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Figure S6. Comparison of KDM6A peaks identified for T24 cell line with the peaks called in 
WT KDM6A-expressing UMUC-1 cells.



 

 

 

 

Ta le S1. R ult  o  Gene Ontology Analy  e o med o  the cl e  n F gu e 1D.  

Ta le S2. Gen a ated w th all T24 KDM6A eak  w th n ±2kb d tance to TSS.  

Ta le S3. L t o m  e n the tudy.  
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Figure S4. Association of KDM6A with genes involved in Notch signaling. (A) Snapshot images showing KDM6A 
signal in BdEC, SV-HUC-1, T24 cell lines at JAG1 and RBPJ loci. (B) Comparison of ChIP-qPCR and ChIP-seq data in 
SV-HUC-1 cell line. Top panel shows the result of the ChIP-qPCR experiment shown as ‘% Input’ for HES1, RBPJ, TLE3, 
JAG2 and intergenic region. Bottom panel shows the ChIP-seq signals for the same loci, in the same order.   
 

 (C) Barplots
showing the result of RT-qPCR analysis performed for HES1,TLE3, RBPJ, JAG2 genes. Error bars depict the sd of three 
technical replicates. *pvalue < 0.0.5, **pvalue < 0.005, ***pvalue < 0.0005, ****pvalue < 0.0001, ns = not significant
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Th�s supplementary f�gure S10 conta�ns the or�g�nal Western Blot �mages d�splayed �n F�gure 1A,
and F�gure 5D-5E.
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