Supplementary Figures

An integrative study showing the adaptation to sub-optimal growth
conditions of natural populations of Arabidopsis thaliana: a focus on cell
wall changes

Duruflé et al.

Figure S1. Phenotype of floral stems in contrasted growth conditions.
Figure S2. Phenotype of rosettes in contrasted growth conditions.

Figure S3. Reconstruction of the main cell wall polysaccharides of rosettes cell walls from
monosaccharide analysis.

Figure S4. Reconstruction of the main cell wall polysaccharides of floral stems cell walls from
monosaccharide analysis.

Figure S5. Individual plots project the rosette samples for the four blocks used for the sparse
MB-PLS-DA analyses.

Figure S6. Graphical representation of sparse MB-PLS-DA analyses that discriminate the floral
stems Col, Roch, Grip, Hern and Hosp)according to the growth temperature.

Figure S7 Graphical representation of sparse MB-PLS-DA analyses that discriminate the floral
stem samples according to Col, Roch, Grip, Hern and Hosp.



Figure S1. Phenotype of floral stems in contrasted growth conditions. A, Mass; B, Diameter; C,
Length.

Measurements were done before the harvest. For each condition, 20 plants from 3 independent
batches were analyzed. Mean values are represented.
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Figure S2. Phenotype of rosettes in contrasted growth conditions. A, Rosette diameter; B,
Rosette mass; C, Rosette density; D, Projected rosette area.
Measurements were done at the time of harvesting. For each condition, 20 plants from 3 independent

batches were analyzed. Mean values are represented.
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Figure S3. Reconstruction of the main cell wall polysaccharides of rosettes cell walls from

monosaccharide analysis. Monosaccharide composition of rosettes of plants grown at 22 °C or 15

°C has been obtained. The formulas used to rebuild the polysaccharides are given in Supplementary

Table S1. Mean values were calculated from 3 independent batches. XG: xyloglucans; RGI:

rhamnogalacturonan I; HG: homogalacturonan.
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Figure S4. Reconstruction of the main cell wall

polysaccharides of floral stems from

monosaccharide analysis. Monosaccharide composition of floral stems of plants grown at 22 °C or 15

°C were obtained. The formulas used to rebuild the polysaccharides are given in Table S1. Mean

values are calculated from 3 independent batches. XG: xyloglucans; RGI: rhamnogalacturonan I; HG:

homogalacturonan.
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Figure S5. Individual plots project the rosette samples for the four blocks used for the sparse MB-
PLS-DA analyses. They are discriminated according to (A) the growth temperature and (B) the five A.

thaliana populations (Col, Roch, Grip, Hern and Hosp). Grey lines separate the samples according to the
growth temperature (A).
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Figure S6. Graphical representation of sparse MB-PLS-DA analyses that discriminate the
floral stems of the five A. thaliana populations (Col, Roch, Grip, Hern and Hosp) according to
the growth temperature. (A) The plotDIABLO shows the correlation inside each block pair. (B)
Individual plots projects the samples for the four blocks. Grey lines separate the samples according
to the growth temperature.(C) Clustered image map representing the multi-omics profiles for each
sample discriminated by the temperature: the levels of yellow and purple denote low value and high
value respectively. Note that colors are scaled per line.

4 2 0 2 4

e CW proteomics CWP transcriptomics

-4 -2 0 2 4
Y
® Hegrtis 5.0 Hetarosis.a
[= Herm:15.1
CW proteomics 4
| * -2.51

Lo -2 .
i g
. ColA5
Foo Col15.2

-4 -2 0 2 4 -5.0 -2.5 0.0 25

Phenomics Metabolomics
.' R

Rocir.15.3
0.82 0.73 0.63 Metabolomics 1468

Hosp15.2

Hroeriidmls 1

CU‘BHiE.’?ﬂE.Z

SIS e

Hosmtefist | 0-07 i
Col453 »

. 3 i N
“Er?_sr'ﬂ:é@ﬂ?.z | 1. O‘Cﬂmﬂﬁtﬁ.é

0 9 Ccwp
. transcriptomics

T
4
variate 2

0.79 0.66 Phenomics Ql‘ernr15|‘1’ern.'15.2

21 . Rocipbad 152

g 13

3 Roclr15.2 1]

= HUS; ST Grip:1g
644

Col %15 4

Gelrsto

Col15.3

$Herm:15.1
*
*

Y Col1s
H%ﬁ?.é%rims.wcl.ﬁ.z
.
.
Col45.1 -21 Hospr15.1
¢ 15 2 -3 -2 -1 0 1 2 -2 0 2 4
variate 1

C Color key

Roch.15.1
Roch.15.2
Roch.15.3
Grip.15.3
Grip.15.2
Grip.15.1

Col15.2

Col15.3

Col15.1

Hosp.15.2
Hosp.15.1
Hosp.15.3
Hern.15.1
© Hern.15.3
_ Hern.15.2
Hosp.22.1
Hosp.22.2
Hosp.22.3
Roch.22.2
Roch.22.3
Roch.22.1
Grip.22.3
Grip.22.2
Grip.22.1

Col22.2

Col221

Col22.3

Hern.22.2
Hern.22.1
Hern.22.3

gggoogoo oo o T T oo S SESSEEE e Eoouoooooog Soocoo S S e oo ===t
OESRSeIRIIoES R e ==Ll =) D e = = i e e o o= 1] D S L I — DS T S
[ [ty A e e e e o] _Enm.-.-thmh—n—m:mc‘ﬁqmgmhmmh— Ecor i QBT B OO D S e e A S e = e
SE=GaO00-GT0N SoERD 5T onnnn oo 56 E Pergnnind s argonaone Srad- S B et e ol
[ e e Tt = 1 @ e CICCD S B T D T I O e o L P ) I T r D B I e e e 0 L D e e D R T — D e T
COC0OODOO00008 600 00000000 50 5 EOaGa0noaa S oo 80 SEEa 0 0 008 atiEiias 5 om0 OO EECE OO DO SO 00
° P e ettt e = a0 i et i e e O 51 e et S S A S bt et
15 c TEETEEEIREEES LTI ALLALLTLES _TITLLLLLLT AL AL L LT LA L LT L AT LT LT LT L LT L L LT LT L LLL LT LT
o5
W 22°c :

M cwp transcripts
B Metabolites
| Phenotypes



Figure S7 Graphical representation of sparse MB-PLS-DA analyses that discriminate the floral
stem samples according to the five A. thaliana populations (Col, Roch, Grip, Hern and Hosp).
(A) The plotDIABLO shows the correlation inside each block pair. (B) Individual plots project the
samples for the four blocks. Colored ellipses highlight the Hosp and Hern samples. (C) Clustered
image map representing the multi-omics profiles for each sample discriminated according to ecotypes:
the levels of yellow and purple denote low value and high value respectively. Note that colors are

scaled per line.
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