TCTGTCTGTCCTGCAGAGAGATGCACTGCAGTGGCC

	67929_19
	20
	[G/A]
	CCCTGTCCCACAGCATGACGCTGCCACCACCATGCT

	67931_16
	17
	[C/T]
	AATCATATGTCAGCAGCGCAATGCATACAGACATGC

	67938_34
	35
	[A/G]
	CGTGTCATGAGTGCAGTGACGTGCGAGGAAGCTCGG

	67955_4
	5
	[G/A]
	GTAAGACCTCGAGCAGACATGTGCGCCCCAAAAAGG

	67957_32
	33
	[C/A]
	TCACACGACGGTGCATGCCGATGCCCGAAGCACATT

	67960_20
	21
	[G/A]
	ACCGTTAAGAGGGCATGCACGTGCACGTGAGAGCTT

	67961_8
	9
	[T/A]
	TGTTCTCATTCTGCACACAACTGCATCTGGAGTTCA

	67969_10
	11
	[T/C]
	GAACAATGTCTTGCAAATTCATGCAGCCATCACAAG

	67971_27
	28
	[T/C]
	CTAAGCTAGCTAGCAGCCAGCTGCTAGTTTGGGAAC

	67972_24
	25
	[T/C]
	ATGTGTGGCTTGGCAGATGGTTGCTAAGGCTACATT

	67974_27
	28
	[C/T]
	ATCCATTAAAGTGCAGAATGCTGCTTTCTCTCGCAG

	6798_7
	8
	[C/T]
	GGACCGACGAAGGCACTGCACTGCCAGCTGGTATAA

	67980_8
	9
	[G/C]
	CATCCAAAGACGGCATATGTCTGCAAGATCAGACAT

	67981_1
	2
	[A/C]
	CACAGCCAGCCAGCAGAGCCCTGCAGCTCCGGGGGA

	67987_10
	11
	[G/C]
	GGGGTTTTCTGTGCACAATAATGCTGAGTGGGCCCT

	67990_24
	25
	[G/A]
	TGACACTGTAAGGCAAGGCGATGCGAGGTCTTTAAT

	67996_8
	9
	[A/C]
	ACTACCTCAACAGCAACAAGCTGCTTGAAATCGTAC

	67997_34
	35
	[G/A]
	AAGACAGCGGATGCAGCCGAGTGCTTCAAACCACGA

	67999_9
	10
	[T/C]
	CAACTCCACTGCGCACCGATCTGCTTCATAGACGTG

	6800_20
	21
	[G/A]
	TATGGTTCACGGGCATGTTCGTGCGGTCCTGCTCAT

	68002_11
	12
	[A/G]
	AAGCCATATTCGGCACAGATGTGCTCGTAGTCTTTC

	68005_3
	4
	[T/C]
	CGCTTGAGTGAAGCACTCCTGTGCGTCTGTAACGGC

	68006_2
	3
	[A/C]
	AAACCGGCGGCTGCATAACACTGCAGTGTGTAGAAG

	68009_6
	7
	[A/C]
	ATGATAAAAGTGGCAAAAAGCTGCAAATGTCAACAT

	68012_26
	27
	[A/G]
	GAGAACTCTCTGGCACACGTATGCTCAGTGAAAACA

	68015_1
	2
	[C/T]
	TCCCCCATGGGAGCAGTGGAGTGCAGAAATATGACA

	68017_6
	7
	[A/G]
	AGCGCCAAAGCCGCACTGGTATGCCTGGGGTTAAAG

	68022_3
	4
	[T/C]
	CTTTGCTGTCCTGCAAAAAAATGCAGACGCTCTACA

	68023_28
	29
	[T/C]
	CACACACACCATGCACCCATTTGCTGCTTCAATCTA

	68024_17
	18
	[A/C]
	TGGGTGGTTTCTGCATCAGTTTGCAGATATCTGCAT

	68026_24
	25
	[G/A]
	GGAGCAGGAGAAGCAGCGCAGTGCGGAGCGCCAACG

	6803_1
	2
	[G/T]
	TGTGTCTCTGCGGCATGATGCTGCTGATGATAAGGT

	68030_19
	20
	[T/G]
	TAAGCATGGGATGCATCATTCTGCCCAAACAGAGCC

	68031_34
	35
	[A/C]
	ATGAGACCACAGGCAATGTTCTGCCGGTGTCAGAAA

	68037_34
	35
	[T/A]
	TTTTTATAAGCTGCAGTAGGCTGCATGTTGCACATT

	68038_32
	33
	[G/A]
	GCTGCGGACTTTGCATGTCTATGCTGCCGTACGGTC

	68040_26
	27
	[C/G]
	TTTTCCCCAACAGCACAGTTCTGCTACGACTGTCCA

	68041_26
	27
	[C/T]
	ATAGTGAGGTTAGCACACCAATGCTTCAGGCATTAG

	68044_33
	34
	[G/A]
	GAGCTGCAGCATGCATGTTCATGCGCATCTAAAGAT

	68047_15
	16
	[G/C]
	GGAGGAGCATCTGCAGTGTTGTGCATTATGCACTGT

	68068_10
	11
	[C/T]
	GATTCACCATCTGCATCTGCTTGCTTGAAGAACCAA

	68069_29
	30
	[C/T]
	CATTGCTAAGCTGCAGCATGCTGCTCTCCCTGGCCG

	68071_26
	27
	[T/A]
	CTTTCCTCTGCAGCACATGCCTGCTGAAATTGTGTG

	68074_11
	12
	[T/A]
	AAGTCAGCCACTGCATCTTTGTGCATAGTCAGATAG

	68078_27
	28
	[A/T]
	TGCACTCTGGTTGCATTACCTTGCTGCAGACCTCGG

	68079_1
	2
	[C/T]
	TCTGCTACATCAGCAGGGTTCTGCTCACTGAACCAC

	6808_4
	5
	[G/A]
	CTGGGATAGTGAGCAAAGAGTTGCTGCATTGTATGG

	68081_20
	21
	[C/T]
	GTCACATGACCCGCACGAGCCTGCCCTCACTGGCCT

	68082_4
	5
	[C/T]
	CCAGCAGGCGTTGCATGATATTGCATGTGAGTGAAC

	68083_18
	19
	[T/G]
	GCTGGCTTGGTGGCATAGTGTTGCTGTGTGCAAGTC

	68085_7
	8
	[T/A]
	TGAGTTAATCGTGCATCTCTTTGCAGCAGATTCCTA

	68089_16
	17
	[T/A]
	GGCAGTGTGACAGCAGTGAGGTGCGTGTGAGGAATG

	6809_5
	6
	[T/C]
	GTGACTGGTCATGCATTCTTGTGCACTCTTACACAC

	68092_5
	6
	[C/T]
	TGCTTCAGAAATGCACACACATGCCATGCAGCTACA

	68102_29
	30
	[C/T]
	CAGCCAATTCCAGCACCACAATGCCAGGACTCATCA

	68111_7
	8
	[T/C]
	GCTACTGTTCCAGCATTTTCCTGCATAGCAGCATAA

	68114_17
	18
	[C/T]
	CGCGTCACAGCTGCACTCCAGTGCTGCTGGGGCATT

	68115_7
	8
	[T/A]
	ATTTCGCTTCTAGCAGAATGCTGCCCGCGCGTACCT

	68116_17
	18
	[C/G]
	AACTTCCCTAACGCAGTCTACTGCAACAACAAGGGG

	68126_32
	33
	[G/A]
	TGCGTAGTCGATGCACAAGCATGCTAGTTTCTGTGT

	68129_28
	29
	[G/A]
	CTGTCACTGGTGGCACTGTGGTGCTACAGGTAATGT

	6813_9
	10
	[G/A]
	GTGAAGGCCGTTGCACCTACATGCAACATAGAACTT

	68130_6
	7
	[T/C]
	GTTGGTTGTAATGCAGAGCATTGCTCCTGCCACGAC

	68131_16
	17
	[G/A]
	ATTGCCACGTTTGCACAAACCTGCTATTGTTTATGT

	68133_8
	9
	[A/T]
	GCTAGTTAACTTGCAGGAATCTGCGATGCTATCAGA

	68135_27
	28
	[C/T]
	ACCTTCTCAATTGCACCAACATGCCCTCCAGTGTGG

	68140_9
	10
	[T/G]
	GTCAGTCAGTCTGCACACCTGTGCGGCTGTGGAACA

	68143_18
	19
	[G/C]
	AAACATGTTTTTGCAGTGCAGTGCCGGCCCCGGCAA

	68146_20
	21
	[A/G]
	AGTAAATAAGGCGCAGACTCATGCATTACCTTCTGA

	68149_6
	7
	[T/A]
	GAAAGGTAATGCGCATGATTGTGCATCGAGAGAAAC

	6815_8
	9
	[C/T]
	ATGTATTCCACAGCAACAGCCTGCCTCATACACTAA

	68152_27
	28
	[T/A]
	AAATGTGCAGGTGCAGTCTTGTGCTCTTGTGTGTGT

	68155_7
	8
	[G/A]
	GGCCAGAGAGGTGCAGTCTTCTGCTATCGTACCCCT

	68157_7
	8
	[C/T]
	TAGAGGGCGACTGCATCAGCTTGCTTACATGCTGAT

	68158_7
	8
	[C/T]
	CACCGATCAGCTGCAGACAAGTGCTACCCACTTGCA

	6816_27
	28
	[T/A]
	GCTAGAGGAGAAGCAAAGAGCTGCACGAAGAGAACG

	68161_9
	10
	[T/A]
	AAATCATTCTTAGCACGAACGTGCAAGTGCTACAAT

	68163_5
	6
	[G/A]
	AATATGAATGAAGCACAGACGTGCGTTCAGGTACTT

	68166_32
	33
	[G/A]
	ATGTCATTGTGGGCAGAGCACTGCTGAGCTCTGAAG

	68169_28
	29
	[C/A]
	CTCTCACCCATTGCACCACTTTGCTGCCCTAAGTAA

	68172_2
	3
	[T/A]
	GTTGCTAGATTGGCAAGTGGTTGCTACGGTGTTACC

	68173_6
	7
	[C/T]
	TAGCTTCGAAATGCACTTACCTGCCATGCCTGCAAA

	68177_3
	4
	[C/T]
	ATACTAGCCACTGCACCTTCGTGCCACCTAGTGTCA

	68178_8
	9
	[G/A]
	TGATGGTTGAGAGCATGTTGTTGCACAGTCTGTTGT

	68180_11
	12
	[A/G]
	GGCAGGAGAAAAGCAGCCTTCTGCCAACAGCCATGT

	68185_15
	16
	[G/C]
	GAGGGAGGTATCGCAGCTTAATGCCCTTTCGTTGTG

	68186_3
	4
	[G/A]
	TTGGTTGGCATAGCACCATGGTGCAGTGACGTTTGT

	68192_33
	34
	[G/C]
	GCACTTATTTAGGCATTGGAGTGCAGCAGCCCTGAA

	68194_28
	29
	[A/T]
	GTTCACACTTCTGCAGCATGGTGCTACCAAAGATCA

	68195_2
	3
	[G/A]
	CCGAAAGCCGTTGCAGTAACCTGCACTAAGCTGCGT

	68197_20
	21
	[G/T]
	CTGAAGAGCAAAGCAAGAGAGTGCAGAAGTGTCAAA

	682_28
	29
	[T/G]
	AGTGAAAAAATGGCAGGAGTGTGCAAACTTCATGTA

	68206_3
	4
	[T/A]
	CTTTAGGTTTCTGCATTATGCTGCGACAACTGTTTT

	68207_1
	2
	[G/A]
	CAGCTACGCGATGCATCAGGATGCGTATTTTCACAT

	68208_32
	33
	[G/A]
	CCCGCGTGGAAAGCATTTTTATGCTGAGGTTCGGAG

	68214_33
	34
	[C/T]
	TACTGTGCAAAAGCATTTCTGTGCCTGAAGATGCCC

	68216_8
	9
	[A/G]
	ACACACACACGTGCACAAAGCTGCACATGCGTATTC

	68218_28
	29
	[T/A]
	CTGTTGTCATGCGCAAGCTGTTGCTTCATCCTTAAT

	68219_6
	7
	[G/A]
	GTGACAAAAAATGCAGCCAAGTGCAGTCAGGAGACG

	68228_20
	21
	[A/G]
	ATGCTCGTTTCAGCAGTTTGATGCACTCATATTACT

	6823_4
	5
	[C/T]
	CTGTCGGTCCGAGCAGGTCCGTGCACAGCTGCCTCT

	68230_6
	7
	[G/A]
	GTACATGCAACAGCACAAACCTGCTGTAGGTTCTCT

	68233_32
	33
	[A/G]
	AACACGTGAGGAGCAACTTGCTGCACTGCAGAACAC

	68242_4
	5
	[A/G]
	ATCTAACCCGCAGCATCAGAATGCAGAAACAGCCAA

	68245_11
	12
	[T/G]
	CCTTGAATTCCTGCAGAGAATTGCGAAAGAGCTCTG

	68250_10
	11
	[C/T]
	AAGTGCACTGCGGCAGGGCAGTGCTCGGATTTGAAC

	68253_33
	34
	[C/T]
	TTGTAGCAATTAGCATCACTCTGCATGACTTCTCCC

	68256_30
	31
	[G/A]
	CATACCAGTTCAGCAGCGAGGTGCTGAGGAGGATGC

	6826_7
	8
	[G/A]
	AGTAGTGGTACGGCAGCTCTTTGCCCGTGTTCGGGT

	68263_9
	10
	[T/C]
	CAAAACTTGTGTGCAGTGTCCTGCGGCCTGGCAGAG

	68265_10
	11
	[A/T]
	AGACAGCACTAAGCAGCTGTTTGCTACTCAAACTGA

	68269_31
	32
	[C/T]
	CATCTAACCTGGGCACTGGGCTGCGTGCCGGCGTGC

	68270_4
	5
	[G/A]
	GGTGAAGGGGCTGCACAGAGATGCGGGAGTGTGGCT

	68271_25
	26
	[T/A]
	AAATAACACTCAGCATGCATTTGCGTGGTTTGAAGT

	68275_24
	25
	[A/G]
	CTTAATGACACGGCAGTAGCGTGCGTTTAGGTTATT

	68279_19
	20
	[A/C]
	CACATGGTACATGCACTCAAATGCTTACACCTGCGA

	68282_2
	3
	[T/C]
	GTCAAGCAAACTGCAGAATTTTGCGATGGCCATTGC

	68285_15
	16
	[A/C]
	AACGCCCGTCATGCAAATAGCTGCTGAAGATGCAGA

	68286_28
	29
	[C/T]
	CTGCTTGGCAGTGCAGATGTGTGCTGCTCGCTGGAT

	68287_17
	18
	[G/T]
	CAGGGGGATCAGGCATAGGGGTGCATTTACCTGGAA

	68289_32
	33
	[C/T]
	GCAGCATGACGAGCAAAACATTGCACACTCCACGTG

	683_2
	3
	[T/G]
	ATTAAGGTGGTGGCAGAGTTCTGCACTTTAACTCTA

	68301_11
	12
	[G/A]
	CCAGATGTGGCGGCATAATGGTGCAGTGGGTGGTAA

	68312_9
	10
	[T/C]
	CGTGATCCATCAGCAGCCGTCTGCTCGCTAGTTCTG

	68313_11
	12
	[C/T]
	CCTGCCTGGACCGCAGCCTGATGCAGCCAGATTGCA

	68316_27
	28
	[C/T]
	TCTTCATTTACTGCAACACCATGCGCTCCTGCAACA

	68317_18
	19
	[C/G]
	AAATCCAGGAGTGCATTCCAGTGCGTCCGGTGCATT

	68318_19
	20
	[C/T]
	CACTTTACAGCCGCAGCAGCATGCAGACTGACGTTT

	68326_33
	34
	[G/A]
	ATAGTGCAGATCGCAAGCTTATGCAAACAACCCGTG

	68327_32
	33
	[A/G]
	CTCTCCAACGTAGCATAGAGCTGCTGCATCTGATTC

	68330_15
	16
	[A/G]
	ACTCGACACGATGCAATGTTGTGCCCTCTATCTTTA

	68334_11
	12
	[G/T]
	TGGAATTGAGAGGCAGCGACATGCAAAATACAAAAT

	6834_4
	5
	[C/A]
	AGGCCAGAAATAGCACACTTCTGCCCTCTGGTGGCT

	68349_1
	2
	[C/G]
	TCTATGCCAGTGGCATGAATCTGCTGTTGTGAGTCT

	68351_32
	33
	[G/A]
	GTCAAGGACAAGGCAAACCCATGCAAATGCAAGACA

	68359_11
	12
	[G/A]
	TGTTGTTGAGCGGCATGATGGTGCAGTAGGTAGTGT

	68360_31
	32
	[T/C]
	TGAGTCACGATCGCAGGTTTTTGCTAATGAGTCTCT

	68363_30
	31
	[T/C]
	GACCTAGACTCTGCAGAACTTTGCCTTGGTTTTAAG

	68364_5
	6
	[G/A]
	AAATAAAAACGAGCACACAGCTGCTGAGTGAACGCA

	68371_31
	32
	[G/A]
	TGCCATCTCACCGCAGGAAGGTGCGTACGAGGAGAA

	68374_10
	11
	[G/A]
	TGGTTTGGTTGAGCAAGCTACTGCAAGCTAATCCTT

	6838_1
	2
	[A/T]
	TATCGGTGTGCAGCAAACAGCTGCAAAATTTTTCAT

	68387_3
	4
	[A/C]
	AAGAAACCCACTGCAAGTGTTTGCCGCCCACATTAT

	68394_26
	27
	[C/T]
	GAGATTGGAGCTGCAGTGGGTTGCCTTTACTCAGCC

	68398_28
	29
	[C/T]
	CCTTCCCCATAGGCACAGTGCTGCAGTATAGCTGTG

	684_32
	33
	[T/G]
	AAGTCTGTGGCAGCACTTTTATGCACTAGTCTTGTG

	68401_9
	10
	[C/T]
	GGTTTGCTTCTGGCATCCGGCTGCCAAATGGCATTT

	68407_16
	17
	[T/A]
	TGACATCAAAACGCATTTGCGTGCTGCTTTTAATTC

	68408_32
	33
	[G/C]
	TATCTGCACGAGGCAAAAGTATGCAAAGCTTTGCTT

	68409_10
	11
	[G/A]
	AGGTAGTGAAGAGCAGCCTGGTGCAGAGGAAGGGCG

	68412_27
	28
	[C/T]
	GAGGCGGAATAAGCATGGATGTGCTGCCATTGGTGT

	68413_28
	29
	[G/A]
	TACGAGTCTCTCGCAGGTCTCTGCCTGTGAGGAGTC

	68416_10
	11
	[A/T]
	CAATGTTGCTAAGCAGCAGGCTGCCACAGATTCTCA

	68418_33
	34
	[C/T]
	TGGACAGGCTGTGCACCGCACTGCACAAGCCAACCT

	6842_16
	17
	[C/T]
	ATTTAGAATGGGGCAGCGTCGTGCTGCACAGTTCTA

	68421_18
	19
	[T/C]
	AACACACAGATAGCATCGTTGTGCGGAATAAAACAA

	68422_27
	28
	[A/T]
	CAGTAGCAGAAGGCAGTTTGTTGCCGAAGGGCTGTA

	68423_28
	29
	[A/C]
	TTGTGTGCGGAAGCAATGCCATGCTGGAAGTCAATA

	68424_25
	26
	[C/G]
	ACTGACAGACATGCAATCTCCTGCAGTGTGAAAAAG

	68427_10
	11
	[A/G]
	TCTACTGTGAAGGCAATTTCTTGCCCCTCGTACCAC

	68428_3
	4
	[T/G]
	AAATATTCCACAGCACAGGTCTGCTGACGTCGGCAT

	68429_28
	29
	[G/A]
	GCATTTCCACATGCAGAGCCTTGCACTCGTTTGTTT

	68435_33
	34
	[G/A]
	TGTTCCTGTGGGGCAGCTGTATGCTTGTTGTTAGGG

	68442_9
	10
	[T/A]
	GATGTGTGTTAGGCAAAATCCTGCTCTCTGTACATT

	68445_5
	6
	[T/C]
	GCTGTTACGATGGCATTTAGTTGCTGAAATGCTGAA

	68448_11
	12
	[C/T]
	AAAACCCTGAACGCAATGAGGTGCGAAAAGCTGCAG

	68449_18
	19
	[T/C]
	ATGGTTTATGCTGCACTCTGCTGCAGTATTCAGATT

	68455_10
	11
	[T/C]
	AAGGCATAAATGGCAGTCATTTGCCACTATCTGCAA

	68457_8
	9
	[T/C]
	CCAGATTCTCACGCAAAGGAATGCTAACAGTGCCAT

	68460_30
	31
	[G/A]
	GGACACAATGCTGCATTTGAATGCTGGCATGTTTCA

	68463_27
	28
	[G/A]
	CGTTTCAAAGGTGCAGTTGCCTGCAGCGTTCTCTCA

	68465_4
	5
	[T/C]
	CTCCTGAGTCTTGCATCGAAATGCACACAGTGACAT

	68466_28
	29
	[A/G]
	GTAATACAGAGGGCATGAACATGCAGGTACGTGTGT

	68473_18
	19
	[C/T]
	CAGTAATCCGAGGCAAACCATTGCACGATGAAATGA

	68478_16
	17
	[T/G]
	GGGAAATTGGGTGCAGTGTTGTGCTGGGATGTAATG

	68488_29
	30
	[C/T]
	GAATACAGCTGAGCAGTTTCTTGCTCGCACGATCAA

	68490_25
	26
	[T/C]
	GGACAGTTACAAGCAAGTGTGTGCGTCAGTGGTGGT

	68491_33
	34
	[C/T]
	CTTCATGTCCTGGCACCATACTGCCTTGTTATTCCT

	68494_3
	4
	[G/A]
	TCGGGATTGCATGCACACTCGTGCACATACATGCAC

	68495_31
	32
	[C/T]
	AACCCAACACAGGCACACTGGTGCATATAGACACCT

	68496_11
	12
	[C/T]
	TGGCAGGAATCCGCATTTGAATGCCCACTGCCAGGA

	68498_10
	11
	[C/T]
	CCAATGGCCACGGCACACGGATGCAGAGCTCGCGAT

	68503_25
	26
	[G/T]
	TTCGAGCCCCATGCAAGTCAATGCTGTAAAGTAAAG

	68509_34
	35
	[C/T]
	GGAGGTACCACCGCATAGTTGTGCTGATTCTTCACT

	68513_25
	26
	[A/T]
	CAAAAGAGTGGGGCACCTGGATGCCAGGCACGTGCA

	68515_34
	35
	[C/T]
	GCGAAGGGCATGGCACAGGTCTGCAGGTGGCGCACC

	68526_1
	2
	[T/C]
	ATCCAGGATGCAGCATGGGCATGCAAATGGACAATG

	68527_10
	11
	[G/A]
	GCAGGCCCTGGAGCACGGTGCTGCGGATCCGTGCCG

	68531_30
	31
	[C/T]
	GAGGTTTCTGAGGCAACACGCTGCGGGCTTCCAAAG

	68545_10
	11
	[C/T]
	ACAAGAGGCCCAGCATTGTCATGCATCAGAAGGGCA

	68547_18
	19
	[C/T]
	CCCAGTGCGCGTGCAGAACGCTGCAGTGAAGTTGCA

	68557_5
	6
	[T/G]
	TGTAATCCTGCTGCACCTCTGTGCCATCCATCACGT

	68558_10
	11
	[C/T]
	ACTAATTCCTTAGCAGCTCATTGCCAGCTGGCATTA

	68562_18
	19
	[A/G]
	CCAAAAGCTGTGGCATGGACATGCATGCATGAGTAA

	68563_30
	31
	[T/C]
	CGATGCATGCGGGCATGTTTGTGCTCGAGCTCGTTC

	68566_20
	21
	[G/A]
	GATCGTGATGAGGCAGATGCGTGCGAAGTCATAAGC

	68568_1
	2
	[T/A]
	GTAATGCAGGCAGCAGAAAGCTGCCAAGCACGAGCA

	68573_11
	12
	[G/A]
	GCACTATTTGTAGCACCAGTCTGCTGCACTGACCTA

	68574_16
	17
	[T/G]
	CAAGCAACAATAGCATTATGCTGCCACCACCATGCA

	68575_29
	30
	[C/T]
	TTATAAGGTTGAGCAGCCAACTGCAGTGGCACTGGA

	68580_25
	26
	[C/T]
	TCAAGTTTGTTGGCAGCTGAATGCTTCAGAACTCAT

	68581_3
	4
	[A/G]
	TTAACAGTTTGCGCACCATCATGCAGTTGCAGACTA

	68582_11
	12
	[C/T]
	CCCAAGAGTGGCGCATAGGGATGCACGACAAAGGCT

	68584_8
	9
	[C/T]
	ATGAATGGCTATGCACAAGTGTGCATCTGTGCATAC

	68585_1
	2
	[C/T]
	GCGAACGTGACGGCAAACACGTGCATGTGAATTACA

	68589_24
	25
	[A/C]
	CTTACTTGTCCTGCAGGTGAGTGCCAACTCCTTTAT

	68590_5
	6
	[C/A]
	GACTGCTGCAACGCAGCGGTTTGCTAAGAATAACAC

	68594_16
	17
	[C/T]
	CAGGAGAACCTGGCAGCGCCGTGCGGCTAATCAGCT

	68603_18
	19
	[G/A]
	CTTCCAAAAGTGGCACGTGAGTGCGACAAGAAGGGC

	68614_34
	35
	[A/G]
	GAACAGCATTGCGCACGGCTTTGCTCGACGAGGTAT

	68615_29
	30
	[T/C]
	GGCAGAGGCACGGCAGAAATGTGCGCGTGTAGAAGA

	68622_25
	26
	[C/T]
	ATTGAACATACTGCATTAGGTTGCTCTCAGTGCCAT

	68624_8
	9
	[T/A]
	TCACTGACTCAAGCAAGCAACTGCAACATCATCTGC

	68626_34
	35
	[A/G]
	TCTTAACCACATGCATACGACTGCCCCTAGTAATAG

	68630_18
	19
	[T/C]
	ACAGTTACACCTGCACATCCATGCAGTGAATCAAGT

	68634_1
	2
	[C/T]
	TCCAGATCTGCAGCATCACTGTGCCGTCCGTCATCC

	68638_3
	4
	[A/G]
	CTCAGAGCTGATGCAATTTGTTGCCACTAGGGCGGT

	68641_31
	32
	[C/T]
	TTCTGCAAGGATGCAGTTCAGTGCAAAAACCCATTA

	68650_26
	27
	[A/T]
	AATCATTGATAAGCACAAGGTTGCTGACTCGGACTC

	68652_16
	17
	[A/G]
	ATTATAAGTGCAGCAGAATAGTGCATCATGCCACAC

	68656_33
	34
	[C/G]
	CGTGCAACACACGCACACAGGTGCCAGCAGGTGCAT

	68661_33
	34
	[T/C]
	TGATTTAGGGTGGCACAGTGATGCAGCAGGTAGTAT

	68662_32
	33
	[A/C]
	TCGTGACCTGTGGCAGCTGTGTGCCATTTGGCACAT

	68671_18
	19
	[C/T]
	GTACAAAGGCCTGCATTGCCCTGCTAGTAACCTAAA

	68673_7
	8
	[A/T]
	GTCCATTATAGTGCACCTTCGTGCCCCCAATCTAAG

	68676_2
	3
	[C/A]
	GAAGGTGATTTGGCACAGGTTTGCATTCGCTACCTT

	68686_2
	3
	[A/G]
	ACAGCAGACACGGCATCCGTCTGCACACTCGATACA

	68689_9
	10
	[T/G]
	TGATAATCGTTGGCATGGTGGTGCAGAGGGTAGCGT

	68691_2
	3
	[G/A]
	CCGTGGCACACTGCAACAAAGTGCGACAACAATACG

	68693_11
	12
	[T/G]
	GCTCTAAATCCTGCACGTGCATGCAGTTACATACAT

	68697_31
	32
	[C/T]
	AAATTCCCTACTGCAGGTCAATGCAATGGGCCGCTG

	68699_16
	17
	[C/A]
	CATGTCGTGAAGGCACCAGAGTGCTGCACTTCATGT

	6870_33
	34
	[G/A]
	AAAACCCTCGCTGCACTGCCATGCTTTATAGACGGC

	68709_17
	18
	[G/A]
	AGGCCCAGTGCTGCACAGACTTGCTAAATATCGGTG

	68724_30
	31
	[A/G]
	ATGTAAGTCACTGCATGAAAATGCTGACACGGGAAG

	68727_15
	16
	[G/A]
	GGAGGTGTAAAAGCAGAAATGTGCAAGGCAGTGTGT

	68729_10
	11
	[T/C]
	ATCAAACTGATGGCAAGAGCATGCAAACTGTCGTCA

	68731_8
	9
	[T/G]
	CGAGAGCGTCACGCACGTATCTGCATTCCGCTTGCA

	68738_26
	27
	[A/G]
	TGTGTGTGTTCTGCAATGTACTGCCAAGCTGCCCAG

	68739_3
	4
	[G/A]
	GGAGATGGCACTGCAGCACCATGCGGCCGAGACCAA

	68744_5
	6
	[C/T]
	AAACACGGTTTGGCATGAAACTGCGGCCCTTTACAG

	68746_3
	4
	[C/G]
	CCTCTCCCTGATGCAATTCCGTGCAAATGGCACACT

	68747_16
	17
	[T/A]
	TCACTCTCTGAAGCACTTGATTGCATGCAGATGGAG

	68750_34
	35
	[A/T]
	ACAAGCTAGCAAGCACAGCCATGCATGTCTATTTAA

	68751_5
	6
	[G/A]
	GAGTCGCAGCGAGCATGTATGTGCAGCATGGTTGAT

	68753_8
	9
	[G/A]
	ACGGACGAGAAGGCACTTATTTGCACTGGAGAGGAG

	68755_1
	2
	[C/T]
	CCGTGAAGGACCGCAGAAAACTGCCCTGAAACAGTG

	68759_10
	11
	[G/A]
	AGGTACAAACGTGCACTCGTGTGCATGTTTCTGGAA

	68763_5
	6
	[C/T]
	ACACACACACACGCACAGCACTGCGCACAAGTTTTA

	68775_7
	8
	[G/T]
	TGAAGACGGCCAGCAGCGCCATGCCCGTCACCAGAC

	68785_16
	17
	[G/T]
	ATTAAATCTTCTGCATGGTGGTGCATCTGGATCCTA

	68788_9
	10
	[C/A]
	GAAACACAACGTGCATCGTGATGCCATTGTGCTGTG

	68791_11
	12
	[C/T]
	AGGAGGGAATCCGCAATGTCCTGCTGTGCTAACAGA

	68793_33
	34
	[C/G]
	GTTCTGTGTTTTGCATTTTGCTGCTGTACAAGACTT

	68802_34
	35
	[G/C]
	CTCAGCTACTCAGCATCTGGTTGCAAGTGCTTGTCT

	68808_1
	2
	[C/T]
	TCGACGTTGTTCGCACGTTCGTGCCTTAAATTTAAT

	68822_19
	20
	[G/A]
	TGTTTGAGTCAGGCAGCTCGGTGCCTCTTGTGGGAA

	68823_4
	5
	[T/G]
	GTCTTTTAATCAGCACACTGCTGCAGGAGCTGAGGG

	68825_19
	20
	[C/T]
	GTGACTGTGCATGCAATACCCTGCAATGGATTGGTG

	68826_28
	29
	[T/C]
	TAACGTGAGTTAGCAGGTTTGTGCTGGATTAAAGAT

	68828_32
	33
	[A/G]
	CTTTCTGCTTTCGCAGAGAAATGCTAGCGACCAGAG

	68830_19
	20
	[A/G]
	TAACTAGAAGCAGCAAGCAACTGCTGGAGTCTGAAG

	68833_2
	3
	[T/C]
	CTTACGCAATTAGCACACTACTGCTACTGCTGCAAT

	68840_16
	17
	[G/A]
	AAGCTGAAAGAAGCAGGCTAATGCATCAAAGGCCTG

	68844_16
	17
	[T/A]
	CCACTGGGTGTCGCACTGTTTTGCAGTACATTACAT

	68848_1
	2
	[C/T]
	TCATATTCATGTGCACATGTGTGCTCCATTGGGCTA

	68849_10
	11
	[T/G]
	CTGCGTGAAATTGCACAGCCTTGCTGTCGGACATCT

	68852_5
	6
	[T/G]
	AGTGGTGTGGCAGCAGTGAAGTGCATAATATCATGC

	68853_34
	35
	[A/C]
	GAATGCTGTCCTGCAATCAGCTGCCTCATTTTAAAG

	68860_10
	11
	[T/C]
	TTTTTAGAAATGGCATCACGCTGCATCACTTCCATC

	68869_32
	33
	[T/G]
	TGTGATGGACTGGCACCCTTGTGCAGGGATATTAAT

	68871_4
	5
	[G/A]
	GGAAGAACATTGGCATCTTCTTGCCGCTCATGTGAT

	68875_34
	35
	[A/T]
	AGAGGAACAAAGGCATGAAATTGCGAAAAACTGGAC

	68882_2
	3
	[A/G]
	CGAGTGTAGCACGCAGCCCAATGCACCAGGGATCTC

	68893_25
	26
	[G/C]
	GTAAGGAAGTCAGCATGGTGCTGCACATGCACATGT

	68894_3
	4
	[G/C]
	AGTGACCGGGCAGCAGGGATGTGCTGTTGCCATGAT

	68898_19
	20
	[C/T]
	CCAGAAACATCTGCAGGTTCTTGCATAGCATGTGGT

	68900_2
	3
	[C/T]
	ATCCACATGGATGCACTCTGCTGCCGAACGTCTGGA

	68916_15
	16
	[C/T]
	CAGATGTTTATTGCACGATGATGCAAGCCCCAGTCC

	68919_11
	12
	[C/T]
	GAGAGCCTGTATGCATGTGTGTGCAGATGAGCCCTC

	68920_10
	11
	[G/T]
	TTAGAGAAATGAGCACACAGCTGCTGGTTGGGTACC

	68925_33
	34
	[C/T]
	AGAGGCTGGATAGCAATCTGCTGCCCTGCGACTCAA

	68933_4
	5
	[C/T]
	TGTTCGCCTACTGCATGACCTTGCTTCTGTCTTTGG

	68935_29
	30
	[C/T]
	GCAGGGATTAATGCATCCGTTTGCGATTTCGAGCCA

	68945_26
	27
	[A/G]
	GGAGGACATTCAGCATTTCCCTGCTCATTAGGAGCT

	68949_31
	32
	[G/A]
	TAACTATGGATGGCATGGTGGTGCCCAGGTAGTGTG

	68950_1
	2
	[G/A]
	GGAAGTTACTTGGCATGACGATGCAGTGGGTAATGT

	68954_11
	12
	[C/T]
	TGACAGGTCTACGCATGGACCTGCCACCAAGATCTT

	68963_6
	7
	[T/C]
	GCTCTCTAGCATGCACCCCTCTGCTTTCCTGTTTAA

	68964_33
	34
	[C/T]
	AGTAGTATTAAAGCATCAAAGTGCGGTGGGAGCCTG

	68966_7
	8
	[G/A]
	TACTTCTGTGCTGCACTGCAGTGCTCTTCTGTTGTA

	68968_33
	34
	[T/G]
	GGGCCTCTATGAGCATCCCTGTGCCTCCTGAATTAG

	68969_31
	32
	[C/T]
	AGCAGCTGTTCAGCATCACACTGCTTATTGGTCGTC

	68974_10
	11
	[C/T]
	TGGCTACTTTCAGCAAGAGAGTGCACCACAATCACA

	68975_8
	9
	[T/G]
	AAACTATGTCAGGCAACCATCTGCAGACGTGCTGAG

	6898_34
	35
	[A/T]
	TCACCTCTCCAGGCAAGCTCTTGCACACACACAAAT

	68983_32
	33
	[C/G]
	TCAAGTCCAGTTGCAACCAGGTGCAGAACAGCGAGC

	68985_9
	10
	[A/G]
	GGTCACAGCATAGCAGCTCAGTGCAGTAGCGCTCCA

	68991_9
	10
	[T/C]
	TATCAGGATTAGGCAACAGGATGCCAGTCCATTGCA

	68995_1
	2
	[C/A]
	TCAGCAAGCCCTGCACTCAGGTGCTGTTACGCTGAT

	68996_24
	25
	[C/T]
	GTCTTGGAGATGGCATGGTTATGCCACAGGGTAGTG

	68999_34
	35
	[T/C]
	TGGAGAGGTCCTGCAGGTCTTTGCTACCATTCCATG

	690_8
	9
	[C/T]
	CAACCCACTGGGGCAAGGAGGTGCACTGGTGCACCA

	69002_18
	19
	[G/A]
	TGCAGACAGCTTGCACGAGGATGCCTTGCGGTCTCG

	69018_16
	17
	[C/A]
	CTGGCCCTAAATGCAACATGATGCTAACTGCAAAGT

	6902_30
	31
	[A/G]
	GAAGACCTACATGCAGTTCCGTGCTGCCAGATCTCT

	69027_26
	27
	[T/C]
	GAATGGCTTAGAGCACTTCAGTGCTGTCTGGATGGT

	69032_26
	27
	[G/A]
	TTCCGATTAAACGCAGGAAGCTGCACGACCTCCTCG

	69034_15
	16
	[A/G]
	TGATGCTCTGAGGCAATGTACTGCAGAGAGGACTGG

	69041_7
	8
	[T/C]
	GACGATCTGTTTGCAAACATTTGCAAATCCGACGCT

	69043_17
	18
	[C/T]
	CTATTTCTCAGTGCACTCCCCTGCCAGTACACCATA

	69048_9
	10
	[T/C]
	GGCATTCGATGGGCATCTGGTTGCCAAGCGCTTCAG

	69052_11
	12
	[T/C]
	GTGTGTGTGTGCGCACGCTCATGCTGGCTTGTGTAC

	69054_25
	26
	[G/C]
	GTCAGCAGCTCTGCAGCTCCATGCTCTGTGTTCTGA

	6906_26
	27
	[A/G]
	CTATACCTGACAGCAAAAGGCTGCCTATGGGAGTTT

	69060_33
	34
	[C/T]
	GGTTAAAAGCACGCATCTGTCTGCAACCTGCATCCA

	69063_3
	4
	[G/A]
	TTTGGTGAAGTGGCACTTTCCTGCCAATTGGTGTGC

	69068_25
	26
	[G/A]
	CTCCACTAGGAGGCACTGTGGTGCTGCCTACACTCT

	69069_16
	17
	[C/A]
	AGCATCGGATTGGCAGCAGGCTGCAGCTCCTCCCTA

	6907_32
	33
	[G/A]
	TGAAGACAGACAGCAGGGACGTGCACGTGAAGGCGG

	69072_26
	27
	[C/T]
	TCAGTACCCGAAGCATTACAATGCCTCCGATCGCTT

	69073_8
	9
	[C/T]
	AAGACCCGCGTGGCAGTGGGGTGCCGCTGGATGAAG

	69079_3
	4
	[C/G]
	ACACACGTATATGCACACGTGTGCAAAAGGATCGCA

	69081_27
	28
	[A/C]
	CTCAGCTCCATTGCAATGTTTTGCAGCCCCTAAAAA

	6909_31
	32
	[G/C]
	AACGAGTGCGTGGCAACACATTGCAGGTACAGAAAC

	69091_10
	11
	[G/A]
	GTGTGGAAATGTGCATGTGCATGCACACAGTGCCCT

	69093_33
	34
	[A/T]
	CCTCTTCACAGCGCACAATGCTGCAGGTTTTTTTTT

	69102_2
	3
	[C/T]
	CACGATCCTTCAGCACTCACCTGCCCTGAAAAAAAT

	69103_2
	3
	[G/A]
	GTGCCTGCCAGCGCATGATCCTGCGCTGGCTTATTT

	69104_3
	4
	[A/G]
	TGCGTGTAACTTGCAGACAGATGCTACAGAGCTGTG

	6911_27
	28
	[T/A]
	GCCAGATGACTTGCAGTCAGCTGCACTTGCTAAAAG

	69110_24
	25
	[A/G]
	CTGTGCAGCTGAGCAAGGCTGTGCATGTGTGTGTGT

	69115_16
	17
	[C/T]
	GCTGAGAGAGACGCATCGAGCTGCATATTAAACAGG

	69119_2
	3
	[A/G]
	TCACTTTTAAATGCAGTCTGCTGCACTTGCCCCAGG

	6912_25
	26
	[C/T]
	GAGGAGGCTCTTGCAAGGTACTGCTCGTATAGGACA

	69120_7
	8
	[C/T]
	ATGCCGTCCACTGCACTCTGCTGCCCCCTACAGACA

	69124_9
	10
	[C/T]
	AAATATTCTCCTGCATCACTCTGCAGTGCTTGGACA

	69131_11
	12
	[T/C]
	GACCATTTTACTGCAATGTGCTGCAGAGGAAGCAGT

	69134_9
	10
	[T/C]
	AGACCAAACTCAGCACATTAGTGCCACAGATAGCAG

	69136_10
	11
	[C/T]
	GGTACAGCAACGGCAGTATATTGCGTTATAGCGCTG

	69138_10
	11
	[C/T]
	GGCGCGACATCAGCACCATTTTGCAGATCTTGAACG

	69140_5
	6
	[C/T]
	CAACCCTCTGTTGCATGGCATTGCTTCAGGGTAACA

	69142_28
	29
	[A/T]
	GCGCACATACACGCACGCACGTGCACACAGCACAAT

	69147_10
	11
	[C/T]
	CCAATCAGCGCGGCAGACAGATGCAACCCAAAGCTT

	69148_3
	4
	[A/G]
	GAAAGGTACCATGCAAATAAGTGCGGTGAAATGCAT

	69150_9
	10
	[G/A]
	TGAGTAATTGAAGCATTTGCATGCCTGCTGACCTAG

	69152_18
	19
	[G/A]
	CTGCCTCTGTTGGCACACGGATGCCATTACAAAGAC

	69157_29
	30
	[T/C]
	TCAGGTTTTTCTGCATGGGTCTGCAGATCTGCTTGG

	69158_30
	31
	[C/T]
	CCTTCAAAATCAGCAGCATTGTGCTCCCTTCGTTTT

	69160_34
	35
	[G/T]
	CAGTTCAGAGACGCACTGCTCTGCCATGTCGAGTGT

	69161_30
	31
	[C/T]
	GCTCTATTCCCTGCACATCCCTGCTTTCCTCAGAAG

	69173_25
	26
	[T/C]
	GCCAGTGAACATGCAGGCCAATGCTTACTTTAGGAT

	69174_25
	26
	[T/C]
	ACCCGACAGCCCGCAACGTTCTGCTCAGTGCTGGTG

	69180_8
	9
	[C/T]
	TGTCGTTTCACAGCAAACCACTGCAGGGTTCAGGCA

	69181_33
	34
	[C/T]
	TGCATGGTGCTGGCAACATCGTGCAATGCTTTTCTT

	69189_11
	12
	[C/T]
	CCCAGCTTAGCTGCATTAGCATGCGAACTCTGACAT

	69192_33
	34
	[G/T]
	TTTGGCTAAAGTGCAGTGTAATGCAGTTCACAAGTC

	69193_4
	5
	[G/A]
	CTGTGAGTGACAGCAAAGTACTGCTGTGCTTTATAT

	69204_16
	17
	[A/G]
	TGGAGACACGCAGCAAAAAGGTGCTAAATCAGGACA

	69205_26
	27
	[A/C]
	GGTGAGAAGAAGGCAGTCGTTTGCTAAAAGAAACAA

	69206_29
	30
	[G/T]
	AGGGATGAAATTGCAACCACATGCCACGAGCATGCA

	69208_5
	6
	[T/A]
	CCGTCTGCACGTGCATTCTGTTGCCCTTTTTCACAC

	6921_5
	6
	[C/T]
	GTCAACGTGAAGGCACAGGACTGCTTGTTACACGTT

	69210_30
	31
	[A/G]
	AATGAGTTTCTTGCACGTGATTGCAGTCTAACCTTA

	69214_28
	29
	[G/A]
	TGATTGTTGGCCGCACATTTATGCTGGCGAGCGTTA

	69218_33
	34
	[T/C]
	GTGAGATTTAAGGCACGGATTTGCCACCTGGGCTAG

	69227_27
	28
	[G/A]
	CTTTGTTTTCGTGCAGCTCGGTGCCACGGTGATTGG

	69229_15
	16
	[G/T]
	ATCCATAAGGGGGCAGATGTCTGCCAAGGGATGACT

	69233_11
	12
	[G/A]
	ACAAATAACTCGGCATTTCATTGCACCGAGCCAAGA

	69246_20
	21
	[T/G]
	GACATTCCCCTGGCATTTTTTTGCTCCTTCTGATGG

	69247_2
	3
	[C/T]
	TTCATCTTCTCAGCATATAGCTGCCTCCATCAGCCC

	69258_11
	12
	[C/T]
	AGGGTGCTAATCGCAGGTAATTGCAGGGCTCTTTTG

	69262_24
	25
	[G/A]
	ACCTGTGTGACAGCACGTCGGTGCGAGAGAGAGACA

	69265_25
	26
	[C/T]
	GAGCACAGACCAGCAGGAGAGTGCCCAGTGTTAGTA

	69267_26
	27
	[C/T]
	ATAAGCCTGACAGCAGTGAAATGCAACACCAGTGTA

	69272_26
	27
	[A/C]
	GATGAAAGAGCCGCATGCGGTTGCCGACCCCTGTTC

	69278_27
	28
	[T/C]
	TTCTGTTGCCAGGCAACAGGGTGCGTCTTCTTTAAT

	69280_7
	8
	[G/A]
	CTCTGGAACTGTGCACTTACCTGCAGTGCCCGACCT

	69281_28
	29
	[G/A]
	GGACAGGTTATTGCAGTGGTGTGCCAGTGAAATCTT

	69292_5
	6
	[A/C]
	CTGTAAATTCCTGCACTGGATTGCATGAACTGCACA

	69294_32
	33
	[C/T]
	GTTTGGTACCCTGCAATGGATTGCCACCCACCCGAT

	69296_31
	32
	[T/C]
	GAGACCCCAACCGCATGCCTGTGCGCCTTGTTGCCC

	69297_31
	32
	[C/T]
	TCACACTCTGACGCACCTGTGTGCTGTGCTCCGTTA

	69298_16
	17
	[T/G]
	GTGGCGGAAGGGGCATTGGGGTGCATGAGGGGTGCA

	693_30
	31
	[C/T]
	TTATGGGCTCCTGCAGGGCAGTGCACAGTTCCATCT

	69305_11
	12
	[C/A]
	TGTACTCCCTTCGCACTTTTCTGCTGGCCTTTGCTT

	69307_25
	26
	[C/T]
	CGTGGACAGATTGCAGACCTGTGCCTAGGCACTTAC

	69311_32
	33
	[C/T]
	AGCTAAAACCTGGCATTTGTGTGCAAGCTGTGCGAT

	69313_25
	26
	[T/C]
	TAAGTTTAACACGCAGAGTAATGCTCCGGGAGTCCA

	69316_20
	21
	[A/G]
	GTTCAGTGCAATGCAGGGCGATGCGCGCTCCCGAAT

	69317_5
	6
	[C/T]
	GACCCTGTATGCGCACAAGCCTGCCAAAATCACACC

	69320_18
	19
	[T/C]
	ATACGAGTGAGTGCATATTCATGCTGTTGTTTGCTG

	69324_28
	29
	[G/C]
	TTTGTCATAACAGCATGACTCTGCCTCTGTGTGTGT

	69325_30
	31
	[G/A]
	TTTGCGAAATCTGCACCTCCCTGCCTGTGTGAGGGG

	69327_19
	20
	[T/C]
	AGAGACGTATCGGCAACCTTGTGCGCGCTATAATGC

	69328_8
	9
	[T/C]
	AGAGGGATTTGTGCAACATGTTGCCTGGTTGATTGA

	69331_26
	27
	[C/T]
	ACTCAACCCAACGCACAGGAGTGCTCCGTCATGAGG

	69334_34
	35
	[C/T]
	ATCCTCTGAGGAGCATCTGCATGCATTCAGAGTGTG

	69339_30
	31
	[T/C]
	CATCCAGAACTGGCAACAATTTGCAAAAACTGACAA

	69343_28
	29
	[C/T]
	TTAAAGGGCATTGCAATTGGATGCGTTTCAGCAGAT

	69344_20
	21
	[G/A]
	ATAAGACAGCAGGCAGGTTCGTGCAGAGAAAAACAG

	69347_30
	31
	[C/T]
	GTGCACGACCCAGCACGTGACTGCGCACCGCGGCCC

	69348_1
	2
	[C/T]
	CCTTTCCCTTTCGCACACCGATGCATACATACTCTA

	69349_24
	25
	[T/C]
	AGACATCACATGGCATTTCCATGCTAGCCTAAACCT

	69353_10
	11
	[C/T]
	CTTCACGCTACGGCAGATGACTGCTCCAGGTTCCCA

	69355_9
	10
	[C/A]
	AAAATGTGGCCTGCAGTTGTCTGCATGCAAGGATCA

	69360_2
	3
	[A/C]
	TCATGGAATTTGGCAGTGTTGTGCCAGTTCACAACT

	69361_16
	17
	[G/A]
	GTAAACACCCTGGCAAGTGCATGCACAGCTGAAAAT

	69363_33
	34
	[G/A]
	AAGAGCTGCATGGCATCGGAGTGCTCAGGCTGGGAA

	69364_29
	30
	[C/A]
	CTGCTCTGACTGGCACATGGCTGCCTAAACACACAA

	69370_3
	4
	[G/A]
	GCTGATCAAACAGCAGGCAAATGCTGCAAAGCAGTT

	69381_26
	27
	[G/A]
	GACAGGACACTGGCACGGAAGTGCGGGTTTGGCAAT

	69388_30
	31
	[T/C]
	ATCAGATCATACGCAGGATGTTGCCGTAAATTCATA

	69389_4
	5
	[T/C]
	TGCTTGGGCACAGCAGGCTGATGCAAAACCGAGCAG

	69395_32
	33
	[G/A]
	GCTGGGACCCCAGCAGTGCAATGCTTCTAAGGGAAG

	69396_4
	5
	[C/A]
	CGGGCTGATTTTGCAGCAGTTTGCTTCCCACACTCT

	69397_34
	35
	[G/A]
	CGTTGAGCAGTGGCAGCCTCGTGCTTGTCACCGTGG

	6940_32
	33
	[G/A]
	ACGATAATATTTGCAGCAGTCTGCTGGACACTGGCA

	69409_29
	30
	[C/T]
	GTGTGTGATCCTGCATAATCATGCAGAACCGTGCAT

	6941_32
	33
	[T/C]
	TTTCCCAGCCATGCACAGCATTGCTCTCTTCCTGCC

	69413_5
	6
	[T/C]
	CCAAGTGCAAGTGCAACTGCATGCACAAGCCTGAGC

	6942_9
	10
	[C/A]
	TGTGATTTACTGGCAGCTAGCTGCTCACGTCAAGCT

	69423_11
	12
	[C/T]
	ATTCTGGAGCACGCACACTTTTGCTTAGTCAGAGTA

	69432_8
	9
	[A/C]
	CTGTCATCAAACGCAAGTTTTTGCTTTCACATTCAC

	6944_16
	17
	[C/G]
	CATTACCTGCTGGCAGCGACCTGCGATTGGACAGGC

	69440_31
	32
	[T/C]
	GGAACCGTGTGTGCACAGAGATGCTTCAGATTATTG

	69451_34
	35
	[C/T]
	GTATGAATCACGGCAGATCCGTGCTGCTCTCTGCTC

	69465_26
	27
	[G/A]
	CAAGCGTTATTAGCAAGAAAATGCCCGGCTCCAGAG

	69468_33
	34
	[G/A]
	AGCGAAGAAGAGGCAAGCAGCTGCAAAAGGTGGGAA

	69473_7
	8
	[G/T]
	TGCCCTCGTGCTGCATTGTTCTGCCTGCCTACAGCC

	69482_31
	32
	[T/C]
	ACTACACTGTGAGCATAGTGATGCCCGGTTCTAATG

	69483_2
	3
	[G/A]
	CCGTATGCACACGCACACACATGCACATAAACAGCA

	6949_33
	34
	[G/A]
	CAGTAACAAAAGGCACAGAGCTGCTCACTGGAGGAA

	69490_8
	9
	[T/C]
	GGGAGTCCTGCAGCACACAGCTGCATACTGCTTCTC

	69491_2
	3
	[C/G]
	AGCCTTTGTAGGGCAAAAGGTTGCTGAGTTAGCATT

	69502_24
	25
	[G/A]
	GGGACAGGCCATGCACATTTCTGCGCATATGCACTG

	69507_2
	3
	[C/T]
	TTCCATGCTATGGCATGGTGGTGCAGCAGGTATTAA

	69508_1
	2
	[C/T]
	GCTAGAGTCAGGGCACAGACTTGCCCTGCAACTTCA

	69509_4
	5
	[T/A]
	TCCTTGGGAGTAGCAGCAAGTTGCAGCTGATGGTGT

	69516_19
	20
	[C/T]
	TGAAAAAAAGAAGCAGCTGCTTGCGGTAAGCTTTAA

	6952_1
	2
	[G/A]
	TGGCTCATGTGAGCAGGGACGTGCACAGGAATCTTG

	69530_9
	10
	[G/A]
	TTCAGTCGCGTAGCAACAAAGTGCCACCACCACCTT

	69531_18
	19
	[T/C]
	ATTAAGGGTGCAGCAGAATCATGCTGCTGAGAAAAA

	69536_31
	32
	[T/A]
	TGGAGAAAGTGTGCAGCCTTCTGCCCGAGACTCTCT

	69538_18
	19
	[C/T]
	TGGCTAGCTGCAGCACTACTGTGCCACCTAAGAGAC

	69553_34
	35
	[A/G]
	CACCAGGCTCGTGCATCACACTGCAGCTTATTAGAA

	69555_10
	11
	[T/C]
	CGTGGGACTATGGCATTGGGGTGCGTCTGTCTTAAG

	69556_3
	4
	[C/T]
	ACACACTGCCCTGCACATTTCTGCCATAAAACAGCT

	69561_27
	28
	[T/G]
	TTGGTGTCATTTGCACATCACTGCTTGTGAATGTGG

	69565_16
	17
	[A/G]
	AGTAGCATCACTGCACATTGCTGCAAAGTGTAACCA

	69566_24
	25
	[G/C]
	CTGGTTCCCGGCGCACGCGGATGCGGACAGGGTCCA

	69583_6
	7
	[G/A]
	TCATGAGTCTCAGCACCACCTTGCTGCCACTGCTGG

	6959_25
	26
	[C/T]
	TCCATTACCCTGGCATCTCTCTGCTCCTGAGACCTT

	69592_8
	9
	[C/G]
	CAGCTCTACCGAGCACTATTTTGCAGGAGTCTGGAA

	69593_7
	8
	[C/T]
	TCACCACCGTGGGCACCGGCCTGCTGTCTAACAGAC

	69594_17
	18
	[C/T]
	GACACTGTGGAGGCAACCCAATGCTCCAGCACATGT

	69598_30
	31
	[A/G]
	ACACAGTGACCTGCATGTGCTTGCGCACAGAAAAAA

	69608_18
	19
	[T/G]
	TTGATCGTGGATGCATGCTCATGCCTGTGCCTCTCA

	69613_29
	30
	[G/T]
	ACAGCTCACAGTGCAGTCTGATGCTCCTCGGGGTTA

	69617_26
	27
	[G/T]
	AAATCTGCCATCGCAGAACTCTGCACGCTCAAAGGT

	69618_5
	6
	[C/T]
	AGCTTCAAACCAGCAGCTGTCTGCATGCACAGTGCT

	69619_7
	8
	[G/C]
	GCAGTATGTTGTGCATTGTGCTGCTGCCACATGATT

	69625_31
	32
	[A/G]
	AATGAGGTTTCGGCAGCTACTTGCGTTTCGAACGCG

	69631_31
	32
	[G/A]
	ATGCCATGCTCTGCACCACTATGCCATTCATGATAA

	69632_8
	9
	[C/T]
	TCTCGTCGCACTGCAGCAGCATGCCATTCACAGACA

	69633_19
	20
	[A/G]
	AAACATCCCTCAGCATCGCAGTGCCTCCGGCTCTGA

	69645_10
	11
	[C/T]
	TTCTCTCACTCAGCAACAGCATGCTAGTTAGCGTGT

	69647_1
	2
	[C/G]
	ACCGCTGAGGAAGCACAGCACTGCGGGAAACAAAAA

	69648_26
	27
	[C/T]
	CAGACAAGCATGGCAGCGTAGTGCTCCAGTCTCCAC

	69655_32
	33
	[G/A]
	TTGAACTGGAAAGCATCAGCCTGCTCTGTGAAGCAG

	69657_19
	20
	[A/C]
	GCTGCAGCGAAAGCAACGCAGTGCGAGCGAAAAACG

	69663_19
	20
	[G/A]
	TCCACAGGAAGTGCACGGTGATGCCCCGGTGTAACA

	69664_3
	4
	[A/T]
	CTTATGGTAATAGCAGCCTGATGCTCTGCTCGGTTC

	69669_5
	6
	[T/A]
	ATTTTTCCTTGAGCATTTCTGTGCGCATTGGCAGAT

	69673_9
	10
	[A/C]
	AAGCATTGCCCTGCACTACCCTGCATTCACCTCAAA

	69683_26
	27
	[T/C]
	TAAGACCAACAAGCAGCGTCATGCTATCACCACCAT

	69686_6
	7
	[A/C]
	AACCTGAGGTGAGCATCATGATGCTGCTGTCAGCCT

	69689_10
	11
	[G/A]
	CTCTGTCTACGTGCATGCGTGTGCCCATGTGTATGT

	69692_25
	26
	[G/A]
	CATCTGACGCGTGCAGTGGAGTGCAGATATGGAGCT

	69693_34
	35
	[G/A]
	GACTGAACTCAAGCACGCTGATGCCTAGTAAGTGGG

	69694_11
	12
	[C/T]
	GTGTGTGTGCATGCAGGAACATGCTGGCACTTAAGG

	69697_27
	28
	[G/A]
	GTACATGAGCTCGCACTCCGTTGCCCAGTCCTGGAC

	69699_33
	34
	[G/A]
	CAGCTTCATCAGGCAAGGCTCTGCGCTGCAGTAGGA

	69702_34
	35
	[T/G]
	TGTGTGTTGCCAGCACTGGGTTGCTTTGCCATTAGG

	69703_27
	28
	[G/A]
	GCTAAAAGAGGTGCATTTGCGTGCAACGTATGGAAC

	69705_25
	26
	[C/T]
	GCCCTTTAACCAGCATATTAATGCGCCACTGGTGAA

	69706_26
	27
	[C/T]
	CTGCCAGCAGGCGCAAGGCTTTGCCTCCTCATGTGC

	6971_2
	3
	[G/T]
	ACGATACAACTTGCATTGAAATGCTGGACAGATCTG

	69717_26
	27
	[G/A]
	CATTTGTATTCCGCACCAGGGTGCACGATGTCAGCG

	6972_20
	21
	[C/T]
	CAGTAGACATGAGCAGTGTTCTGCTGTCTCGAGAAC

	69724_29
	30
	[G/A]
	GGTCACATACTGGCATGTCGTTGCGAAGTGGAAGAA

	69729_8
	9
	[T/A]
	ACACACACTCTCGCACGCTGTTGCCGAGCGATTACA

	69732_18
	19
	[G/A]
	ACCTGGGAAAATGCATTCGAATGCAGCCAGAAGGAG

	69733_33
	34
	[G/A]
	CGCGCTAAATATGCAGTTTCTTGCCCTGCTAGCATT

	69738_8
	9
	[C/T]
	TGGGTCCTCACCGCAGCCCACTGCTTCCCTCAAAGG

	69744_32
	33
	[C/A]
	TTCGACTTACACGCACATATCTGCGCTCTCTGCATT

	69746_24
	25
	[C/T]
	ACGATAAATACTGCATGGATCTGCCGGGCATATTGA

	69747_24
	25
	[T/G]
	CCCACACCGCTGGCATTGTTCTGCTGAGATAATACA

	69751_7
	8
	[A/T]
	ATCACTGAGCTCGCAAGTCGGTGCCGAACCACGGTC

	69754_28
	29
	[G/A]
	TACAGGTGGCCAGCATCGTCCTGCCGGAGGAAGAAA

	69757_24
	25
	[G/A]
	ATTGAATCACGAGCAGGCGCATGCGGCCTCTGCCGT

	69761_33
	34
	[C/A]
	GAGTTTCTTTATGCAAACCGATGCCGTCTAGTGCAA

	69763_34
	35
	[G/A]
	GGGCAACACAATGCACAGTGATGCTCTGTGAAGCGG

	69764_28
	29
	[G/A]
	GCGGCTTGACACGCAAGCCCGTGCCGCGGGTTCTAA

	69766_6
	7
	[G/A]
	AAGCTGATGACGGCAGTGTGATGCTCTGGGCGATGT

	69767_10
	11
	[G/A]
	CTGTAGGTATATGCATGAAGCTGCGGTCGCACTACA

	69769_7
	8
	[G/C]
	GCATGAGCACTGGCAGACACCTGCTAAAAAGGAGCA

	69771_5
	6
	[G/A]
	CTGCTGAGAGTGGCAGTAAGGTGCAGGAAGTTACAC

	69773_18
	19
	[G/A]
	GGGCAGTCTAGGGCAGTCGTATGCTTGTGGTTAAGG

	69776_6
	7
	[A/G]
	CCCAGCACTTTCGCATTCGCCTGCGACACACAAGGA

	69779_10
	11
	[G/A]
	TCATTGAGCAGAGCAGGTCACTGCTGGGAATATACT

	69791_29
	30
	[C/T]
	TGTCTTGTTGCAGCAGGTGATTGCCTTCTCTTTCTC

	69796_4
	5
	[A/T]
	GGGTATCAACGTGCAACAATTTGCTGACAAGACGAC

	69798_1
	2
	[G/T]
	TGTGTGTTTCCTGCAGCTTTCTGCTGCACTGAACAA

	698_18
	19
	[C/T]
	GACCTTGTAGGGGCATTTCGTTGCCCCTGCAAGAAA

	6980_10
	11
	[G/C]
	CTGTTACAGAGAGCAGCAGGTTGCCTTCAATTAGAC

	69800_16
	17
	[T/C]
	GTGCGTGTTTGTGCATTATTTTGCTTTAGGCAGTTA

	69806_26
	27
	[C/T]
	TTTCCGTATTCAGCAGTCACTTGCTGCGTCATTCAC

	6981_33
	34
	[C/G]
	TGCACCAGATCTGCATGATCATGCTGAGAACATCGT

	69814_19
	20
	[T/G]
	AACCTTTAGATGGCAGTAGTGTGCTGTGTTTCCAGT

	69820_32
	33
	[C/T]
	ACACACAGCTCTGCACACGTCTGCCCAGCGCGCACA

	69821_29
	30
	[A/T]
	GAAAGCTCTGCTGCAATTTGTTGCCATTGAGTACTT

	69822_25
	26
	[G/A]
	AAGAATACGACAGCATGACTTTGCAGCACTTAGAAC

	69826_10
	11
	[C/T]
	GCATGTCACACGGCATCTTGATGCGACTTGGCAATA

	6983_1
	2
	[C/T]
	TCCTGTGACTAAGCAGATCTCTGCAGACTGGGAGAG

	69832_6
	7
	[G/A]
	GCCCCCGGGAGGGCATCTCCGTGCCCACTCAGCACG

	69833_3
	4
	[C/T]
	CTTCTTTATCGTGCAGCTCTGTGCTGCAGGACCTGT

	69836_16
	17
	[T/A]
	AAGCATGCCAGAGCACTGAACTGCTGATCTGCAGAC

	6984_7
	8
	[A/G]
	GCGTTTCAATTTGCATACCGTTGCCTTTACATGCAT

	69840_2
	3
	[C/T]
	ACCGGTTTTGATGCAGGATACTGCAGAAGGCAAACC

	69849_11
	12
	[A/G]
	CTGTGTAGGTCAGCATGGTGGTGCCACAGAATCTAT

	69850_18
	19
	[C/T]
	TCTAGTTCCCTTGCATTTCACTGCGAGTCTGAAGCA

	69851_16
	17
	[G/A]
	GAGTGGAGAAGGGCATGAGCGTGCGGCGGAACCTCT

	69854_34
	35
	[C/T]
	ATAGACCTTGTGGCACAAATATGCTGAAACTGGGCC

	69857_3
	4
	[A/C]
	CTTAAAACTCACGCACACACCTGCAGGGCTAAAGCC

	69865_34
	35
	[C/T]
	CAGGCTATTTCAGCATGTCTTTGCTGGTGAAACGCG

	6987_1
	2
	[C/T]
	TCCACGGAACTTGCACGGAATTGCCCTCAAGTCTCT

	69873_29
	30
	[A/G]
	GCTAAACAGCTCGCAGAAAAATGCTGACGATATAAA

	69874_9
	10
	[C/T]
	TCTTAACCCCGAGCACACGTCTGCCCTTCAGAATGT

	69877_29
	30
	[G/T]
	TGAGAAATGAGTGCAAACTTGTGCCACTTGATCTAA

	69878_26
	27
	[C/T]
	TTATGGCATTTGGCAGCAAAGTGCTTCGAGCTAAAG

	69879_24
	25
	[G/A]
	GCTCCAGGCTAAGCAAGACAATGCGAGGCAAAATGA

	6988_24
	25
	[G/C]
	ACTCGACGTGTCGCAGTGACGTGCGTCTGGGTGCTG

	69882_34
	35
	[A/C]
	TGGCCTGGATCAGCAACAAGCTGCTCACGTCATCAA

	69883_33
	34
	[T/A]
	GCAGTGCAGTTCGCAAAACTGTGCACCTTATGATAT

	69885_11
	12
	[T/A]
	TTAACCCAAAATGCATCTCCATGCAAGCCTGAACAT

	6989_30
	31
	[A/C]
	TCTGTTAAGCCAGCATGTTTGTGCTGCATCACTCAG

	69894_7
	8
	[G/A]
	AGTCTGCGACCTGCAGGTCCTTGCAGCTCTCCTGCA

	69895_25
	26
	[C/T]
	GCGCCGACGTCAGCATCATCGTGCGCGACGCTCTCA

	69898_25
	26
	[T/C]
	GGCGTCAAGACGGCACCTTTCTGCTCAACGGTGACT

	69906_30
	31
	[T/C]
	GGCGCGGTCCGGGCACGTGCGTGCTCGCGGTGCTTT

	69907_20
	21
	[C/A]
	TAGTGAATCTGAGCAACATGCTGCGTGTTCCACGTC

	69911_32
	33
	[T/C]
	TAATCCCACAATGCACCACGGTGCAGCGTTTATCTG

	69917_34
	35
	[G/A]
	AGGTTACGGCTAGCAGGCGGCTGCGCTTTCACACGC

	69918_1
	2
	[C/T]
	TCAAATTCGAAGGCAAGCGCTTGCTTGTGTACATCA

	69924_8
	9
	[G/A]
	CACTGTATGAGTGCACTGAGCTGCTGAATGATGCTT

	69926_10
	11
	[A/G]
	GAGTAAAGCTGAGCAGCTGCATGCTGATGGCAAGCA

	69929_31
	32
	[T/C]
	TTAACAACGTCGGCACTGAGATGCTCATCACTAAAA

	69931_11
	12
	[T/C]
	AAGAGAGAAAATGCACCCGCATGCCTATCATAGCTT

	69932_32
	33
	[A/G]
	AACAGACAAAGGGCAAAAGTTTGCCAGGAACGAAAG

	69933_16
	17
	[T/A]
	AATCATGTTGCAGCAATGCGATGCATACAATCATGG

	69944_19
	20
	[C/A]
	TGCTGGTAGGATGCAAACGCGTGCCACCTTTTATTA

	6995_19
	20
	[G/A]
	GAAGCACAACACGCAACACGCTGCTGCTATTCATAT

	69952_8
	9
	[G/A]
	GCAGGCAGGCAGGCAGACAGATGCAAAATAATCGCC

	69955_1
	2
	[A/G]
	CAGTGGCAGTGTGCATGTGTTTGCAGGCTTTAAGCT

	69958_3
	4
	[G/A]
	GTCGCAACGAAAGCACTGACATGCTTACTGACCCGA

	69961_34
	35
	[G/A]
	ACATTTTTGGAAGCACAGCACTGCCTTCTGGTTAGG

	69965_3
	4
	[T/C]
	ATTTGATTACCAGCACCTGACTGCTGCTTCCCTGTT

	69967_5
	6
	[C/T]
	ACCACCTTCAGCGCAGCCCCGTGCGCTACACAAGCA

	69968_28
	29
	[A/G]
	TACTGATGGTGGGCAGGACGGTGCTCTTAGACTCCA

	69974_1
	2
	[C/T]
	TCGCATCAATATGCATCAGCGTGCTGAGTGTGTTTC

	69982_25
	26
	[A/G]
	GGCGAAAAAAGTGCAGCATTGTGCAGCTTCATGCTG

	69986_30
	31
	[C/T]
	AATAATACGCTGGCAGTGTGGTGCTGAAACCGACCG

	69988_30
	31
	[C/T]
	TTTGACCCATATGCACACACCTGCAGCACACAGAAG

	69989_29
	30
	[G/C]
	CCTTTTCACTCAGCATCAGCGTGCACTTAGACTGAA

	69993_11
	12
	[A/G]
	TATTGTAAGTCAGCATAGTGCTGCAATCGGTAAGCA

	69994_4
	5
	[A/T]
	CCAGAATTTCTGGCACTAGGCTGCACCAGCCCTGCT

	69995_27
	28
	[G/A]
	TACGTGTATGCAGCAACAGGTTGCACCGATGGAAAA

	69999_11
	12
	[T/C]
	GCCGACTGTCTTGCAGGAAAATGCAGATTTAACCAT

	7_29
	30
	[T/A]
	TCAAAACGACACGCAATTGTTTGCACTTTTCTGTCT

	70_11
	12
	[G/A]
	ACAAGTGAAGGAGCAAACTTGTGCACGGGGCAGTGA

	70003_11
	12
	[A/G]
	ACACACCTCATAGCAGCGTTCTGCTGTCACATTGCA

	70004_11
	12
	[C/T]
	GCTGCAGATGGCGCAGGGTGTTGCATTGGTCATGAG

	70010_5
	6
	[G/A]
	TATGTGAAAGCTGCATTTTTGTGCGTCGACTCCGCC

	70034_3
	4
	[G/T]
	CAGGCTGCGTCTGCATTGTGTTGCCCATATATGGAC

	70038_7
	8
	[C/T]
	CACCAGACGCACGCATGCATATGCACACACGCACGA

	70047_33
	34
	[G/C]
	GTGATGTCATCAGCATGTGCCTGCCTCCTTTCAGAT

	70051_7
	8
	[T/A]
	CATTTCCAGCATGCAGTCGCCTGCGTCCTGCTGCTT

	70053_28
	29
	[T/G]
	AGCACGGCAATAGCACTGCACTGCACTCTACAAAAC

	70054_30
	31
	[T/C]
	GTGCACGGCGAGGCAAACAAGTGCGAACTTCAACAC

	70062_3
	4
	[G/A]
	TCTGAGTACAGAGCAGCGAACTGCTGCCTGTCATTA

	70063_1
	2
	[T/C]
	TTTCGCTGGTACGCAGGAACGTGCTGCAGTCCCTCT

	70068_6
	7
	[A/G]
	TGATTTGAAGAGGCAGTGTGATGCGACTGTGATGTT

	70069_5
	6
	[T/C]
	GAACTTTGTCCTGCAGTTTTTTGCCACTGCTTGGCA

	70071_34
	35
	[G/A]
	TGATTGTGGGTGGCACTGAGGTGCCGAGGGGAGCGT

	70073_34
	35
	[C/T]
	AAAACGTTTCCTGCAAGTCTTTGCAGCTTAGTGACG

	70082_5
	6
	[A/G]
	GTGGCATGTTAGGCATCACAGTGCTGCGATGAGGAA

	70083_5
	6
	[C/A]
	GGTGTCATTTCAGCACTTTACTGCAGCGTTTCCACT

	70090_29
	30
	[T/C]
	TGAAAGAGCACTGCATATTTCTGCTCTCCTGCACCA

	70096_25
	26
	[G/A]
	TAAGTATTCTCAGCATGACTCTGCTGACGAAGTGAC

	70098_4
	5
	[G/A]
	TCACGAGAGCGAGCACACAGCTGCAGCTGGGTCTCT

	70101_2
	3
	[C/T]
	TTTATCACATGAGCAGTCAAATGCTTCACCTCCTGT

	70106_25
	26
	[G/A]
	GGCTGGCTGCCTGCAACTGTGTGCTGAGTTTTATCT

	7011_5
	6
	[G/A]
	TGATGGAGCGCTGCATTCACCTGCTCTCTCACCCCA

	70126_1
	2
	[G/A]
	AGATCACCAAAAGCAGCCCTTTGCTTGGCCTGAAGA

	70127_28
	29
	[C/T]
	GAGACAGAACAGGCATCACAGTGCACATCAGATACT

	70129_24
	25
	[C/A]
	TGCCTGTGGGTGGCACGGTGGTGCCGCAGGTACGGC

	70130_28
	29
	[T/A]
	GCTGAAACCTAGGCATCTGTGTGCTTACTCTCTGAA

	70133_7
	8
	[C/G]
	GCCACTCCGTTTGCACGGATGTGCGAATTGGCGACG

	70136_19
	20
	[C/G]
	CCAGGTGTCCCTGCAACATCGTGCCTATATACACCA

	70138_34
	35
	[G/A]
	CCAGTTTCAGGTGCATTTAAGTGCAAAAGTTGACGC

	70140_2
	3
	[G/C]
	TTGTCTAATCGGGCAAATGTTTGCTGCCGCTGCATC

	70142_5
	6
	[C/T]
	TGTCTCGCAGCTGCAGCGGCATGCTAAGACTTGGAG

	70146_28
	29
	[C/T]
	TCCACCTGTTTAGCATGCACGTGCTACACGACGCCG

	70152_28
	29
	[G/A]
	GCGACATAAGGAGCAACAGTGTGCAGGAGAATACAT

	70155_15
	16
	[G/A]
	GATTGCCTCAAAGCAGCCTGCTGCCTTTTCATTACT

	70165_34
	35
	[C/G]
	CAGAAGCACAGAGCAGAAACCTGCGGACGATACGCC

	70171_7
	8
	[C/T]
	CACAGTTCCTTTGCATGCTGCTGCTCTTCCCGTTCT

	70172_17
	18
	[A/G]
	AACAGTTCGTTTGCATGACAGTGCCACGATGTCTCA

	70178_18
	19
	[C/T]
	AGGTGGATTTGTGCAGATCTTTGCTGAGGAGCTAGA

	70179_17
	18
	[A/G]
	TAAGATGTGACTGCACCACCATGCTGTCTAAAGTAG

	70182_11
	12
	[C/T]
	CTCACCAGTGCCGCATGGAGCTGCACCCACGCCAGG

	70187_18
	19
	[C/T]
	GGAGGATTTTGCGCACACCGGTGCCGGTTCTTCACT

	70194_3
	4
	[C/T]
	AGCCGACCAGCTGCAGGTCAGTGCCCACATTCTTAT

	70198_16
	17
	[C/T]
	CTTTAAACATCAGCAGCCCACTGCCAAGCACATTAA

	70199_29
	30
	[T/A]
	CTACAACACCCAGCATGAGTGTGCACTAATCCCTAT

	702_2
	3
	[C/T]
	CTCACTCGCTCTGCAGCACGCTGCTGTAAACATCTT

	7020_25
	26
	[C/A]
	TTAGCTGCTCCTGCACGAATCTGCTCACAGTGTAAG

	70203_32
	33
	[A/G]
	CTGATAGTGGCAGCAGGGTAGTGCTGGGGCTTAAAC

	70205_34
	35
	[G/A]
	CATCCAAGCCCTGCAACACACTGCAGCAATAATTGC

	70210_10
	11
	[G/T]
	CCGGGCACCTGAGCATCCACATGCGCATGCACACGG

	70212_20
	21
	[G/C]
	CGCCATAACAGCGCAAAACTGTGCCATCCAACCTAC

	70218_34
	35
	[A/C]
	ACTGTGATGTCAGCAGTGATTTGCATCTGGGTCAAC

	70226_24
	25
	[C/T]
	TAATTCATAAGTGCAGTTCAGTGCCGGGGAATCAGC

	70240_1
	2
	[C/T]
	GCACTACACTTGGCATCACAGTGCCTTCGCCCACAC

	70254_26
	27
	[G/A]
	GTAGCAGAGAAAGCAATAAAGTGCTTGGATGCGTGA

	70258_5
	6
	[G/A]
	CTGTAGGCACCAGCAGCAGCTTGCTCAGCTATGGTG

	70259_10
	11
	[C/T]
	ACAGACCTCTCTGCATGTGTGTGCAGTATGCAGGAA

	70260_16
	17
	[A/G]
	TCATCCTGATTGGCAGAATAGTGCTGATAGTGCTGG

	70263_17
	18
	[C/G]
	GCCAATCAGAATGCATGCCACTGCTCTGACCCCTTA

	70268_29
	30
	[C/T]
	CAGAGGGTGCCGGCACGACACTGCTCCTCCCCAAGC

	70269_33
	34
	[A/C]
	GAACCACAGGCAGCACTGTAGTGCCCACACAGAAGA

	7027_3
	4
	[C/T]
	GTGCCAAAATTGGCACTCTGCTGCAGTAAACATAAC

	70273_9
	10
	[G/T]
	GATTGAAGCGGTGCAGGTGGCTGCCAGTTATCATAA

	70280_6
	7
	[T/C]
	CATTTATATGCTGCAGTGTGCTGCAAGACTCCATCC

	70282_1
	2
	[A/G]
	TACATTATGCTGGCACATGACTGCGCATCCTCTAAT

	70284_19
	20
	[T/C]
	ACACAGTGAAGTGCACTCGTCTGCTCCGTAAACACC

	70286_10
	11
	[C/T]
	GCAGAAGTGCCAGCAACCACATGCTGCATGACTCCA

	70296_24
	25
	[A/C]
	ACCCAGTGACCTGCATCATGCTGCACCACAGACCAC

	703_34
	35
	[A/C]
	AATACTCACAGAGCAAAGTGGTGCAAAGGGGCAAAA

	70303_11
	12
	[A/G]
	TTGTGCTTCTAAGCAAAATGGTGCAATGCTGAGTGT

	70305_24
	25
	[C/T]
	ATTTAATTGGGAGCACGGTGGTGCCGAAGGTAGTGC

	70306_17
	18
	[C/T]
	ATAACCCACACAGCAAACATGTGCAGCTTGCAGACG

	70307_20
	21
	[C/T]
	TGTTGCACCAGTGCATCTTACTGCCACGCTTTGTTA

	70308_25
	26
	[C/A]
	GCAAACTTACGCGCAGGATTTTGCGCCGTGATTAAC

	70310_5
	6
	[T/C]
	CTTCACCCCAGCGCAAATTCCTGCAGCTATTAGCAT

	70313_25
	26
	[C/A]
	TGAGACACGCTGGCATGGCAATGCTCATTTCTGCCA

	70319_2
	3
	[G/C]
	ACGTGCAAGAACGCAAGTCAGTGCTCAATAAACATC

	7032_3
	4
	[A/T]
	CATAATCTGGTAGCAGTGTCATGCAAAAAATGGCAG

	70324_27
	28
	[G/A]
	TTGTGTATAAGGGCATTGTCATGCTGGGACACGTTC

	70332_4
	5
	[G/A]
	TTTAGCTCCACTGCAGGCAGATGCATAATCTTTGTG

	70333_18
	19
	[A/G]
	ATGGCAGATATTGCACTGACCTGCTGGACAATAGTC

	70341_27
	28
	[A/T]
	GATGGCAAGCATGCAGGGGCCTGCCTGACTGAGACC

	70342_17
	18
	[G/A]
	AAAGAGCATTACGCATTGAGATGCAGCACTGAGAAA

	70346_31
	32
	[A/C]
	TCTACTGAGATGGCAGGAGGGTGCAAGAAGGAAAAA

	70349_7
	8
	[A/T]
	CTTGTTCACTGGGCAAACGAATGCCATGGCTATGTG

	70350_27
	28
	[G/A]
	TACAACATGTAAGCACCTAATTGCTCAGACCGTCAA

	70352_24
	25
	[G/A]
	CTACACGTGTGAGCAATGCTTTGCGAGGTAAGACAC

	70355_31
	32
	[C/T]
	TCTTCAGGTTCAGCATCAACCTGCGTTATAACTCCG

	70360_16
	17
	[C/T]
	GCTCGCAAAAGTGCATCGTACTGCAATTAACTGCGA

	70369_11
	12
	[G/A]
	TCTCCTTCACCGGCAATGGATTGCTTTCGAGCTGCA

	70371_34
	35
	[C/T]
	CCTTAACCGCAAGCATATGACTGCCCTAAGTGTCCG

	70373_1
	2
	[T/A]
	ATGTGTTGCTTTGCATTTTGTTGCTTGTTTGTGTGT

	70374_2
	3
	[G/T]
	CCGGGTCTGAAGGCAATGTTCTGCTGGAAAATCCTG

	70376_31
	32
	[C/T]
	GTCTATTGGTACGCAAAGCGGTGCCTGGCCTCAGAC

	70380_33
	34
	[G/A]
	CAGAAATCGAGTGCAAGTGAATGCTTCAGTGACGAT

	70383_33
	34
	[C/T]
	TTTAGAGTTGCAGCAATCACATGCAGCCTTGAGCTG

	70384_24
	25
	[G/T]
	ATCACTAGCATAGCATCATAGTGCGAGCCGCTTACT

	70385_7
	8
	[G/A]
	GAGGTCGGCGCGGCACCAGCCTGCAATTAGCCCGTC

	70387_24
	25
	[A/G]
	TAAAGACACCGAGCAGGAAAGTGCAGGGAGCAGCCG

	70388_4
	5
	[T/C]
	TCATCAGAAATCGCAACAACCTGCTGACATCTACTG

	7040_9
	10
	[C/T]
	GTCTTTTTACGGGCATGGTGCTGCCATAAGTTTGGG

	70403_18
	19
	[C/T]
	GAACAACACACAGCACGTCAATGCAGTGAATAACGC

	70404_32
	33
	[C/T]
	CTTTTCCCTTGAGCAGGTCATTGCTTTATCCCCAAA

	70407_8
	9
	[A/G]
	TCCTCAATAATGGCAAAACACTGCCCATTGGTCCTA

	70410_2
	3
	[G/A]
	ACGAACGGGAAGGCATGTCCCTGCGGACTTGATTAA

	70413_8
	9
	[G/A]
	TTTCCTGTGAGCGCAGATCCCTGCAGCTCAGAGATC

	70421_11
	12
	[T/C]
	AATGTCTGAAATGCAGGGGAATGCACAGGACGGCAA

	70423_28
	29
	[G/A]
	GTATCTCGTGCAGCAAAAAACTGCGACAGTCAACCT

	70425_24
	25
	[C/T]
	ACACTAGCTGTGGCACCACTGTGCCACCCATGCAGT

	70430_18
	19
	[G/T]
	GGTGAGTCGTAGGCAGAGGTTTGCGGTTCTTTAAGC

	70433_30
	31
	[T/G]
	ACTGAGAATACTGCATGCCCCTGCATGTGTTTGTGT

	70442_30
	31
	[G/A]
	TAGAAAACTTCTGCACTCAGCTGCAGCCTAGAAGAC

	70445_3
	4
	[C/T]
	AGGCCATGGTGTGCAGTTTCATGCCTTCCGCAAAAT

	70446_28
	29
	[T/C]
	GAATCAAACTGGGCAGACTAGTGCACATTGGTGCAT

	70449_7
	8
	[C/T]
	ACACACACATGTGCAGAAGCATGCACAGGGTCTGGT

	70452_24
	25
	[G/A]
	ATTGGGAACCCTGCAATGGATTGCGCCCTGTCCTGG

	70453_16
	17
	[C/T]
	CGCCAGCTCCTCGCACCGCCGTGCACCCGATCGATC

	70455_24
	25
	[T/A]
	ACGCTACCTGTGGCACCACCATGCTGTCACCAGTAT

	70459_9
	10
	[G/A]
	GCTCTGTAGGAAGCATTTCCATGCCCAAGTATCCTT

	70463_8
	9
	[C/T]
	AGATTTCTCTAAGCAGTGAACTGCAGCCGGGTTCGC

	70466_2
	3
	[A/C]
	AAAAACTAATCCGCACTGAAATGCCCTAATCCCAGG

	70467_20
	21
	[T/C]
	TACACACCAACTGCATGGGTTTGCATCTGGGCCACA

	70468_16
	17
	[C/T]
	GATAGAAAAGCAGCAGCAACATGCTCATGGACCCGA

	70473_30
	31
	[C/T]
	GATGTTATAGGGGCACTGTGCTGCTTGAAGCTGGCC

	70474_11
	12
	[A/G]
	TGGTTAGGCACGGCACCAGGGTGCACTGCACCTCAC

	70475_19
	20
	[G/A]
	AGACTAAAACGTGCAGGACGGTGCGTCTCCGGGACA

	70479_27
	28
	[T/C]
	AAATCTCTTCATGCACCCAAATGCCCTTGTAACCTC

	70481_8
	9
	[T/C]
	ATTCGGGCTGCAGCAAAGTGTTGCACGTTGAATAAT

	70484_1
	2
	[G/T]
	GGCTTTCTCCAAGCATATTGCTGCAGCTGACCTATC

	70488_27
	28
	[C/T]
	ATATATACGGAAGCAATGTGCTGCCTTCGCAGAGCA

	70491_2
	3
	[T/A]
	GGTGTGTGTGTAGCACAGCACTGCACTGGGACAGTG

	70502_18
	19
	[C/A]
	TTAGCTGAAGAAGCAGAACAGTGCAGGAAGGGGTCA

	70503_34
	35
	[C/A]
	TCCATGACTTCCGCAAGTGCTTGCTCAATTTTAGCT

	70509_9
	10
	[C/T]
	TTGGATCCACTTGCAGTGAAGTGCTGAGACGAGCAA

	70516_31
	32
	[A/G]
	CGTCCCAAGGCTGCACGATTGTGCAGGTGACATTAT

	70519_26
	27
	[G/A]
	AACTACCTGTGTGCACTACCATGCACGACATCAAAT

	70524_16
	17
	[C/T]
	GCAGACGTAAGAGCAGCAGAGTGCTGGAAGCTGCGA

	70525_11
	12
	[A/G]
	AATGCAGTGTAAGCAGGGCGCTGCTTAAGTACCTGT

	7053_26
	27
	[C/T]
	CACTTCCACGCTGCATGCAGCTGCAGCCTGGCTGTC

	70530_3
	4
	[G/A]
	AGCGTAGTCGTGGCACAGCGGTGCCACAGGCAGTGT

	70531_3
	4
	[C/G]
	GGCCTCTCCTGAGCATCAGCGTGCTCTTCTTCGCCT

	70533_18
	19
	[A/T]
	CAATAGACAGTTGCAGAAAATTGCTGGTGGGCAGAT

	70539_33
	34
	[C/T]
	CCCCCTCTTTAAGCACTCTTCTGCCTCCATTCCCCC

	7054_25
	26
	[A/G]
	AATCATGTAGCAGCAGCACAATGCAATAAATCACGT

	70541_4
	5
	[C/G]
	ACAGCATGACCTGCACGCTGCTGCAGTATTATATTG

	70545_24
	25
	[G/A]
	CACAAGAGCAATGCACACAGCTGCGGAGTGGAACGG

	70546_19
	20
	[C/A]
	ATACCTGTGAGAGCAAGAGCGTGCTGGAGGGCAGGA

	70551_28
	29
	[T/C]
	GATCAGCTTTCAGCAGCGCTGTGCAGTATTCTTCTA

	70553_6
	7
	[A/G]
	ATGAGAGGATGAGCAGGGTGCTGCACTGTGGTGAAG

	70555_16
	17
	[G/A]
	TGAGTGTAAAATGCACGCTGCTGCTCATGTTGGACC

	70572_16
	17
	[G/A]
	GCAGTCATGTATGCACGTTCATGCTCCTCAAGTCTG

	70576_30
	31
	[A/C]
	AGTAAACGAAGCGCAAAAACGTGCGTCATCAGAGTA

	70577_27
	28
	[G/A]
	GATTGGTTAGCTGCACAGTCATGCTGTGAATTTCTT

	70579_33
	34
	[T/C]
	ATTGCACCGACGGCACCATTCTGCCACCAAGTATAC

	70580_6
	7
	[C/T]
	ACACTCCGTCATGCACTCACATGCTCACTCGCCCCG

	70583_2
	3
	[T/C]
	CATGGCTCATACGCATTCTTGTGCAATGCAGACACA

	70587_26
	27
	[G/A]
	AAACAGACCTCCGCATGAAAATGCAAGAAAGCCCAA

	70588_7
	8
	[A/G]
	CTGACTGAGAGAGCAAAGGCGTGCTGGGCAGAGAGA

	70591_24
	25
	[A/G]
	GAAATGAGGCCTGCAGAATTGTGCAGACCACGAAGT

	70592_29
	30
	[A/G]
	AAGACTTTGGAAGCAAATGATTGCGGCAGAGCTTCA

	70593_11
	12
	[T/A]
	ACGTGCTAACATGCACGTGTATGCACTCACACCCAC

	70595_32
	33
	[G/A]
	ATGAAAAGGGCAGCATGGTGGTGCTGCAGGTAGTGT

	70598_19
	20
	[C/T]
	ACATGTGATGATGCAGAACCCTGCACCCAGACCATC

	706_15
	16
	[T/C]
	CGTGTACTCTGTGCATGTCTGTGCTCTCGAGTTGAA

	70604_2
	3
	[T/C]
	GTTCTGTTCCGTGCACTTCCCTGCCCTGAACTTGGT

	70614_8
	9
	[C/T]
	AACCGCTTCAAGGCAGTAAGCTGCTGTGTAGTAGAA

	7062_26
	27
	[G/A]
	TTTATGAGGGGCGCAGAAGTGTGCTTGGACATTGAC

	70623_17
	18
	[C/A]
	TTGGCCTTGTGAGCAGCCGAGTGCTTTTTGAGCTCA

	70624_30
	31
	[A/T]
	AAAGTCTCTTCAGCACTGTGGTGCTCTCTCACCTCA

	70628_34
	35
	[T/A]
	ATGTTCACACCTGCATTCATCTGCTGCTAAAACTAA

	70629_1
	2
	[C/T]
	TCAAGTACCTCAGCATGGCTCTGCAATTACTCCATT

	7063_24
	25
	[G/A]
	CAAGACCTAATTGCATCCACATGCGACACACATACG

	70633_16
	17
	[G/A]
	AGAAATGCGGTGGCATGGATATGCGATTCCCACAGC

	70634_26
	27
	[C/T]
	GATTCCAGTGCAGCATGCATCTGCCCCACCTTGATA

	70641_6
	7
	[C/T]
	GAAATACAGAGGGCACTGCTGTGCTACTAGGAACTT

	70645_34
	35
	[T/A]
	GCATGAGTAGAAGCAAGCCGGTGCACAATGTTTTTA

	70652_1
	2
	[C/T]
	GCATCATTTCCTGCAGCGGAGTGCTTGACACTTGGT

	70653_17
	18
	[G/A]
	AAGCTACCTGCAGCACCGCTATGCCACCTTAAATTA

	70658_28
	29
	[C/T]
	GAGACCTCTGCTGCAGTAAAATGCAGATCTGAGGTT

	70664_34
	35
	[A/G]
	CATGCATTGCAAGCATGCAGCTGCACTGGGGCGCAC

	70667_30
	31
	[C/T]
	AGTCATGAACTGGCACCTAACTGCTCTGGGCACATG

	70670_31
	32
	[A/G]
	GAAGTGCCTCGTGCACCACTTTGCATGTGTAGGCCA

	70686_4
	5
	[A/G]
	ACACACGTGCACGCACACGCATGCACAGGTCTGCGA

	70688_6
	7
	[G/A]
	ACACATGAAGCCGCAGTCTGGTGCAGCATGCTGTGT

	70692_19
	20
	[C/T]
	GCCCTACCTGCAGCATCACCGTGCCACCCTAAATCA

	70693_7
	8
	[A/G]
	GATGCCTATTCAGCACTGACCTGCAGCTGCTAATGG

	70696_7
	8
	[C/T]
	AGCTCCCCGTCTGCAGCCAAATGCAAGAATTGGGCA

	70697_8
	9
	[A/G]
	GATTTTCTACGTGCACCATGCTGCTTGTACATGAGA

	70700_26
	27
	[G/A]
	AACAGTGGCAAGGCAGAACACTGCCAGGAAAGAAAG

	70701_10
	11
	[G/A]
	ACAGGAAGACGGGCATGAGGTTGCACAAATCTTCGG

	70725_8
	9
	[C/T]
	CAGAATTATTTTGCAACCTCCTGCCTCTGGACTGGC

	70726_33
	34
	[C/T]
	GCTCTCCTGGAAGCACAGCAGTGCAAATGCTTTCAA

	70729_6
	7
	[T/A]
	TGGCTCTAATGGGCAGGTATTTGCTACCTCTGCAGT

	70737_27
	28
	[G/A]
	ACCAGGCAGGCTGCAGGTCACTGCCCTGAGTGTTCC

	70741_1
	2
	[C/G]
	TCTGTTTCTATGGCAACATGGTGCTGGACTGCTGCT

	70743_9
	10
	[C/T]
	TTTATAGCGCGTGCAATTAAGTGCGGCGAAGTCTTT

	70746_28
	29
	[T/C]
	GATGAAAAGGAAGCACTGGGATGCATCATGTAGCTT

	70749_34
	35
	[C/A]
	AGTGTCACGGTGGCAAAGTGGTGCTCGTGCTCACCC

	70758_24
	25
	[G/A]
	AGACGGGTTTATGCACAAGCTTGCGCTCTGGATGTA

	70772_29
	30
	[G/A]
	GCTAAAGCAGGAGCACAGACATGCCCAGCGTATACG

	70781_16
	17
	[A/T]
	ATGATGCAGAAAGCATAGCAGTGCAATCCTGAATTG

	70782_2
	3
	[T/C]
	TGTACAGTATGGGCATGTGTCTGCCCTGTCTGGGTG

	70783_2
	3
	[A/T]
	AGATCCCCTGCAGCATTGTCCTGCGTCTGGCCCGAC

	70786_19
	20
	[T/C]
	CTTTCCTGGTCCGCACAGTTTTGCTGTGGAATTTAA

	70792_28
	29
	[G/A]
	ATTGGCCCAAATGCACAAAACTGCTGTTGACCCTGC

	70799_26
	27
	[T/A]
	GCCGCTCCCCCAGCAGACGGATGCTGTCTGCAGGAC

	7080_26
	27
	[T/G]
	AAACAACGGCATGCACAGTTGTGCTCTGAGTGTTTG

	70802_4
	5
	[G/A]
	TCTCGTTTCTGAGCACTCAGGTGCCCTTTACTGAGG

	70820_30
	31
	[C/T]
	GCAAAAAGCTCAGCAGCAGATTGCCCAGTCCTCGTG

	70821_4
	5
	[T/G]
	CTGGTTCCTTAAGCACAAACTTGCAGCTTCCATTGA

	70822_31
	32
	[A/G]
	TGGAACACAGTAGCACAATCATGCCAATTCCGCCGA

	70828_19
	20
	[T/G]
	GCTTTAATAAGTGCACAGTTGTGCGGGCATGGGAAA

	70832_28
	29
	[C/T]
	TGCAAGGCCACGGCAGACATATGCTCTTTCCTCTGA

	70840_8
	9
	[T/C]
	TCAACGAGTTGTGCAGGAAACTGCAAGAGGAAAACC

	70845_6
	7
	[T/C]
	TAAGTGTATCTGGCATCATCCTGCGCTGTACGCTAG

	70847_4
	5
	[G/A]
	AGCAGAGCCACAGCAACAGGATGCATCTAATTCTGA

	70855_8
	9
	[T/C]
	GCGAGACCTGCGGCAGTAATTTGCAATTCATCCACC

	70856_26
	27
	[G/A]
	CCTCCGTACGTCGCAGCGAGGTGCTGAGCAACCTGT

	70863_30
	31
	[C/T]
	CCTTTTCACACTGCAACCAAGTGCTTACCGCTACCC

	70864_17
	18
	[G/A]
	AGGCTGAGTGCAGCAGCGTACTGCTGATTGAGCAAA

	70869_25
	26
	[C/T]
	TTATTCACCTTTGCACCTAACTGCTCTCACCTCATG

	70877_18
	19
	[G/A]
	CCTCTCTGGTAGGCAGGTGAGTGCATGGCAATCGCG

	70879_29
	30
	[G/C]
	GTCTAGCGTATTGCAGCAGCATGCAGCGTGTCCTGC

	70885_24
	25
	[A/G]
	ATAAGTTATCAGGCATTGAAATGCAAGCGAGGTGTG

	70886_25
	26
	[A/G]
	GCAAGTCCCTGGGCAACTAGCTGCAAAAACAGGCCA

	70887_24
	25
	[G/A]
	GTATAGAGCCTGGCATCATTGTGCACAGTGCAGGAA

	70893_28
	29
	[G/A]
	CCTGACATTAGCGCATGCACATGCAAAGGAAAGGTT

	70896_10
	11
	[C/T]
	TTAGCATGGGCAGCACCCAAGTGCACGTGCGTTGCT

	70897_17
	18
	[C/T]
	GCGACCGCCTGCGCAAGTTAATGCTGGAGTGGCAGT

	70898_15
	16
	[T/G]
	CAGTAATCCATTGCATCCGGATGCTTTTTCACATAC

	70903_4
	5
	[G/A]
	GGATGAACTGAGGCAGCCTCTTGCTGAGCCACATGG

	70905_5
	6
	[C/T]
	GGAATCGAACCCGCAATCTCTTGCTCTGTGTAGAAC

	70908_19
	20
	[A/C]
	TTGCTGTTCTTTGCAGGGCAATGCTGGCACAGCTTG

	7091_29
	30
	[G/T]
	TAGAGCAGCGCTGCATCCCTCTGCAGGGTGAGTAAA

	70919_24
	25
	[G/A]
	AACGGGGGTGATGCAGGTTCATGCGGGCTGCTGTTA

	70921_16
	17
	[C/T]
	TGCTTCAGCTCTGCATCCAGCTGCTATGGATTTTTC

	70922_33
	34
	[T/A]
	TGCAGACCAGTGGCACAGTTTTGCTGCAGATAGTAT

	70925_7
	8
	[G/A]
	TGGCTTTGGCCAGCAGAGTCTTGCCTGTTCCTGGAG

	70926_18
	19
	[C/A]
	CTGTATACAAGCGCAATACAATGCCACTGCGTCACA

	70931_5
	6
	[T/C]
	GCTGCTCGGGCTGCATGCTGCTGCTCTCCGCTGCTG

	70933_27
	28
	[G/A]
	GTACTACCCGCAGCACCACCGTGCCACGCACAGTTA

	70939_17
	18
	[G/T]
	TAAATCCAGAAAGCACAGTTCTGCACCGGTGTCACC

	70948_30
	31
	[G/C]
	ATTGGGTAAGACGCAGCAGGGTGCCCACTGGTCGCA

	70952_5
	6
	[G/A]
	GCATGACCTTTAGCACCACCGTGCTACCCTGCTAAA

	70954_27
	28
	[G/A]
	GGTCAACATCCCGCAGGTCAGTGCATTGCTGTTTTT

	70955_9
	10
	[A/C]
	ACATAGCTACACGCATTGAGTTGCGGCAACATGATT

	70957_29
	30
	[T/C]
	GGGGTCATTTTGGCAACGTCCTGCAGTAGTACCTGA

	70959_25
	26
	[C/A]
	AATGTTACGCAAGCATGAACATGCTCAGATACGTCT

	70962_25
	26
	[G/A]
	AAGAAGAATTGGGCAGTGTCTTGCCACACAGCTGGG

	70971_34
	35
	[G/A]
	GATCTACCTGCGGCACCACTGTGCCACCCCAACCGA

	70973_10
	11
	[G/A]
	GCTGCAGAATGAGCAGTGGGTTGCCATGGCTGCACA

	70985_10
	11
	[G/A]
	AGCACGGCGCGTGCACTGTTTTGCTTTTAGACTTCT

	70988_24
	25
	[A/C]
	CTAAGCTAACACGCATGGCAGTGCAAACAGATCAGT

	70989_31
	32
	[C/T]
	TTTTAAAAGCTGGCACACACTTGCACTCTCTTACTC

	70993_31
	32
	[G/A]
	GAAACAAATGCCGCACCGAGGTGCATTGTGTGATTT

	70994_28
	29
	[A/G]
	AAATGAGACGGTGCAGAAGGCTGCACAGGATAGAAT

	70999_1
	2
	[A/G]
	CACCGTTAGTTTGCATTGTTCTGCCGGATGCATGCA

	71002_25
	26
	[T/C]
	TTGCTGTTACATGCATGCTGTTGCACGTGTGTCCCT

	71006_34
	35
	[A/C]
	GATTCTGCCCCTGCAATAAAATGCCACGTCGACAAA

	7101_8
	9
	[C/T]
	AGACTAGCCGTGGCACAACCATGCTGCCATACTGTT

	71017_18
	19
	[G/A]
	CCCTGAGCATGGGCACATGGCTGCAGCCCAATCTGA

	71019_3
	4
	[C/T]
	TCTCACATGAATGCACAGTCCTGCGTTTGATGCACG

	71023_17
	18
	[C/A]
	CAGAGAGGAAAGGCAGGCTTGTGCGTTTTCTCAGCC

	71024_28
	29
	[T/C]
	CATACGCAGTAAGCATCAATTTGCCTGCTGTGTCTG

	71028_15
	16
	[A/G]
	AGTCCTGTTGGAGCAACACAGTGCCAAAAATCAAGC

	71029_9
	10
	[C/T]
	TGCACGCTTCCTGCAGGCATATGCTAATGTCTTGCT

	71030_10
	11
	[A/C]
	ACAGATGCATATGCACACGCCTGCTTTTAAATGAGG

	71034_5
	6
	[T/G]
	AAGTTTGTGCCAGCAGCAAAATGCTTTCAACCATGA

	71035_17
	18
	[G/A]
	GACGGTGTACCTGCATCGAGTTGCCTGCAGCTCTGC

	71036_33
	34
	[G/A]
	CCAACCCGCTCTGCAGCATTCTGCACTGTGGCGGGA

	71037_31
	32
	[C/T]
	TGAGCAGACGCCGCAGCCTGTTGCAGTTTCTTACAA

	71039_16
	17
	[G/T]
	GAGACGGGTGGAGCAAGGGCGTGCGCTCGGAATGCT

	71044_26
	27
	[G/A]
	AACGTGTGTAAAGCAGACACGTGCACGTGCTCGGAG

	71045_32
	33
	[C/T]
	CAGTCACCCCAAGCATGATGCTGCCACCACCACGCT

	71047_7
	8
	[C/T]
	CAAACTTCTTGAGCAGTGTATTGCAGTGCAGCACTG

	71048_20
	21
	[T/A]
	GCATTTGATTTGGCACGCATTTGCCATGCCATTGTT

	71053_32
	33
	[T/G]
	GCTCTTGTAACAGCACGCTCATGCAGAAATGCTCGT

	71054_7
	8
	[A/C]
	AGCAATCATCTGGCAGCGAAATGCAAAATAGGGTGG

	71056_17
	18
	[A/C]
	CTGCCCTAAACCGCAAAAAAATGCACGATGTTAAAA

	71059_32
	33
	[A/T]
	GCCATGAAAGCTGCACAAAGCTGCTTGGCCTTAAGA

	71068_32
	33
	[T/C]
	GCCCACCGTTCTGCACAAGTGTGCTCACTGTTCACT

	71070_30
	31
	[A/G]
	TCACCTGCGTGTGCACGTCTTTGCTTTTCTGTGGCT

	71075_16
	17
	[C/T]
	ACTAATGGAGCTGCAGCCACATGCTCATTCCTGTCC

	71077_25
	26
	[T/A]
	AACAAGTCATCAGCAGCAAACTGCCTCACCAGCGGA

	71082_33
	34
	[T/G]
	ATTGAAACCAGTGCATTTTACTGCAGCTGGGGGTTT

	71083_15
	16
	[C/T]
	CAGCGTGATCGCGCACGTCACTGCATGCAGGAAATA

	71098_15
	16
	[G/A]
	ATTGTACACAAGGCAGCAAACTGCTTCAGAACACAC

	7110_8
	9
	[G/A]
	TTCCAGCCGATAGCAACAACCTGCACCACAGCCAAC

	71103_3
	4
	[G/A]
	CGGGAGAACCCGGCACGCTACTGCAAAGACCTGCTG

	71104_30
	31
	[G/A]
	GCCCTGGAACTAGCATGTGGCTGCGATGGGGCAACG

	71115_9
	10
	[G/A]
	ATATGGATGGATGCACCTCAGTGCACATTGCCACGA

	71124_3
	4
	[C/T]
	CATCGTGTCAATGCAGCAAAGTGCACAAGAAACACT

	71132_1
	2
	[C/G]
	GCTCCAACTTTAGCAGTGATCTGCATGCCTTGGAGG

	71135_16
	17
	[C/G]
	TGCGATGGTCTGGCATGTTATTGCATCTGGACTCTA

	71137_27
	28
	[A/T]
	TGCAACAGTGAGGCAATGCCCTGCAGCACCACCTGC

	71138_27
	28
	[G/T]
	ACTTCGGTAAACGCAAACAAATGCATTGCTGCTTAT

	71143_31
	32
	[C/T]
	GTGTCTCACGGCGCACATTTTTGCCTCGTCTCCAGA

	71144_24
	25
	[G/A]
	GTGTGTGTGCGTGCATGCATGTGCATGTGTTAACGT

	71148_1
	2
	[T/C]
	ATATATAGAGCAGCACATCAGTGCAGTAGGTAGCGC

	71161_5
	6
	[T/C]
	GGGACTGTGAAAGCACTAATCTGCCCTTTCATCTTA

	71162_15
	16
	[A/G]
	CGATGGCCTTGTGCAAAGATGTGCGACTCATATTCA

	71163_9
	10
	[A/G]
	AAACAAAGCGCGGCAACCCGGTGCGAATCAATCTGT

	71165_34
	35
	[C/T]
	GGTCCCTCCGGGGCAATAACGTGCCACTAATACACC

	71168_9
	10
	[C/T]
	CATGAACCGCGAGCAAACATCTGCATCGCTGCTCAG

	71170_19
	20
	[T/A]
	ATGATACGATTCGCAGGTTTATGCTTCACGATACGA

	71172_3
	4
	[A/T]
	ATCAGTGTGATCGCACAGAATTGCGAGACGGTACCA

	71176_31
	32
	[C/T]
	CAGCTGGTGCTAGCAAGGTGATGCTAAATCTCCTCA

	71193_25
	26
	[C/T]
	GACGCAAGGCTCGCACGCAGCTGCATGGCTACGGAA

	71194_10
	11
	[T/A]
	CATGCATAGATAGCATCTGCATGCTGTCAGCTTCAC

	71196_17
	18
	[G/A]
	GCGCCAGGCTGAGCATCGCAATGCTGATACAGCAGG

	71198_1
	2
	[A/C]
	GACAGACGGAGAGCAGAAGAGTGCTTTGAGATTTTG

	712_3
	4
	[G/A]
	AACGGCGGAAGAGCACAGGAATGCTCCCGTACCGTA

	71200_6
	7
	[G/A]
	TTTATTGGAAACGCACTTTTCTGCGCCGGTCTGATT

	71201_1
	2
	[A/G]
	GACAAGTAGAAAGCACGTTTCTGCCCAGAGACTCCA

	71204_1
	2
	[C/G]
	GCAATAGCAGAGGCATAGTCCTGCATCAGTATGTGA

	71208_7
	8
	[T/C]
	AGGTGTCTGAAAGCACGCCGTTGCTGCGGCCACACC

	71215_9
	10
	[C/G]
	TCCGATACACACGCAGGTGGCTGCAACTTGCATTTC

	71217_3
	4
	[G/C]
	TAGGACTTTTCTGCATCTGCTTGCAGTTTCTTCTTT

	71218_8
	9
	[C/T]
	TGTCTTTTCCATGCAACGGTTTGCATAGACTGTCTT

	71223_33
	34
	[A/G]
	GTGTGGCATCCTGCACTTTAGTGCTTCTGACCCATC

	71226_32
	33
	[C/A]
	TAACGCAACAGCGCATCATCATGCCTGGTTAAAGCT

	71230_3
	4
	[G/A]
	GGGGACACGGCTGCAGCTCTCTGCACTGGGGTAGAT

	71232_6
	7
	[G/A]
	GGTGTTGTCAGCGCAATGAAATGCTGCGCTCTAATT

	71238_17
	18
	[G/A]
	CCTAAAACTTGGGCATGAAAATGCGGTCTATTCTAG

	71239_4
	5
	[G/A]
	TGCCGGACGTTTGCACGCGGATGCGCGGTTGTTCAC

	71241_2
	3
	[A/G]
	AAAGGAAGCCAAGCAGAGCAGTGCAGCACACAACAG

	71242_34
	35
	[G/A]
	GTGTTGTTTTCTGCATACTGATGCCACGGCACTTGA

	71244_30
	31
	[C/T]
	AGAGGCCGGTGCGCATTCAACTGCCACCGCCGCCGA

	71246_19
	20
	[A/G]
	AAGCTTGTTCATGCAGGTCAGTGCTGGTCTGGTTCT

	71247_31
	32
	[C/G]
	GCAGGAGAAAGAGCAGGCTGCTGCAGGCCAGGATGA

	71251_15
	16
	[C/T]
	GACAGGTGTTTTGCACACATATGCTCGAGCATTCTT

	71255_10
	11
	[C/T]
	CTGTCAATCACAGCAAGCGGCTGCTAGCACTCTTAG

	71256_34
	35
	[C/T]
	GCTTCTGCATGGGCACGTTACTGCTCTTCAGCCTCG

	7127_32
	33
	[A/C]
	ATTTGCAACACAGCATGCCAATGCTTTGCTTAAAAC

	71271_5
	6
	[A/G]
	CCAACAATGTGAGCACTGGACTGCCTGTAACACTAT

	71274_24
	25
	[T/A]
	TTCTATTGTTGTGCACTGCTGTGCTGCTGACCACTA

	71277_10
	11
	[C/T]
	TAATGTGCTTCTGCACTAATGTGCTGCTGAGGGAGT

	71283_32
	33
	[G/A]
	TGCTAACTTGCTGCAGCAATCTGCGTGTGTCTGAGT

	71284_34
	35
	[C/T]
	ACCAGAACCCTCGCACTTTGCTGCCCAAGTTTTTCG

	71287_11
	12
	[G/A]
	AAACTACTTGCGGCACCAGCTTGCCACACAACTGAC

	71294_27
	28
	[C/A]
	GGTACTGGCCCTGCAGGTGGATGCGCACGTGCGTCG

	71310_16
	17
	[A/T]
	CAATAATACATCGCACATTCGTGCGTGTCACTGGAT

	71312_28
	29
	[G/A]
	TGTAGACCATCTGCAGGACTATGCTCAGGGAATGTG

	71313_28
	29
	[G/A]
	TGGTTTCTGGCAGCAACGTACTGCAGCCGAGGCAGT

	71320_26
	27
	[G/A]
	TGCTTCCAGACTGCAGGCCATTGCGCGACCCTGACA

	71321_2
	3
	[G/C]
	AAGAGGCATGCAGCAAGGTTGTGCTACCTTTTTATT

	71323_27
	28
	[G/A]
	ACGACTTCAAGAGCAAGACTCTGCAGAGTCATGGTA

	7133_10
	11
	[T/A]
	GCTCCCACTATGGCACCCCCATGCTGAGGGGGTAAC

	71335_24
	25
	[C/T]
	TCTGCCAGGTAGGCAAAGACTTGCCATCCATTTCAA

	71344_4
	5
	[C/A]
	AAATCTTGCTGTGCATGGAGCTGCTCTGCCATACTT

	71348_29
	30
	[T/C]
	CCACATATGACAGCAACACAGTGCAGCGCTGGATTA

	71353_6
	7
	[T/C]
	TAAGCTTAATCAGCACTCGTGTGCCGAGCAGTACTG

	71357_16
	17
	[C/T]
	ATCACCAGCTAGGCATCAGACTGCACTTCTTTTATT

	71358_10
	11
	[T/A]
	CGCTGCTGATTAGCAGGTTGCTGCCACCTAGCAGAG

	71364_29
	30
	[G/A]
	TGTCTAAAACAGGCACAGCAATGCCTCATGAGCTTG

	71366_29
	30
	[C/T]
	AACAACACTTGTGCAAACATGTGCAAGAACGCTAGG

	71368_24
	25
	[A/T]
	GTGCTATACGCTGCAGTTTTGTGCACATGATCTCAT

	71371_11
	12
	[T/A]
	TGGTGCACCAATGCACCGTTGTGCCACCATCATCAT

	71378_18
	19
	[C/T]
	CATTGTGGAACTGCAACTCACTGCACATTTACACAC

	71379_3
	4
	[T/G]
	CAGTGCACCACAGCAGAAGTGTGCCTCACCAATTCT

	71381_7
	8
	[C/T]
	TAATGTACGTGTGCATATGTCTGCGTTTGCTCAGAA

	71383_16
	17
	[A/T]
	TCGCTTACAGCGGCAGATTTATGCAGGAGCTTTCTG

	71384_32
	33
	[T/C]
	CGTCAGAAAGCAGCAATGTTTTGCGTCAGTGTTTGT

	71388_8
	9
	[A/T]
	GTTAATGTATGAGCATCTTCGTGCTGGGTGGACTGA

	71394_29
	30
	[G/A]
	CGGGGGCGCTGTGCATCATACTGCGGTGGGATAAAT

	71399_2
	3
	[G/T]
	AATTGCCACTTGGCAGCACCATGCAGGGCAGCAGAG

	71400_28
	29
	[C/T]
	ACTTGGAGTAAAGCACCATGGTGCAACCCTTTGTTT

	71402_28
	29
	[T/C]
	CGACGGAATTGGGCATCTCCATGCTCTGTGGGGTTC

	71409_10
	11
	[A/G]
	AAGACTGCGAGGGCATGGTGCTGCAGTCGAAGAACT

	71412_32
	33
	[G/A]
	TAAAGATAGGTGGCACGTTTGTGCTGCAGCTAGAGA

	71413_24
	25
	[C/T]
	AAGTGACTGTAAGCATGTATTTGCCCCGGGCAAAAG

	71427_28
	29
	[C/T]
	ACAGGGAAAAATGCACCAACCTGCCGATTATGCCAA

	71428_15
	16
	[G/A]
	GCGTATACAGATGCAGGCCTATGCTTGCGGTTAAGG

	71432_1
	2
	[A/G]
	TGAGAAACTGAAGCAGGGGTCTGCCTAGGGGTGATG

	71436_32
	33
	[G/A]
	CTTAGTGCACTCGCAGGCTTGTGCAGGTTAAGGAAC

	71438_11
	12
	[G/T]
	CCCTTGGTCAAGGCACACAATTGCTGTGGGGCCATA

	71439_33
	34
	[C/T]
	CCAAAAACGATCGCACTATCCTGCTCTCTGTATCTG

	71440_6
	7
	[C/T]
	TCCACATGCAGTGCATTTGCATGCAGAACACCGCTT

	71442_11
	12
	[C/T]
	CACAAGCAGAACGCAGGAGTCTGCAGCCAGTCTCCT

	71447_7
	8
	[A/C]
	ATAGTGCAAAAAGCATTATCGTGCAACAACAGATGG

	71448_19
	20
	[G/A]
	TAGTGTACATTAGCAATCCGGTGCTGGGGCGCTTAA

	71457_2
	3
	[G/A]
	CTGTCCTCCGAGGCATACAGCTGCCAGTCACTACTG

	71460_20
	21
	[G/C]
	TACTTTACCAGGGCAGTGTGGTGCATTGAGCTGAAG

	71463_28
	29
	[G/A]
	CTCAGAAGGGCTGCACTTTCGTGCGACGGTGCACTG

	71465_33
	34
	[A/T]
	TAAATAAGCCACGCAAGACTGTGCATTACTGGGATT

	71469_18
	19
	[C/T]
	AACATATGATGGGCAGCACTATGCGTCCATCTCCCT

	71470_5
	6
	[T/C]
	AATAATCGAAAGGCATTAGATTGCGAGCGTTGCATT

	71473_10
	11
	[G/A]
	ATTGATCTGTGAGCATCCCTCTGCCCATCCTTATAA

	71481_31
	32
	[A/G]
	TCACAGCTGGAAGCACAAACATGCACCAGTGATGTT

	71482_6
	7
	[C/A]
	GACAAAACAGTCGCATCGCATTGCTTACTCTCTTTT

	71484_7
	8
	[A/T]
	TTTTAGCAAAATGCAATCTAGTGCCATGACTGCCAT

	71485_34
	35
	[A/T]
	GGGGACGACGCCGCATGAATATGCAGCGAGTGCGAA

	71487_4
	5
	[T/G]
	GCTCTAAATCGAGCACCTAACTGCCTTTGTCATTTA

	71493_27
	28
	[T/A]
	CATTGCTGATCTGCAGGTTGTTGCTCTTGTAGTCCA

	71495_34
	35
	[A/G]
	ACAGATACACCAGCACTATCATGCCGTCCCAAGCAG

	71497_9
	10
	[C/T]
	ATCGCGGACCGGGCATGCATATGCATAGATATGGAT

	71503_9
	10
	[T/C]
	AGACAGAAGTGGGCACCATCGTGCCACACATGTTAT

	71507_2
	3
	[G/T]
	CAGTTTCCGTTAGCATCTTGATGCTGTACCATCCCC

	71515_2
	3
	[G/A]
	CTGACCTGCATTGCATGACTGTGCATGATTGCGTTG

	71516_20
	21
	[G/C]
	GCAACAAACTTTGCAATCGAGTGCAGTCTTAGTGCT

	71520_1
	2
	[G/A]
	TGGGAGGAGGGGGCATGGGGGTGCCACATGTGGAGA

	71523_2
	3
	[C/T]
	TACACCATGACTGCAGTTTTCTGCTGCAAGGAAGAT

	71525_15
	16
	[T/A]
	TAATCAGAGCCTGCATAATTCTGCCAGCTACACTAC

	71529_18
	19
	[T/C]
	TTCCCATATGGAGCAGGCTCATGCCCAGCGCCTCCT

	71537_15
	16
	[A/G]
	TGATGCTCGATGGCAAAGATTTGCTGAAGAACATAC

	71539_33
	34
	[A/G]
	CTTTGCGTAAGTGCAAACATCTGCTTGTGCTGTAAA

	71542_7
	8
	[C/T]
	TACCCTTCACTGGCAGTTTGATGCTGACCAACAAAC

	71543_18
	19
	[G/A]
	ATGCTGTTGACAGCACTTGACTGCACATTTTGTGTC

	71546_30
	31
	[T/C]
	GTTATGGACCGAGCAAACTGATGCAGGAGCTTTAAT

	71551_27
	28
	[T/C]
	AGAGGTCTAAGTGCATAATGTTGCCCCTCCTCCCAA

	71553_6
	7
	[G/A]
	GAAAACGAATAGGCATTTGTTTGCGAATGTCAACGT

	71554_29
	30
	[C/A]
	TCGCGCGATGCCGCACGCGGATGCCGTTCCCGTTTT

	71555_4
	5
	[A/C]
	GCAAACTAACCAGCATGCTTGTGCTTTTGCCAGGCT

	71558_34
	35
	[C/A]
	CTCTGAGAAAACGCAATAGGGTGCCAACCTACAGCT

	71562_34
	35
	[C/T]
	ATTCCCTATGCAGCAAAAGCATGCAGAGTCCATGCG

	71565_6
	7
	[T/G]
	GTGTGTGTGAGGGCATGTTTGTGCATGTACAGTATG

	71571_31
	32
	[G/A]
	TCCAAGTGAAATGCATTGAAATGCATGCAGGGACAT

	71574_4
	5
	[C/T]
	ATGGCATGGGAGGCACGGTGATGCTCCAGGTAATCC

	71576_27
	28
	[C/T]
	CAGAATCACTGGGCATAGCTCTGCACATGACGCCAA

	71590_10
	11
	[G/A]
	ACTCGGGTTTGAGCATAAGACTGCAACCTAAAACAC

	71596_31
	32
	[G/A]
	ATGGGTTCCTACGCAAGTTACTGCAGAAATGGGAAA

	71597_10
	11
	[A/T]
	AGGAAACAAGAAGCATCATGCTGCTTCACCTTGACT

	716_7
	8
	[G/T]
	AAGTTGCGGTGTGCATTGTAGTGCAACAACAAAAAT

	71602_27
	28
	[C/T]
	CTGTTTATTTCGGCACAGTTTTGCGTTCGTGTGGGT

	71603_16
	17
	[G/A]
	CATTCAGAGTGGGCATAAGTTTGCCTGCTGGCGAGG

	71605_31
	32
	[C/T]
	GGCGTCGCACGTGCAGAGGCTTGCTGGCCATCCCTA

	71613_19
	20
	[G/A]
	CCGAAAAACTTGGCAGCGCACTGCTCTGGGTGTTTT

	71615_33
	34
	[C/T]
	CTCTCAGGTGGAGCATCAGATTGCAGATGCCATCTC

	71618_25
	26
	[G/A]
	TCACTGAACAGGGCAAGCAGCTGCTGAAGACGAAAA

	71619_33
	34
	[C/T]
	TTGTGAACTCCAGCAGTCAGGTGCTATTTCAATCAT

	71622_2
	3
	[A/G]
	GTAGACTCCAGAGCACTGAGCTGCAGAAGACAGCCC

	71623_9
	10
	[T/C]
	AGTACTAAATATGCACGCTTCTGCTAGGCTTCCTCT

	71625_7
	8
	[G/A]
	CAGCTGTGAGTGGCAATGAGTTGCATAAATTGCCTT

	71631_32
	33
	[A/T]
	CTTAACAAACAGGCAAACATGTGCTGGCCCACAGTA

	71638_15
	16
	[G/A]
	GACTATCGATATGCAGGGCATTGCACCTCCTCCTTA

	71640_16
	17
	[G/T]
	ACTACTCGACTCGCACGCGGATGCGGACACTGATTA

	71642_25
	26
	[G/A]
	GCCACTGACCCGGCAGAAAATTGCAATATCGATCTC

	71644_34
	35
	[G/A]
	TCTTGTGGAACTGCAGGTGATTGCTCAACTGAATGA

	71658_25
	26
	[A/G]
	GCTTTCAAAGCAGCACCGAACTGCAGCAGTAATGTG

	71662_9
	10
	[C/T]
	ACCTCGTTTCAAGCACTAATCTGCCCTTGATCCTTA

	71663_31
	32
	[T/C]
	CTCAAATATTCGGCAGTCATGTGCGCTTCTTTCACG

	71680_31
	32
	[T/C]
	CAATGGGTCTGTGCACAGCAATGCCTGGAAATTGCT

	71686_24
	25
	[C/T]
	CAGCCATGCCATGCATTTACATGCCCGATGCATGCT

	71687_24
	25
	[A/T]
	GTCGAGGATTTAGCAGTTCATTGCAGCTTCTTGCTA

	7169_10
	11
	[G/C]
	ATCAGCCAAGCAGCATGTCTGTGCAGACAAAAGCCT

	71690_29
	30
	[T/C]
	CACGTAGTAAGAGCATGTGAGTGCATGTCTGTGTCT

	71691_28
	29
	[T/G]
	GGAGTGTCTGGAGCAGTTTTCTGCAGTCTGAATCGA

	71696_17
	18
	[A/G]
	TCACCTGTAACAGCACAATGCTGCAGGAAGTGATGT

	71701_30
	31
	[C/T]
	CGCAACAGATGGGCAAGCCTTTGCCCCGGGCACATA

	71702_31
	32
	[C/T]
	CACCTAGATTCTGCAGACACATGCCTGTTCTCAGCT

	71708_10
	11
	[A/G]
	GAGGTGGTTCAGGCATTAGGATGCCTCCTAGAGGCT

	71712_11
	12
	[C/T]
	CCAGGCTCAGATGCACCACCGTGCTTTAGGTTGAAG

	71720_32
	33
	[A/T]
	GCGCACACCCCCGCACACGAGTGCGCGCACACAGAG

	71722_34
	35
	[A/C]
	GATTAAAAACTTGCATGCAGCTGCTCGACCATAGAA

	71730_27
	28
	[A/T]
	AATGAGCTTCCAGCAGTTGTTTGCACCAATCAGCCA

	7174_3
	4
	[A/G]
	GTTATGCTGTTTGCAGGAAGTTGCTGTAAGGAGTAC

	71744_27
	28
	[T/A]
	GAAGGAAAAATAGCATGTGGGTGCGTTTACATGCCT

	71752_10
	11
	[G/A]
	CAATCTTCTGGAGCAGCTCCATGCATACACTGTATA

	71761_9
	10
	[G/A]
	CCCTTGAGCGAGGCAGCTAAATGCCAGTTTCTCCCT

	71766_29
	30
	[G/A]
	CCTTGCCCAGGGGCACTAAACTGCACAGGGAATCGA

	71768_18
	19
	[T/G]
	TCAAGGCCAACCGCAAAATCGTGCCCCTAAAATAGC

	71769_1
	2
	[A/T]
	GAGTTCTTGTTTGCAGCCACATGCTGATCCCAGATC

	71776_11
	12
	[C/T]
	AAGGAAGACTTCGCACGTCACTGCGGCTCTGGATGA

	71784_25
	26
	[A/G]
	AAGGAAAGAAATGCACACGCATGCAAAAGCAAAAAA

	71787_26
	27
	[G/A]
	CTGTGAATTAGGGCACATGCTTGCTGGCTGTCAGTG

	71789_24
	25
	[C/A]
	CACCTACCCCATGCAGTGTTCTGCCCTCCGCAAGAA

	71791_10
	11
	[G/A]
	AACACGGCAGGAGCAAGGTCGTGCCAGTAGTCAGAA

	71797_27
	28
	[C/T]
	CTGCTTACTAATGCATTCACTTGCCAGCGTTTTTGT

	71798_9
	10
	[C/T]
	GACACTCTACTGGCACACTTCTGCCAAAGGGAGGGA

	718_8
	9
	[A/G]
	ATACAAATAATGGCATCCATCTGCTGGTGCTGTTGC

	71802_19
	20
	[A/G]
	TCCAGCCCACCTGCAACACACTGCCCTCGTTCCTCA

	71806_11
	12
	[T/G]
	ATTTAACCTGCGGCATTGTTGTGCACTGGGGCCAAA

	71808_1
	2
	[C/T]
	TCGAGCTGGCACGCAAACGTGTGCCAAATCTTCTGA

	71809_8
	9
	[C/T]
	CTATAGAACGTGGCATGTTGGTGCTGCAGGTAGTGT

	71810_6
	7
	[G/A]
	GCGCACGAAACGGCACCGATCTGCTGAGCCAAGTGT

	71812_27
	28
	[T/C]
	ACCACACACACAGCATTTTTCTGCTGCTGCCTGGAA

	71814_30
	31
	[G/A]
	GTGGATACAGATGCACAAGGGTGCACAGGGGAGTCA

	71816_1
	2
	[G/A]
	CGCAGCCATCTTGCAAGGAGGTGCCGTAGATTATAA

	7182_20
	21
	[C/T]
	CACTTTCCAGAAGCATCATCCTGCGCAGAAATATAC

	71820_27
	28
	[G/A]
	TTTCCTCTTCCTGCAGCGCTGTGCGGCGATCCGGTT

	71821_25
	26
	[C/T]
	ATAAAGTGTGCAGCAGCCGTTTGCTCTGTTAAAGAC

	71823_5
	6
	[T/C]
	TCTACTGTCTGGGCAGAGTTCTGCCAAACTGGACCT

	71835_19
	20
	[G/A]
	GTGCCAGAGGAAGCAAAGCGGTGCCAGAGCATTACT

	71837_28
	29
	[G/C]
	TGCAATGTCACAGCACTGCGTTGCTTTCGGTTACAT

	7184_25
	26
	[A/G]
	TAGCTCGCGACAGCATGTTCGTGCTAGCGACGTCTG

	71859_26
	27
	[T/C]
	GCATCTTCAGGTGCAGGAATATGCCCTGGACATGGC

	71864_26
	27
	[G/A]
	AAAAATTTGACTGCATCACGGTGCCCGTGGAAGCAC

	71865_19
	20
	[T/C]
	CAACCATACCAAGCAGCCTTGTGCCAGCTTCACCAG

	71872_28
	29
	[C/T]
	CGCTATCGGCTCGCATACGGATGCTCAGCATCATTT

	71873_33
	34
	[A/C]
	GTACACTAGGTGGCAGCATCGTGCACACGGTTCACA

	71875_4
	5
	[G/A]
	GGGCGTTGGAGAGCACGGCGCTGCGCCACGCCGGGT

	71876_6
	7
	[T/G]
	AGTAAATACGTGGCAATGGTGTGCTCAAGTTACCGA

	71877_32
	33
	[T/C]
	GACATGTTATCTGCAGCACACTGCCATCACCCTACA

	71887_28
	29
	[C/G]
	ACTTTAAGTCCAGCATGTCTGTGCACACGCAAGAGA

	71895_4
	5
	[G/A]
	TGGTGCGTCTGCGCAGGCAGCTGCAGGTCAGACATT

	71897_28
	29
	[C/T]
	GAGGCGACAAATGCATCCAGATGCCTTTCTCTTTGA

	7190_27
	28
	[C/T]
	AGCCTTTGCTATGCACACAATTGCCTTCATGCCTCA

	71902_17
	18
	[T/G]
	CAGTGGAAATACGCACTTCCATGCTGCTGAAGAAAT

	71906_20
	21
	[G/A]
	TCATGATCTGTAGCAAACCAGTGCCAAAGAAGTCCC

	71909_3
	4
	[A/G]
	CACAGTCATAAAGCAGATGGGTGCAACCAGACTAAA

	71917_4
	5
	[G/A]
	ACACGGAGATCGGCAACTTTCTGCAGATTTAACCAG

	71918_3
	4
	[A/G]
	TACAATAGGGGTGCAATGCAATGCCATCAGCTGAAC

	71928_15
	16
	[T/C]
	ATGGCTCCAACTGCATTGTCGTGCTAGTCTTTCCAC

	71931_32
	33
	[C/T]
	TAACCCAAATCAGCACCACAGTGCATTAACAACCCT

	71932_15
	16
	[G/A]
	GGAACACAGGCAGCAGAAAGCTGCAGGAGATTTCAT

	71934_34
	35
	[A/G]
	GAATAGAACTATGCAGAAAAGTGCCAGCGGTGTTAA

	71936_29
	30
	[T/A]
	GCATTACCTGTGGCACCACCATGCCACCCTCTTTTG

	71937_25
	26
	[G/A]
	CGTCTCCAACACGCAGCAGTGTGCCGCTTCGTGCAG

	71939_19
	20
	[A/C]
	AGGCAAGTGACAGCAGCGGAGTGCAGAACATCGACA

	71943_6
	7
	[A/G]
	ATGTGTAATTTAGCATTGCCCTGCCTCAGTTTGTTT

	71955_20
	21
	[A/G]
	GTTTGCACCCATGCACTTGCATGCTGTCACATTGCA

	7196_7
	8
	[C/G]
	AGTCACTCAGATGCAAACGAATGCCCATTTTACCTG

	71963_31
	32
	[T/G]
	ACAGAGGCTACAGCAGCACTTTGCAGCTAATTGCCT

	71967_9
	10
	[T/C]
	CAGCGATGATGAGCAAGTTGCTGCAGACTACGTGTT

	71974_26
	27
	[A/G]
	CTTGAGAGAGTGGCAGACTGTTGCAGATGCTACATT

	71977_17
	18
	[A/C]
	TGTTTGGGACCTGCAGCATCCTGCTGGATCCACAAC

	71980_7
	8
	[A/C]
	CTTAATGAGGAAGCATGGTCATGCAGGTTCGACAAA

	71981_3
	4
	[G/A]
	TTCGTGTGTTGCGCAGGAGGATGCACGGTTCGAGCA

	71982_5
	6
	[A/G]
	CCATGAGGGAATGCAAACTTTTGCACACTGCTCGGT

	71988_20
	21
	[G/A]
	CACCGACCAGGTGCAACAGCGTGCGTGAAAGTAAAG

	71989_2
	3
	[A/T]
	ACAGTACTCTTCGCAGTGCCATGCGACACAAGTGCT

	71990_18
	19
	[T/G]
	TGTTGCCCCGCAGCACACTACTGCATAAAAGATGAC

	71991_16
	17
	[A/G]
	AGAACATTTCCAGCAGAATGATGCCCAGACTCCACA

	71999_5
	6
	[T/C]
	CTATCTGTTGTAGCACTAGCGTGCGGAGACTTTACG

	720_32
	33
	[C/T]
	GCTCTGATTGAGGCAAGCCTCTGCCACCCCTTCAAC

	72001_6
	7
	[A/G]
	ATCCAAATATCTGCAGGCGTCTGCGATACAGATAAA

	72002_11
	12
	[G/C]
	TGCAGAACCGCGGCAAAAGTCTGCAGTCCAGGCATA

	7201_17
	18
	[C/A]
	GGCATCCTTGTTGCATTCGTGTGCATGCTATGATTG

	72015_26
	27
	[G/A]
	GCTGGCACCTGGGCAGAACACTGCACGAAAAAAGAA

	72017_2
	3
	[T/C]
	GCTGTTCCGCTCGCATGATTTTGCATGAGTGCCGCA

	72018_1
	2
	[A/G]
	GAAAAAAAAGTCGCATCCTGATGCAAGCGGTTGTAA

	72025_34
	35
	[A/T]
	ACGGTAAGAATTGCACACTGCTGCTGTAGCAGAAAT

	72028_19
	20
	[A/T]
	TGCTTATTTAATGCAATCGACTGCGACGCTTCCAAC

	72037_19
	20
	[G/C]
	CCAGCTCATAAAGCATGGAGGTGCACACACAGGGCC

	72046_7
	8
	[G/A]
	CTGCACTGAGCAGCACTGCACTGCAACACTGTGAGG

	72047_30
	31
	[T/C]
	ACAAACATGATGGCAGACTACTGCTGGTGTCCCAGA

	72048_10
	11
	[C/T]
	GGTCCAGCTCCGGCAGAATGGTGCTTCTGGTCAGAA

	72055_25
	26
	[C/T]
	CTTACACCTAGGGCAATTTAATGCTCCGGAGCTGTG

	72071_1
	2
	[A/T]
	TATCTGTGTTAAGCAGACGGCTGCTTGTTAGTCACT

	72075_19
	20
	[A/G]
	AACTGTCTGAGAGCACACTACTGCGGCGACGGACGC

	72077_5
	6
	[G/A]
	AGCACGGTGGTGGCAGCATCGTGCTTTATGTGTCAA

	72079_32
	33
	[T/G]
	CCCGCCGCCTCTGCATATTCATGCCTGCACTCTTAT

	72080_9
	10
	[G/T]
	TGCATTAGTGCGGCAGTGGGTTGCATAGCTCTGTGA

	72081_30
	31
	[G/A]
	AAAGCCCACGTGGCATCTTCATGCACCCTGAACAGG

	72086_24
	25
	[T/G]
	GGCCAGACAAAAGCAGTGCTGTGCTGTGGTTAAATC

	72087_4
	5
	[C/T]
	CCCTCAGCTCAGGCAATTTCCTGCTTGGCTAGAAGC

	72092_20
	21
	[A/T]
	TGCTGTGACCTTGCATTAGCATGCATGTGTTTTGTT

	72096_11
	12
	[T/C]
	ACTAGTGAAAATGCACACTAGTGCGATGGGCAGCTG

	72097_25
	26
	[C/T]
	AGGCTTCAGACCGCAATTAGGTGCCCTGAACTATCC

	72102_19
	20
	[C/T]
	GGCCTGATTACTGCAGCACCGTGCACGTCTCCTCCA

	72104_10
	11
	[T/C]
	AAATGTTGCCTTGCACCGGGTTGCCATGTGAATCAA

	72105_8
	9
	[T/C]
	AAGCTGCTTGCTGCAAGTCAATGCCTCCATTAACAA

	72108_18
	19
	[G/C]
	TAAGAGGTGGAAGCAATTGGGTGCATCCAGAGGAAA

	72109_4
	5
	[C/T]
	GCACTTGCACACGCACGCCCATGCACACACTCGGCA

	72110_10
	11
	[T/A]
	AGGTAGCGCATGGCAAAAAGATGCCGGTCAAAACCT

	72120_28
	29
	[C/T]
	AAGCACTGCTTGGCATTGTTGTGCTTGGTGATGTGA

	72124_32
	33
	[C/T]
	CAACTGTTCCTGGCAACAGCTTGCCTCACCCTCCGT

	72126_26
	27
	[C/T]
	TACTCCAGCGTAGCACAAAGATGCCTCACAGTCTTC

	72130_6
	7
	[C/T]
	CTGCCGCTAATAGCAGGAACTTGCAAATACACATAC

	72131_18
	19
	[C/T]
	ATCTTCTGGAATGCACATCCCTGCTGTTCCCTCAAA

	72135_5
	6
	[G/T]
	AAAAAGAGGAATGCACCAGTCTGCACACTTTGCTAG

	72145_31
	32
	[C/T]
	CAACCCTGTGAAGCATCTATGTGCTGCATGCCTTTA

	72151_16
	17
	[G/A]
	CTGGCTTGACAGGCATAAGACTGCGCTAACTAAGAA

	72152_10
	11
	[G/T]
	TGCTGCTCTGGGGCAAGGAAGTGCTACAAACAAATG

	72153_34
	35
	[G/T]
	GATGAGCCAAAGGCATTTACCTGCCGTGCTGAATGG

	72155_33
	34
	[T/C]
	AAAACTCAGTGGGCACTACAGTGCCAAAATGCATTG

	72163_26
	27
	[G/T]
	TATGCACGAAACGCAGAGCTTTGCATGAAGCTGAGA

	72165_29
	30
	[G/T]
	TTTCTTAGGGTGGCACAATGGTGCATGTTGGCGTAT

	72168_16
	17
	[T/C]
	GAATTTCAAACTGCAATGTCATGCTATGCCTCGCGG

	72169_34
	35
	[T/C]
	GTCAGACTGCCAGCACATTACTGCCTCACACAGCCT

	72177_34
	35
	[T/A]
	AATGTGGTCTGAGCAATAGGGTGCCAATTTGTCCTC

	72186_16
	17
	[T/C]
	AACAGGAGGGTGGCACTATGATGCCACAGTTAGTGG

	72191_18
	19
	[G/A]
	GCGACATATGAGGCACTTGAGTGCCTGCACAGAAGC

	72193_26
	27
	[T/C]
	AAGGCAATGTATGCAACACTTTGCTTTGAGCACATT

	72194_28
	29
	[C/G]
	ACACCGAGTTTTGCAAAGCTCTGCGGGCCTACTCGG

	72198_28
	29
	[G/A]
	ATATCCGATGCTGCAAGCTGCTGCAGTAGAGCGATA

	72199_28
	29
	[G/A]
	ATGGGGCCAGCGGCAGGTTACTGCTGTCGTCCACCG

	72204_2
	3
	[T/G]
	GATGACTTTAATGCAGCACTTTGCTACGACACTGAC

	72208_10
	11
	[T/C]
	TAGACGCTCTCCGCATATGTTTGCCTAAATCTCTGC

	72209_2
	3
	[C/A]
	TTCAGGTGTTGAGCAGCCCAATGCTGAGCTAGAGAC

	72212_1
	2
	[G/A]
	TGGACGCACTTCGCACTGTAATGCCTCTTTGTAGGT

	72215_20
	21
	[C/T]
	CATTGCAGGACAGCATTTCCCTGCATCGCAGTTATG

	72217_28
	29
	[A/C]
	CGACGTATTTCTGCATTCAGATGCCCTGAGCATGAT

	72218_24
	25
	[G/A]
	TTGCAGTTAACTGCAGAAGGATGCGATCCAAATGCA

	72225_34
	35
	[G/A]
	GAACTAACTGAGGCAACTGTGTGCAAGCTTCTCAGA

	72226_19
	20
	[G/A]
	CAGGACAGCTCCGCAGCACGCTGCACTGCTCTGTCT

	72238_4
	5
	[G/A]
	AATAGAAAAGCCGCAGAGATCTGCATTGGAGTTAAT

	72242_18
	19
	[C/T]
	GTGTCGCTCTGTGCATCGCTGTGCTGTTATTACTGA

	72243_28
	29
	[G/T]
	TCTGGCACATCTGCATGAACCTGCTAGAGAAAAGTT

	72247_4
	5
	[G/A]
	CGCCGCCCACCAGCACCGCCGTGCGCTCCATGACCT

	72248_33
	34
	[C/T]
	CTTACTGTTGGAGCAGCTCACTGCAGCCGTGTCCAA

	72249_11
	12
	[C/T]
	CCCCTTTTCACCGCAGGATGCTGCACTGCAGCTCCT

	72257_34
	35
	[C/T]
	CGACCTGAGCCCGCAGGTCCTTGCTGACACGTTTCT

	72261_11
	12
	[C/T]
	CTTTTCATCTCCGCAGCACTGTGCTTCGCCGTCGCT

	72269_5
	6
	[A/G]
	CTTGTACCTAGTGCACGCTGCTGCGCTAATGAGCAG

	7227_27
	28
	[T/C]
	GCCTGGGGCCACGCAGCAGCCTGCAGCTTGGACTCA

	72270_2
	3
	[C/T]
	GTCATGTCCGGAGCACACCTGTGCTTTAAAACCTGA

	72273_6
	7
	[A/G]
	TGGTATATGTGTGCATGCATGTGCATCCGAGCACCC

	72274_20
	21
	[C/T]
	AAGTGCAGGGCTGCATTTATCTGCAGGTCACAACCT

	72275_27
	28
	[A/G]
	AGTACATCACTGGCACAGTTGTGCGCCGCTGACATG

	72280_29
	30
	[A/G]
	AGTGTGCAAGCAGCATAAGTTTGCATGGCATTGCAC

	72285_25
	26
	[G/A]
	CCTCAGAAAGAGGCATTCCACTGCTGGCTGTAATGG

	72286_15
	16
	[A/G]
	CTTTATGCCCAGGCAAAGGGATGCCAGCCTGGTCCA

	72288_11
	12
	[C/T]
	TCAGAGGTCTTCGCATTTGATTGCACTTCTCGTCCT

	72289_18
	19
	[C/T]
	GGGTGGGCATCAGCATTTCATTGCAGTTTGACCACG

	72292_4
	5
	[C/T]
	GAATCGGTTTGTGCACTGAACTGCTGTCACATGAGT

	72303_4
	5
	[T/C]
	AGCCTCCCAAGAGCATGATGCTGCGCCATCATATTT

	72308_29
	30
	[C/T]
	CACACTGCCTCTGCAGAAGCATGCTTGGACTCTCCA

	72314_26
	27
	[G/A]
	TATTATTAGTGGGCACGTGATTGCATGGTCATTGTC

	72319_27
	28
	[G/A]
	GTACCTGAAGGTGCAGAATGGTGCTCCGGATTAACC

	72320_33
	34
	[C/T]
	GCTGGAATTTTGGCAATTGCCTGCCTTTAATCCCAG

	72323_33
	34
	[C/T]
	CAGAAGAGCAGAGCACTGAACTGCTGATGATTACAT

	72325_7
	8
	[C/T]
	TCTTGCCCTAGAGCAATGCTCTGCATAAAGCCTCAT

	72327_18
	19
	[C/A]
	TGATCCGTTTTTGCAGAGAGATGCCTGAGCTTTTCT

	72328_30
	31
	[C/T]
	CACCAGTGCTGTGCAGTCTGTTGCTTACATCAAGAT

	72332_29
	30
	[T/C]
	AAATGCAACACCGCAATGCAATGCATTCCTCCTTTC

	72340_1
	2
	[A/G]
	TAAAAATGTAAGGCAACCTGCTGCCACACCTTTTTG

	72351_33
	34
	[C/G]
	CCTAAGTTGTGGGCACTATGATGCTGTGTTTTTCTT

	72352_31
	32
	[A/T]
	ATGATGGTGGGAGCATTATCTTGCAGCAGCTAGTGA

	72353_11
	12
	[A/G]
	TATCGCAGGGTGGCATGCACATGCATTCTACATGCC

	72355_27
	28
	[A/G]
	CACAGCCCATTAGCACAGATGTGCATGACGTGTATT

	72356_5
	6
	[A/G]
	ACAAGAGACCGTGCACCTGGATGCTGTGTTCATGAG

	72361_27
	28
	[C/T]
	TAACCTAGACAGGCATGCGTATGCTTCCTTCCCCTA

	72362_1
	2
	[C/T]
	GCGTGTGTGTGAGCACATGCATGCAAACTTGTGTTA

	72363_25
	26
	[G/A]
	GCGGAGCCGTACGCAGCGAGGTGCGGATCGAAGGGC

	72372_24
	25
	[C/T]
	GGAACAGAAACGGCACGAGATTGCCGAACAGGTAGA

	72374_4
	5
	[T/C]
	ATTCTCTCTTCAGCAAGCCGTTGCGTAAATCACAGA

	72381_10
	11
	[A/G]
	AAATGACAGGACGCAAAATAGTGCATGCCAAGCATG

	72386_15
	16
	[G/T]
	ACATGAGTCCACGCAGTGATGTGCCGGCCCTGCTTC

	72387_32
	33
	[A/C]
	TCCTGATCAGCTGCAGCACCGTGCTGTCTGTCACCA

	7239_24
	25
	[A/T]
	GACACATCGTCAGCAATAAAGTGCACAGGGTCATAA

	72391_26
	27
	[G/A]
	TTTGTTGTTTTTGCATCGTGTTGCCTGTTCCATAAG

	72410_34
	35
	[A/G]
	GGTTAAGCTAATGCACCTCCGTGCCATGCTGCGGGC

	72413_31
	32
	[G/A]
	TAATAAATACCAGCAGAACACTGCAGCCCTCGAGGA

	72416_17
	18
	[T/C]
	AATGAACATAAGGCAGGTGAATGCTCTCCAGATGAA

	72425_5
	6
	[G/A]
	ATCTCGGACCTGGCATGCCTCTGCCATAGCTTCCAA

	72437_10
	11
	[G/A]
	TTTTGAGTAGGAGCAGAATGGTGCACTTCTGGAGGT

	72438_8
	9
	[C/A]
	TGAGGATACCAGGCAGCTGTTTGCGTATGGGAATTC

	72439_24
	25
	[A/G]
	ACCAGACACAACGCACGATTATGCACGATCTTAGGG

	72442_31
	32
	[G/T]
	TGTGGGAAAAAAGCAACACCCTGCACATACAGACAT

	72444_19
	20
	[T/C]
	GACCACCGAGCTGCACGTATGTGCCTCCTACGAACG

	72448_1
	2
	[G/A]
	AGTACTGGTGTGGCAACAGAGTGCAGTTTTGTACGT

	72449_3
	4
	[G/A]
	CTGGAAAATGTCGCATCCTCCTGCCAAGTTTAAGAA

	72451_20
	21
	[G/T]
	AATGATGTCATGGCATGACTGTGCTGCAGTGCTCCA

	72452_19
	20
	[G/A]
	CTGTTAAAACTCGCAACGCGCTGCGATTTGATTTCG

	72456_32
	33
	[A/T]
	GTAACAGGTGTGGCACCTGTCTGCTTAGAATGAAGG

	72458_26
	27
	[A/T]
	GGACAGTAGAGTGCAGTTAGATGCCCAGACGTTGGG

	7246_18
	19
	[A/G]
	GGGATATGAGTAGCACAGAGTTGCCATGGTTTCCAG

	72460_10
	11
	[A/G]
	ACACTCAAATAAGCATCCACCTGCCAAAACACACAC

	72461_17
	18
	[A/G]
	TATGTTCAGTGAGCAAAACCCTGCACAAGATTCCTA

	72468_28
	29
	[A/C]
	TGGTCTCCTCTGGCAATGTCATGCTCGTAAACCTCA

	72482_7
	8
	[G/A]
	GGAACAAGATCTGCAAGCTGGTGCACATTCAGGTTT

	72484_7
	8
	[T/C]
	CACAGTCTCTGAGCATTTCTGTGCAGCACTTGGTGA

	72485_31
	32
	[G/C]
	CTAGTGGGGTGAGCACTGATGTGCTCGGAGAGATGA

	72487_26
	27
	[G/A]
	AAATTCTACCCAGCAGAGGAGTGCTCGACATTTCGG

	72491_5
	6
	[C/T]
	TGCTTCATTCTTGCACTTTTGTGCTCGAGACACCTC

	72494_6
	7
	[A/G]
	GAATTGAAGATCGCATCAGTCTGCGCTCACTTTGAC

	72502_15
	16
	[A/G]
	GTCAGAGCACGAGCAACTCGTTGCGATATGACGCAT

	72509_1
	2
	[G/C]
	TGTGTGTGTGTTGCAGTGGGATGCCCCGTCTTCAGT

	72511_6
	7
	[G/A]
	AGCTCTGACCTGGCATGAACTTGCATGACCACCGAA

	7252_1
	2
	[C/T]
	TCGGCACTCGGCGCAGCCACCTGCTCGTAAACTCCG

	72528_3
	4
	[G/C]
	GTTGCTTTGCAGGCACAGTTGTGCCAGGATAGTGGA

	72536_18
	19
	[T/G]
	GGTCTGTCCAATGCAAGCTTATGCCTCAGTGCAGAC

	72538_31
	32
	[A/C]
	TTTCATGACCGTGCAGCTGCATGCAAGCATTACATC

	72543_32
	33
	[G/A]
	ATTTGCACAACTGCAGCTGCATGCCAGAAAACGGTG

	72544_25
	26
	[C/T]
	GAGAGAGAGAGGGCATGCGTGTGCACGAGTGTGTAC

	72546_31
	32
	[G/A]
	TCATTCAGGGCAGCACAGAGTTGCTGCAGGCGGTGT

	72554_11
	12
	[C/T]
	ACACCTGATTGCGCAGCTGAATGCACCCTGGTACAG

	72559_7
	8
	[A/G]
	CATCATCATATGGCAGCTGAATGCGCTTAGCAGCAA

	72562_2
	3
	[C/T]
	CCCGCAGGTCTTGCAGGATGGTGCGGAACATCACGA

	72567_11
	12
	[C/T]
	ATTATCGTTGTCGCACTATGATGCACACTGCACCTT

	72571_30
	31
	[C/T]
	AGCTGGAGTAGTGCAGCTTCCTGCTGGATTCACACT

	72572_34
	35
	[C/T]
	AAAGTACAAGTAGCAGAGGTCTGCACAAGACAAGCG

	72574_5
	6
	[T/A]
	GAACCTAGTGGGGCATTTGAGTGCGGGGCAGGATCT

	7258_4
	5
	[A/C]
	TGTTAAATAAACGCATTCACCTGCTGCACTCAGGTT

	72580_28
	29
	[A/G]
	AATCGCATGGCAGCAGTGTGATGCATACAATCGTGT

	72582_29
	30
	[A/C]
	TTCCACGGCCGTGCAGCTGCATGCGAGCCACCGAAA

	72583_33
	34
	[G/T]
	GGTGGTCATGTTGCAAAGTGTTGCAATGGCAGTGCT

	72585_6
	7
	[T/C]
	TATTTCCTCCCTGCAGGATCCTGCTGAGCTGGTCTA

	72587_17
	18
	[A/G]
	TCATTTTCCTATGCACGAAAATGCCGAGTCATCAAA

	72589_29
	30
	[C/T]
	TTTGGGGATTTCGCATTGCCCTGCCATTCCATCTCG

	72592_34
	35
	[G/A]
	CAACAATGTGCGGCAACTATCTGCACAAGGTATGGA

	72594_8
	9
	[C/T]
	TTTGTGCTCACTGCAGTAGACTGCACACTAGCTTTT

	72596_11
	12
	[G/A]
	CGTGCTCTCTGGGCAGTCGGCTGCACTAGATGAATA

	72605_15
	16
	[C/A]
	ATCTAAACCCCGGCACAGTCCTGCACTTAAACGCAT

	72607_32
	33
	[T/C]
	TGTCGATGGAAAGCAGTTGTGTGCCAGTGATATGCT

	72608_28
	29
	[G/A]
	ACAGAGACGTTAGCATCACCCTGCTTTGGTTTCCAC

	72609_7
	8
	[C/T]
	CAGAGAACGGAGGCACATGGATGCAGTTTTCCACCA

	7262_20
	21
	[G/A]
	GCCATGAGAAGTGCATTTCTGTGCCTCATCGGGCCA

	72627_29
	30
	[A/G]
	AATAAATACAGCGCAGATGAATGCCTTCTAGTCCAT

	72631_16
	17
	[C/T]
	TGGGTGGAGAAAGCAGCGAGCTGCGTAATCTCAGAA

	72633_30
	31
	[G/A]
	TTCCCCATGGGAGCAGACCATTGCAGAAATGCGACA

	72642_7
	8
	[G/A]
	ACAGTGCGAGCAGCAGCCTGTTGCACTCATTGTACT

	72647_30
	31
	[C/T]
	GCGCAGACACGTGCAAAAACATGCACTTTCCACCTT

	72650_3
	4
	[A/G]
	GTCATAACCTCTGCACCTCACTGCGCAGCACACAGT

	72654_3
	4
	[A/C]
	GTAAGGCAGAAGGCAGTATTGTGCAGTAGCAGTATG

	72655_19
	20
	[A/T]
	AGGAGCTTTATGGCATCACAATGCTAAACCAAGCAC

	7266_6
	7
	[A/G]
	GGCAACATCAGTGCAGTGGACTGCAGGGACCTGGAT

	72661_27
	28
	[A/T]
	CAGTGTTCAGGAGCAGAACGGTGCAATTTCATTTGA

	72666_24
	25
	[G/A]
	AGAGCGTTACCGGCAGCCAAATGCGGCACGACCACG

	72667_34
	35
	[G/A]
	GGCAACACACCAGCATTCCCATGCTTGTGGTTAAGG

	72670_15
	16
	[G/A]
	AGAGCCCACCTAGCAGCATCATGCACAGGGCAGGAA

	72673_31
	32
	[C/T]
	GGATGGATGGAGGCAGTGGTGTGCAGTAAGGCCCTT

	72678_15
	16
	[G/T]
	AGAGTGTAGTGGGCAGACAGATGCCCAGACGCCCAG

	72679_30
	31
	[G/T]
	AATCACACATGAGCATACCTTTGCAACAGGGCTCTA

	72684_28
	29
	[C/A]
	ACACTACCTACTGCACCACCATGCCATCCTATGTTG

	7269_2
	3
	[C/A]
	TCCCCCAGAGGAGCACTGGACTGCAGAAATACAGGG

	72693_3
	4
	[A/G]
	TGCAGTGGAGCAGCAGGGCATTGCTAACAGTCCCAG

	72695_34
	35
	[C/T]
	ACAGCTACACCTGCACATGCCTGCCCGGTTTCAGCG

	72702_3
	4
	[G/T]
	CCCGGTGGTGCCGCATATCTGTGCTCACGTTAATGG

	72706_3
	4
	[C/T]
	ATCCGGTTTGGGGCAGACTTTTGCTGTGGAATAGAT

	72712_27
	28
	[C/T]
	CTCTTTGATCTTGCATGTGTATGCCGCTGTGCATTA

	72716_19
	20
	[T/A]
	AGAGGTCAATGTGCAAAAGTATGCGAGGACAGATTA

	72725_32
	33
	[C/T]
	CTCAAACTAGTTGCAAAATCCTGCAGTGTGCGCGTA

	72727_15
	16
	[A/T]
	GAGAATCAAATGGCAATAGAGTGCAAACCAGAGCTA

	72728_10
	11
	[C/T]
	GGAAAAAAGGCGGCAAGTCTGTGCTCCCTTTTTACT

	72731_10
	11
	[C/T]
	GGGTAGTGTCCTGCAAAAGACTGCTACCCTGTCCAT

	72734_16
	17
	[A/G]
	TGAGAGGTGTGTGCAGACGCCTGCACATAAAAGCCT

	72735_31
	32
	[G/A]
	TGCAGATGTAATGCACCTGACTGCCAAGAGTGAAGT

	72740_27
	28
	[G/T]
	AATTGTTAGGAGGCATCATGGTGCTACGGGGCAGAA

	72742_2
	3
	[G/C]
	ATGTGATGCAGAGCAGCAAAGTGCGGCGTTACGTAC

	72749_24
	25
	[T/C]
	AACTCCTTTGGGGCATTGTGTTGCCCTGAAAGCATG

	72750_10
	11
	[C/T]
	GAATTCGGGGCAGCACAGTGTTGCTGTAGGTACACA

	72751_1
	2
	[C/T]
	TCAGCCTGTCCAGCATGGTGTTGCTTAACCAACATC

	72755_3
	4
	[C/T]
	TTTCATATCTCTGCACATGCATGCACACAATCACGT

	72756_30
	31
	[T/A]
	ACCAGCGTGGTAGCAGAACGATGCAAAGGATTAAAG

	72759_6
	7
	[T/G]
	CCTCCCTCCTCAGCACTCCTTTGCCAATACCAACTA

	72762_1
	2
	[T/C]
	CTCGGCACACAAGCATACTAATGCTAATGCTCCGCT

	72763_9
	10
	[A/G]
	GACTCGATCAGCGCAGCGGTGTGCTAAAGCCCGAGA

	72766_31
	32
	[A/G]
	AACCTCAGGCTGGCACTCTAATGCTGCACACGTACA

	72767_15
	16
	[G/A]
	ATGTACATTACTGCAGGTACGTGCAGGCTACACTAC

	72772_34
	35
	[C/T]
	CTCTTATAGCCAGCATGTCTGTGCATGACTCAGATG

	72778_11
	12
	[T/G]
	GCTAGGGTGGGTGCAAATTTATGCTCCTGTAGGGGT

	72785_30
	31
	[A/G]
	TGTTGTGTTAAAGCAGAAACGTGCAGGACGACGGTG

	72786_8
	9
	[G/T]
	CGTAACACGAGTGCAAGAACATGCTGTGCCCGAGGA

	72792_16
	17
	[T/C]
	GCAGGGCGCGACGCAGTAAGATGCGGCTGAGGGGGC

	72796_15
	16
	[C/G]
	TGCTCAGGGTGAGCACAAGAATGCCTGCAGGTAAGA

	72798_6
	7
	[A/C]
	CATCTCCTGGAAGCACCTGAATGCACCTGCAGAGCG

	72800_24
	25
	[C/T]
	TTGTGAACAGGGGCATCATTATGCTGAATAGGTTTG

	72802_6
	7
	[T/A]
	AATGATTACTCGGCACTACTGTGCCAGTGATTACGC

	72804_7
	8
	[T/C]
	CCACACATGCATGCACGCACCTGCAGCCATGTGGAT

	72813_11
	12
	[C/T]
	ACATGGACCTTCGCAACATCCTGCTGTTTATTCACC

	72817_24
	25
	[G/A]
	ACTTTCCAAAGAGCACGATGATGCGTAGGAGCTGGT

	72819_29
	30
	[T/G]
	TGTATGTGGTGAGCATGTGTCTGCAAAATGTTGTCT

	72820_29
	30
	[C/G]
	GTCAACCCTCTTGCATATAAGTGCCCTAGCGATGGA

	72822_1
	2
	[G/T]
	GGAGTGTGTTGTGCAGCGTAGTGCAGTAGAGTGTTG

	72824_16
	17
	[C/G]
	GTCTTTGTAATGGCATCCTTGTGCCAACAGGGAGCA

	72832_31
	32
	[A/G]
	GAAGCGTTACATGCATTAGCGTGCATGCATCACCCA

	72834_18
	19
	[T/G]
	ACTCCCATCACCGCACTCTTGTGCCTTACCTTAGTT

	72835_18
	19
	[T/G]
	AATTTGTCCACAGCATTGTGATGCATTGGGCAGCAT

	7284_7
	8
	[C/G]
	AGAAGCACGTGGGCAGCCCTCTGCCCTCCATACAGA

	72842_25
	26
	[C/T]
	GGAGCAGCATTAGCATATCAGTGCTCATGTCCTGGC

	72848_26
	27
	[C/T]
	CCTGTCCAGATTGCACTGCACTGCACCCAATAATGC

	72852_25
	26
	[T/G]
	AAAAGGTGCCGTGCAGGAGCGTGCATGATAAACAAT

	72855_5
	6
	[C/T]
	GAGGTCGGAGTTGCACAGTCATGCTGATGTGGATCT

	72856_18
	19
	[G/A]
	AAGGGACTAGGTGCAAGAATGTGCCTGACCGAGTTG

	72857_10
	11
	[C/T]
	GACTGGCTAACGGCAAGGGCATGCGCTCGCTGTCCT

	72859_5
	6
	[C/T]
	ATTCTCTCTAGTGCATTGTGCTGCTGGCACACAAAT

	72877_7
	8
	[G/A]
	AGCTTAGGAGAAGCAACTTCCTGCAGGTAAACACAC

	72883_3
	4
	[T/C]
	TACTAGTGGGTGGCACAATGGTGCCACAGGTAGCGT

	72887_9
	10
	[G/A]
	AGAAAACACGCTGCAGTCACGTGCAATCAATACACT

	72894_19
	20
	[T/A]
	GCGTGATGTGATGCATGACTGTGCTTTGCTTCTCTG

	72898_18
	19
	[G/A]
	TAAAGATTTTGCGCAAACGACTGCATGTGCTGTTCA

	72904_15
	16
	[G/T]
	ACACTACCTGCAGCAGCACTCTGCCTTCCTTGTACT

	72910_3
	4
	[G/A]
	GAAGAACAAAGCGCAAAGACGTGCCACTGAAAGCGG

	72912_2
	3
	[G/A]
	GGGAGTTCAGTTGCAGTGATTTGCTGGGTACTATGG

	72922_6
	7
	[C/G]
	GACTGACTAAAGGCATGCGCGTGCAGGTGTTTTGGA

	72925_30
	31
	[T/A]
	AAGACAGCACGAGCATCTATTTGCAGGTTTTAGATT

	72928_26
	27
	[C/A]
	GAGAGCTGACTTGCATCAAGCTGCTCCATGTCAGCA

	72929_4
	5
	[A/C]
	TGCTAACACCCGGCAGCTCTGTGCCGGAGGGCTATT

	72931_10
	11
	[C/A]
	CCCACTCATCCTGCAGAGTGCTGCTCGCTCTGTCCA

	72932_8
	9
	[T/A]
	GACCCTGTTATGGCATTTCTCTGCATGCCCGTCTCT

	72937_2
	3
	[A/G]
	ACAGGGAGCTTGGCAGCCTGGTGCAATTTAGGACCG

	72938_30
	31
	[C/A]
	CGTTAGTTAGTAGCAGCATTGTGCTTTTGGCCTCTT

	7294_2
	3
	[C/G]
	TACAACACAAAGGCACACATTTGCTCTTGTCTACAT

	72940_25
	26
	[A/G]
	GCATCCTCGCATGCAAGGCAGTGCCAATTCAATCGA

	72944_19
	20
	[T/C]
	CCCCAGTGCCTCGCAATTCCCTGCCTGTCAGCAATT

	72956_27
	28
	[G/C]
	GGGAGTACGGACGCATGCGCATGCGCAGTTCTAAGC

	72957_26
	27
	[G/A]
	TGCTTGCTAGTTGCACTGACTTGCCAGAAGCTGCCA

	72958_9
	10
	[C/G]
	GGACCGAGTCGAGCAGATTGCTGCCATCGCACAGGA

	72959_29
	30
	[C/T]
	TTAGTTGGAGTGGCAGCATCATGCCAAGGCCCTGCT

	72962_9
	10
	[G/A]
	CCTGTGATTGGAGCATTCATATGCAAAAGGAAAAAA

	72968_28
	29
	[A/G]
	ATCAGCAGGAGAGCAGCGGCATGCTGATAAAGTCCA

	72969_26
	27
	[G/T]
	GGTTAGTAGTCTGCACAGGGTTGCAGGGCCGCATGG

	7297_2
	3
	[G/T]
	ACGGCACGACTTGCAGTGAAATGCTTTAAACCACAG

	72971_2
	3
	[C/T]
	CTCATTACACTTGCACTAAAATGCAGGGAGCCTCGA

	72973_33
	34
	[G/A]
	CTCAGGAAGGTCGCACCATCCTGCTGTGTTGGTGAA

	72974_10
	11
	[A/G]
	GCTTAACCACAAGCATGCAGCTGCCTAATGTTTTTA

	7298_28
	29
	[C/T]
	TCAGGGTGGAGAGCATGTCTCTGCGTTCCGTAGGAA

	72981_8
	9
	[G/A]
	AGTGCTGCGATGGCAGGTTAATGCAGCGAACGGCGT

	72984_31
	32
	[A/T]
	GCCCCCCGGGAGGCATTCCTGTGCCAGGAGGACCTG

	72985_8
	9
	[T/A]
	GAAGGGAATAAGGCAGCATGTTGCACACACTTGTGA

	72987_28
	29
	[A/G]
	ATAGAGCCATTAGCATCAACCTGCGTGCACACACAC

	72995_26
	27
	[G/A]
	GACGGCTCGCACGCACTGCGCTGCGTGGAGGTCTAC

	730_33
	34
	[C/A]
	AGGTACCTTTTTGCAGTGACTTGCAGTGGTGAGCAT

	73004_16
	17
	[A/G]
	ATGCAAATTGCAGCAGACACCTGCTAAAAGTCAGTG

	73006_18
	19
	[C/T]
	TCATGATAACAAGCAGGCCAGTGCCGGGTGGTACCT

	73011_3
	4
	[C/T]
	TTCCGTGGGGCGGCACAGTGCTGCGATTGTCATTAT

	73018_17
	18
	[T/C]
	CCACCTCTGCATGCAAATGGTTGCGTACCAGCTGTC

	73019_29
	30
	[A/T]
	AGCCCCAGTTCTGCACTGCTTTGCTTGCAATGATTT

	73021_6
	7
	[G/A]
	GGATCAGAAGTAGCAGATTGGTGCTTGGCAGGATTT

	73022_33
	34
	[G/T]
	ACAGAGCATTCGGCAGGGTCTTGCACATGTTAAGAT

	73025_2
	3
	[G/A]
	TTGAGAACAAGAGCACTGCAATGCAAATTTGGACAC

	73028_32
	33
	[A/G]
	TAAGGAACAATTGCAACAGCATGCTGCAAGCAGAAA

	73030_6
	7
	[G/A]
	TTATGCGGTTCAGCATTGCTCTGCTCCCTCTGCGGC

	73035_7
	8
	[T/C]
	TGCACTATTACAGCAAAAAAATGCTGCTTGGCGAAA

	73037_28
	29
	[G/C]
	GGAGGGACTGCAGCAGTGGACTGCAGCAGAGAATGG

	73061_33
	34
	[A/T]
	TAGCAAAATAACGCAGACGAGTGCAAAAGTTTGACA

	73064_9
	10
	[G/A]
	AATGAGGCTGAGGCAGAAATCTGCAATCCGATATCT

	73067_16
	17
	[G/A]
	GAGGAAGGAAGTGCAAAAAAGTGCTACCTCTTCTTC

	7307_1
	2
	[T/A]
	GTAGAAATGAAAGCACAGGAGTGCAGCAGGTCCCAT

	73070_30
	31
	[G/T]
	GCGACCTCGGAAGCAAACTGATGCGCTTCTGGGATC

	73071_26
	27
	[C/T]
	TGAGACGCATTTGCATAAAACTGCGACGGAGGGGTT

	73075_15
	16
	[C/T]
	CGAGGGCAAGGTGCACCCAATTGCTTTTGCCAGCAG

	73076_10
	11
	[C/T]
	CATGGTCTCTCAGCATGTTGATGCTGAGGTTTAGTC

	73080_20
	21
	[G/A]
	TATTTGTGCATGGCAAAGGTGTGCAAACCTCTAGGA

	73083_28
	29
	[A/T]
	AGAGGAAATGGAGCAATCAAGTGCTCTGTTCACACA

	73085_11
	12
	[T/C]
	TGTAGAAATCTTGCATGATACTGCTGGCTGACCAGG

	73087_31
	32
	[C/T]
	TGCTGAGTGAGCGCATGAAGCTGCAGCATTTCATAC

	73090_17
	18
	[C/T]
	CGTCCCTAACGAGCACTCAGATGCGTCAAATGAGAA

	73091_17
	18
	[C/T]
	AACATAGGAATAGCATGCATTTGCGAGAGCTTGGCC

	73097_32
	33
	[G/A]
	CATGCAATACTGGCACATCTTTGCTGGAGGTAGAGT

	73101_27
	28
	[T/A]
	CAGAACACAGCGGCACATCGGTGCACATACTGCTGC

	7311_7
	8
	[A/G]
	AAAACACAAATCGCAACATGATGCGATGGGTGGAGA

	73111_6
	7
	[T/A]
	TCGCACTCGCGAGCACATGTATGCCAACCTGCTGAC

	73112_8
	9
	[T/C]
	ACATGACATGGTGCATTCTGTTGCCTTGTTTTTCCT

	73113_20
	21
	[C/A]
	GCACGGCGCCTGGCAGTATTCTGCTCATTTAAATCC

	73114_6
	7
	[T/C]
	GCTTCCTGAGGGGCATCTGCATGCCTGAGAGATGGA

	73116_19
	20
	[C/T]
	ATGACCTGTCCAGCATCTCTGTGCATACCCACGCAT

	73119_26
	27
	[G/T]
	GATTCAGTAGTTGCAGGTGATTGCTGGGCTTCTTAA

	73131_10
	11
	[C/A]
	CACTTTCTCACTGCAATGGAATGCACTTCGAACCAG

	73137_8
	9
	[C/T]
	GGCTGCCCCTACGCAGTCCTTTGCATTTGCCCATCA

	73148_30
	31
	[T/A]
	TCTTCCTCGTGTGCATGTTCGTGCTCGTGCTCACCG

	73150_6
	7
	[A/T]
	CCTTCTATCACAGCACCAGTGTGCAGAAGGCAAGAA

	73151_6
	7
	[G/A]
	CAGCACGGAACAGCAGCTAAGTGCTCGCACAACAAG

	73152_5
	6
	[A/G]
	ACACTACCTGCAGCATCAATGTGCCCAAGTTACTAT

	73154_8
	9
	[A/G]
	CTCCAGTCGGTTGCAGCCGAGTGCATGACGATCACC

	73158_31
	32
	[C/T]
	GCTGGTACGTGGGCAAGAACCTGCTGGAGACCCTGA

	73163_16
	17
	[G/A]
	ATCAATAAAGTGGCACGATGCTGCTGGTAGTGCTTC

	73164_18
	19
	[C/T]
	GTCCACCAGGGGGCAGCGCCGTGCTTTAAAAATAAA

	73170_24
	25
	[C/T]
	TGGGCTACAGGGGCATTGTAATGCCAGAACGTGTAG

	73174_10
	11
	[C/T]
	ACACACCTTTCTGCATCCTGATGCCGCTGACACCGG

	73178_4
	5
	[C/A]
	GCACAACGACGTGCACATGACTGCGGCACTGCTTGC

	73181_24
	25
	[C/T]
	GTCTAAAACGTTGCATAAGAGTGCCTCGTAGTGCAA

	73188_2
	3
	[C/T]
	AACGTACAGTATGCAAACGCATGCAAATGGAAGGCA

	73199_26
	27
	[G/A]
	ATGACATCAAGCGCAGCATGCTGCAGGGGAAGAAAA

	73202_1
	2
	[C/G]
	ACTTCCAGTGCAGCAGGCACTTGCTGTTTCTGAGAT

	73205_7
	8
	[C/T]
	GATCACTTCAGGGCAGGAGGCTGCATCATCGACTTC

	73218_33
	34
	[C/T]
	CATGAACAAAGAGCATGGCTGTGCCCACATCTGCAG

	73219_19
	20
	[T/C]
	CCACAAACACTGGCACATCTTTGCTGGGCAGAACGG

	73222_31
	32
	[C/T]
	TCACATGCATACGCAGGCACGTGCTCATGTTCACAT

	73223_15
	16
	[C/G]
	GTCGACACGCACGCACACAAATGCACAGGATCCTTT

	73226_30
	31
	[G/A]
	GGTTGGTTTATTGCAAAAAGCTGCACGCTTGAACAT

	73233_19
	20
	[T/C]
	AGATTTGGTTGTGCAGCTTTATGCATTTGCACCATA

	73237_1
	2
	[T/C]
	CTCCATCACTCAGCAGATCGATGCACTCCAGAACAG

	73238_34
	35
	[C/T]
	ATAAAGAATCACGCAAAGCTGTGCTTGCCTTTGGCT

	73246_18
	19
	[T/G]
	AAGTAAAGAGATGCAGACTGCTGCTGCTACTGTTAT

	73248_27
	28
	[C/A]
	AAATGCAAACAAGCACCAAGTTGCATCCTGTGACCT

	73250_10
	11
	[T/G]
	TTCACAGAACTGGCACATGTTTGCACCAGTTTTTAC

	73251_19
	20
	[T/C]
	CTGCGGGATCCAGCACCTGTGTGCAGTTTACCTTCT

	73254_25
	26
	[A/T]
	CCATCACTAACGGCAGCATGGTGCAATTCGACGGTG

	73256_26
	27
	[G/A]
	GTCTGCTCTTAGGCAGCTCGATGCTGGATATAGACA

	73260_29
	30
	[G/A]
	TGCCAAGCAGATGCACTGGCCTGCTTTACGGTTAGA

	73261_16
	17
	[A/G]
	CAGCAGGTGGCAGCACGTACCTGCTTCAAAAGTAAC

	73266_19
	20
	[G/A]
	TAGCATATCCAAGCACATGGTTGCCATATACACGAG

	73267_11
	12
	[G/A]
	TAGGAGAGGTGGGCAGTGGTGTGCAGCTTTGTCCAC

	73268_9
	10
	[A/G]
	GTGCCAGAGGAAGCAAAGCAGTGCAGTAACTCAAAG

	73269_25
	26
	[G/A]
	CTGAAGTTTTTGGCAAACCGATGCCGAAGGTTACAT

	73272_34
	35
	[C/T]
	CCTCAGTTCAATGCAGCTTAATGCCAGAAGGTAGCT

	73273_28
	29
	[T/C]
	TCAGCACTACCAGCATGTAGCTGCAGGTCACAGAGT

	73278_25
	26
	[C/T]
	TCCTAACCACAAGCATACAGCTGCCTCAAAAAGCTT

	73281_6
	7
	[G/A]
	GTTCACGATTCAGCAGCTGTGTGCGAGTTTTAGGAA

	73282_18
	19
	[T/C]
	GCACCACCTGTGGCACCACCATGCTGCCCTGCAGTA

	73290_7
	8
	[C/T]
	GAGAGTTCGAATGCATATACATGCGAGAGCTGGAAC

	73291_34
	35
	[G/T]
	GTAACTCACACAGCATCCACCTGCGACATACGCAGG

	73292_6
	7
	[G/A]
	CGGTCTAAAACTGCACGCACTTGCTTCTGGAGACGA

	73294_33
	34
	[G/A]
	GACAGCCCTAATGCATCATTCTGCCACCACCATGAA

	73302_29
	30
	[T/C]
	CATGCTCGACATGCATGTCCGTGCCTGTGTGCCTGG

	73306_9
	10
	[T/C]
	ACACATTCCTAAGCAATGGGCTGCCATGTGCACAGC

	73308_16
	17
	[C/T]
	TCGGAAGCTGTGGCACCGTCGTGCAGGTGCGGTTAG

	73312_27
	28
	[G/A]
	CAGGGCCCCTGTGCAGCCTGGTGCAGCGTTAGTGTG

	73316_18
	19
	[A/G]
	TGTATGCAACGTGCACTCATGTGCTGTGAATAGCAA

	73320_3
	4
	[A/T]
	GTGAAGTCACATGCACCTAGGTGCTGCTAAGCTGCT

	73321_28
	29
	[C/T]
	GTGCACACTAAAGCAGTTACTTGCCTTTCTTGCTGT

	73323_11
	12
	[T/C]
	ATGAGGAGCAGCGCAAACACATGCAGAGGGATCAGG

	73325_32
	33
	[T/C]
	ACTGAAGATGTGGCAGCTCTTTGCCTTGTTCATGGG

	73328_25
	26
	[G/T]
	TTGGGTCGAAATGCAGCAGTATGCAGGGTGTGAAAC

	7333_17
	18
	[G/A]
	GGGAGGCGTCCTGCATAGAAATGCAGCTGCCAGAAA

	73333_33
	34
	[A/G]
	ACCCTGTCGAAGGCATTTCTGTGCACTGAGTAAAGA

	73334_30
	31
	[G/A]
	ATTTATCTTCTTGCACATTTGTGCATCGGGGCCTCC

	73338_24
	25
	[G/A]
	AGAAAGCAGCGCGCAACAGGCTGCGCCGAGCAGATC

	73339_34
	35
	[A/C]
	CTTGTGGTAGCAGCACAGACCTGCAGAGACAGAAAG

	7334_34
	35
	[G/T]
	CGTGTTGCTGTAGCATTTAATTGCGACATCTGCTGG

	73340_32
	33
	[G/A]
	TATATCCCACTAGCACCAAGATGCCACTGCTGGGCC

	73345_20
	21
	[A/G]
	AATGTCATTTCAGCAGGCTGATGCAGTGCAGCTGTC

	73349_32
	33
	[A/G]
	AGCTAGTGGACCGCATGACAGTGCACTAAACTAAAC

	73351_30
	31
	[G/A]
	ATGAGCTTGCTAGCATCTATTTGCCACTACGCTTAC

	73355_26
	27
	[G/A]
	GGCAGTGTCTGAGCACGTCAATGCTGGAGTGGAATC

	73356_32
	33
	[C/G]
	GGTGAAACAGGCGCATGTCGGTGCGGTGACGACAGA

	73359_28
	29
	[A/G]
	CCATGCAGGCACGCAGCACCCTGCTTCAATTCTCTT

	73364_7
	8
	[C/T]
	ACTTCCCCCTCAGCAGGAACATGCGATTGCACCTCG

	73365_3
	4
	[G/C]
	GCAGGGAACTTGGCAGCGTTCTGCTTCTACTAGGTA

	73369_9
	10
	[C/A]
	AGCAATAAAACTGCACCTGTTTGCAGTCAGCTCCAG

	73373_32
	33
	[G/A]
	AGTGTGCGCTTGGCAGTCCGTTGCAAATTAGGGAAG

	73381_24
	25
	[C/A]
	GAAAGCGAGAAGGCAAACATTTGCATTCGATGGTGC

	73392_15
	16
	[G/A]
	GGCACCCCTGAGGCAGGAGCTTGCAAATGAGACATG

	73394_9
	10
	[T/C]
	CAGTGGCACTAGGCATGATGGTGCATCACTTCACCT

	73397_33
	34
	[C/T]
	TAAGAAACTCACGCACAGGTTTGCCCTCTGCCATTT

	73403_3
	4
	[A/G]
	CATAATGCAGTAGCACAGCAATGCAGTCAGATCCAC

	73404_11
	12
	[G/T]
	ACACTACCTCTGGCACCATGCTGCCCCACCTATATC

	73412_27
	28
	[C/T]
	AGTCTGTCTTGGGCAAGCCACTGCACCCACAGCTCA

	73417_1
	2
	[G/C]
	CGGCAGCGGTGTGCATGTGTTTGCAGGTTTCTTGGC

	73418_31
	32
	[A/C]
	GCCGTGGATGCTGCATTGCCTTGCAATAATGAAAAT

	73423_1
	2
	[C/G]
	TCTGTTACCAGCGCAACCCAGTGCTCTGCCACCAAT

	73425_5
	6
	[C/T]
	CTACTCTGTGTGGCATTTCTCTGCCTCCTGTTAAGC

	73428_27
	28
	[G/A]
	ATTGGCACTGTGGCACTGAGATGCCCCGCGATGGCT

	73434_20
	21
	[G/C]
	GACTGAAGCGTTGCACTGTGGTGCCATCTAGTGGTT

	73437_25
	26
	[A/G]
	AGGCTCCTGGGTGCAGCAAATTGCTATACTAAAGCA

	73447_10
	11
	[C/T]
	TTGGATTGGGCGGCATGGTGGTGCCACAGGTAGTGG

	73448_7
	8
	[A/C]
	GAAACCTACGCTGCAGGGCAGTGCATTTAGCCTAAA

	73449_28
	29
	[G/A]
	AATCTGTCAGCAGCAGGGCCATGCGTAAGAGGAAAA

	73450_18
	19
	[A/T]
	AACATGCAACGTGCAACAATTTGCATCAGATGCAGT

	73452_5
	6
	[C/A]
	CTATACTTGGGTGCATGGTGGTGCCACAGGTAGTGT

	73453_4
	5
	[G/A]
	AGGCGTCACCTAGCAACATGCTGCAACTCCTGGCAC

	73454_34
	35
	[T/A]
	GGAGCCAGAAAAGCAGATCCATGCTGAGAGACACTC

	73455_25
	26
	[G/A]
	GAAAAGAAAATGGCAGCTGATTGCCGAGCGCGTTCT

	73456_30
	31
	[T/C]
	AAGCTGTTGTTTGCAACTCTTTGCTAGAACCCGTTT

	7346_5
	6
	[T/C]
	AGGCTTCATACTGCACCTTTCTGCCAGCATTAAATG

	73462_4
	5
	[T/C]
	ACTCTACAGGAAGCAGAGTAATGCAGTGACAGGGCA

	73465_27
	28
	[A/G]
	CAACAGGGTGCTGCACTGATGTGCTTTAGAGGCGAT

	73466_26
	27
	[T/C]
	TCTTTGGAGACGGCATCATGCTGCATTGTCAGAGTG

	73476_20
	21
	[A/G]
	AAACCTTTCCCGGCAACTTTATGCACCTTGGACGAC

	73480_19
	20
	[G/A]
	CTATCTCTTGCTGCAAAGCGTTGCAAAAGAACCCAT

	73485_25
	26
	[A/G]
	CAGGGGTATATGGCACGGGCTTGCCACAGACCCGGC

	73489_32
	33
	[C/T]
	GGTTGAAGGTCTGCAGCAATATGCCAGGTCTTCAGA

	73490_34
	35
	[A/T]
	TACACCAGCTGGGCATTGTCCTGCACCAGAACGAAC

	73493_11
	12
	[C/T]
	ACACACACGTACGCAGGGCAATGCTGTGTGAGCCTC

	73495_15
	16
	[C/A]
	CAGCGGGGCCTGGCACCATGCTGCTCTGTCAATCTG

	73496_27
	28
	[G/C]
	CCGTATCAAGCAGCACAATGTTGCAACGCTGATTGA

	73497_24
	25
	[T/C]
	AAGGATCTGACGGCACAGGGTTGCTGATTCAATTAC

	73498_31
	32
	[T/C]
	AAAAGGAGAGAGGCAAAGCCATGCTGGACTTTGAGA

	73500_30
	31
	[A/C]
	CACTTACACGACGCACGGTGCTGCAGTGTTATTACA

	73501_19
	20
	[A/T]
	TCTTCTTAGTTAGCACGCTAATGCTGTCAGCGCTAC

	73506_30
	31
	[T/C]
	TCAGCTGTCTGAGCAGAAGAGTGCCTCGGCTCTCGG

	73509_6
	7
	[C/A]
	GCACACAACCCTGCATATTTCTGCTTGGAAAGTGTT

	73511_27
	28
	[G/A]
	AAAAGCATCCCTGCAATGCCATGCCAGGAGGACAAG

	7352_27
	28
	[G/A]
	TTTGGGCTTAAGGCATTAGGGTGCTAAGATTAGCCT

	73524_34
	35
	[A/G]
	AAAAACGGCTGTGCAGCACAGTGCAGACTTAAACAT

	73529_28
	29
	[A/C]
	GGACCGTGTTCTGCAGCACGGTGCTGAGAAGCAGCT

	73530_24
	25
	[G/C]
	ATATAACCAGACGCATGACACTGCGAAAATGATCGC

	73537_25
	26
	[C/A]
	TTGGTAGTGCTTGCATGCAGCTGCTCAGGCCATGGA

	73543_7
	8
	[G/A]
	TCAAATCGTCCTGCAACAAAATGCCGGGGAAGCAGT

	73550_1
	2
	[C/T]
	ACAAAGCAAGGGGCACCTTACTGCTTTATGCACTCT

	73551_10
	11
	[C/T]
	CAGCCACAAATGGCATGTGCGTGCAAGCAGAAGTGT

	73560_24
	25
	[C/T]
	TCTAGTATGTCAGCAGAGACATGCCGGGATCCTGTA

	73564_34
	35
	[G/A]
	GTGTAAACTAACGCATAGTTTTGCCAAAGTCAGGGA

	73572_19
	20
	[A/G]
	GGGTTTTTTGGGGCATGTGAATGCAACACACACACA

	73573_15
	16
	[C/T]
	CTCCTCACTCGTGCACGCAGTTGCCGAGCAACTCAT

	73574_4
	5
	[C/T]
	CCAGCGCGACATGCAAAATGGTGCTGTGATTGTCTC

	73583_6
	7
	[A/G]
	CACTGCAGCAGCGCAAACAGCTGCGCGTCGAGGGCC

	73592_17
	18
	[A/G]
	TCCTTGACAGTGGCATTAAGGTGCAGTGACGTTTAA

	73593_29
	30
	[C/T]
	TTTGTGTGGTTTGCAGGTGTGTGCGCACACATTTAC

	73596_17
	18
	[G/T]
	GTGTAAAGGTCAGCAATGCGTTGCAAATCGCATTCT

	73602_10
	11
	[A/T]
	TGTATCTGCAATGCAGCATGCTGCCTGAGTGGGTCT

	73607_28
	29
	[T/C]
	AGCACTTCCTGTGCAGAGCGATGCAAAGTTACCTAC

	73611_30
	31
	[A/T]
	CATTGATTAAAAGCAGCCTGATGCTGCATCAACTGC

	73615_1
	2
	[C/T]
	TCTGTCGGCCGAGCACCCCGCTGCCTGACCCTCTCA

	73626_30
	31
	[T/A]
	AACAGCTTGGATGCAATGTTCTGCTAGGAATCCTTG

	73636_3
	4
	[C/T]
	ACTCCAGTAATAGCAGATCTGTGCGTTAATCCGCCC

	73642_19
	20
	[C/T]
	AGTGGGGATCATGCAACATCCTGCACTAATGCTCTT

	73643_26
	27
	[T/A]
	CAGCTTAGCGCGGCAGTATTATGCGCTTGCGAGCCC

	73647_31
	32
	[G/T]
	GGTGCATAGATGGCAGTAAGGTGCAGAAGAAGAAAT

	73648_7
	8
	[A/C]
	GAGTCCCAGAACGCAACAAACTGCGGGTCAAACTAC

	73650_3
	4
	[C/A]
	TAGCTGTATTTTGCACTTGCATGCGGAGGCGTGGCA

	73655_6
	7
	[C/T]
	CACCATCCTTTTGCAAATATCTGCGACACGTGTGTG

	73656_19
	20
	[C/T]
	TGTGAAGTGTTTGCATTAACGTGCCCCACCACAATA

	73660_7
	8
	[C/T]
	TGTAGCTCGAGTGCATGTAGGTGCAGATCCAGAAGG

	73662_2
	3
	[A/T]
	TCACTGGTCACAGCATCGGTTTGCATGTGTAATAGG

	73663_30
	31
	[C/T]
	AAGAGGATCTCTGCAGCGGTATGCACCTAGCGCGTA

	73666_17
	18
	[G/A]
	AAACCCATTCCAGCATGGAAATGCCCTTGTGAACAA

	73669_19
	20
	[A/T]
	TGAGTCACGCAAGCATGTAAGTGCTAGCCGTCCCAG

	73670_3
	4
	[A/T]
	TTAATGTGGGACGCATCATGCTGCTGTAGTTCACTG

	73671_16
	17
	[G/A]
	GGCGTCCTTGCAGCACGGAGGTGCTATACGATCCTT

	73672_25
	26
	[C/G]
	CCAGATTGTACTGCAGGACATTGCCCGTCTCAATGC

	73673_6
	7
	[T/A]
	CAACAATACTCAGCAAAGGACTGCTAAGCCAGGGGT

	73675_31
	32
	[C/A]
	AATCCATATGGGGCAGATTCCTGCATCCTCACCCTA

	73676_24
	25
	[A/G]
	AAACACTTTACGGCATCGACATGCAAAAATGCAGAA

	73688_8
	9
	[T/A]
	GTCTTGGATGCTGCAAAATGCTGCATCAGTAGGCAA

	7369_10
	11
	[C/T]
	GAGTGTGTTTCTGCATGGCTGTGCTGTTAGCACTCT

	73696_4
	5
	[G/T]
	TCAGGTTTAGCTGCATGGCTGTGCAGCATTTCCTGT

	737_28
	29
	[G/A]
	CTCCATGCATATGCATCGAGGTGCTAGAGAAAACAC

	73701_19
	20
	[C/T]
	CTCCCTTTTCATGCAGATGCCTGCCTAACCCAGTGC

	73703_1
	2
	[C/T]
	ACGACATCGACCGCATCAAACTGCTGCAGAGGGGAC

	73706_9
	10
	[C/T]
	GAACGGCTTCTAGCATCTCACTGCGCATGCGCGGAG

	73708_30
	31
	[C/T]
	CATAAACTGGCAGCACGAGTCTGCGTCTGTCCCAGC

	73711_10
	11
	[G/A]
	TCATTTCTACGTGCAAACACGTGCGCACACACCCCT

	73715_20
	21
	[G/A]
	ACAGCGGAGCTGGCAAGAACGTGCGTCGGGACGCCG

	73716_10
	11
	[C/T]
	AAATGCAAATCAGCACCAACTTGCACAATGCCTCCA

	73717_6
	7
	[C/T]
	GCACTTTCTGTGGCATCACTGTGCCACCCATGTAAT

	7372_17
	18
	[T/C]
	TCAGGTCGCAAAGCAGGTTCCTGCGGCTACCTGCAG

	73720_28
	29
	[C/T]
	ATGCCATGTACAGCAAACATGTGCTACACCTGCTAC

	73721_8
	9
	[T/A]
	TGCAGTTGTACTGCAACATGTTGCTCTAAAGCGCAC

	73729_16
	17
	[G/A]
	GACACAAGAGAGGCACGTTCTTGCAATAGAAGCGAG

	73730_19
	20
	[A/G]
	ATGTTTATCCAGGCACATCAGTGCACATGCCAATTA

	73731_1
	2
	[G/C]
	TGGTTGCTCTGTGCAATGTTCTGCACTAACATCTTG

	73733_2
	3
	[A/G]
	GTAAAAGGCTATGCAAACTTCTGCACTTGACTGTAT

	73737_5
	6
	[A/G]
	CCTGCAGCCATGGCAGCTTTTTGCACATTCGAGTGA

	7374_34
	35
	[C/T]
	ACGATCTCTGTAGCAAGGATATGCAAACCGCACACG

	73740_28
	29
	[C/T]
	TTCGTTGTAGAGGCAGTTTGGTGCACCCCCTCCTCT

	73741_7
	8
	[G/A]
	AGGCTTTACACTGCACCAGAGTGCTGACTTTAGCTG

	73742_30
	31
	[G/A]
	CATGGCTCACACGCAAGAAAATGCCCCAACGGGACG

	73743_33
	34
	[C/T]
	AATCGAATAGCAGCAGGATTTTGCAATTGGACACGC

	73744_25
	26
	[C/A]
	CAGCTTTGGAAAGCAATCGAATGCCCTCTGAATACC

	73745_9
	10
	[C/T]
	TCCCACCCCCGTGCAGAAGCATGCCATTCCCATCAT

	73748_8
	9
	[T/C]
	GCACTACCTGAGGCACCACCATGCTGCCCTAAGCAT

	73749_10
	11
	[A/G]
	CATCAGTGCAAAGCACACAGGTGCGTGTCTGTGTCC

	73750_27
	28
	[G/A]
	TCTGTAGTCTCAGCATATCACTGCCACGTCTTTCAG

	73754_34
	35
	[T/C]
	TCAAGGGGCTGGGCATGCGTGTGCACACACTGCCTG

	73758_5
	6
	[A/G]
	ATGTCAGCGGACGCATCACATTGCTGCGCGTCCTGT

	73759_28
	29
	[A/G]
	TTAATATGAATGGCATGGTGGTGCCACAAGTGGTGC

	73761_26
	27
	[G/A]
	AGGAAGACTAATGCAGACGAGTGCACGGACACATGT

	73763_7
	8
	[G/A]
	GTATGCAGAAGAGCACAGCGATGCACTTCTAGCTTT

	73765_19
	20
	[G/T]
	TGCAGAAGTAGTGCAATTTGCTGCAGATGAAACGAA

	73769_15
	16
	[A/T]
	ATTACCTCAGAAGCATCATCTTGCAAGAGCAACATC

	7377_8
	9
	[A/T]
	CACAGTTTATTAGCATGCTCATGCTGCAAAGTGCTA

	73770_6
	7
	[T/G]
	GACCCCTACTGTGCAACCTAGTGCAAGCCTCCCAAA

	73771_17
	18
	[G/A]
	TTCTTTGCCGCTGCAGCGCTTTGCACATTTATTATG

	73774_32
	33
	[G/T]
	ATTTTAAGGGTGGCACGGTGGTGCCACAGGTAGTGC

	73775_29
	30
	[G/A]
	GTGTGTGTGTAAGCAACGAGATGCTCGCCGCAGGGG

	73778_25
	26
	[T/G]
	ATCAAGCAAAAAGCAGAGCCCTGCATCCTCCAGCCC

	73780_8
	9
	[G/A]
	CGAGCTACGACGGCAGCATGTTGCTATAGCATTTAT

	73786_16
	17
	[G/A]
	CAAGGGCAGACCGCAGAAAGCTGCCAAATTTCTCAC

	73787_5
	6
	[G/A]
	ACACTGAGTGGTGCACAGTGGTGCCCTCTCTTACAC

	73789_11
	12
	[A/G]
	TGGCAGCGTCAGGCAGTGCAGTGCTCCGGGAAAGAC

	73791_34
	35
	[G/A]
	TGAACAGTAGGAGCAGATTGCTGCACGCTGCATGGC

	73795_29
	30
	[G/A]
	AACCACAAGGTGGCATATTAGTGCAGGCAGTACATT

	73797_3
	4
	[G/C]
	TCTGACTGTACTGCACAGGGATGCGCTGCTCTTGTT

	73804_18
	19
	[C/T]
	TCTTGGGAGGCAGCAAATCGATGCCAACAGACTCAG

	73814_4
	5
	[G/A]
	ATGTGCCCACCTGCAGAACATTGCGAGTAGAAGGTC

	73819_16
	17
	[A/T]
	CCAGAATGGGAGGCACAATGGTGCCACAGGTAGTGT

	7382_16
	17
	[C/T]
	TCCAGCCAACCAGCAGCGCCCTGCAGCTGAACCACT

	7384_5
	6
	[T/G]
	ATGGATGAAAATGCATCTATGTGCTCTTGGTCTGTG

	73840_6
	7
	[T/G]
	CCGGTATTTAACGCATACTGATGCTGTGTGTGGGGT

	73845_20
	21
	[G/T]
	GACACACGTGGAGCAGAAAGGTGCTTGCATGGGCCG

	73846_11
	12
	[A/G]
	GAAGGGAAGTCAGCAAGGGCGTGCGAAAGCTACATC

	73848_34
	35
	[T/A]
	GCTGGATCATGTGCACTAAATTGCCTCTGGGTGTTA

	7385_33
	34
	[A/C]
	CTGACCCTTGTTGCACAGACCTGCACACACACAAAC

	73850_20
	21
	[C/A]
	CGTCCTCTACATGCACCACAATGCGCAGGCGCAGGG

	73851_10
	11
	[G/A]
	CGGTGATCCAAAGCACAGTGCTGCAATACCCCTGAA

	73856_34
	35
	[A/G]
	CAACTAAAACCTGCAGGAAAATGCACACCTGAAGAG

	73859_18
	19
	[T/A]
	GACAAAAGGACGGCAGAATGCTGCTTGTCCTGAAGT

	73860_19
	20
	[C/G]
	ACTCGATATCGTGCAGCCTCATGCAAAGGATAAAGT

	73862_1
	2
	[A/C]
	GAAAGTGTCCCGGCACTAATCTGCACTGATGCGGGT

	73866_25
	26
	[G/T]
	GATAAGCTTGAGGCACTGTCCTGCAGGGTGGCATCC

	73867_6
	7
	[G/T]
	TCAAACGTGCACGCAGCTGACTGCTGAAGCGAGGGA

	73868_26
	27
	[T/A]
	GAGCATCTTGATGCAGTCGGTTGCTGTAGTTATTCT

	73869_1
	2
	[C/T]
	ACACAGTACAGTGCAGTGCATTGCACCAGCACACAC

	73871_27
	28
	[T/G]
	ACAGAAGACGATGCAGGTAGATGCCACTGTCTTCAC

	73873_10
	11
	[C/G]
	TATGAGCAAACCGCACTTGACTGCTCTTGACAATAC

	73879_5
	6
	[C/T]
	GACACCAAGTGGGCAAGGCACTGCAACACACCACGT

	73881_33
	34
	[A/T]
	TCGAAGCCAGCAGCAAATTCCTGCAGTTACGATAAA

	73884_19
	20
	[C/T]
	CACACAACAAGTGCAAGGCCATGCATGCAGAGAGTC

	73885_1
	2
	[A/T]
	ATCATTTAATACGCAGAGTCATGCGGCTTGACATGG

	73887_3
	4
	[G/A]
	GTGGAAGCTGCAGCAGTGTCCTGCGCTGTGCAGACC

	73897_17
	18
	[T/A]
	ATACACGCCTCTGCAAATACGTGCGGTGCCGATGAA

	739_4
	5
	[G/A]
	AGTGGAAGTGCTGCACTTTGGTGCTTTTGTGGCCTG

	73901_33
	34
	[C/T]
	AAAGAACAGCTTGCATTAGCATGCGCGTATGTTCCA

	73902_11
	12
	[C/T]
	CATGCTGGAGGCGCACATCTCTGCACATTAGAACAC

	73903_27
	28
	[C/G]
	AATAACACAGATGCAATTCACTGCACACACTCACAA

	73904_10
	11
	[C/T]
	GGCTGGTCAACTGCAATATCTTGCCCACGACTGTCT

	73906_33
	34
	[A/G]
	GCAATATCGCTAGCAGTGCAGTGCCCGCGTGATAAC

	73907_10
	11
	[A/G]
	GGGCAGACTTGAGCAGGTCACTGCAGGAGTGTGTGT

	73909_30
	31
	[G/C]
	TGTGGTAGGGAAGCAGAGGGATGCATCATGGTACTG

	73913_28
	29
	[T/C]
	CTGTGGACCAGGGCATGGAGTTGCTCCACGCCGTAG

	73923_27
	28
	[T/A]
	ACAGGCAAAACTGCAGCTCAGTGCAATTAGACCAGC

	73925_19
	20
	[C/T]
	ATGTACACAGGGGCATTGTCATGCTGGAACAGGTTA

	73928_19
	20
	[A/G]
	AGAAGCAAAGCAGCAGCACATTGCCCAGCATAGGGA

	73929_27
	28
	[A/T]
	AGGAGCCTTGTTGCACCATGCTGCCAGATTCATAGG

	73931_1
	2
	[A/G]
	CATCCTCTTGATGCAGTAAAGTGCCACTTCCTTTCA

	73933_8
	9
	[T/C]
	TGGGCTCGTGTGGCATCCAGATGCCGTAAGGGCAGA

	73936_24
	25
	[T/A]
	ACTCTAGCACTAGCAAGGACGTGCAAGTGGGCGGGG

	73938_4
	5
	[G/A]
	TGTCGTTTTTATGCAATCACGTGCTGCCCTGTTAGC

	73946_31
	32
	[C/T]
	GTCAGAGAGGGGGCAGGGACATGCCATTCTTCGGGT

	73947_16
	17
	[G/A]
	ATCCTGCAACTGGCACGGCCGTGCTGCCGGGAACTC

	73949_15
	16
	[T/C]
	TATGCTCAATTTGCATATTGTTGCACTGTCCGTGGT

	73950_19
	20
	[T/G]
	GACCCAAATAACGCAGGTTTATGCCTTTCTGATGTA

	73957_4
	5
	[C/T]
	TCTTCCTCTCCTGCAGCCTGTTGCTCATGCTCTCCA

	73958_7
	8
	[G/C]
	TTTGTCTGTTTCGCAGGGAAGTGCCAGTCTGGACAT

	73960_15
	16
	[A/G]
	ATTGAGTCTCAAGCAGCCTATTGCAGGTGAAAGTTG

	73969_1
	2
	[G/C]
	AGCATGGTGGTGGCAGTATAGTGCTGTGGAGGTGCT

	73980_25
	26
	[G/A]
	GGACCAAACCCTGCACCAACCTGCCAGACTACTGTT

	73983_33
	34
	[A/G]
	AAAGAGAGTAGAGCAGAGAAATGCACAGCAGGAGAG

	73987_16
	17
	[G/A]
	CCGTTTCCGATCGCATGTCTCTGCAGCAGACAGTAA

	73999_11
	12
	[C/T]
	GAGAATGTACTCGCACAAAGCTGCACTGAGTTTTAA

	7400_5
	6
	[T/C]
	GAACTTGCGGTGGCACGGTGGTGCCACAGGTCGGGC

	74005_11
	12
	[A/T]
	GAATAGGGTACTGCACCACAGTGCTCCCATCTAGTG

	74010_33
	34
	[A/T]
	AGTTACACTAGTGCACCAGCATGCCCCAAGTCAAAA

	74011_31
	32
	[C/T]
	GCACAACAAAATGCAAAACCGTGCACTCTCTCGGTA

	74016_17
	18
	[G/T]
	AAATGACACCTTGCAGAGCTTTGCAATGGACATGGC

	7402_5
	6
	[T/C]
	ATCATTTGAGCTGCAGAATGATGCAGGCATACAAAC

	74021_15
	16
	[G/A]
	TCCAGAAACATGGCAGGACACTGCTGGTGCAACAGA

	74031_8
	9
	[G/A]
	AGTCAAGTGATTGCAGCTTGTTGCAGGCAGGAACTG

	74035_34
	35
	[C/T]
	GCACTACTGGTGGCATCACTGTGCCAAAAACACACA

	74037_15
	16
	[C/A]
	ACTGAGCTCAGTGCACAAGACTGCAATCAATGAACA

	74039_9
	10
	[C/T]
	ACATTTTGCCAGGCATCAGGGTGCCATCCATTGTTC

	74041_32
	33
	[G/A]
	ACAATCATCTTAGCAGCTGGGTGCTGGACCTAGAAG

	74045_29
	30
	[G/C]
	CATGTGTAACATGCATGTGCATGCGTTCTGCAAGTG

	74058_3
	4
	[T/A]
	GAATAGATGGTGGCATGGTGGTGCAACAAAGGGTCT

	74076_1
	2
	[G/A]
	CGAGGAAAACATGCACAACTCTGCACAGACAGTAAT

	74082_6
	7
	[C/T]
	ACCCTCCCTTTGGCATGGTCTTGCTCAGCACAGGGC

	74085_16
	17
	[A/C]
	TTTTATGAACGAGCAGATGCATGCAAGACTTGCATA

	74086_9
	10
	[C/T]
	GTTTGTCATCGTGCAGATTTATGCTGCCACTCAGAG

	74088_26
	27
	[C/A]
	GCACTACATACGGCACCACTCTGCCAACTCCAGTAT

	74089_18
	19
	[G/T]
	GGTCTGTAAGTGGCAAAAGGATGCTGTTTTTGCCAA

	74101_5
	6
	[C/T]
	TGGCACAATCTGGCAGCTAAATGCTGCACTGTGGTT

	74106_27
	28
	[A/G]
	TACACCACATATGCACTGAAGTGCCAGAAAAAGCTG

	74109_32
	33
	[A/G]
	AAGGACCTGAGTGCAATTACATGCACAACACCATGG

	7411_7
	8
	[C/T]
	CCCCAGCCACAAGCAGAACTGTGCCAAGGAGCTGCA

	74112_16
	17
	[A/C]
	CCTTGTCTGACAGCACACGACTGCTGCGGCGTCCAC

	74115_5
	6
	[C/T]
	TAGCTCTATGTAGCACTGCAATGCTTTCGGACTGAT

	74117_19
	20
	[G/A]
	ACACGTCTCGGTGCAGTGCGATGCCCGGTCTTTGTT

	74119_19
	20
	[C/T]
	CCATCACAGAGAGCAACAGCCTGCTGCTGTCCCAGC

	7412_30
	31
	[A/G]
	GTGCACAAATTTGCATCCGGATGCAAACTCAGGATC

	74123_1
	2
	[T/G]
	TTGTGTTTGCATGCATGTGTGTGCATGTCTGTCTCC

	74125_31
	32
	[C/T]
	GTGTATCAAAATGCAGTGCAATGCAAGCACTCGACA

	74126_25
	26
	[C/T]
	TACCAGAGGAGTGCAGGTTGTTGCTCAAGATGATCT

	74129_5
	6
	[G/A]
	CGGAGGAGTCGGGCACGCAGCTGCACATGGTAATCG

	74130_33
	34
	[A/G]
	AAGTGCACCTGTGCAAAAATGTGCAGAACACACAAC

	74131_15
	16
	[G/A]
	GCCATGATTATCGCAGACGTTTGCCTTAGGCTGGTA

	74132_26
	27
	[C/T]
	CCTTACAGGTGTGCAGGAAGGTGCTTCGGGTATCCT

	74136_4
	5
	[G/A]
	TAATGAGTCCCAGCAGCAGGATGCTAATGTACATGG

	74137_30
	31
	[A/G]
	AAATATAGTTCCGCAGGGCTGTGCCATTTTGGCAAA

	74138_2
	3
	[C/A]
	TACCGTACCACTGCAGACGAGTGCCTAAGGGCAGAC

	74143_29
	30
	[T/C]
	GCTCCTCCGGGGGCAGCAGAGTGCCATTTTTGCCCC

	74145_25
	26
	[T/C]
	ACATGCAGATGTGCACATGTTTGCATGCCCTGATGC

	74162_31
	32
	[C/T]
	AAAGCTCTGTAAGCATGAGACTGCTAGGCACCTTGA

	74166_33
	34
	[A/C]
	CATAGCTGAGCTGCAGATTGTTGCCACACCAGAACT

	74167_4
	5
	[G/A]
	TTGTGAACAGTGGCACTGTCATGCTGAAACATGCTA

	74174_26
	27
	[C/T]
	CACACTGAGCCTGCAGTGCCATGCCACATTACTGTC

	74175_16
	17
	[C/T]
	TTGCTTAACCCTGCAACTATCTGCCATCTTCCCTTA

	74176_17
	18
	[C/T]
	ACACACACATAGGCACACTGCTGCTGAAGTGCCATC

	74180_11
	12
	[T/A]
	ATGTGCAGTTCTGCAATGTGTTGCCCTGGATGTCCT

	74181_2
	3
	[G/T]
	CTGCTTCTTCATGCAGCGTGGTGCATTGAATCATAC

	74183_7
	8
	[C/G]
	TGAAGAGGACTTGCATAGTGGTGCTGAGGTAGCAGC

	74184_2
	3
	[C/T]
	ATCATATAAAAAGCAGGGCACTGCTGACACCTGGGT

	74188_31
	32
	[G/A]
	CTTCTTTATGCTGCAGGATCCTGCCAGAGGCGTCTC

	74193_16
	17
	[G/A]
	GGTGATTTGGTGGCATGGTGGTGCCACTGGTAGTGT

	74197_28
	29
	[C/T]
	GTCATGTTGTGAGCAGTCCACTGCACAGCGGGAAAT

	7420_4
	5
	[A/T]
	ATTAATAAGGTAGCACAGGTCTGCTCCATCTGCAGG

	74200_10
	11
	[C/T]
	AATTTGTAAACTGCAGTGAACTGCCAGAGACCTCTG

	74206_33
	34
	[G/A]
	TTGTGTCACATCGCAGCTGTTTGCAGGTGTAAAGCG

	74210_17
	18
	[G/A]
	TTTATGTAAAGCGCACTGAACTGCGTTTGTGTATGA

	74212_10
	11
	[G/A]
	CAGTGAAACCGTGCACATGTGTGCACACACCCAATA

	74215_7
	8
	[T/C]
	CATCCAGTGGAAGCAGATTCGTGCTGAAAGCCAAGG

	74217_17
	18
	[C/T]
	TATCCAATCCATGCACTCGATTGCTCGATGAGGTTA

	74228_1
	2
	[A/T]
	AACTGAGCTCCGGCAGGACTCTGCAGCTGAAGAGTC

	74234_32
	33
	[T/C]
	CCATCTCTTTTTGCAGATTTCTGCAGCACAGCTCTT

	7425_28
	29
	[C/T]
	GGCAACACATCTGCATTGTGCTGCATATCTGCTGTT

	74255_11
	12
	[G/A]
	CCTGGATGGATGGCAGCTTACTGCTGGTGATTTGTT

	74258_5
	6
	[G/A]
	TTAGAGACACCAGCAAAACACTGCAAGCGGAACTTC

	74261_27
	28
	[G/A]
	CGGCTTAAGTTTGCAGGTGATTGCGTCGATCTGATT

	74262_29
	30
	[C/A]
	TTTTCTCTGCGTGCAGCGCGCTGCTACTGCTGCTGC

	74273_32
	33
	[T/C]
	GAGCGATGAGGAGCAATCAAGTGCAGTTTAACTTAA

	74276_24
	25
	[G/A]
	CCATGTAACACTGCAGCAATCTGCGATCACTAATCC

	74277_9
	10
	[C/T]
	AACAGAACTCAAGCATGGTTCTGCTGAGATCTGAAA

	74283_2
	3
	[C/T]
	ATCGTTTCAGGTGCAGATCTGTGCCAGGATACCTAT

	74288_10
	11
	[G/A]
	GAGAAGGTACGAGCACACACATGCACACACACCTCT

	7429_7
	8
	[A/T]
	TGACATCAGGCTGCATCTGTTTGCATAGTTTTACAC

	74292_1
	2
	[A/G]
	AACATGGTGGAGGCAGTATCATGCTGTGGGGTTGGG

	74296_7
	8
	[G/A]
	TGGCAAAGACTGGCACCATGGTGCTGTTGGTAGTGT

	74297_16
	17
	[G/A]
	TAAAGTACGACAGCATGATACTGCCTCCACCGTGCT

	74299_6
	7
	[C/G]
	AACAGTCTTAAAGCACGATGTTGCCACCACCATGCC

	74302_2
	3
	[G/A]
	TAGAAGTCAAATGCAGGCAAATGCAGGCTTCATCAC

	74303_19
	20
	[C/T]
	AAGGCACTTGACGCATCTACGTGCATCTTAAAAAAG

	74306_5
	6
	[C/T]
	GCACACGTGCCTGCAATGAACTGCTGACCATCAGAA

	74308_28
	29
	[A/C]
	GTGCCTAATTACGCAGCCCCCTGCCGAGAGCCTGTA

	74315_26
	27
	[T/A]
	CGTGCCGATGCCGCATCAAAGTGCAGTCCATGGCAG

	74317_6
	7
	[G/A]
	CTTGGAGAAGCCGCAAGTGTCTGCGCTCTGCATAGG

	74318_2
	3
	[A/G]
	GTATAGGTTCCAGCATATCGATGCACCTTTGGACCA

	74326_6
	7
	[G/A]
	AAAGTGGCCAAAGCACAGTCATGCAGGCCAATCCAT

	74336_7
	8
	[A/G]
	CTTTGTAAAGGTGCACGGTGATGCTCTTGACCGACG

	74339_5
	6
	[T/A]
	ATGTATTGGTGAGCACCATGATGCTGACCGGGATAA

	74340_34
	35
	[G/T]
	ACTGGCACTGAAGCACACCCCTGCTACCACACAGGA

	74341_17
	18
	[C/T]
	CTGGAGTCAGGGGCAAACTGGTGCCAAGCAATCAGA

	74343_19
	20
	[G/A]
	TGATGTCTTTCCGCAGGGCGGTGCAGGTCGCGTGCG

	74345_26
	27
	[T/C]
	TTGAGAACGCAAGCAGGGTTATGCTGTGTGTGTAAT

	7435_26
	27
	[A/T]
	CGAAGCAATCTGGCAGCATTGTGCGAATAAAAGTGC

	74353_18
	19
	[G/A]
	GGACACAAACAGGCAACAGAGTGCTAACAAGGTTTG

	74355_26
	27
	[C/T]
	TTTGTAGATTGTGCATGTTTCTGCACCGATTCTCAG

	74361_1
	2
	[C/T]
	GCGGTGCATGCTGCAGCCGCCTGCGTGGTGTATCCA

	74366_26
	27
	[A/G]
	GGAGAGGACTGGGCAGCCTTTTGCCCAGTCACTAAT

	74371_1
	2
	[C/T]
	TCTCTAAGCAGAGCACGGTAATGCACAGCAGTCGGA

	74378_27
	28
	[G/A]
	GTTGTCAGGGTGGCATGCTGATGCCATGGGTAGTGT

	74384_16
	17
	[A/C]
	AGATGCACCAAAGCAGAACAATGCTCATTGTGTTAG

	74389_26
	27
	[G/A]
	GGGAAACCGTGAGCATATCAGTGCCTGTTCCTGTAG

	74392_10
	11
	[G/A]
	TCAGCAATGCGCGCACCTCTCTGCATTCATCCACGG

	74393_32
	33
	[G/A]
	CTTGCATGCATGGCATTCAGGTGCTTCCACAAGAAA

	74398_30
	31
	[G/A]
	CCATTGACGCACGCAGTTAAATGCATTAATGCGACC

	74399_4
	5
	[A/G]
	GATAATTAGATGGCAGACCCGTGCTGTGCTGCTGCT

	7440_11
	12
	[C/T]
	TTGTACATTTGCGCAACACTCTGCCAGACGCTTCAG

	74401_1
	2
	[C/T]
	CCGCTCCTGCCTGCACCGCACTGCGATCTGTGGGAG

	74405_24
	25
	[C/T]
	AGTATTAGACGAGCAGATGTTTGCCTGGCTCGGAGA

	74409_25
	26
	[G/A]
	TTGCTTATTGAAGCAACTGGGTGCTGCTGTGTGCAC

	74410_27
	28
	[A/G]
	TCACCATCTCCCGCACTACCGTGCAGTACGCACTTA

	74414_29
	30
	[A/G]
	GGACCCCACCCAGCATCATCATGCCCAGGACAGGAA

	74420_33
	34
	[G/T]
	GAGACGCACTCAGCAAATGGGTGCACTCTCTCAGAA

	74422_17
	18
	[A/G]
	TAATTGAAACCGGCAAAAGCTTGCTGAGAATAGGGC

	74424_15
	16
	[G/C]
	ACACACACACAAGCAGCGAGCTGCTGGAGGTGAAGT

	74426_16
	17
	[C/T]
	GAAAGGGATAAAGCATCAGTTTGCAGCATGTTGCCA

	74427_9
	10
	[T/C]
	CAGCAGATATTTGCAAAGTGATGCAGCTCTGTTGCT

	74430_5
	6
	[C/T]
	ATCTGCGTGAGTGCAGAGGTTTGCATGCATCTTTAG

	74434_16
	17
	[A/G]
	GCAGGAGGACCTGCACGCTAGTGCTTCATACTGTTC

	74436_10
	11
	[A/T]
	TGGTACTTTGTGGCAGCTACTTGCAGAAGCTGTGTG

	74441_31
	32
	[G/A]
	AAAATAGCTAGAGCAGCAGTGTGCCAGCAGAGAGGA

	74442_20
	21
	[C/A]
	GGACCATAATTTGCACTATGCTGCTCCGTTCCTCAC

	74444_20
	21
	[A/G]
	ACACCAACAATAGCAACAGAATGCCAGCAGAGAGTC

	74445_9
	10
	[G/A]
	ACACTACCCGCTGCACCATCATGCTGCCCAAACTAC

	74449_33
	34
	[T/A]
	AGACCACAGCCAGCACTTCTTTGCCAAACTGGCTGA

	74457_34
	35
	[T/C]
	TAATGGTCGTATGCATCTGCATGCCCATCACCCTCG

	74469_1
	2
	[A/G]
	CACACACACAGCGCAAACAGCTGCTTAATGCTTTTT

	7447_1
	2
	[A/G]
	GGGAGAAGAAGTGCATCCTGGTGCAGGTTTGAACTT

	74470_30
	31
	[G/A]
	TAATAAGAGCGTGCACACACATGCACACATGTACAT

	74472_34
	35
	[T/C]
	ACTGCGCAAGTTGCACTGTGATGCCCAGCCCCATTT

	74474_19
	20
	[C/T]
	TTTGGTTTCCCTGCAAGTTCCTGCAATCCTCTAGGT

	74478_10
	11
	[A/T]
	CAACACACATATGCACACACATGCCCAGAGCAGACA

	74479_3
	4
	[T/C]
	CTGTTCTTACCAGCATTACACTGCTGCCACAGATCA

	74487_31
	32
	[C/T]
	ATAATCACAACAGCAGCAAACTGCGTGCTTACGATC

	74492_1
	2
	[A/G]
	AACAGGGTAAGAGCACAGTTTTGCTCAAGAGTTCAA

	74493_3
	4
	[T/C]
	GACTCACCTTCAGCAGTGTGTTGCAGGGTGATGAGC

	74497_5
	6
	[C/T]
	CGCGCTCTCGCCGCATTTAGCTGCTTATGTCAGTGA

	745_32
	33
	[C/A]
	ACCTTGAGAAAGGCACCTAAGTGCTCCCTGGGCACT

	74503_10
	11
	[C/T]
	ATCAGACGTACGGCAATTTCATGCTGCAGATCAACT

	74513_25
	26
	[C/T]
	ACGGAGCAGGTGGCATTGTCCTGCTCCTTTATCAAC

	74514_5
	6
	[C/T]
	CATGTCTGACGAGCAGCAAAGTGCACAACGCGTCTT

	74518_30
	31
	[G/A]
	TTCTCAGGATTTGCAGGACTGTGCTCCGTCGCTCCA

	74519_6
	7
	[C/T]
	TCCTTCCATGGTGCAGACAGGTGCACACCTCCTTCC

	74522_6
	7
	[G/A]
	GCACTCACTCATGCAAACACATGCAGACGGGCACAG

	74524_6
	7
	[C/T]
	TCTTCTCCACACGCAGGAGAATGCAGCACAAATGAG

	74531_2
	3
	[G/A]
	TTGAGGTGTGAGGCAGCGTGGTGCAATGTAAGGCCT

	74532_25
	26
	[G/A]
	CTGTGGCAGGCTGCATTGTCCTGCTGAAAGTTACCA

	74539_2
	3
	[C/T]
	CCCGATTCCGAAGCACACACATGCCGATCCGATCAG

	74540_19
	20
	[G/A]
	AAGAAGAAGATGGCAGGTGGATGCATTTTTACCAAC

	74542_34
	35
	[C/T]
	CGAGAGCGGCCCGCACTCACCTGCTACACCTACTCC

	74548_9
	10
	[C/T]
	TTAAAGCTTCACGCAAAGCGATGCAGCATTCGCTTT

	7455_1
	2
	[A/G]
	AAACTGAATGTAGCACATTTCTGCAGCTCTGTCGCT

	74550_19
	20
	[G/A]
	CGCAATTCGTATGCACGTCGGTGCCGAAGGACGCGG

	74564_24
	25
	[T/A]
	ATGCCTTGCTCCGCATCAGTATGCTGCAGACATGCA

	7457_5
	6
	[T/C]
	CACGGTCACTAGGCAAACAGGTGCACAGCCGAGGGC

	74574_1
	2
	[C/T]
	TCTTTCATATCCGCAGTGGTCTGCGTTTGGCATTCG

	74577_18
	19
	[C/T]
	GCGTAAGTGTGAGCAAACCCATGCAGTCATTATGCA

	74583_34
	35
	[C/T]
	TAGTGCACTACGGCACAGAACTGCAGTGCGGTAACG

	74585_32
	33
	[G/A]
	TACCGAGATTCAGCAGACGACTGCGGCAGGTTGGGA

	74591_2
	3
	[A/G]
	ATAGTGTCAAATGCAGCCCTGTGCATGATGGGAGCA

	74593_6
	7
	[A/G]
	ACACACACGCTAGCATTAGCATGCTGCCTGCATAGG

	74595_28
	29
	[T/C]
	ACCGAACCCCAGGCAGAGTGCTGCGGACTGTATAGA

	74596_18
	19
	[C/T]
	GAAAACATTTCAGCAGCACTTTGCAGCAGCGATTGA

	746_27
	28
	[C/A]
	ACAGTGTCAAGCGCAGCGTTTTGCACACTGCTTCCA

	7460_28
	29
	[T/A]
	CCGCTGCTTCTCGCAGTGACATGCTTGTTCTTCACT

	74601_27
	28
	[A/C]
	CTTTCCAGTATTGCAGCACAGTGCCTCACAGCATAA

	74602_27
	28
	[G/A]
	TCCACACAGTCTGCACAAAAATGCCATGAAAAACAA

	74604_16
	17
	[A/G]
	TATACACAGAGGGCACATTGATGCTCATAGCTGCCA

	7461_28
	29
	[A/G]
	TGACTTCTGGTGGCAGTTAGTTGCACAAAAACAAAT

	74611_17
	18
	[A/G]
	AGCGTGTGATCGGCACTATGATGCTAAATGCTAATC

	74617_11
	12
	[C/T]
	GAGGTGCAGAACGCAAAATAGTGCAAGATGGTGTTG

	74618_25
	26
	[G/A]
	GATTGTGTAAATGCAGCTGTTTGCTGCGGGGCTGGG

	74625_28
	29
	[A/T]
	AAGAGAAGGAGCGCACAGACATGCCAGAATGCTTAC

	74633_5
	6
	[C/G]
	GCCTGCCCCTGCGCAGCCGCCTGCACTATCTGCACC

	74634_6
	7
	[G/A]
	TCATGCGTGAATGCATAGCTGTGCATGTGTTTGGGA

	74635_4
	5
	[T/A]
	TTCCTGCCTTTTGCATGAAGATGCCAGGTTGGATTG

	74636_29
	30
	[G/A]
	GCTGCTTTAGTTGCAAGTTGCTGCCTGTTGATGTTT

	74641_1
	2
	[C/T]
	TCACTACCTGCAGCACCACTGTGCCTCCCATATTCT

	74645_9
	10
	[G/T]
	CGTCCTGCTGCCGCAGCTGCTTGCCCCTTACGCCCG

	74663_34
	35
	[G/T]
	GGCTCCACATGGGCAGAAATATGCGAGTTCTGTCGA

	74669_4
	5
	[A/C]
	GAAAAGCTGACGGCAGCTGATTGCAGGTGTTTCTGT

	74672_10
	11
	[C/T]
	TCCGTTTAACCTGCACCAGACTGCTGGATTATTTAT

	74673_18
	19
	[A/G]
	GGTTCGAACTCTGCAGCAACTTGCCTCTAGAGAGCT

	74681_11
	12
	[G/A]
	AAGTTTCGCGCGGCAACGCAGTGCGAGTTCTCCAAG

	74684_27
	28
	[C/T]
	ACACTACCTGCAGCACCACCGTGCCACTCTGGTGTG

	74685_32
	33
	[T/G]
	ACACTTAAGCATGCAATGAGCTGCACGGATGGTTTA

	74688_6
	7
	[G/A]
	CACTTTGAGCGAGCAAACAGATGCACAGGCTATGCT

	74689_24
	25
	[T/G]
	GAGAAACATCATGCAAGATCGTGCTACCAGCATGCT

	74691_26
	27
	[C/T]
	CACACACAGCTAGCATGCTAGTGCTGCGTTGTTAAC

	74700_1
	2
	[C/T]
	TCTAAGTTACACGCATCCTTCTGCTTGCCAATGTAG

	74702_33
	34
	[G/A]
	ATATGGCGCAAAGCAGATATGTGCCCAGAGGTGGAA

	74706_16
	17
	[C/G]
	TATGCTGGGGTGGCACGGAGGTGCCACGTGTAGTAC

	74708_11
	12
	[T/C]
	GCACACCAACTTGCATGACTCTGCCGGGCCTTGTAC

	7471_28
	29
	[T/G]
	TTTACAGTCAGTGCAGTCAACTGCGGAGTGGTGTGT

	74710_3
	4
	[A/T]
	CTGACCACGAGAGCAACTTGCTGCTCCGAGACAGCT

	74718_17
	18
	[C/T]
	ACGGAGCAGTTGGCACTCAGATGCCAAGGGACAAGT

	74719_3
	4
	[C/A]
	CCACAACATCTTGCAGCGGCATGCTGCAATATATAA

	74720_3
	4
	[T/G]
	TTGTACAGATATGCATTATTGTGCAACATGCAAAAA

	74721_9
	10
	[G/A]
	TTTAATTTTGAAGCATGCATGTGCGTGATGGCGTTA

	74725_11
	12
	[A/G]
	GGGAGCACTGCAGCACTTCTCTGCCATCAGAAAGAG

	74727_7
	8
	[G/T]
	GGCAGTCGGCCTGCAGCCTTTTGCCCGTTGACTGCA

	74729_34
	35
	[A/T]
	GGTATGGGAGCGGCACTGCTTTGCAAAGGGTCAGAC

	74734_34
	35
	[C/T]
	TAACACGATACCGCACGTTACTGCGATTTCATCACG

	74737_25
	26
	[T/A]
	TAAAAAGGATCAGCAGTGCGATGCATATAGGTGGGT

	74741_1
	2
	[A/G]
	GAGGTTGTGACTGCAGTAACATGCTGTTAAACAGTT

	74744_2
	3
	[T/C]
	CTTTGTTTCCCAGCAGTAGAGTGCAGGCAACATGAC

	7475_26
	27
	[T/C]
	TTAATTTTGCACGCACTGCATTGCACTCAGCATAAA

	74752_18
	19
	[A/G]
	CTCAGTCTGAGGGCAGTGAGATGCACAAGGGTGCAG

	74754_11
	12
	[T/C]
	GACTCCAGGCATGCAAATGAATGCAGCTCAATACCT

	74758_2
	3
	[C/T]
	AGCGTGTAAGCAGCATCTTTATGCTGTGCCACATAA

	74759_11
	12
	[C/T]
	AGGTTACTCACCGCATCACCCTGCCAGAAGGTCAGA

	74760_18
	19
	[G/A]
	TGCTGTGGTTTTGCAGCCGTATGCGACCCACGCCCA

	74768_11
	12
	[A/T]
	ATGGCAGACGGAGCACAGAGCTGCTGCTGCATTATA

	7477_24
	25
	[C/G]
	ACACTACCTATGGCAGCACCATGCCAGTTACTTTAT

	74771_5
	6
	[T/G]
	GGGTGTTTGGTTGCATGCTCTTGCAGGCCATGTTCT

	74775_34
	35
	[C/A]
	ACACGTCCTCTGGCACTTGCCTGCTTGGCATCCACG

	74787_29
	30
	[C/G]
	AAGCAATCTGGTGCAATCACATGCGAATCCGATGAA

	74793_24
	25
	[G/C]
	CAACACCGGCTAGCAGCATGCTGCGATGAGCCCCAC

	74795_5
	6
	[G/A]
	TTTTTGAATGCTGCAGGCTCCTGCATTACAGTTTTC

	74796_4
	5
	[T/A]
	ACACTGCCTGTGGCACCAACGTGCTCTTATAATAAT

	74799_19
	20
	[G/T]
	TATATAAAATTGGCAGCATGGTGCCCCAGTGGGTGG

	74800_11
	12
	[G/A]
	AGAGTTGCTTCGGCACGGTAGTGCTTATTTAGGCGG

	74806_32
	33
	[A/G]
	CACAACGCTGGAGCAGGACTTTGCACAATAACAAAG

	74809_4
	5
	[G/A]
	TGATGAAGTGAAGCAGGACACTGCAAAGGTGGATAC

	74810_4
	5
	[G/A]
	GAAGAAGTGAAGGCAGGAGGGTGCGTATGAGTCTGT

	74812_24
	25
	[T/C]
	TGTCCATGCCAGGCATGAGCTTGCTACGAATACCTT

	74820_34
	35
	[C/T]
	TAAGAACACGAGGCAGGAGGCTGCGAAGGTTCTGCT

	74823_19
	20
	[T/C]
	AAGGAAGACAGAGCATATCTCTGCACTGCATAGACC

	74826_34
	35
	[A/G]
	CAATGGCACCATGCAGCAAAATGCACAATTACAGAG

	74831_24
	25
	[A/T]
	AAACAAGGCCAAGCAACTCTATGCAACTATGCACGA

	74832_6
	7
	[C/T]
	CAGCCTCACTGTGCACACTGATGCTGAAGACTGCTG

	74838_27
	28
	[C/A]
	TGCATTCAATTTGCACTGAAATGCCAACACCTGGGG

	74839_17
	18
	[G/A]
	TAGCTGTTTAAGGCATCGCTCTGCCCAAATGTTTGC

	7484_8
	9
	[G/A]
	GCCAAGCAGCAAGCAATTTGATGCCAACAGATTCAC

	74841_3
	4
	[C/T]
	TCTCCTTCCCCAGCATTTCTTTGCATGGGTCTAGAT

	74843_11
	12
	[T/C]
	GCAGGACTCGATGCACTGTGCTGCTGCCACGTGATT

	74844_28
	29
	[G/A]
	CCCAGTTTATCAGCATCCTCCTGCAGTGGCAGTTCA

	74847_27
	28
	[G/A]
	TGTGTAACACATGCACCACTGTGCCACGGTTCTCTA

	74851_11
	12
	[T/C]
	CGTGGATTTCCTGCAGCTCCATGCTGTGTTGACCCT

	74857_20
	21
	[G/A]
	GTATCAGACTCTGCACTACTGTGCTCTGCAGCCCAC

	74867_8
	9
	[T/C]
	GAAGATGCTGGTGCATCGTTTTGCCGGGTTTATGCT

	74870_29
	30
	[T/C]
	CATGACAGGGTGGCACAGTGGTGCGAGCCTAGCTCT

	74872_1
	2
	[A/G]
	AAGGTTAAATCAGCAGGGTGATGCAGCACTTGTCAA

	74876_33
	34
	[A/T]
	GCAGCCTCGGGTGCACGCTCATGCTCTCTCTGTACC

	74877_15
	16
	[G/A]
	CAGTCCAGCCTGGCAGGCAGGTGCAGGCTCCACCTA

	74878_24
	25
	[G/A]
	CTAGGGCACTGTGCACAGTGCTGCGTGTGACGTAAT

	74879_24
	25
	[C/T]
	CGATGTCCCACAGCAGAACTCTGCCGTCGGTCGAGC

	74885_16
	17
	[C/A]
	GACGTCCCGCCCGCACCAAGCTGCCCTGTCTGATCT

	74889_15
	16
	[C/T]
	TGTATTACATTGGCACGGCTGTGCCGCAGGAAGTGC

	74895_5
	6
	[C/T]
	TACCTCCCATTAGCAGCACTTTGCTCCTTCGCTCGT

	74900_26
	27
	[A/G]
	CCTTCATTGAATGCATGTCGATGCCAATGTTGACAT

	74903_27
	28
	[C/A]
	CATTCCTCTTCTGCATGGAGCTGCTCGCTCGCTCGG

	74905_32
	33
	[G/A]
	GTTCCAGGTGCCGCACCCAGTTGCAGGTACGAGCGT

	74906_15
	16
	[G/C]
	CAAACCCATGCTGCAGCAAAATGCAAACGTCTGGAA

	74907_4
	5
	[C/T]
	AACTCCAGTCCTGCAACAGATTGCACTGCAAACTAG

	74912_34
	35
	[A/G]
	TGAGCGGAGACGGCATGTTCATGCTCATGTTCATAT

	74913_34
	35
	[A/G]
	ACGAAATCGATGGCAGGGTGATGCTGCTGACGTCAG

	74914_5
	6
	[G/C]
	TAAGCGGACTATGCACTTTGCTGCAGAACCCTGCAT

	74918_15
	16
	[C/T]
	TCACGACTGCAGGCACGACCATGCACAAATACGTTA

	74926_15
	16
	[T/G]
	TTTAAAAAAGACGCATCGACCTGCCAACATAGACGC

	74928_33
	34
	[T/C]
	GAGCACCATTCTGCAGATCTCTGCTTTGGCATTCAG

	74929_8
	9
	[G/C]
	GCAAAAGGGCTCGCAGATTGGTGCATAAAAGATTTG

	74931_31
	32
	[T/A]
	GTGTGTGTGGTCGCAGACCAGTGCTGGAAACTGCAA

	74947_1
	2
	[A/C]
	GATATCAGCTGAGCATATCTCTGCAGGGACGGTACA

	74957_17
	18
	[A/G]
	TCAGTCTGACCAGCAATACCATGCATTCATGGCTGT

	74961_5
	6
	[A/G]
	TTCACAACCCAAGCAACCCTGTGCCTCTTTATTATA

	74962_25
	26
	[A/G]
	AACAAAAAACTGGCATTAGGTTGCAAGGTGGTCACA

	74966_24
	25
	[T/G]
	TAAAAACCGACAGCAACTTCGTGCGCTCTGACCTCG

	74990_7
	8
	[T/C]
	TCTTCTCTTAATGCAGGACTCTGCCTCACTGAGGGT

	74991_27
	28
	[A/G]
	GATTTCTCAGTGGCATGGTGGTGCTGCAGGTGGTGT

	74993_34
	35
	[C/T]
	GCTGTCAAGCAGGCACAGTTTTGCTCTAGTCATACG

	74997_9
	10
	[G/A]
	ACTGTACTCGGAGCACATCTCTGCCCTGTAGCTATG

	75007_3
	4
	[A/T]
	ACTAGGCGAGACGCAAGGACATGCCTACTGAAAAAA

	7501_29
	30
	[A/G]
	GTTCCACATAGCGCAGTCTAATGCAGTGTATGGGTG

	75010_24
	25
	[G/A]
	AATCACCTGAAAGCAAAAGCCTGCGTGTTCAGCTTA

	75017_3
	4
	[G/T]
	ATCGTTTCACGTGCAGCAGCTTGCAAGCTAGAATCA

	75020_32
	33
	[G/A]
	GCTCTTAATAGGGCACTGAAATGCAGTCGTACGCGT

	75021_20
	21
	[A/G]
	GACTTTCCCCGGGCACTCGCATGCTGGTTACTCCAA

	75023_9
	10
	[G/A]
	GGCACCTTCGCAGCACTTAGATGCTTCTGAGGCGTT

	75029_24
	25
	[G/A]
	ATACACACCCACGCATCTTGCTGCGTTCATGTTTTA

	75030_9
	10
	[A/G]
	CAAAATGCAACTGCATTCACCTGCATGACAGTACAG

	75033_19
	20
	[C/T]
	TGAACACTTCCCGCAGCACCCTGCCGCTGCGCGCCG

	75034_31
	32
	[A/T]
	CATGGCTGTTTGGCAGTGGGCTGCATTACACATTTT

	75039_2
	3
	[G/A]
	CTGAATAGGGTGGCATGTGGTTGCTGACTGTGGTTG

	75048_28
	29
	[G/A]
	ATGCTCGGCTGAGCACCAGAATGCAGAGGAACACCA

	75049_5
	6
	[G/A]
	ACAGTGAGCATCGCACTGGCTTGCATGAAGATTTAG

	75062_31
	32
	[G/A]
	AGATCGGATGGTGCAGAGGCTTGCGGTTAAGAAACC

	75065_34
	35
	[A/C]
	ACCCTTACCTATGCAGTGATATGCTGCCATGGACAT

	75067_34
	35
	[G/A]
	TCAGTCTTATCTGCAGAGCTCTGCATTCAATCTGGG

	75068_1
	2
	[G/A]
	TGGTATTTGACCGCAAACTGCTGCTAATTAACACAT

	75070_24
	25
	[G/A]
	AGTTGTCCTCACGCACGTGCCTGCGCCTGTTCTCTG

	75073_2
	3
	[T/C]
	CCTATCTGAGCGGCACAGTGATGCTGCAGGTAGCAT

	75074_1
	2
	[G/A]
	CGACTGCGACTTGCAACAGGCTGCATGTGTCATATT

	752_29
	30
	[C/T]
	GCGAGGTAAAAGGCAGCACAATGCACGCTCATGCAT

	7520_30
	31
	[C/T]
	GTGTAGCTTCCCGCAGCACACTGCTTACACCGGGTG

	7522_31
	32
	[G/C]
	AAGACATGTAAGGCAGTGGTATGCAAACACAGGACA

	7523_7
	8
	[G/A]
	GGAAGGGGAAAGGCAATTAAGTGCACCACTTCAGAT

	754_20
	21
	[T/C]
	GCATCCGCTTTAGCACCATGTTGCAGCAGTATATTT

	7541_1
	2
	[C/A]
	TCAGATTTGCAGGCAGCTGTATGCTGGTGTTTAGGG

	7549_11
	12
	[G/A]
	AGACACACCTCGGCAGATGTTTGCAATTAAAATCTC

	7554_10
	11
	[C/T]
	GATTAGTGCTCAGCATGGATGTGCAGACACGAAGTC

	7558_27
	28
	[A/G]
	CACTAACCCGAGGCAGAAACCTGCTATAATGCTTTA

	7563_15
	16
	[C/T]
	GCTATGTCTGTGGCACTACCATGCCGCCCGGTATCC

	7578_18
	19
	[T/C]
	AGGGCACCTAGTGCAAACTTTTGCAAACAATTACCC

	7583_9
	10
	[G/C]
	GCTGACCTTGCTGCATGGAACTGCAATGAGTGCAGT

	7588_4
	5
	[T/A]
	TCCATGACTCAAGCATGAGTTTGCACTTTTAGCAAC

	7590_7
	8
	[T/C]
	CTGATCTTTGTTGCAAACTGTTGCATCGGGAAGATC

	7592_2
	3
	[G/A]
	AAGAACAAATATGCATCCGTCTGCCCGTTATCTTTT

	7598_19
	20
	[C/T]
	TTGACTTTACCCGCAGTGTCCTGCTTGCTCCACAGG

	7599_29
	30
	[C/T]
	GATGACAGCTTTGCACATTCTTGCCATTTCGTTTTG

	7601_25
	26
	[C/T]
	GACAAACAGCCTGCAGCATGTTGCTCAACTGGTGGC

	7608_30
	31
	[A/G]
	GCAAACTAATTTGCACAACGTTGCCACGTCAATAAC

	7611_32
	33
	[C/T]
	ACTTCTGTTGCTGCAGCTGGGTGCTAAATTGACACA

	7615_9
	10
	[G/A]
	GACACTGCTGCTGCATAATTATGCGCCGGATATTTG

	7619_17
	18
	[G/A]
	TGGTCGCTACATGCAGGGGTCTGCGGATAGTGACGT

	7620_10
	11
	[A/G]
	AAGTGCTTTCATGCAAACATGTGCATCAACGTAAGA

	7623_7
	8
	[A/G]
	GCTCATCAGCTCGCACTACTCTGCCTGGCAATTCTG

	7625_2
	3
	[T/C]
	TGTCAGTATCATGCAGTGACCTGCTACTCCAGAAGA

	76301_19
	20
	[G/A]
	GAGGTTCGGCCCGCAGGACGCTGCTGCTGCTGGGGA

	7631_24
	25
	[G/A]
	GCATGCCTTAATGCATTAAGTTGCGGCCAGATGATT

	7636_33
	34
	[C/T]
	AGGGTCTGGGCAGCAGGAGGCTGCTGAGGTGGACGG

	7639_25
	26
	[C/T]
	AAACAGTTGCAGGCAGACACGTGCTCCATGTGACAT

	7643_33
	34
	[C/T]
	GAGAGAGATGCAGCACTGCTCTGCAATTCACCTCTA

	76435_32
	33
	[A/T]
	CTTTTCACAACCGCATTTCCCTGCAACCTGACAGAG

	7645_27
	28
	[G/A]
	TCGCCTGAGGTGGCACGGCAATGCCCAGCGCCAACA

	76489_25
	26
	[A/T]
	GCAGGATGGATGGCACTGTGGTGCTAAGAAACACGT

	76492_29
	30
	[C/T]
	TTGGCCTGTGTAGCACTGACCTGCAGCTTCAGATGG

	765_2
	3
	[G/T]
	GTGAGAAAAGGCGCATTGAATTGCGATTTGTTTTTG

	7656_32
	33
	[A/G]
	TGTTGTATTTGTGCAGTTCTCTGCTCCCATGGAGGA

	7658_4
	5
	[C/T]
	ATGCCGTAAACAGCACAGTGTTGCTGTTTCAGTTAT

	76584_25
	26
	[C/T]
	CACACACACACTGCATGTGTGTGCTCTCGTCTGCAC

	76666_9
	10
	[G/A]
	CACTCCTGTGAAGCAGAAGGGTGCCATTCTAGTCAG

	76687_2
	3
	[T/G]
	CCTTTAAATCTGGCACTCTGTTGCACCCGGAGTGTT

	76697_19
	20
	[C/T]
	TGTGTCTGTTACGCAGGAGCGTGCGGTGGCCACAAT

	767_31
	32
	[C/T]
	ATCTTTCTTCATGCACATGGATGCTGCGCGTCGTGC

	7671_4
	5
	[T/C]
	ATCCTAAGTCTGGCAAGGAAATGCAGTTCCAGTTGT

	7675_29
	30
	[G/A]
	TTACCTGGATGTGCACACCTGTGCCAGACGCAGTGT

	7678_24
	25
	[T/A]
	GGATGGTGTTGTGCAGCATGTTGCTTTACTGGTTTT

	768_2
	3
	[G/A]
	CGAAACGCATCTGCATATGAATGCGTTTAGGTTTCA

	76869_2
	3
	[C/T]
	GACAAGGCCCTTGCAATCAGCTGCTACCCATTCCAC

	76891_29
	30
	[G/A]
	TGAAGGGAGCAGGCAGCTCAATGCGGAATAGGTTGT

	7693_20
	21
	[G/A]
	CCATACGGCCCGGCATCAGCGTGCAATCCCATCCAG

	7703_18
	19
	[G/A]
	TGTTTTCAGGATGCAGCAGCGTGCCTGGTGGCAGGG

	77035_24
	25
	[G/A]
	AGAAGGAGTAGGGCAGGGTGCTGCGTCTCCAGGATC

	7708_4
	5
	[G/T]
	AAAGGCCCCGGAGCAATCTTTTGCAGTACTGGCAGA

	771_18
	19
	[A/G]
	TGAAGATGAACAGCATGGAGCTGCTCTGATCTCTGT

	77178_24
	25
	[G/A]
	CTATTAGTGTTTGCAAACTTCTGCGGTGGGGTATTG

	77190_30
	31
	[C/A]
	GCATTACCTGCGGCACCACCGTGCCACCCGACAGAT

	77239_8
	9
	[C/T]
	TCAGGATTCGAGGCATTGAACTGCCACTTGTTTTAT

	7729_3
	4
	[C/A]
	ACACCAAAATTTGCAGGGTGTTGCTAACCAAGACCC

	7731_3
	4
	[T/C]
	GCTTGGTGCGATGCACAATGGTGCACTTCACACGCT

	7737_3
	4
	[G/A]
	GGCGGAACAAAAGCACTACGATGCTACAGAAGAAGA

	77371_27
	28
	[G/C]
	AGGTTTGCGTGTGCAGCACTGTGCTCCGTGTGTAAC

	7738_15
	16
	[A/C]
	GGTTGGGGTCTGGCAATGCCTTGCAATGTGGCTAAC

	7744_17
	18
	[G/T]
	TTGCATTGTGTTGCATTGTGCTGCATTGTGCGGCGG

	7745_10
	11
	[G/A]
	ATGTGGTCATGAGCAGACACCTGCAAGACCACACCC

	775_4
	5
	[G/A]
	CAGTGAATCTTGGCACTGATCTGCAAAGCCAGCATG

	77571_24
	25
	[C/T]
	TTACAGACTCCAGCATTGCCTTGCCCATGACCTACT

	7758_4
	5
	[C/T]
	AGATCGGCATTAGCAACCCGCTGCACCGCCTCAAAC

	7760_10
	11
	[T/A]
	AGCACGTAGCTGGCAGATGGATGCTACGATGCAGTG

	777_1
	2
	[C/T]
	TCGCAGTCATAAGCAGTGCTATGCAGTTGTGTGGCA

	7771_33
	34
	[G/A]
	AAAGGTGAGACTGCATGTGACTGCAATCATCCCGTG

	77721_30
	31
	[C/T]
	CGGTTCTGATTGGCAGGTTGCTGCTCTGCTCTTTCA

	77762_10
	11
	[C/T]
	GCATAAAGGACCGCATCAGGCTGCAGAGATCCTCCG

	7779_4
	5
	[T/A]
	TCCCTGTCATTAGCATAAAGGTGCGTCCAGTGGGGG

	7783_26
	27
	[A/G]
	TGCAGCAAATGTGCAGATGTGTGCGCATGTGTGTGT

	7784_5
	6
	[G/A]
	AAAGGGGCATGGGCAAGAAGGTGCTCTATGGTATAA

	77846_29
	30
	[C/G]
	CACACACAGTGGGCATTGTGATGCTTTTTCATCACT

	7797_27
	28
	[C/T]
	ATATTTGTGCTTGCAAAGAACTGCGTGCACAAGTTT

	78_17
	18
	[C/T]
	GCACGAGCGCGGGCACGCCGATGCCGGCTGCAGATG

	780_3
	4
	[T/C]
	AAATGCCCCACAGCATCACCGTGCCACCACCATGCT

	7801_4
	5
	[A/G]
	TGGCATTGATGAGCACTGCTTTGCCTGCCATGACAC

	7805_17
	18
	[G/A]
	CCAAAGTCACTGGCACAAAAGTGCTCCATTACTGCG

	7817_3
	4
	[T/C]
	CACTCTGTCGGTGCATTCTGCTGCCTGCATGACCAG

	78214_16
	17
	[A/G]
	AACAGAGGTGCTGCACAGTCATGCCGACTTATGAGT

	7827_15
	16
	[T/C]
	GTGCTTGCACTTGCATACCATTGCATTTGCGCTGTT

	78272_9
	10
	[G/A]
	ACAGGCCTTGATGCAATTACATGCTGCCCTGTAGCT

	783_27
	28
	[G/A]
	GACTGCACTGAGGCAATCTCCTGCGCTGATAGCACA

	78313_33
	34
	[T/G]
	CAGTCATTCAAAGCATTTCACTGCAGGTTGCACTGT

	7839_24
	25
	[G/A]
	TAGGATTAGCCTGCATATTGGTGCGGCTGTCTTTCT

	785_3
	4
	[C/G]
	ACAGGTAGCAATGCATACACATGCCCTGTGTTATTC

	7852_28
	29
	[G/T]
	CTCAATACCACTGCACCAAGCTGCAGCAGATACTTC

	78542_2
	3
	[T/C]
	CATGTGAATGCTGCATCGCGCTGCCTGCCCTGCTCA

	78563_9
	10
	[G/A]
	GCACACAACGGCGCAGTGCCGTGCTGACTCAAATCG

	78580_3
	4
	[G/C]
	ACAGTACGGAAAGCACTCGCATGCTGACCTCCAGCC

	78619_29
	30
	[C/T]
	AATTGTTCTTGGGCACCATTCTGCATCCTTTCACCA

	7872_10
	11
	[G/A]
	TTTGGTTAGTGAGCAGCTCTCTGCAGTTATGATGAC

	7873_18
	19
	[C/T]
	GATTTTGAAAACGCAGCGCTCTGCTCCGGGCTCTGA

	78748_24
	25
	[T/G]
	ATAAAAATCGAGGCAGCCAAATGCTTTTGGCTATAA

	78850_26
	27
	[G/T]
	CAGCCGAGTGAAGCATCAGTGTGCTTGAAGTAAATT

	7889_7
	8
	[G/T]
	TTTTGGAGCTGTGCAGCAGAATGCATTTGTAGCTGT

	78896_24
	25
	[G/A]
	ATTATATAATGTGCAGTGACCTGCGATTCCACACAA

	78959_34
	35
	[G/A]
	GGCTCACACCTTGCACGATGTTGCGTCCGATGGCGA

	7898_19
	20
	[A/T]
	TTCACTCTGTATGCACAATACTGCCAAGTTTGCACT

	79021_29
	30
	[C/T]
	TGTTGATGCAGAGCAAACCCATGCTCAGACGATGTC

	7903_34
	35
	[G/A]
	CAGGAAAGACATGCATCAAGATGCTTCTCTGTCCGG

	791_3
	4
	[T/G]
	CATTGTGGTGGTGCACCATTCTGCATCATTACTTAC

	79113_1
	2
	[G/A]
	TGAATGGTTTGTGCAAACTTTTGCCTGACACTGTAC

	7912_16
	17
	[C/T]
	ATATGCTGATAGGCAACGACGTGCAGGTACGAGGCA

	7915_30
	31
	[G/A]
	ACGATATACATTGCAAGGTTTTGCCCCAGCGTAGTG

	793_9
	10
	[G/A]
	AGTACATTGGATGCAGTGCTGTGCCTGGAATCAGAT

	79320_28
	29
	[T/A]
	CATCCCTAGGTGGCACTAGCCTGCTGTTTAAAGTTT

	7933_7
	8
	[G/C]
	TGGTTGTGTTTAGCATCTCTCTGCTACGTTTCAGCT

	79367_16
	17
	[G/A]
	AAATGATGAGTAGCACGACTGTGCCTGTAGAGGTGA

	79368_9
	10
	[G/A]
	GCAATACCTGTGGCACCACCATGCCGCCCTTGTGCA

	7943_20
	21
	[A/G]
	AGCATGGTGATGGCAGCATCATGCTGTGGGGTTCAT

	79500_33
	34
	[C/T]
	TTCTGAGTCACTGCAGGTTGTTGCACTACATCACAA

	7951_29
	30
	[G/A]
	GGTAAAGCCGCTGCAGAAGCTTGCTTCTGGGCTAAA

	79556_6
	7
	[G/A]
	ACAGAGAAAATCGCATACACATGCGGACACACACAC

	7958_18
	19
	[T/A]
	TAACCAGATCAGGCACTGTTGTGCACAGAGGCCCTG

	7962_30
	31
	[G/A]
	TACTTTGCATCTGCACAGTCATGCTCCTGTGCGTAC

	7969_34
	35
	[G/C]
	TCGAGACAGATTGCAGTGTACTGCAATAACTCGAGG

	797_31
	32
	[T/C]
	GCATTAGAAAGCGCACACAAATGCGTAACGATGTAT

	79760_34
	35
	[C/T]
	TTGGCCTTTTGAGCAAAGTCATGCATGGACACTTCC

	79776_9
	10
	[A/T]
	TGAAAGTGCATGGCAGGTACCTGCTGATCAACCCCT

	79802_2
	3
	[T/C]
	GCTATGTAGATGGCACAGTGGTGCCATGTGTTTCCA

	79817_4
	5
	[A/C]
	TTTGACCACTAAGCAAACTTTTGCGGGTGTTTTGTG

	79837_27
	28
	[G/A]
	CCAGTGACATGAGCACACAGGTGCCTGGATCAGTAA

	79859_2
	3
	[A/G]
	ATACACAAACTTGCAGATTTATGCCATTTGGCAGAC

	79864_15
	16
	[C/T]
	AGCATTTCCTGGGCACGAAAGTGCAGAGTGAAAAAA

	799_19
	20
	[T/A]
	TTAAGCACCACTGCATATGTGTGCTGTATGATGCGT

	7996_15
	16
	[T/G]
	CTTTCTCCTGCTGCATGACAATGCCCAGGCTCATGT

	7997_31
	32
	[C/A]
	TATCCTGGTGGTGCAGCAGGTTGCTCTAAAACCCCA

	80_9
	10
	[A/G]
	AGGGAACCAACAGCATATGCCTGCAAAGAGTCCACT

	8000_20
	21
	[G/A]
	CCGCCTACCTCGGCAACCTCGTGCTGAATGGAAGTT

	8015_33
	34
	[A/T]
	CTGACTGCTAAAGCAAAGTCATGCTGTGCAAAATGC

	80179_3
	4
	[G/A]
	GCTGAACATGTTGCATGTTCTTGCAGCATCCTCCTG

	8023_31
	32
	[T/A]
	TGGACACTTTCAGCACGCTGCTGCTGTACTTTGGCT

	80254_7
	8
	[C/G]
	ATTTGCACAAATGCAAATCAGTGCGCCATGTCTCCG

	8026_29
	30
	[T/A]
	GAGTTGTTAGACGCATTCGATTGCACGCATGTCTGC

	80262_5
	6
	[G/T]
	ATTGTGTCGTGCGCAGTAACCTGCTGGGGAGCAAGG

	8032_20
	21
	[C/G]
	TTCACACAACGAGCATTTCTCTGCTTGTGTGTGTAT

	80355_15
	16
	[T/A]
	CCAAGCACGCTAGCAACAACCTGCTCTGTTTTTTTT

	8036_4
	5
	[A/G]
	ACAAAAACGACAGCAGCTGCATGCTGTCAGGATAAT

	8039_32
	33
	[C/T]
	TCTGTGTCCTTGGCAGGGTCATGCTTTAGTCTCGAT

	8041_25
	26
	[C/T]
	CCCCACCCCGCTGCAGTGGCGTGCTCACACACACAC

	80532_5
	6
	[C/G]
	ATTCCCTCCTCAGCATCCTGCTGCCTACAGCATTCT

	8056_26
	27
	[C/T]
	CCCCAAAAATTTGCAGCGCACTGCCTCAGCCAGAAA

	8058_10
	11
	[C/T]
	TTCATCCTAACGGCAGGGGCGTGCAGAAGTGATGAG

	8069_24
	25
	[C/T]
	AAAAGCTGAACTGCAGAACAGTGCCTTAAAGACATT

	807_24
	25
	[A/T]
	ATGCGGCTTGTCGCAGAGTTCTGCACGGCCTCCTCT

	8070_3
	4
	[C/T]
	AATCCTCTCAGAGCACCGAGTTGCTCCTCCACACCG

	8084_32
	33
	[C/A]
	GGAAACGAAGGAGCAGCCATCTGCTCTCAGCCCAGA

	8086_29
	30
	[A/T]
	ATGTGTTACCCTGCAATGGTTTGCCGCCTACATTCC

	80974_5
	6
	[G/A]
	GCGGCGGCAGCAGCAGCGGGCTGCAGGAGGCGATGG

	8098_20
	21
	[G/A]
	CGGTGGGCCAGTGCACCGCCGTGCATTGTAAATTAC

	81078_11
	12
	[G/T]
	CTCACCTAGTGGGCACACGCTTGCCTGGACCTGTGG

	8110_28
	29
	[C/T]
	CTGTCTTATCAGGCATTTCCTTGCCATTCGACTGTG

	81101_6
	7
	[G/A]
	GAAGTGGGACGTGCAAAAAAGTGCTGAGTCAGCAAG

	8114_16
	17
	[G/C]
	TTGGGACGCCATGCAAGAAAATGCATACAAAAGACT

	81159_7
	8
	[G/A]
	TAAACAGGAGTGGCACGGTGGTGCAGTGGGTAACGT

	81189_29
	30
	[G/A]
	ACAGGTCAGCATGCACAATGATGCTTATCGATGCTT

	8119_4
	5
	[A/C]
	CCAAATGTCAGTGCATGCAGCTGCGGAGAATCAGCA

	812_6
	7
	[G/A]
	TAATGTGAACATGCAGACTCCTGCTTGTTAGCTGTT

	8123_2
	3
	[A/G]
	ATAGGCATAGAGGCATGGCACTGCCCTCTTCTTGCT

	8127_18
	19
	[C/A]
	GTGACAGGGCAGGCAAGTCTGTGCCATTAGAAGAAA

	8129_24
	25
	[A/T]
	AATCCAAATGATGCATTCAGATGCAGAGGGTGTGTG

	81304_25
	26
	[T/C]
	TCAGGGCCAAGAGCATCTGTTTGCGTTCTCTCTCTC

	81313_10
	11
	[T/C]
	ATAAGCGTAGTAGCAGAACGATGCCTAGTAACTATA

	8136_18
	19
	[C/T]
	GCGACTAAAACCGCACGTCCGTGCGCTCATCAAGTT

	8143_6
	7
	[G/A]
	TTTTGCGTGTTTGCACAGAAATGCAAACTGCAGCTC

	81451_24
	25
	[A/C]
	CATTACCCTCTGGCATCATGATGCCACTGTTATGCT

	81456_19
	20
	[G/A]
	CACGTGACGAGTGCATCTCGCTGCGCAGCCTGAAAA

	81465_1
	2
	[C/T]
	ACGAACCACCAAGCAAAGGATTGCAACACTGAAAAA

	81477_24
	25
	[T/A]
	CCAGAGGCAGACGCATAACGTTGCTGATTATTTCAG

	8150_29
	30
	[C/T]
	GTCACTCCAAGAGCAAAGCCATGCTGATGCGATGAG

	8153_17
	18
	[A/C]
	ACATTCTTTACAGCATGATGCTGCCACCATATGCTT

	8156_24
	25
	[A/G]
	GGTCTCGCCCCTGCAGCAACATGCAGTGACAAAGGC

	8157_3
	4
	[A/G]
	AAAAAATCCCCAGCAGACATCTGCCATATGCAGAAA

	8163_32
	33
	[G/C]
	CGCCGCAGCTCGGCAATCTCCTGCCGCTGACGGCCC

	8165_32
	33
	[G/A]
	TGATGACAGCTGGCAGAGAGCTGCGCAAAGAAGAAA

	81653_7
	8
	[G/A]
	CCTGGGTGCTGTGCACAGGACTGCCCACCGCTTCAG

	8166_3
	4
	[A/T]
	TCCACAGACTACGCAGTTTACTGCTGAATCTACTAC

	8171_3
	4
	[A/G]
	TCAAGTTGCATTGCAGGACGTTGCGGATGGAGGCCG

	8176_24
	25
	[A/T]
	GGTTTGGTTTGCGCAAGCGCATGCAGAATACACGGG

	8184_5
	6
	[A/G]
	GCGTGAAGACGAGCAGAGGACTGCGCTCTGAATGAC

	81886_1
	2
	[T/A]
	ATCGACATTCCAGCAGAGCTCTGCGTCTACCACACC

	81925_11
	12
	[A/T]
	TGTCAGCTATCAGCACAATACTGCGTTCCAGAATGT

	8202_16
	17
	[G/T]
	TGGCTACTTTCAGCACGTTAATGCAGTCAGTAGAAG

	82021_32
	33
	[T/A]
	TAAAACACACACGCACACTAATGCCCAAGTAGTTAG

	82029_3
	4
	[C/T]
	CCTTCTGTAGCGGCAGTGCATTGCATCTGACCTTCT

	8206_28
	29
	[C/T]
	TGCTGGGAGTGAGCATTGACATGCAGCTCCTAGCCA

	8213_26
	27
	[C/T]
	AGCAGAATTCATGCACTGGATTGCTTCTCATGGCCA

	8221_1
	2
	[T/C]
	GTGGATACACACGCAAACATCTGCCCTGGCACACAG

	8226_10
	11
	[T/A]
	ACACACACACTGGCATCATGGTGCATTGTGGGTAGT

	823_34
	35
	[A/G]
	TTCAATTGGTTTGCATTAGGCTGCTCTGGTTTGCAT

	8232_7
	8
	[A/G]
	CAGAATGATGAAGCACTGTGATGCAGCAGGTAGTTT

	82329_6
	7
	[C/G]
	TCTGTTCGGGCTGCATAGTGGTGCCACAGATAATGC

	82351_10
	11
	[G/A]
	TCAAACCGCCGCGCAAAGACCTGCCCGATCTGTCGA

	8236_29
	30
	[A/G]
	AACCATAGGGAAGCACAGCGCTGCTTTCTACTGTGG

	8237_34
	35
	[T/C]
	AGGAGAAATGCAGCACGCTCATGCATATTCCTCCTG

	8238_10
	11
	[A/G]
	TCTGTTGTCAAAGCAGGACACTGCAACTGCAAATGT

	8241_6
	7
	[T/C]
	AAGATGTTCAAAGCAATTTTCTGCTTGGTTCACCCT

	8242_20
	21
	[A/C]
	CAGCAGAGGGAAGCAAAAGAATGCACTGAAATTCAT

	82467_20
	21
	[G/A]
	GTACTGAGCATTGCACTGGCATGCTGGGCCCTGAAT

	8247_16
	17
	[T/C]
	AAAAACGAGTCGGCAATCAAATGCCACATTAGAGAT

	8254_28
	29
	[T/C]
	CTCTAACTCAGAGCACAAAACTGCAGGGTTTTGGTG

	8255_17
	18
	[G/A]
	CGCCTAAACATGGCAGAGAACTGCTCAGAGATACGC

	8257_1
	2
	[C/T]
	CCGTTGCTGCAGGCACAGGATTGCATTGATATAAGC

	8258_16
	17
	[A/T]
	CTAGGTGTGAGAGCATAAATGTGCCTGATTGTGTCT

	82613_30
	31
	[G/A]
	AACACACCCACAGCATGATGCTGCCACCATGGTAGA

	827_17
	18
	[C/T]
	CTGGGGACAATGGCATTCACCTGCTTTACTATTAGC

	8271_33
	34
	[C/T]
	TGCCAGTGACCTGCATTGAACTGCAACATTGCTCCT

	82794_10
	11
	[C/T]
	TTAGCCTCTGCTGCATGGCTTTGCATGTGTAACCCT

	8291_33
	34
	[A/C]
	TAAAAGAAACCAGCAGTGGAATGCATCAGGAGTAAA

	8298_34
	35
	[C/A]
	ACGGAAATCTGTGCACCGCGCTGCAGCAGATGGACG

	8301_16
	17
	[A/G]
	ACATAAGGATGTGCAGATTCATGCGATGCCTATAGT

	8312_6
	7
	[C/T]
	TCAGCTCTTTCAGCAAGATGGTGCAGATATCCGCCT

	83127_26
	27
	[A/G]
	GACCTTTAGAAAGCATGTACGTGCGCACACACACAC

	8314_32
	33
	[T/G]
	ATCTCTGTCTGGGCAGAAGCCTGCAATACCTCTAAC

	8319_15
	16
	[G/A]
	AATGCGAACGAGGCAGAGTGTTGCTAAAAGTCACCA

	83212_16
	17
	[G/T]
	CCAAGCCATGGAGCATGTTGTTGCCTTGTTGGATTT

	83242_1
	2
	[C/T]
	GCGTGACTCTCAGCATCACATTGCAGTAGAATTCAC

	83305_24
	25
	[T/C]
	CTACCAGCTGCTGCAGTCTCTTGCTCACATGTGGAA

	83320_7
	8
	[A/C]
	CATCTCAATCTGGCAGAGGAATGCATGACGAAGTTC

	83325_24
	25
	[G/A]
	GTCTAAGGTCACGCAGGAGTGTGCGATTTGAACCTT

	8338_25
	26
	[C/T]
	TAATGCATGCATGCAGCAGTATGCGCGTGTGAATGT

	83387_24
	25
	[T/A]
	GCACGGCACCAGGCAAGATAATGCTGCCCAGCACTT

	8342_29
	30
	[G/C]
	CTCCTGAGACCAGCATGTTGATGCAATCAGGACTGA

	83460_8
	9
	[C/T]
	TACTTTCTCGGGGCAATCCACTGCTATTTCAGGCAG

	83554_26
	27
	[G/C]
	TTTGTGATGCTTGCATTCAGCTGCTCGGCCATGCAA

	8364_4
	5
	[T/C]
	CCTTTACCATTAGCACCACGTTGCTACATCTAGCCA

	8365_10
	11
	[T/G]
	ATATGGTCCATTGCACAGCAATGCTCTTCTTGACTG

	837_31
	32
	[T/A]
	TTATCACACGGTGCAAACTTTTGCATTCAACTTGAT

	8371_19
	20
	[A/G]
	GAGATCTCAAGTGCATGGCAGTGCCACATAAGTACA

	8376_1
	2
	[C/T]
	ACTGGCACACGAGCAGAGCTTTGCCTCGGATATAAT

	8379_11
	12
	[C/T]
	GTTGGTTGATCTGCACCTAAATGCGATTGTTCTGTT

	8395_32
	33
	[T/C]
	GACAAGTGACCAGCATTGTACTGCTCAGCTGGTCGA

	83961_25
	26
	[G/A]
	GAGTGAGTGTGTGCACGAGTGTGCAGGATTTATAGG

	8405_32
	33
	[G/A]
	TGTGTGTAGGTGGCAGGTGTGTGCAGGTGTTTGAGA

	8408_10
	11
	[C/T]
	AAACTGATTGCGGCAAGTTTCTGCAAGAACTGCAAA

	841_34
	35
	[G/A]
	GAAACAGGTGGAGCAGAGAGCTGCCTGCTGGCTAGA

	8410_9
	10
	[G/A]
	TCAAATCAAGCTGCATTACTGTGCTGTCCGTCCTCG

	842_30
	31
	[G/A]
	TAATCTTAAACAGCATGAGCGTGCCACACCGGAATA

	84264_8
	9
	[C/A]
	GAGAGATCCTCTGCATTCCTGTGCTTTACAGTGAGA

	84267_15
	16
	[G/A]
	GCTCTACCCCAAGCAGAGTCCTGCACTGGGTCGGGT

	8439_17
	18
	[C/T]
	TGTTCCTGGGCTGCACACTGCTGCTGAAAGAGCTGC

	8447_31
	32
	[T/A]
	ACATCACCTGCAGCACCAGCATGCCATACCTTATGT

	8451_19
	20
	[A/G]
	CACCTCCTGGGTGCATTGGACTGCTAATACGAGGAC

	84696_11
	12
	[G/A]
	CCGAAGCTCCCGGCAGACGGATGCCATGTCTTTTTT

	8470_9
	10
	[T/A]
	TGTTTAAACTCGGCATTATGCTGCAGGGAGGATACA

	8474_31
	32
	[A/G]
	ATCATCAGACATGCAGTGTCTTGCCTGGTTTAATAG

	8477_15
	16
	[C/T]
	GGTGAATTTGATGCATTTAACTGCCACACTCACAGA

	8482_20
	21
	[C/T]
	TGTGATCTTTAAGCAGTGGCCTGCTAAAATTGCTGT

	84828_10
	11
	[C/T]
	GCCGTATGGACAGCACCGGAGTGCCGGGAAAGATCC

	84832_32
	33
	[C/T]
	GATCGCTCGTGTGCATGCGCGTGCCGTGCGTGCGTG

	84839_29
	30
	[C/T]
	AAAAACAGACATGCAGGCGCGTGCCAGAGCTTACAT

	84965_16
	17
	[C/T]
	GAAACTTTCGAAGCACCTCTGTGCGGCCTAATAAGC

	8502_9
	10
	[G/A]
	CTTGGACCTGAAGCACCAGTGTGCAGCGATACCGCC

	8504_29
	30
	[A/T]
	ACATGACCTGTGGCACCACTGTGCCAACAACAGTTA

	851_3
	4
	[C/T]
	CTTCTGGAAACAGCACCTTACTGCATGGTGCAGCCA

	8510_30
	31
	[C/T]
	TGACATCTGTATGCACATCTGTGCTCGTTTCAGCTC

	8511_17
	18
	[A/G]
	ACAGACAGACTTGCACAAAGATGCACAGTTAGAGAG

	8517_33
	34
	[G/A]
	TAGCAAAGCAGCGCACTAGAGTGCATAACTAGCGAT

	85170_27
	28
	[T/G]
	GCTGAAAAACCTGCAAAACACTGCGGTTTATCCTTA

	8519_19
	20
	[G/T]
	CCAAGCTGGCACGCAATTCGGTGCAATCTTTTAAAG

	85278_18
	19
	[G/A]
	GGTAGTGGTGTAGCACTGGACTGCAAAAATGCAAAA

	8543_7
	8
	[G/A]
	GGCACTCGGGGAGCAGTTATCTGCTTGCCTTGCCTG

	8551_26
	27
	[C/G]
	TTGCTACCTTGTGCAGCCCTGTGCCTCGTCCACTCT

	856_3
	4
	[G/C]
	CATGCTAGGGTGGCACAGAGGTGCTGCAGGTAGTCT

	8561_20
	21
	[A/G]
	ACACTTCCTGTGGCACCATCATGCCACACTTGTTGC

	8570_6
	7
	[C/T]
	CTATCACAAACAGCAATGTCGTGCGAAGTAAGAGAC

	8584_28
	29
	[C/A]
	GATTATTACACTGCAGAGACATGCCACACAGAACAG

	8585_32
	33
	[G/T]
	TTAAAACCATCAGCATAACCTTGCCCGATGGTGATA

	8591_31
	32
	[T/G]
	TGTAGAGACGCTGCACCTCTTTGCTGTTGGGTGTCC

	8592_27
	28
	[G/A]
	GACGAGGAGCCAGCACAAGCGTGCCTTGAAACTAGT

	8594_16
	17
	[C/A]
	ATACCAAATGATGCAACCTTCTGCTCTAGGCTTTTT

	86_2
	3
	[T/C]
	CATGACAGGGTAGCACACAAGTGCATGTGTTTTTTT

	8601_2
	3
	[G/A]
	CTGTAAAGCTCTGCAACCTTTTGCCTACTTACCCAC

	8602_15
	16
	[T/C]
	GGCCAGCGTCATGCATTTCCGTGCTGAAAAACGGCA

	8608_10
	11
	[C/T]
	GGTGATGTCACGGCATAACCATGCCCACTAGGCTCA

	861_28
	29
	[T/C]
	CTGTATAGTATTGCACCAGCCTGCGTTCTGAAAGTG

	8621_24
	25
	[G/C]
	ACCTTACAGCTGGCAACCAAATGCGTGGACAAGACA

	8631_8
	9
	[A/C]
	CGCAGCTTAGTGGCATAGAGCTGCTTCAGCTCGGTG

	8633_11
	12
	[G/T]
	CTGTATGTGATGGCATGCGGCTGCGGTTGCCGAGTT

	8635_1
	2
	[C/A]
	ACAGGTGATCTGGCACAATGATGCTGGAGATCACCA

	8643_27
	28
	[C/T]
	AGTCATTACCTCGCATCACATTGCCTGCGATCACAC

	8644_24
	25
	[A/T]
	TGTGCTGCCACAGCAGGCTTGTGCACAGGGTCTGGC

	8653_33
	34
	[T/C]
	TTGTAGACTTGAGCATCCTGCTGCCACTAAGTTTCG

	8662_9
	10
	[G/A]
	AATGTAAGCGTGGCACTAACCTGCTCCATCTGGGGT

	8663_32
	33
	[T/A]
	CTCAAGCTGTTCGCATTGAAATGCTTGAGGATTTGT

	8668_3
	4
	[C/A]
	GCCCGGTGCCGTGCAGGGCCTTGCTACAGTTAACGC

	867_15
	16
	[C/A]
	GGGGCAGTGAATGCACACATCTGCACTACTGGGGGG

	8683_34
	35
	[G/A]
	GCCAACTGGGTGGCATAATAGTGCTGCAGGTAATGT

	8686_24
	25
	[C/T]
	GTCCACACACCTGCAAAAACATGCCGTGCCATTTCC

	8691_16
	17
	[G/T]
	ACCCAAAGTGAAGCATGATCGTGCATCATGTTATGG

	87_26
	27
	[A/G]
	GCTACGTGAGCAGCACTCAGATGCTTAGAGATAGCT

	8704_17
	18
	[G/C]
	AACTACCTGTCTGCACCGCCATGCTCAAAAATGTTA

	8706_9
	10
	[C/G]
	TCCCACACACATGCATGCGGGTGCATTTTACCATCA

	8709_16
	17
	[A/G]
	CCAGGCTGTGTGGCACAGCCCTGCTGGGCTACATGA

	8712_31
	32
	[C/T]
	AATCTGCCCCTGGCAGGAGTGTGCCAGGTCACGATC

	8721_25
	26
	[G/A]
	TCGGCATGTTGTGCAGATCTTTGCTGAATCAGGGGT

	8723_15
	16
	[G/T]
	GTGGAGTAAAGCGCAGCTATGTGCAGTTATACGTGC

	8729_3
	4
	[T/C]
	CACTGCCAGTCAGCAGGAGATTGCAGGCTTGGATAA

	8734_3
	4
	[C/A]
	GTTCAAAGTTTTGCATTCGACTGCATCAGTCCAGTG

	8743_16
	17
	[T/A]
	GCAAGCCGACCAGCAGTGCACTGCGCCCGGCAGTGT

	8758_31
	32
	[T/C]
	ATAGTAGTGTGTGCAGATGTGTGCATGTGTGTGTGT

	8759_1
	2
	[T/G]
	GTCATGCAGCATGCACCAAAATGCACGCTTCATCAT

	8762_6
	7
	[G/A]
	TGCACCGGGAGGGCAACAATCTGCCACATTGTGTAT

	8763_3
	4
	[G/T]
	AGAGACCTTTCAGCATGGCATTGCACAGTAAAGTTT

	8765_8
	9
	[G/A]
	GGATGTGGGTCTGCAAGCTGCTGCCAGTGAGAAGTT

	87709_10
	11
	[C/T]
	CACGCTTAACCTGCAGCACACTGCATGACTCAGTCG

	8772_29
	30
	[A/T]
	GATGTCTGCTCTGCAAAGCTGTGCATTTAATAGCCT

	8774_19
	20
	[C/T]
	CCAAAAACGCATGCACCCTCATGCCCGCCGACATGC

	8775_24
	25
	[T/C]
	ATCTTTAAGGCAGCACAGAGATGCTACAGGTGTGTA

	8793_8
	9
	[A/C]
	AAATACCAAACAGCAGCAGTGTGCAGGTAATAACTA

	8805_25
	26
	[G/A]
	GTCTATCAAGTGGCATTCTGGTGCAGAGCTTCATCA

	8816_7
	8
	[C/T]
	TCGTGGACACATGCACCTGGATGCCCATAGCTTGCC

	8829_32
	33
	[A/T]
	GACCCAGTTATGGCACTCCTTTGCCGTGGATCATAA

	8831_32
	33
	[A/G]
	GTTCAACCCCCTGCATTTCCCTGCCTAGCAAAATCT

	8835_25
	26
	[A/G]
	TCCACAAAATGGGCAAAAAAATGCTAGTGCCATCCT

	8841_6
	7
	[G/A]
	TGCTGTGAACCTGCAGCACACTGCAGTTGTGCATGA

	88433_18
	19
	[G/A]
	ATAGATGGGTGGGCAGATGAATGCATGGATGAGAGG

	8848_33
	34
	[A/G]
	GCTTATACGGTGGCATAAAGGTGCTCCAGATCCACT

	88485_31
	32
	[C/T]
	TACTTGACCACCGCATCACCTTGCTTTACCCCACTC

	885_9
	10
	[C/A]
	CAGCTTTAACGTGCAAACTGTTGCACTGTTGAGTTG

	8854_31
	32
	[G/A]
	GTCACCCATGATGCATGTTAGTGCCAGGTGTGAACA

	8861_1
	2
	[A/G]
	TGGGCAAAGAGGGCAATGCGTTGCTTATTGACTGCA

	887_15
	16
	[G/T]
	TAGCCTTATCATGCAGAAATTTGCGTTCCCTGGACG

	8873_26
	27
	[G/C]
	CTGGCACAGCTGGCAGGAGTCTGCACGATCCCAAAC

	8874_6
	7
	[G/A]
	GTTTAAGTCCCAGCACCTTAATGCTGCCCCTGCAGG

	8876_3
	4
	[A/C]
	GGCAATTATGAAGCAATCTGATGCCAAACAGGGCTC

	8881_3
	4
	[C/T]
	TTTCATGCACCGGCAACACACTGCTCCGTTGCCCGT

	8891_9
	10
	[T/C]
	GTGTGTGTGTGCGCACGTGTATGCATGCGTGCATGA

	8930_31
	32
	[C/T]
	CCGGTTTTTGATGCAGGTCAGTGCTGGTCATCATCC

	8931_28
	29
	[C/T]
	CAGACAAGCCATGCAACCAGATGCAAGTCCAGGTCC

	8939_19
	20
	[C/T]
	CCAGTCTGTTTCGCATCTTCCTGCAAATAGACTTCG

	8946_24
	25
	[A/G]
	GATCATTTGAAAGCAGCGCTGTGCAGCAGTTTGTTG

	8947_26
	27
	[G/T]
	GGGATGATAGCAGCATTCGTTTGCTCGCTCTCTCTA

	8949_7
	8
	[C/T]
	CAGACAGCGACAGCACCAGGGTGCAGCCTATTAACG

	8952_11
	12
	[T/A]
	GAACGTTCAACTGCATGAGCTTGCAGAAACTCTGTA

	8955_30
	31
	[C/T]
	TCAAGGTGATCAGCACTGCAATGCCCAACTCAATAT

	8959_26
	27
	[T/A]
	CTCCGCGCGTCGGCATAGTGCTGCGGTAGAGTAGTT

	89638_2
	3
	[T/C]
	ATTATCAGGCTGGCATGGTGGTGCATCAATAGTGCA

	8978_15
	16
	[G/A]
	AGAGCATAACAAGCAGAACGTTGCCAGAAACCCTGG

	8980_10
	11
	[A/G]
	TTAGTGAAGAAGGCAGCAGAGTGCAAAAGAGTGTGA

	89892_5
	6
	[C/T]
	GGCATCAGCACTGCATATTGATGCACGCGCATGGGT

	8991_11
	12
	[A/G]
	CTTTAACCACAAGCATACAACTGCCCCAAGATCAGT

	90_9
	10
	[C/T]
	AATAACTGACGAGCACAGTGGTGCTGCAGTTAGTGT

	9003_15
	16
	[A/G]
	TATCTGTGATGAGCAATTTTGTGCCACAGATGTCAA

	901_15
	16
	[T/C]
	AGGATGCTGTTGGCATGTTCTTGCCATATGGAACTG

	9010_11
	12
	[G/A]
	CAGCACAAAAGGGCAGACTTATGCACAAAGTGCAAG

	9013_8
	9
	[C/T]
	GCCAAGGACGTGGCATGCAAGTGCCCCAAGATCAAA

	9023_9
	10
	[G/T]
	TCTTGCGTAGTTGCACATGTTTGCACACTTGTATTT

	9028_31
	32
	[A/C]
	AATCAAGGCTGCGCACTTGTGTGCAAATTGGCTACG

	9029_32
	33
	[T/C]
	TGTGCTGGCCACGCATGGTGTTGCATATGCTTTACA

	9038_26
	27
	[G/C]
	TTATTTGTTAAAGCATCTGGTTGCTGGCTGACTTCT

	9039_1
	2
	[T/G]
	ATGTGTAATTTGGCACAGCTGTGCCACTCTAGTCCA

	9043_25
	26
	[G/C]
	GGTGCTCTGAGAGCACAGATCTGCAGAATCTCTTTA

	9046_32
	33
	[C/T]
	GCTACTTATGGTGCATTCAAGTGCATGTTGGGCGGT

	9048_3
	4
	[A/G]
	AATAGGCTTTGTGCAGTATTGTGCAATCCACACAGT

	9056_28
	29
	[G/T]
	CACTAATACTGAGCAGTCACCTGCACCAGCTTAAAA

	9063_27
	28
	[C/T]
	ATTGATCAACCTGCATGCAGCTGCTATCCTTTATCC

	9064_9
	10
	[C/T]
	CAGACAATACGTGCACGTGTGTGCTTGAATGTTTAA

	9067_11
	12
	[G/A]
	CCCGAATCCCAGGCAGCAACGTGCCCCAGTGAACAA

	9072_31
	32
	[T/C]
	GACCCACACAGCGCACCAGTATGCTCACCAGTCCTC

	9075_18
	19
	[G/C]
	AGAAGCAAAAAGGCATTAGCATGCACGAGCAGGTTA

	9085_29
	30
	[G/A]
	GCATCACTAATGGCATTATGCTGCAGTTAGGGCAGG

	9088_34
	35
	[C/T]
	ACGTCTCCAAAGGCATCGCCATGCTCTCGTCTCTCA

	909_4
	5
	[G/A]
	TCGAGAAGACAGGCAAGGTCTTGCCATGAGGGTGGA

	9091_15
	16
	[T/A]
	AGACGCACAATAGCATTAAAGTGCTTTTGTGCGCGG

	9092_24
	25
	[T/C]
	TATGTGCTGCTGGCAGTGGCATGCTTAATGGTACAT

	9093_31
	32
	[A/G]
	GTCCGATGGGCTGCAGAGAACTGCGCTCCACAAAGT

	9121_1
	2
	[C/G]
	TCTCCATTGAGTGCATGAACGTGCAGGATGATTGAA

	9130_9
	10
	[C/G]
	TTCTTCAGACTTGCATGAAAATGCGAGGTCATCTTT

	9135_29
	30
	[T/G]
	TGTGTAACACTTGCAGCATCTTGCACATTTCTGTTT

	9139_32
	33
	[C/T]
	CCACCCCCCTGCGCACGCAGCTGCGGTGTCATCACA

	914_34
	35
	[G/A]
	CACCTGTGGCCTGCAAATGCATGCCAGCTGTGCTGA

	9146_1
	2
	[C/T]
	ACATTACCCGCAGCACCACTGTGCCACTAAGGTTAT

	9149_8
	9
	[C/G]
	GCGTGCCTCTGTGCATGCATGTGCATGAAAGGGTTG

	9152_1
	2
	[T/C]
	TTACACCATAACGCATGACAGTGCTGCCTAGAATTC

	9154_3
	4
	[A/G]
	CTTACACCACTGGCATGTCAATGCGATTTTTTTGGT

	916_24
	25
	[A/G]
	AGTCAGGGGTAAGCAGACACATGCAGCGTTCACTCA

	9160_1
	2
	[A/C]
	GAGGATAAAGTGGCACAAAGCTGCCCGTGATCAATT

	9170_24
	25
	[A/G]
	GCCGGAGTTACGGCACAACCTTGCAACATCCACACC

	9178_31
	32
	[A/G]
	GCAGAATGGTTGGCATGGCAGTGCGCCTCCCATTTA

	91785_33
	34
	[A/G]
	CTGTCTGTTGTGGCATTAAGGTGCCAGGGCATGAGA

	91802_16
	17
	[C/A]
	AAGATTGTTTGTGCACCACCATGCTTCGAAACCTTG

	9182_1
	2
	[C/G]
	GCTAATACCCAGGCAGAGGCATGCATTATCTGTTTG

	9187_15
	16
	[C/G]
	GTGGCATCCAGTGCACTTCTTTGCTGTTTTCTGCAT

	9192_25
	26
	[G/A]
	GAAAAGCTCCAGGCATGATGGTGCTGATCAGATTAT

	9194_11
	12
	[C/T]
	CAGTGGTTTTGCGCACTGCTGTGCTGGTTTTAACAT

	9198_2
	3
	[G/A]
	GAGGATGTGGAGGCATGGGCATGCTGAGGCATTAAT

	9199_34
	35
	[C/G]
	GATGCTAATCAGGCATGAACGTGCACAGACACTCCC

	920_34
	35
	[G/A]
	GTAAATTAAAAGGCAAAGGTGTGCCCGAGGACGAGA

	9205_4
	5
	[G/T]
	ATGTGTGCTGAAGCAATATAGTGCAAGCCCATGGCA

	9206_3
	4
	[T/C]
	CGCTCAGAATTTGCATAGCGCTGCATGCACACCAGA

	9212_5
	6
	[C/A]
	TATGTCAATTCTGCAAGAGTGTGCTGTGAAAGACTC

	9217_4
	5
	[G/A]
	CCAGGAGTGTGGGCAGAGGGGTGCTGTTAATTTCAC

	9218_4
	5
	[G/A]
	CAGTGAGAAAATGCAATGCAATGCGATGTAATGCCA

	9221_25
	26
	[T/C]
	GATTGCAGGAAAGCAGACACATGCCTATGAAAGAGA

	9230_26
	27
	[A/G]
	GGACTAAGCACTGCAGAGGGATGCTGATGAATGGCT

	9240_19
	20
	[G/A]
	GCTTCGTCACAGGCATGAGGCTGCGCACGGCTATCA

	9241_11
	12
	[T/A]
	GTTATCTAAGCTGCAGCATATTGCATAAAATCATGC

	9243_17
	18
	[A/T]
	GTGTATCCGCCTGCAACATGATGCAATAAAAAATCG

	92456_5
	6
	[C/T]
	TTGTTCAGAGCAGCAATTCCCTGCGTTACAATCTCC

	9251_33
	34
	[T/A]
	TGTGTTTTGCAAGCAGAAACGTGCCGTAGCATTTTA

	9260_17
	18
	[C/T]
	TATTTACTGAACGCATGCGTTTGCCTGAATTCGGGT

	9276_11
	12
	[A/G]
	CCCCGCCCACAAGCATTCACCTGCTCTGTACAGGAT

	9285_20
	21
	[G/A]
	AGCTGTGTAGTGGCAGCACCGTGCCCCAGTTTTATA

	9288_26
	27
	[C/T]
	GAACAAAGCGATGCAGCTTTTTGCATCCTTGTCTGT

	9290_11
	12
	[C/T]
	ACTTCAGCGAACGCAAGCGGGTGCAGGAATGGAAAT

	9292_9
	10
	[C/T]
	TCGCCCACCCAAGCAGCAAAATGCTGATTAATCAGA

	9305_15
	16
	[A/G]
	GCTGCACCTTCTGCAACTGTCTGCTGAAGCCACTAA

	9307_8
	9
	[T/A]
	TAGTTGTTTGGAGCAGAAGTCTGCATCCCACTGTTC

	9312_11
	12
	[C/T]
	GACTCGCCAAGCGCATCGGCATGCCACCACCTTTGA

	9318_17
	18
	[C/G]
	TGGAAACATTGTGCATTCCCTTGCTTTTCTCGTTTT

	9319_30
	31
	[G/A]
	GCATTTCTTGGTGCATGTAGGTGCAGTGAGGCCAGA

	9320_29
	30
	[C/T]
	GAAAGATGACTGGCATTTCCATGCCCTTTCCCCAGA

	9326_31
	32
	[C/A]
	CAAAGTGAAAATGCATCAACATGCCAACGAACCTAA

	9329_9
	10
	[A/C]
	CAGACGATTAGCGCAGAAGGTTGCTTCTGTTTTGAT

	9330_7
	8
	[C/A]
	TTCATGGCTTAAGCAGGTGTGTGCCATGTTATGCCC

	9339_15
	16
	[G/A]
	TTTTTAAGAGTCGCAGATTGCTGCAGTGGGTAGTGT

	9342_1
	2
	[G/A]
	CGACAGTGAAGTGCAAATCAATGCCCCACAGGTGCA

	9350_11
	12
	[T/C]
	TAGGACATTAATGCACATGCCTGCGTAACGGGTAAG

	9351_2
	3
	[C/A]
	GCCAACTGCTTTGCACATGTGTGCTCACTTCACTAG

	9358_29
	30
	[T/C]
	AAGTAAGAGTGTGCAAACTTGTGCATTTTTACGCTT

	9364_8
	9
	[G/A]
	TCCTGAACGTATGCAGGTCCATGCAGTGGTTTGGCC

	9379_32
	33
	[C/T]
	CATTAAAAACGAGCATGGTACTGCCACAACCTCTCA

	9382_7
	8
	[G/A]
	TGGCTGTGAAATGCAGCACTGTGCCAGAACTTGGTG

	93836_1
	2
	[T/C]
	CTGATGGCTGTCGCATGTGTGTGCGGCGTTCATTTG

	93851_1
	2
	[T/C]
	TTGTTCGAAAAGGCAGCGACATGCATGTAAGCCATT

	9392_16
	17
	[C/T]
	ACACTACCTGCAGCACCATTGTGCCGCCTCTAATTT

	93939_26
	27
	[A/G]
	GCAATGTGCCAGGCATAATCGTGCACACACACACAC

	9397_19
	20
	[C/T]
	TCAAATTCCAGTGCACCAGCTTGCCTGCTGGGACTG

	9399_8
	9
	[A/G]
	GAACTGCAACCAGCAATAAAGTGCACTGACCCCGTC

	940_9
	10
	[T/C]
	ATATGGGTTTGTGCATCTGCCTGCACTTCTGTCCCA

	9402_11
	12
	[G/A]
	GGTGCCACTGCGGCATTTTGCTGCCGTTCACATTTT

	94043_27
	28
	[A/G]
	CCCACTGGGGTGGCATTAAAGTGCTTCAGCGAAGGA

	9408_3
	4
	[C/A]
	TGGCCAGATGTGGCAGTAGGGTGCCTCTATTACACA

	9409_33
	34
	[C/T]
	AGTAAGACCTCTGCAGCTAGTTGCCATTTACTTCTT

	9426_28
	29
	[T/C]
	AAAAGAGTAGCCGCAGCTTTTTGCCACCTGATCGAG

	9428_7
	8
	[A/G]
	AAACGTCAGACCGCAACAACATGCTGCTACAAAATC

	943_7
	8
	[G/A]
	ATCAGTGGAACAGCAGATGGATGCATGCAGAATAAT

	9438_11
	12
	[G/A]
	AGGAAACGCACGGCAAATACCTGCTGTAGCAAAGAG

	944_24
	25
	[C/A]
	CTTGTCTAGACTGCATTAGAATGCCACACATGCTAT

	9444_3
	4
	[T/A]
	CCCTTGAGCATGGCACAGGGTTGCCCACTGCTTTCC

	9449_5
	6
	[G/C]
	ATTATGAGATGGGCATGCTCATGCTACTCATGCTAC

	9454_15
	16
	[G/A]
	ACAGGCATCACAGCAGCAAAATGCTATGATGGAACA

	94569_29
	30
	[G/A]
	AAAAACACTGAAGCAAGCAGGTGCTCAATGGTGTCG

	9461_30
	31
	[G/A]
	TGTATGATTCATGCATTGCACTGCTGCAACGTGATA

	9462_1
	2
	[G/T]
	TGACCCTCTCCAGCACTGAGCTGCCTGGCCAATAAA

	9478_2
	3
	[C/A]
	GTCAACACGCAGGCATCTTCGTGCATATTTTACCCG

	948_29
	30
	[C/T]
	TGGTCTGAAACAGCAGGAAACTGCAGCTTCACAACG

	9486_11
	12
	[A/G]
	AACAAGGCTCCAGCACTGATCTGCGACAGCATGTAC

	9496_19
	20
	[A/T]
	TCTCTGTGCCGAGCAATTTAATGCAGGAAGAGTCTG

	9498_3
	4
	[G/A]
	ACTGGAGTATCTGCACTCTAATGCTCCCAGCTGTCC

	9500_3
	4
	[A/T]
	CCCACGATACCAGCAGGAACATGCAGGAGAGGATCA

	9501_1
	2
	[C/T]
	CCTTAACTGCAAGCATACGACTGCCCCATTTTAATG

	9504_9
	10
	[G/A]
	TGACTTCAGGAAGCATCTCACTGCTGCCAGGGAAAG

	951_11
	12
	[A/G]
	ACAAGAGCCACAGCAGTTCCATGCAGCGTGTATGTG

	9511_25
	26
	[T/C]
	GCAGGACACACAGCACTGCTTTGCTTCCCTCCTCCT

	9522_6
	7
	[C/T]
	CTTGTGTTGCATGCACACTTTTGCAATACCGAAAAG

	9526_1
	2
	[T/C]
	GTGCATGTGTGTGCATGTGTGTGCATGTGGCAAGCT

	9533_8
	9
	[T/G]
	ATTTAAGGTGCTGCAGGGATTTGCTGGGTGTGTACC

	9538_15
	16
	[A/G]
	CCGGTGTCGACGGCAAGCAGCTGCGGTAATTTCAGC

	9539_27
	28
	[C/T]
	TAACACACTGTGGCACCACCGTGCAACCCGACTGTG

	954_7
	8
	[A/G]
	TACTGCAAGAAGGCATATGCCTGCAGAAGCGCAAAA

	9544_9
	10
	[C/T]
	CTACAGTGCCGGGCAATAAAGTGCTAAGATGTGTTT

	9555_25
	26
	[C/T]
	GGCACCTAACACGCAACTTCCTGCTCAGGGCAGGTG

	95668_32
	33
	[G/A]
	CGAGTACCTACAGCACGACGTTGCGTTTTTATGACA

	9567_17
	18
	[A/T]
	GGAGTGATTGTGGCAGCATTGTGCTCAGTTTATATT

	9571_20
	21
	[A/G]
	AAAGGGGCCAAAGCAGCGCTATGCGCGACATCATCA

	9590_26
	27
	[A/G]
	TATTAGACTGGTGCAGGAACCTGCTCAGTGCCGCTT

	9591_29
	30
	[G/A]
	GGAGGACGCGGGGCAGGAAGCTGCTCCGTGGGGGTG

	95949_2
	3
	[T/C]
	TCTGATCCCAGTGCAAAAAAATGCGACGTGAGGATA

	96_1
	2
	[C/A]
	CCTAAAGCAAAGGCACTCACATGCATACGAACAGTG

	9600_15
	16
	[G/C]
	TAAGTGCCAGCTGCAGTTCTGTGCCACAAGTCACCC

	9604_10
	11
	[C/A]
	GTAGGAGGATCGGCACATAAGTGCGGGAAAGAGATG

	9614_10
	11
	[C/G]
	TTGATGTTAACTGCACTGAAGTGCTGTCATGTCCCT

	9632_16
	17
	[C/T]
	TGTCTCTACGTGGCATCGTGGTGCCCATGGTGGTGC

	9633_6
	7
	[G/A]
	TATTATGAACTGGCAGTGGCCTGCAGTGATGTGGTA

	9638_16
	17
	[A/G]
	CCTGGAGAAAATGCATAAGGTTGCCCAGGTAACAGC

	9640_17
	18
	[G/T]
	AGGGTTATTTCAGCATAGCTGTGCAGGAGCAGTCAT

	9641_26
	27
	[C/A]
	GCCCCCATGATGGCATGCTTGTGCAGCTGGTAGTGC

	9644_29
	30
	[C/T]
	ACATTGCTCAGAGCATCACAATGCCTCTCCAAGTCT

	9649_31
	32
	[C/T]
	TGTGGACGGTCTGCAGTTCTCTGCGCTGCACCGCAT

	9655_1
	2
	[A/G]
	CAACCGAAGAGCGCACACTCCTGCCTGCTTTTCTCT

	9664_2
	3
	[G/A]
	ACGACGTTTCAGGCATCAGCGTGCAGCCAAGCTGCT

	9676_25
	26
	[G/T]
	TTGCTATTGGTGGCACAGTGATGCAGCAGATTCAGC

	9682_18
	19
	[C/A]
	TACACTCCTTTAGCAGCACCATGCTAACATCCATTA

	9687_16
	17
	[G/A]
	AGGTGGAGATCCGCAAGAAAGTGCTTAAAATGTGAG

	9689_28
	29
	[C/T]
	TCTCGGCCGGCGGCAGGTATTTGCGCACCTTGGCTG

	969_20
	21
	[C/T]
	TTGTTTTGTATGGCAGAGCACTGCTTTTCAGGCAAT

	9699_6
	7
	[C/T]
	TTTTCTCACCAAGCAAGCACTTGCTGAAGCACTGAA

	9707_3
	4
	[G/A]
	GGAGGTGAGCATGCACATTAATGCCTGTAACGATCC

	9713_15
	16
	[G/A]
	TAAGCACATGGTGCAGGAGTATGCGTGCTATCTCAG

	9718_3
	4
	[G/T]
	CAAGTGTGTGATGCATATCTTTGCACCACTGTCATC

	9722_19
	20
	[C/T]
	GAGATAACACGTGCACGGACGTGCAGCTACGATATG

	9734_25
	26
	[A/G]
	TTGGCTTCCTCGGCAGCCATGTGCAACGCGGTACGT

	97392_11
	12
	[C/T]
	ACAAACACACACGCACAAAGCTGCACCACTATACAC

	9749_4
	5
	[A/G]
	CACTAAAAAGGAGCAGTGATGTGCCCTTTCAGCGAG

	9750_30
	31
	[A/T]
	ATGGCTCATCAAGCATGGCGATGCGTTGTTAAACAT

	9756_7
	8
	[C/T]
	AACGCTTCAGCAGCACACTCGTGCTGATGCGCATGT

	9760_9
	10
	[C/A]
	TATTTAGGGCAAGCACAGTGGTGCCACAGGTAGTGT

	9761_26
	27
	[T/C]
	TCCTTATCCAAAGCACCATGCTGCAGTCTCTATGAA

	9769_2
	3
	[C/T]
	ATCTCTGTTGTTGCACTACAGTGCACACTGCACCTT

	9771_11
	12
	[A/T]
	AAAAACAGGATAGCACTGGGGTGCAAACATTTGCTG

	9774_28
	29
	[C/T]
	GCTCACCAGGCAGCAACCCGATGCCCGCCGGCGTCC

	9775_8
	9
	[C/T]
	GCTAATTGCGGTGCAGCTCTTTGCTCTAGCAAACAG

	9776_6
	7
	[C/T]
	GACCTTCAAGGAGCACAGTGCTGCAATGCACTATGT

	979_28
	29
	[A/G]
	GCATATTGGGATGCACTAAACTGCCCCTAGTGTGTA

	9791_28
	29
	[G/A]
	GAACCCGTTTCCGCACTTCTTTGCGTCTGAAAACAC

	9796_5
	6
	[C/G]
	TGGATGGAAATGGCAAGCTGCTGCAAGACCTGTGCT

	9797_3
	4
	[A/G]
	GAAAGAATCGCCGCATTTGTTTGCCGTGAGCGGCGT

	9803_4
	5
	[T/G]
	TCTGTGACTGCAGCACACCAGTGCCAAAATCTCACA

	9804_19
	20
	[C/T]
	TCCAAGCAGAGAGCAGAATCCTGCTGAGTGATTAGC

	9805_34
	35
	[C/A]
	GAGCTCAGAGCAGCAGCGAGTTGCCCTGAGAGTCCA

	9808_1
	2
	[G/A]
	TGTTGGGCAGTGGCAGCACATTGCTGTTGGCTGCTT

	9811_8
	9
	[G/A]
	TAAAGGCTGTGGGCAGCATGCTGCTGGAGAACACCT

	9813_16
	17
	[T/A]
	TATTCAAGCCATGCATTTCTGTGCAGCCCAATGAAG

	9816_25
	26
	[C/T]
	TGATAAGGTTTAGCATTACTCTGCACGGGTGCTCTC

	9822_32
	33
	[A/G]
	CCTGGAGACCATGCACATCCCTGCCTCTCTCAACCT

	9828_29
	30
	[G/A]
	AACGTTAACGAAGCAGCAGGATGCACACGGCGCACA

	9830_5
	6
	[G/A]
	ATTTCGGCGACAGCATTAAGCTGCGCTTTGCAAAAG

	9839_11
	12
	[C/T]
	GCTCAATGGTTCGCACCATAATGCTGATGTGGTGAA

	984_28
	29
	[G/A]
	TGACTTCTGTTGGCAACTGGTTGCATCAGAACTAAT

	9841_31
	32
	[C/T]
	ATTGTGTCCGGCGCAGCACGCTGCTGGCTCTCAACA

	9842_7
	8
	[C/A]
	AGCCAAGCTTTAGCATGACACTGCCACCTCCATGCT

	9844_16
	17
	[A/T]
	TCTGTGTCTGTTGCATAAAGCTGCTCCAAGTGTTTG

	9851_8
	9
	[T/C]
	TGACCACTTCCAGCATGATAATGCACTGTGGCCCAA

	9854_24
	25
	[G/A]
	ACACGCCTCCCAGCAGCACGCTGCGCCGCGCTCTTG

	9855_10
	11
	[G/A]
	ATAGCCAAGAGAGCATTTTTGTGCAACTCGAGCTGC

	9856_31
	32
	[T/C]
	TCTTAAGCACAAGCACACAACTGCCCACGACTGCTC

	9861_28
	29
	[T/C]
	CTGACAAATCCAGCAAGCACATGCTTTATCGAGAAG

	9870_5
	6
	[C/T]
	GCCCTCACTTCTGCAGCTCTCTGCTTCTCTCCCTCA

	9871_18
	19
	[G/A]
	CAGTCCATTCACGCACACGTTTGCACATTTAGTCAT

	9874_24
	25
	[C/G]
	TGTTGTTTCCTGGCAGATAAATGCCTTCAGAACCAG

	9877_24
	25
	[T/G]
	GACAGGCTCCCTGCAGGGTGCTGCTAGGTCCAGGGA

	988_33
	34
	[C/T]
	TCAAGACTAGGGGCACTGGACTGCAACATTTGTCAT

	9883_11
	12
	[G/A]
	CAAAGGTTCCTGGCATGGCACTGCTGAGGACAACAA

	9885_6
	7
	[G/A]
	AATGTCGTACCAGCACATCCATGCTACATTAACGAC

	9891_8
	9
	[G/T]
	TCAGATCTTGAGGCATCAGGCTGCGAGGAAAAGCAC

	9893_7
	8
	[G/T]
	CCCTCCTGTATTGCAGCTCACTGCACTATCCTCCAT

	9895_32
	33
	[T/C]
	ACACAGGGGTGTGCAGGTTGATGCAATATCAGTGTG

	98953_20
	21
	[T/C]
	GTAAATGGATTTGCACGACGTTGCCTAGGAAACCTT

	9898_6
	7
	[G/A]
	TGACCTAAGATGGCACGGGAGTGCTACCTGCTGCAC

	9899_18
	19
	[C/A]
	GGGCTCCTCTCTGCACAGCGATGCTCAGCAGGAGCT

	9900_16
	17
	[G/A]
	ATCTGTGTTATGGCAGGGGACTGCAAGGATGCACGC

	9901_33
	34
	[C/G]
	TGACAGGGCAGAGCAGTTTTATGCAGTGTTTTACAA

	9917_10
	11
	[T/A]
	AAACTACACTTTGCATTGTGTTGCTCATCACTGGGC

	9920_6
	7
	[T/A]
	GCCTAATGTGCTGCACCCAGCTGCTCCCTGGGCCTG

	9921_10
	11
	[G/A]
	GATCATCTATGAGCATATAGCTGCGTCCTCTGGCTG

	9924_17
	18
	[C/A]
	GGTCAAACCCGAGCACTCCACTGCGCGCTGAAATGA

	9925_28
	29
	[T/C]
	ATTAGAAACACTGCAGACGCTTGCATTCCTCACGCT

	9929_2
	3
	[T/C]
	TCTCTCTCTCCTGCAGTTTTTTGCTCTCTCGGCCAT

	9931_17
	18
	[G/A]
	TCCTTTCCGAACGCAGTGACATGCAGCTGTCTGGAC

	9943_31
	32
	[A/C]
	TTTGTTGATGCGGCAGAAATGTGCAACTGTACGGAC

	9950_25
	26
	[C/T]
	TTCATCGTAAATGCATTAGGCTGCTCCGGGGCTTGA

	9951_8
	9
	[A/G]
	AATGTATAACGTGCATCACCTTGCTGCACCTGCTAA

	9954_34
	35
	[G/A]
	CTCAAGCTGTTTGCAGAAAATTGCTGCAAAGCATGG

	9955_34
	35
	[C/T]
	TGATTTGGAAAGGCACACACCTGCATAAGCCTGCCT

	9960_5
	6
	[T/C]
	TTTCCTCTGACCGCAGTCTGGTGCAGCTCGTAAACT

	9964_15
	16
	[G/A]
	AAGCGAGTCCTGGCAACCTAGTGCTGGAACCCGGGA

	9965_18
	19
	[T/C]
	TAACCCTCTATGGCATGACGTTGCCCTCAGGCAACA

	997_28
	29
	[G/A]
	GAAGTCAAATCGGCAAGTGATTGCTGGTAAACATGT

	9971_32
	33
	[C/T]
	CCCAAACGTAAGGCATTGAGATGCTCTTCCAGCTCA

	99889_11
	12
	[T/C]
	GTGAATGGATATGCAGTCTGGTGCACTGCTGGCAAG

	9989_7
	8
	[A/G]
	GGAAAGCATCTGGCATGCAGGTGCCATCTAGACACT

	9992_32
	33
	[C/G]
	GGCAGCTGTACTGCAGTGTCATGCTGGTGTGTCCAA

	9993_30
	31
	[T/G]
	ATATGTGGCTCAGCAGTGAAGTGCTCATCGTTTATT

	9994_15
	16
	[T/C]
	TCAGCTCTGGCAGCATCACATTGCATGTGTTGTGTT

	9995_24
	25
	[T/A]
	GACGGAGACATGGCAGCAGCATGCTGTCGCCCAGCC



