Supplementary Materials: The following are available online at www.mdpi.com/xxx/s1, Figure S1: Flow chart of patient
selection for RNA extraction from EUS-acquired pancreatic cancer tissue. Figure S2: GATA6 and ZEB1 vs. L34 expression
evaluation was feasible in 20 samples. Figure S3: ZEB1 and SLUG(SNAI2) show a positive significant correlation (Kendall’s
Tau =0.78; p <0.0001). Table S1: List of Primers employed for gene expression and splicing variant evaluation.

| EUS performed between Nov 2018 — Oct 2019

Excluded as not involving the pancreas
(303)

Excluded as meeting exclusion criteria

* (1612):
1132 pts with clinical history or radiologic imaging not suggestive of PDAC
126 pts with radiological findings suspect for metastatic disease
297 no availability of laboratory personnel
14 refused to be enrolled in the study
17 for interposed vessels that would not allow to perform 3 passes safely
22 ROSE would not reach adequacy within 2 needle passes

4 definite cytological diagnosis reported the presence of diseases other than PDAC

37 patients enrolled

Figure S1. Flow chart of patient selection for RNA extraction from EUS-acquired pancreatic cancer tissue.

0. 0.04: Bl FNA(Siimiine)
Bl rnB(Procore)
0.03
§02 < EA rnB (Acquire)
’ 3]
=
=
©
< = 0.02
= m
< 0.1 w
G} N 0.01
0.
S o S 5 S N S A O I I I N I - . S G
PP P E S ¥ ¥ Q¥ 0P Y & QP P P P

Figure S2. GATA6 and ZEB1 vs. L34 expression evaluation was feasible in 20 samples.
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Figure S3. ZEB1 and SLUG(SNAI2) show a positive significant correlation (Kendall’s Tau = 0.78; p < 0.0001).
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Table S1. List of Primers employed for gene expression and splicing variant evaluation.

Gene Forward Reverse
ARHGAP17 CTCACCACCCCGAGTTCTAA TGTTGTTTCTCCCTGGTGCT
Collal CAACAGCCGCTTCACCTACA TCAATCACTGTCTTGCCCCA
GATA6 GCCAACTGTCACACCACAAC CATAGCAAGTGGTCTGGGC
L34 GGCCCTGCTGACATGTTTCTT GTCCCGAACCCCTGGTAATAGA
PRSS1-3 TGAAGCCTCCTACCCTGGAA TGTCCATTGCAGACCACAGG
ZEB1 ACTCAACTACGGTCAGCCCT TGGGCGGTGTAGAATCAGAG

SLUG

CAAGGCGTTTTCCAGACCCTG

TTGACCTGTCTGCAAATGCTCT

20f2



