
snetDNA	
  

trigger-­‐annealing	
  site	
  in	
  2R_lncs_14	
  

responder-­‐piRNA	
  sequence	
  in	
  2R_lncs_14	
  

Query:	
  2R_lncs_14	
  pos.	
  1163-­‐1213	
  
2L:2682837-­‐2682869	
  
3L:35162967-­‐35162986	
  
X:12840371-­‐12840389	
  
X:12839798-­‐12839816	
  
X:12839225-­‐12839243	
  
X:12838390-­‐12838408	
  
X:12837817-­‐12837835	
  
X:12837296-­‐12837314	
  
X:12836720-­‐12836738	
  
X:12836147-­‐12836165	
  
X:12831411-­‐12831429	
  
X:12736068-­‐12736087	
  
2R:1828902-­‐1828925	
  
2R:34646320-­‐34646346	
  
3R:22907962-­‐22907980	
  
2R:44005492-­‐44005514	
  
2R:11399110-­‐11399134	
  
X:7474122-­‐7474148	
  
Consensus	
  

Mul9ple	
  alignment	
  and	
  consensus	
  of	
  An.	
  gambiae	
  snetDNAs	
  matching	
  to	
  	
  2R_lncs_14	
  posi9ons	
  1163-­‐1213:	
  

SI-­‐MSA2	
  
Supplemental	
  Informa9on:	
  Mul9ple	
  sequence	
  alignments	
  and	
  consensus	
  sequences	
  of	
  
An.	
  gambiae,	
  Ae.	
  aegyp.,	
  mouse	
  and	
  human	
  snetDNAs	
  



snetDNA	
  

trigger-­‐annealing	
  site	
  in	
  2R_lncs_14	
  

responder-­‐piRNA	
  sequence	
  in	
  2R_lncs_14	
  

Query:	
  2R_lncs_14	
  pos.	
  1163-­‐1213	
  
AAGE02019858.1:17107-­‐17131	
  
AAGE02007761.1:58454-­‐58478	
  
AAGE02021956.1:138605-­‐138629	
  
AAGE02020341.1:44292-­‐44316	
  
AAGE02020341.1:18585-­‐18609	
  
AAGE02004341.1:70165-­‐70189	
  
AAGE02004341.1:69379-­‐69403	
  
AAGE02000255.1:7253-­‐7277	
  
AAGE02000766.1:78834-­‐78858	
  
AAGE02020342.1:102774-­‐102798	
  
AAGE02000767.1:20678-­‐20719	
  
AAGE02020340.1:13637-­‐13674	
  
AAGE02000255.1:7728-­‐7765	
  
AAGE02019858.1:17418-­‐17441	
  
AAGE02007761.1:58131-­‐58154	
  
AAGE02020341.1:44760-­‐44783	
  
AAGE02020341.1:19053-­‐19076	
  
AAGE02004341.1:69077-­‐69100	
  
AAGE02000766.1:78609-­‐78632	
  
AAGE02020342.1:102027-­‐102050	
  
AAGE02008243.1:202383-­‐202418	
  
AAGE02016552.1:14326-­‐14364	
  
AAGE02005073.1:5123-­‐5153	
  
AAGE02006953.1:82333-­‐82370	
  
AAGE02004850.1:76047-­‐76073	
  
AAGE02000093.1:90738-­‐90765	
  
Consensus	
  

Mul9ple	
  alignment	
  and	
  consensus	
  of	
  Ae.	
  aegyp.	
  snetDNAs	
  matching	
  to	
  	
  2R_lncs_14	
  posi9ons	
  1163-­‐1221:	
  



snetDNA	
  

trigger-­‐annealing	
  site	
  in	
  2R_lncs_14	
  

responder-­‐piRNA	
  sequence	
  in	
  2R_lncs_14	
  

Query:	
  2R_lncs_14	
  pos.	
  1163-­‐1231	
  
NC_000082.6:60646047-­‐60646019	
  
NC_000073.6:140781654-­‐140781708	
  
NC_000073.6:60849025-­‐60848986	
  
NC_000084.6:86677780-­‐86677815	
  
NC_000086.7:133096897-­‐133096935	
  
NC_000069.6:132052941-­‐132052909	
  
NC_000082.6:60837282-­‐60837307	
  
NC_000074.6:47848854-­‐47848821	
  
NC_000079.6:76102502-­‐76102482	
  
NC_000069.6:118387572-­‐118387610	
  
NC_000086.7:90914111-­‐90914079	
  
NC_000071.6:97239557-­‐97239608	
  
NC_000076.6:74410330-­‐74410293	
  
NC_000077.6:12079238-­‐12079274	
  
NC_000078.6:95569800-­‐95569820	
  
NC_000068.7:87026947-­‐87026973	
  
NC_000069.6:110002457-­‐110002422	
  
NC_000086.7:96328882-­‐96328852	
  
NC_000082.6:69047204-­‐69047179	
  
NC_000086.7:91950130-­‐91950102	
  
NC_000086.7:91188528-­‐91188556	
  
NC_000086.7:91378805-­‐91378833	
  
NC_000086.7:91462975-­‐91463003	
  
NC_000068.7:25138236-­‐25138206	
  
Consensus	
  

-­‐	
   -­‐	
   -­‐	
  

Mul9ple	
  alignment	
  and	
  consensus	
  of	
  mouse	
  snetDNAs	
  matching	
  to	
  	
  2R_lncs_14	
  posi9ons	
  1163-­‐1231:	
  



snetDNA	
  

trigger-­‐annealing	
  site	
  in	
  2R_lncs_14	
  

responder-­‐piRNA	
  sequence	
  in	
  2R_lncs_14	
  

Mul9ple	
  alignment	
  and	
  consensus	
  of	
  human	
  snetDNAs	
  matching	
  to	
  	
  2R_lncs_14	
  posi9ons	
  1141-­‐1227:	
  



snetDNA	
  

trigger-­‐annealing	
  site	
  in	
  AGAP011923-­‐RA	
  

responder-­‐piRNA	
  sequence	
  in	
  AGAP011923-­‐RA	
  

Query:	
  AGAP011923-­‐RA	
  pos.	
  231-­‐284	
  
2R:34612118-­‐34612158	
  
2R:34611963-­‐34612006	
  
2R:49667842-­‐49667865	
  
2R:56222244-­‐56222265	
  
2R:32675196-­‐32675229	
  
3R:1423490-­‐1423512	
  
2R:1828980-­‐1829008	
  
3L:7773232-­‐7773258	
  
3L:7750866-­‐7750892	
  
3L:7695019-­‐7695045	
  
X:12830996-­‐12831022	
  
X:12840529-­‐12840555	
  
X:12839956-­‐12839982	
  
X:12839383-­‐12839409	
  
X:12837975-­‐12838001	
  
X:12836878-­‐12836904	
  
X:12836305-­‐12836331	
  
X:12735359-­‐12735383	
  
X:12840371-­‐12840393	
  
X:12839798-­‐12839820	
  
X:12839225-­‐12839247	
  
X:12838390-­‐12838412	
  
X:12837817-­‐12837839	
  
X:12837296-­‐12837318	
  
X:12836720-­‐12836742	
  
X:12836147-­‐12836169	
  
X:12831411-­‐12831433	
  
2R:37218138-­‐37218161	
  
2R:37218381-­‐37218403	
  
2R:37218056-­‐37218081	
  
2R:1829152-­‐1829171	
  
X:12736068-­‐12736086	
  
2R:1828902-­‐1828919	
  
Consensus	
  

Mul9ple	
  alignment	
  and	
  consensus	
  of	
  An.	
  gambiae	
  snetDNAs	
  matching	
  to	
  	
  AGAP011923-­‐RA	
  posi9ons	
  231-­‐284:	
  



snetDNA	
  

trigger-­‐annealing	
  site	
  in	
  AGAP011923-­‐RA	
  

responder-­‐piRNA	
  sequence	
  in	
  AGAP011923-­‐RA	
  

Mul9ple	
  alignment	
  and	
  consensus	
  of	
  Ae.	
  aegyp.	
  snetDNAs	
  matching	
  to	
  	
  AGAP011923-­‐RA	
  posi9ons	
  231-­‐284:	
  



snetDNA	
  

trigger-­‐annealing	
  site	
  in	
  AGAP011923-­‐RA	
  

responder-­‐piRNA	
  sequence	
  in	
  AGAP011923-­‐RA	
  

Query:	
  AGAP011923-­‐RA	
  pos.	
  231-­‐284	
  
NC_000086.7:122260240-­‐122260196	
  
NC_000081.6:13201139-­‐13201119	
  
NC_000079.6:107852738-­‐107852708	
  
NC_000083.6:90776298-­‐90776276	
  
NC_000083.6:80223211-­‐80223192	
  
NC_000077.6:62760842-­‐62760869	
  
NC_000076.6:93095271-­‐93095290	
  
NC_000070.6:68132574-­‐68132550	
  
Consensus	
  

Mul9ple	
  alignment	
  and	
  consensus	
  of	
  mouse	
  snetDNAs	
  matching	
  to	
  	
  AGAP011923-­‐RA	
  posi9ons	
  231-­‐284:	
  



snetDNA	
  

trigger-­‐annealing	
  site	
  in	
  AGAP011923-­‐RA	
  

responder-­‐piRNA	
  sequence	
  in	
  AGAP011923-­‐RA	
  

Query:	
  AGAP011923-­‐RA	
  pos.	
  231-­‐290	
  
NC_000001.11:215425757-­‐215425793	
  
NC_000004.12:19540137-­‐19540103	
  
NC_000002.12:10443999-­‐10444050	
  
NC_000009.12:26175790-­‐26175821	
  
NC_000023.11:113736746-­‐113736708	
  
NC_000010.11:60478615-­‐60478595	
  
NC_000006.12:101351131-­‐101351097	
  
NC_000002.12:197087120-­‐197087090	
  
NC_000020.11:48021859-­‐48021893	
  
NC_000014.9:43878706-­‐43878739	
  
Consensus	
  

Mul9ple	
  alignment	
  and	
  consensus	
  of	
  human	
  snetDNAs	
  matching	
  to	
  	
  AGAP011923-­‐RA	
  posi9ons	
  231-­‐290:	
  


