
SUPPLEMENTARY FIGURES 

 

Supplementary Figure S1: NET protein harvesting workflow for proteomic analysis. Scheme overview 
of the workflow from blood sampling, NET induction and NET protein harvesting to loading and analysis 
by LC-MS/MS (created with Biorender.com). Abbreviations: HC: healthy control, T1D: type 1 diabetes, 
NS: unstimulated, PMA: phorbol-myristate acetate, IONO: ionomycin. 
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Supplementary Figure S2: Bioenergetic profile of HC and T1D neutrophils in response to PMA and 
ionomycin. (A, B) Scheme overview of Seahorse extracellular flux analysis of mitochondrial respiration 
(OCR, A) and extracellular acidification (ECAR, B) of HC and T1D neutrophils, in resting and PMA- or 
ionomycin-stimulated conditions (create with Biorender.com). Black arrows indicate timepoints at 
which the stimuli and compounds were injected. 



   

Supplementary Figure S3: Granulocyte counts in peripheral blood of HC and long-standing T1D 
subjects. Reported as 103/mm3 of total blood. Unpaired Mann-Whitney test.  


