Supplementary Table S4: list of nodes in the constructed network.
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WWUAT 1 00 Farl 10090 [Pl Q8VCUA | QORIES |
U6 T 00 Mycbp2 1009 g i 1Qsrcy ighwi o
356682 T 00 Hapl 10090 |033668-21 Hapt 1 Short
0356681 T 00 Long 10090 0356681 I Lon! Hapl
Q@TAS2 T 00 e 10090 Cric2 | Q3TAS2 Transducer
A2A181 T 00 Nest 10090 | Nest
7Sz T 00 Hspada 10090 OT 175
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|A6H6AS 1 Gapdn 10 Q3TUIL2I Q4V7831 Q3THM21 Q3UMT21 Q569X51 Q5U4101 QUQEUD| Gapdh| Q369X [ Peptidyl-cysteine S-nitrosylase GAPDHI A6H6AS | Gapd
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