Supplementary Figure S1. Heatmaps showing the overlap between expression levels (fold change
ratio) of DEGs detected in our sALS fibroblast cohort with other gene expression studies in sALS
fibroblasts. Down-regulation is coloured in shades of green, while up-regulation is coloured in
shades of red.

Gene FC FC Gene FC FC FC FC
Symbol SALS vs CTRL SALS vs CTRL symbol sALS vs CTRL SALS vs CTRL Gene Symbol SALS vs CTRL SALS vs CTRL
(our dataset) (Won et al., 2016) (our dataset) (Alves et al, 2015) (our dataset) (Raman et al, 2015)

ST6GALNACS WNTL esvs D
w0 SLC24A2 Hnenece: [
civar2 [N N AT™ MMP12 ]
AoHza1 [N ATAD3B SETD5 I
HTr26 [ FLI30679 CYP3A4 I ——
BacALNT4 [N . ARHGEF4 ELP6 I
reL3 [ —— ANXA2 GMFG I
Hen: [ — 287820 ATAD3B ]
prLR [ ADAM21 ZNF493 I
cprr37 [N . LTBP4 DPP6 I
=Y SDHAF1 CARD16 1
ety 00 SESTD1 PTCH1 I
csTv3 [ — NSA2 IFNAR2 I
poco2 [N STX4 cps1 I
taptvs [ PCNP PCSKIN ]
iack [ — ELPG psvps-as1 [N [
srvpT2 IR SRSF2 CRBN | P
vivizew | PDCD6 LYRM7 ]
epHas [N . ZDHHC3 NEDDS ]
cotisa1 [N Exoc7 SESTD1 |
seTos [ ITGA2 ]
rcss [ . SPTLC2 I
cyp3as [ toc1o1929112 |
ey EDEM2 ]
Apcy1 [ Fold changes ZNF585B I
ARHGAP2o [N STAT4 I
pHcr24 [N -5 5 MTAP ]
=y CLCN3 I
cvpacal IR PCMTD1 | P
oseL IR LMBR1 I
Sy P LYRM2 I
wyey | PHC2 | P
Griks [ ELPS I
kenma1 [N CIAPIN1 I
xrra1 [ ALG14 I
inppsD [ RNF14 ]
Hoxa13 [ . SLCA3A3 I
cvrc [ PDCD6 I
znreo [N DHODH I
atv [ AURKAIP1 I .
ATAD36 [ IFTS7 I
HAPs [ R ZDHHC3 I
TMeme7 [ ALG1 ]
suTrks [N E—— Exoc7 | [

Clorf204 |
trers [N
neaT [

kirreLs I
acsts [
tvasr20 [



vrreiL [
kiaa4c2 I
wvrvz

tvemisss [N
HisTiH2am [



pcvro1 [

aurkare1 [ I
Ax. | S—



