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Supplementary Table S1. IC50 values of G-1 in MM cell lines and primary cells from newly diagnosed MM 
patients. Cells were treated with different concentrations of G-1 for 48h, and cell viability assayed using the 
CTG method. IC50 values were calculated using GraphPad Prism 8 software and reported as mean of three 
independent experiments ±SD. 
 
 
 
 
 
 
 
 
 
 
 



 
 

 
 

Supplementary Figure S1. Cell viability was assessed by CTG assay in NCI-H929 cells, 48h after 2 µM G-1 
treatment, alone or in combination with 0.5 µM G-15. Histogram bars are representative of the percentage of 
viable cells compared to control. *p < 0.05. 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

 
 

 
 
 



 
 

 
 
 
Supplementary Figure S2. FACS flow analysis of Annexin V/7-AAD stained RPMI-8226, NCI-H929, MM1S, 
OPM2 and INA-6 cells, 48h after G-1 treatment. Dot plots are representative of the percentage of apoptotic 
cells from an independent biological replicate (n = 3). 
 
 



 
 

 
 
Supplementary Figure S3. Densitometric analysis of Sp1, MCL1, CDK6 and GPER1 protein fold change of 
expression in NCI-H929 cells treated for G-1 for 24h. GAPDH was used as loading control. 


