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Figure S1. Similarities of anther transcriptomic data in WT and ms33-6038 mutant from stages S5 to
S9.
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Figure S2. Phenotypes of anthers and pollen grains of ms33-6038 and the other five maize GMS
lines (ms30-6028, p5126-ZmMSs7, ocl4, ms23, and macl).
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Figure S3. Expression changes of genes involved in primary metabolism pathways in the
ms33-6038 anther transcriptomes at stages S5 and S6.



Cells 2022, 11, 2318

4 of 5

)]

7 minor CHO

l1em 11393

spidin

Amino Acids

srasasanas Fermentation Tetrapyrrole

Ascorbate, Glutathione  Light

= Gilld @ .

[masnssssnassnnns]
m Mito. Electron Transport

a Carbonic anhydrases
<E@ @ | NO,

DA6 o s,

BT e

g

o

e

73

EN -
Gin Asn Val Ser pne Hs Gl Asn
Po  Thr Leu Gy  Tyr P Thr
woe MR R W e

misc

msc  misc misc  misc

minor CHO

11em |13

spidi

Amino Acids

WSIOGEIN oZ

Sucrose

:;mmplmlon

Fermentation Tetrapyrrole
oo

m Mito. Electron Transport

u Carbonic anhydrases

<GEEEENN No;
A LoD w
o| << so,

R
B 7 o>

L]
S | —
Vel Ser Pre His Gn  Asn Val  Ser pne His
Lou Gy Tyr Pro Thr Leu Gy Ty
be. = % o v o T
misc L e o

Figure S4. Expression changes of genes involved
ms33-6038 anther transcriptomes at stages S7 and S8a.

in primary metabolism pathways in the
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Figure S5. Expression changes of genes involved in primary metabolism pathways in the

ms33-6038 anther transcriptomes at stages S8b and S9.



