
Supplementary materials:  

Figure S1. The list of top10 dysregulated lincRNAs in two HCCs by microarray 

analysis.  

 

Figure S2. The EMT markers in LINC01488 depleted- or overexpressing-

hepatoma stable cells determined via immunofluorescence assay.  

 



(A, B) Depletion of LINC01488 affected EMT expression levels in SK-Hep1 or Hep3B 

cells. (C, D) Forced expression of LINC01488 suppressed EMT expression levels in 

SK-Hep1 or Hep3B cells.  

 

Figure S3. LINC01488 regulates the anti-metastatic/anti-proliferative mechanism 

through vimentin/cyclin E, respectively. 

 

 



(A) The protein expression levels of vimentin- or cyclin E-knockdown in LINC01488-

depleted cells (SK-Hep1 and Hep3B) were assayed by western blot. (B) Further, the 

migratory/invasive capabilities were determined in vimentin-knockdown as well as 

LINC01488-depleted cells compared with ctrl-shRNA cells (SK-Hep1 and Hep3B). (C) 

In proliferative assay, cyclin E-shRNA (blue) or vimentin-shRNA(blue) knockdown in 

LINC01488-depledted cells was determined compared with the ctrl-shRNA (green) 

(SK-Hep1 and Hep3B). Data are presented as means ± SD (*p<0.05; **p<0.01).  

 

Figure S4. LINC01488 don’t bind to vimentin via RIP assay. 

 

RNA immunoprecipitation (RIP) assay to determine interactions between LINC01488 

and vimentin in SK-Hep1 and Hep3B cells. Data are presented as means ± SD (*p<0.05; 

**p<0.01).  

 

 

 

 

 

 



Figure S5. LINC01488 doesn’t interact with CDKs by RIP assay. 

 

(A, B) RIP assay to determine interactions between LINC01488 and CDK2 or CDK4 

in SK-Hep1 or Hep3B cells. Data are presented as means ± SD (*p<0.05; **p<0.01).  

 

Figure S6. The mRNA level of cyclin E don’t regulate by LINC01488. 

 

Depletion of LINC01488 don’t affect cyclin E and cyclin D expression levels in SK-



Hep1cells, as determined via q-RT-PCR. Data are presented as means ± SD (*p<0.05; 

**p<0.01).  

 

Figure S7 Lists of primer and sgRNA sequence. 

 

The list of primer sequences for (A) shRNAs of LINC01488, (B) genes of LINC01488, 

vimentin, N-cadherin, MMP-9, cyclinE and cyclinD, (C) sgRNA of LINC01488 and 

(D) pre-miRs (miR-124 and miR-138) by qRT-PCR assay. 


