
AGE−RAGE signaling pathway in diabetic complicationsall genes
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genes with data
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sink nodes
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 Newborn
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 Infant
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 Teenager

CYBB

AGER

NFKB1

AGER PRKCB MAPK8 EGR1

HRAS

MAPK14

MAPK1

TGFB2
TGFBR1

TGFBR2

SMAD2

SMAD4

EDN1F3

THBD

IL1A IL6

TNF

VCAM1 ICAM1

CXCL8

JUN

JAK2

STAT5A CCND1

CDK4

STAT1

MAPK8

MAPK14

BAX

BCL2
CASP3

AKT3

DIAPH1

COL1A1

MAPK8

PIK3CA

NOS3

FOXO1

RAC1

STAT3

PIM1

NFATC1

VEGFD

CCL2 SERPINE1

MMP2

AGER

SELE

COL1A1

PRKCAPLCD3

TGFB1

TGFB1

AGTR1

CYBB

CDKN1B

FN1

AGT



AGE_RAGE_signaling_pathway_in_diabetic_complications 
 Adult
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 Late Adult
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