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Supplemental Figure S1. Different visualization method for Gene ontology (GO) analysis based on the
mass spectrometry results of medium collected from hiPSC-P and hiPSC-F cultured in mTeSR1 based

systems, showing the target gene categories and counts.
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Supplemental Figure S2. Different visualization method for GO analysis based on the mass spectrometry
results of medium collected from hiPSC-P and hiPSC-F cultured in E8 based system, showing the target
gene categories and count.
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