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k__Bacteria;p__Proteobacteria;c__Gammaproteobacteria;o__Pasteurellales;f _Pasteurellaceae;g__Actinobacillus
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Veillonellaceae;g__Veillonella
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Lachnospiraceae;g__Epulopiscium
k__Bacteria;p__Proteobacteria;c__Epsilonproteobacteria;o__Campylobacterales;f _Helicobacteraceae;g__Helicobacter
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Clostridiaceae;g__Clostridium
k__Bacteria;p__Proteobacteria;c__Gammaproteobacteria;o__Pasteurellales;f__Pasteurellaceae;g__Aggregatibacter
k__Bacteria;p__Proteobacteria;c__Alphaproteobacteria;o__Caulobacterales;f _Caulobacteraceae;g__Brevundimonas
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f __Leuconostocaceae;g__Leuconostoc
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Leuconostocaceae;g_
k__Bacteria;p__Proteobacteria;c__Alphaproteobacteria;o__Rickettsiales;f__mitochondria;Other
k__Bacteria;p__[Thermi];c__Deinococci;o__Thermales;f __Thermaceae;g__Thermus
k__Bacteria;p__Proteobacteria;c__Epsilonproteobacteria;o__Campylobacterales;f _Campylobacteraceae;g__Campylobacter
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Lactobacillaceae;g__Lactobacillus
k__Bacteria;p__Proteobacteria;c__Gammaproteobacteria;o__Xanthomonadales;f __Xanthomonadaceae;g_
k__Bacteria;p__Proteobacteria;c__Betaproteobacteria;o__Burkholderiales;f _Comamonadaceae;Other
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k__Bacteria;p__Proteobacteria;c__Alphaproteobacteria;o__Rhizobiales;f _Rhizobiaceae;g__Agrobacterium
k__Bacteria;p__Proteobacteria;c__Betaproteobacteria;o__Burkholderiales;f __Oxalobacteraceae;g_
k__Bacteria;p__Bacteroidetes;c__Flavobacteriia;o__Flavobacteriales;f _[Weeksellaceae];g__Chryseobacterium
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Clostridiaceae;Other
k__Bacteria;p__Proteobacteria;c__Gammaproteobacteria;o___Pseudomonadales;f__Moraxellaceae;g__Acinetobacter
k__Bacteria;p__Proteobacteria;c__Gammaproteobacteria;o__Enterobacteriales;f__Enterobacteriaceae;g__Serratia
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;Other;Other
k__Bacteria;p__Bacteroidetes;c__Sphingobacteriia;o__Sphingobacteriales;f __Sphingobacteriaceae;g__Sphingobacterium
k__Bacteria;p__Proteobacteria;c__Betaproteobacteria;o__Burkholderiales;f _Comamonadaceae;g_
k__Bacteria;p__Firmicutes;c__Bacilli;o__Turicibacterales;f__Turicibacteraceae;g__Turicibacter
k__Bacteria;p__Actinobacteria;c__Actinobacteria;o__Actinomycetales;f _Microbacteriaceae;g__Cryocola
k__Bacteria;p__Proteobacteria;c__Gammaproteobacteria;o__Enterobacteriales;f___Enterobacteriaceae;g___
k__Bacteria;p__Bacteroidetes;c__Flavobacteriia;o__Flavobacteriales;f _Flavobacteriaceae;g__Flavobacterium
k__Bacteria;p__Firmicutes;c__Clostridia;o__ Clostridiales;f__Clostridiaceae;g___
k__Bacteria;p__Bacteroidetes;c__Sphingobacteriia;o__Sphingobacteriales;f __Sphingobacteriaceae;g__Pedobacter
k__Bacteria;p__Proteobacteria;c__Betaproteobacteria;o__Burkholderiales;f__Oxalobacteraceae;g__Janthinobacterium
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f __Streptococcaceae;g__Streptococcus
k__Bacteria;p__Proteobacteria;c__Gammaproteobacteria;o___Pseudomonadales;f__Pseudomonadaceae;g__Pseudomonas




