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Figure S2
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Figure S3

Concentration (LM)

A ABT-263 A115 PPL
$1 03125 0,078125 0,15625
S2 0,625 0,15625 0,3125
S3 1,25 03125 0,625
S4 2,5 0,625 1,25
S5 5 1,25 25

Untreated XRA PARPI Untreated XRA PARPI
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Figure S4
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Figure S5
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Figure S6
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Table S1

Target
pl5
pl6
p21
p27
p53
p57
IL-8
IL-6
-1

IL-1B
GM-CSF
IGFBP-2

Forward (5'-3')
GAATGCGCGAGGAGAACAAG
GGGAGCAGCATGGAGCCT
GGGACAGCAGAGGAAGAC
TCCGGCTAACTCTGAGGACA
GGAAGACTCCAGTGGTAATCTA
GCGGTGAGCCAATTTAGAGC
GCCAACACAGAAATTATTGTAAAG
TGTGTGAAAGCAGCAAAGA
ACCAGTGCTGCTGAAGGAGAT
AGAAGTACCTGAGCTCGCCA
CATGTGAATGCCATCCAGGA
GCCCTCTGGAGCACCTCTACT

Reverse (5'-3')
CATCATCATGACCTGGATCGC
ATGACCTGGATCGGCCTCCGACCGT
TGGAGTGGTAGAAATCTGTCA
GTAGAAGAATCGTCGGTTGC
TTGGGCAGTGCTCGCTTA
CGGTTGCTGCTACATGAACG
TTATGAATTCTCAGCCCTCTTC
GGCAAGTCTCCTCATTGAA
TCTTAGTGCCGTGAGTTTCCC
CTGGAAGGAGCACTTCATCTGT
CAGGCCCACATTCTCTCACTT
CATCTTGCACTGTTTGAGGTTGTAC



