Gene ID – Ensembl Gene identifier
Symbol – official gene symbol
Biotype – gene type
Name – gene name
RefSeq_Summary – summary (from Reference Sequence)
Annotation – Gene Ontology, KEGG, Reactome annotations
LogFC – binary logarithm of expression fold change
LogCPM – binary logarithm of average read count per million (CPM)
p (QLF test) – p-value (quasi-likelihood F-test)
FDR (QLF test) – false discovery rate (quasi-likelihood F-test)
p (t-test) – p-value (Student’s t-test)
CPMs - read counts per million 
 Sparklines (columns H, I) demonstrate the binary logarithms of ratio (CPM each replicate) / (average CPM), vertical scale from -2 to +2, e.g. from 4-fold decrease to 4-fold increase (relatively the average CPM)

