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Figure S1: Correlation analysis between the changes observed in striatal neurons of the genetic
model of PD (GS-PD) and acute intoxication (ai-PD) compared to healthy mice (Control). Striatal
metabolites were analyzed by divisions into metabolic routes: amino acids (A), organic compounds
(B), lipids (C), nucleosides (D), carbohydrates (E), nucleotides (F) and nitrogen bases (G). Statistical
analysis was performed by obtaining p values (ns: non-significant; *** (p<0.001), **** (p<0.0001)),
and Pearson's correlation coefficients (R) between the observed changes.
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Figure S2: Correlation analysis between the changes observed in hepatic cells of the genetic model
of PD (GS-PD) and acute intoxication (ai-PD) compared to healthy mice (Control). Metabolites
were analyzed by divisions into metabolic routes: amino acids (A), carbohydrates (B), organic com-
pounds (C), nucleotides (D), nucleosides (E), nitrogenous bases (F), bile acids (G) and lipids (H).
Statistical analysis was performed by obtaining p values (n.s: non-significant; ° (p<0.1),* (p<0.05),
** (p<0.01), **** (p<0.0001)), and Pearson's correlation coefficients (R) between the observed
changes.
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Figure S3: Summary with the models used and the main metabolic results obtained in this work.
Green arrows indicate an increase and red arrows indicate a decrease in levels compared to the
untreated control mice. 6-OHDA, 6-hydroxydopamine; ai, acute intoxication; ATP, adenosine tri-
phosphate; FA, fatty acids; GS, LRRK2 G2019S mutation; NADH, nicotinic amide adenine dinucle-
otide; NADP, Nicotinamide adenine dinucleotide phosphate; PD, Parkinson disease.



Table S1: Metabolite changes in striatum cells from control and PD mouse models (GS-PD or ai-
PD). N: number of mice/groups detected for each metabolite; Average: Average log2area; SEM:
standard error of the mean; Log2FC: Log?2 fold change between two groups and statistical analysis
was performed by obtaining p values (GS-PD vs control, first column Log2FC; ai-PD vs control
second column Log2FC). PCae (phosphatidylcholine); PCee (phosphatidylethanolamine).
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Table S2: Metabolite changes in hepatic cells from control and PD mouse models (GS-PD or ai-
PD). N: number of mice/groups detected for each metabolite; Average: Average log2area; SEM:
standard error of the mean; Log2FC: Log2 fold change between two groups and statistical analysis
was performed by obtaining p values (GS-PD vs control, first column Log2FC; ai-PD vs control
second column Log2FC). PCae (phosphatidylcholine); PCee (phosphatidylethanolamine).



