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SUPPLEMENTARY TABLE: 

Supplementary Table S1: Lowest detection limit of cytokines, chemokines, and growth factors in 

cytokine bead array assay. 

 



Supplementary Table S2: Correlation of upregulated and downregulated proteins with the 

neutrophils, its oxidative burst activity, MELD, MELD Na and Bilirubin. R-value and p-value given 

in each cell. Cell containing no value shows no significant correlation. 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Supplementary Table S3: Correlation of neutrophils, its phagocytic and oxidative burst activity 

with the cytokines, chemokine and growth factors. R-value and p-value given in each cell. Cell 

containing no value shows no significant correlation. 



 

Supplementary Table S4: Correlation of upregulated and downregulated proteins with the 

cytokines, chemokine and growth factors. R-value and p-value given in each cell. Cell containing 

no value shows no significant correlation. 



 



Supplementary Table S5: Sequence of primers used for RT-PCR  

Name Forward primer Reverse primer 

18s AAGTACGCACGGCCGGTACA AGCGCCCGTCGGCATGTATTA 

DNAJC13  AGTGGCAAAGACTAGCTGGAA TGTCCTCTTTTTGAGCAATGCC 

TMSB4X  ACTGCCTTCCAAAGAAACGAT AGGGGCAGCACAGTCATTTA 

AHSG  CATGGCCCAGGGCTGATTTA CTGCTGAGGCCACACCTTTA 

HMGB1  ATA TGGCAAAAGCGGACAAG AGGCCAGGATGTT CTCCTTT 

HIF-1α GTTTACTAAAGGACAAGTCACC TTCTGTTTGTTGAAGGGAG 

ATG5 TTGACGTTGGTAACTGACAAAGT TGTGATGTTCCAAGGAAGAGC 

ATG12 TAGAGCGAACACGAACCATCC CACTGCCAAAACCATCATAGAGA 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



SUPPLEMENTARY FIGURES: 

SUPPLEMENTARY FIGURE S1: Scatter dot plot shows the percent expression of Neutrophils,  

CD11b+CD66b+ cells, CXCR1+ and CXCR2+ on CD11b+CD66b+ neutrophils in sepsis and w/o sepsis 

at different time points i.e D0, D3 and D7. 

 

SUPPLEMENTARY FIGURE S2: Scatter dot plot shows the percent expression of Neutrophils,  

CD11b+CD66b+ cells, CXCR1+ and CXCR2+ on CD11b+CD66b+ neutrophils A) based on alcohol (ALC) 

and other etiologies (NASH and cryptogenic) in patients with or w/o sepsis; B) with or w/o AKI as a 

decompensating event in sepsis patients. 

 



SUPPLEMENTARY FIGURE S3: Scatter dot plot shows the percent expression of Neutrophils,  

CD11b+CD66b+ cells, CXCR1+ and CXCR2+ on CD11b+CD66b+ neutrophils based on no resolution 

and resolution of sepsis upon similar treatment in decompensated cirrhosis with sepsis patients  

at D0, D3 and D7.  

 

 

 

 

 

SUPPLEMENTARY FIGURE S4: Scatter dot plot shows the percent expression of phagocytic 

activity and oxidative burst activity (E. coli) of neutrophils in sepsis and w/o sepsis at D0, D3 and 

D7. 

 

 

 

 

 

 



SUPPLEMENTARY FIGURE S5: Cell free DNA in sepsis and w/o sepsis at different time points i.e 

D0, D3 and D7. 

 

 

 

SUPPLEMENTARY FIGURE S6: Percent expression of A) HLA-DR on monocytes B) classical, 

intermediate, and non-classical monocytes C) HLA-DR on classical, intermediate, and non-

classical monocytes, D) phagocytic and E) oxidative burst activity (E. coli) of monocytes in sepsis 

and w/o sepsis at different time points i.e D0, D3 and D7. 

 



SUPPLEMENTARY FIGURE S7: Percent expression of A) HLA-DR on monocytes B) classical, 

intermediate, and non-classical monocytes based on no resolution and resolution of sepsis upon 

similar treatment in decompensated cirrhosis with sepsis patients at D0, D3 and D7. 

 


