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Figure  SM4.1.  Protein-protein  interaction  networks  of  proteins
predicted from the differentially expressed genes in D. tinctorius for the
comparison single-dose vs control.  For visualization,  we further connected
the generated networks to epibatidine because this was the alkaloid used in both
single-dose and multi-dose treatments. A network of epibatidine and nicotinic
acetylcholine  receptors  (epibatidine’s  main  target)  was  obtained  from  the
STITCH database in the StringApp.
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Figure  SM4.2.  Protein-protein  interaction  networks  of  proteins
predicted from the differentially expressed genes in D. tinctorius for the
comparison multi-dose vs control. For visualization, we further connected the
generated networks to epibatidine because this was the alkaloid used in both
single-dose and multi-dose treatments. A network of epibatidine and nicotinic
acetylcholine  receptors  (epibatidine’s  main  target)  was  obtained  from  the
STITCH database in the StringApp.
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Figure  SM4.3.  Protein-protein  interaction  networks  of  proteins
predicted from the differentially expressed genes in D. tinctorius for the
comparison single-dose vs multi-dose.

Figure  SM4.3.  Protein-protein  interaction  network  of  proteins
predicted from the differentially expressed genes in D. tinctorius for the
comparison alkaloid vs control.


