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Figure S1. Gene Ontology (GO) classification of the positive selection gene in C. protrusum
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Figure S2. KEGG classification of the positive selection genes in C. protrusum
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Trichoderma virens

Trichoderma reesei

Escovopsis weberi

Cladobotryum protrusum

Magnaporthe grisea

Aspergillus nidulans

Figure S3. Phylogenetic analysis of C. protrusum and three fungi in the family Hypocreaceae. Magnaporthe
grisea and Aspergillus nidulans are outgroups.



