Description Primer Name Primer Sequence (5'-3")

pCS2 + Inc196-EcoR1-F  ACCGAATTCATCCCCGGAGCGCCTAGCCTA
mR'?:A_ CCCGCGGCCGCTTGCAAAAGAAAAAACATTTTATTTGA
synthesis Inc196-Notl1-R AAACAT

Inc304-BamH1-F CGCGGATCCGCGGCAAACTAGCGAGGGAATC

Inc304-EcoR1-R CCGGAATTCCGGTGGTGTTTCCTTGGTCCTC

Inc172-BamH1-F CGCGGATCCCATGAACACTCGCTGTCCAG

Inc172-Xhol-R  CCGCTCGAGTATTTACCACATCACTGCAG
gRT-PCR  efla-RT-F GGCTGACTGTGCTGTGCTGATTG

efla-RT-R CTTGTCGGTGGGACGGCTAGG

rpl13a-RT-F  TCTGGAGGACTGTAAGAGGTATGC

rpl13a-RT-R  AGACGCACAATCTTGAGAGCAG

vasa-RT-F GAGCATGCAGTGATGTGGAG

vasa-RT-R CCGATCACCATGGATGCTTG

dnd-RT-F GGCTAAGAAAGTGCTCGTGG

dnd-RT-R GCTGGGACGTCATAATGCAG

Incl96-RT-F  AAGGTGGCGTCAATACTGGA

Incl96-RT-R  TGGTTCCTGATGCACGGATA

INc304-RT-F  AGGGCCTAACAAGTTGAA

Inc304-RT-R ~ TCCCAGCCACAGGATGAC

Inc172-RT-F CCGAATCCTCATGTCTGCTT

Inc172-RT-R  TACCACATCACTGCACGACA

INc370-RT-F  GCAGCACACAGGAGACTGAA

INc370-RT-R  GAGCTGCATGAGCTGAACTG

INc279-RT-F  TCATCGTCCAGGAAGTGACA

INc279-RT-R  ATGGTTCAGCTTCCTGCTGT

INc181-RT-F  CAGATGTGGTGGTGTTGGAG

Inc181-RT-R  AGAGCTGGGAACAGGACAGA

Incl14-RT-F  CAGCGTACGGATCTCACAGA

Incl14-RT-R  AAACGCCAGTGGGTCACTAC

INc308-RT-F  GTTGTGATGGAGCTGGACCT

Inc308-RT-R ~ CAGAACTGCTGCTGTCTTGC

Inc345-RT-F  GCACATATTTCAGCCCATCA

Inc345-RT-R  GGAGGATGTGAAGCTCAGGA
DIG-probe  Inc196-F GGTGGCTGATTAGAGACGGA

Inc196-R-T7  TAATACGACTCACTATAGCTGTTTTAGTCCTTTGGTCCA

Inc304-F CCCCAGAGCAGTCTAACCTT

INc304-R-T7  TAATACGACTCACTATAGGTGTTTCCTTGGTCCTCC

Inc172-F CATGAACACTCGCTGTCCAG

AATACGACTCACTATATATTTACCACATCACTGCACGA
Inc172-R-T7

CACAACAC




>Incl96
ATCCCCGGAGCGCCTAGCCTACTCTGCCCGGATGCTAACGGCAACACAGGACGGTTTC
CATAAGCTCTGGAGAGTTTCTAAAACATATCTGCCACAGTTCTCTATACAATAACACAA
GACCCTGTGTCGGTGGCTGATTAGAGACGGATGGTGTATTTCCAGAGTTGGTGAAATG
ACCAAGCACACCTTCTTGGTCATATGTGGTGATAATAATGAAGTTAAGATTATATTTGGA
CCTGAAACATCTGCTAGACTCCAGGAAAGGTGGCGTCAATACTGGACCTGAAAGGGCT
TAACAAGTTGAATCTGCTGGGAGAGTCAAGTTGTGGATCATCATGAAGATTTTCAAAA
GGCGAGTTTAGATTTCTTGAATGTTTTATTTACTTTAAATGTTCTTTTAAATATATCATAG
AATTTGATTGCAATTTGTTTTCAAACATTTTTCTTAGTCATGCTGAAGTCTTGAAGAGTT
CTTAGATGAGCATCACCCTATTTCCGTGCATCAGGAACCAGCAGTCGAGGGATCAGCA
GCTACTACATCGTCATGGATAAAGGTCACCCTGTGGCTGGGAAGCACTTCATTCACAGG
ACATGTTTGATGAGATTTCCTAGCTCCAGTTTGTTTTCACACAAGTTTACAGCATTTGTA
CCTTCATTTAAACTGCTGTGTTTGATATGGAGGACCAAGGAAAAACACCAGAAGTGAA
AGATTTGCACGCCAAGTTGTTTAAAATGTAATTTCAGAAGAAAACTATGCGCTCAGAA
GAAAACTATGAGTGACGATACTGTATATTGAACTTTCAAATTGCTCTGATGAAACATAA
AGTTTGGACCAAAGGACTAAAACAGCCATTTTGAGCACTGGTCATACATATTTTGTTGA
TACTGTCTGTACTAATAAAACATTTAAAGCATATTTGACATTGTTGCATTTTAAAAACTG
AATGAATTGTTGAAGTGGTGAATGTTTTCAAATAAAATGTTTTTTCTTTTGCAA

>Inc304
GCAAACTAGCGAGGGAATCCCCTGAGCAGCCTAGCCTACTCTGCCCGGATGCTAACGG
CAACACAGGACGGTTTCCATAAGCTCTGGAGAGTTTCTAAAACATGTCTGCCACAGTT
CTCTATACAATAACACAAGACCCTGTGACGGTGGCTGATTAGAGACGGATGGTGTATTT
CCAGAGTTGGTGAAATGACCAAGCACACCTTCTTGGTCATATGTGGTGATAATAATGAA
GATTCTATTTTGACCTGAAACATCTGCTGGACTCCAGGAAAGGTGGCGTCAATACTGG
ACCTGAAAGGGCCTAACAAGTTGAATCTGCTGGGAGAGTCAAGTTGTGGATCATCATG
TAGATTTTCAAAAGTAATGCTGGAGTCTTGAAGAGTTCTCAGATGAGCATCACCCTATA
TCCGTGCATCAGGAACCACCAGATGAGCGATCAGCAGCTACTACATCGTCATGGATAA
AAAGGTCATCCTGTGGCCGGGAAGCACTTCATTCACAGGACATGCTTGATGAAATTTC
CTAGCTCCAGTTTGTTTTCACATAAGTTTACAGCATTTATACCTTCATTTAAACTGCTGT
GTTTGATGTGGAGGACCAAGGAAACACCAGAAGTGAAAGATTTGCACGCCAAGTTGT
TTAAAATGTAATTTCAGAAGAAAACTATGCGTTCAGAAGAAAACTATGAGTGACGATAT
ATTGAACTTTCAAATTGCTCTGATGAAACATCAAGTTTGGACCAAAGGACTGAAACAG
CTTTTTTGAGCACTTGTCGTACATACTTTGTTGATACTGTCTGTACTAATAAAACATTTA
AAGCTAAAAAAAAAAAAAAAAGTACTCTGCGTTGATACCACTGCTT

>Incl72
CATGAACACTCGCTGTCCAGCCTGGTGTGACCGAATCCTCATGTCTGCTTCGGCCAAA
GACCTGATCGGCAAGCCGGAGAACGAGGACAAATCAATAACATACGACAACATCGGA
GCCAACGTGTGTATGGGAGACCACAAGCCGGTCTACTTGTTCTTTCGGTTGACCACAG
GTCCAGGTAAACCTAATGCAAATAAGCACAAGTGTTGTGTCGTGCAGTGATGTGGTAA
ATA



