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Figure S1. Washed human platelets were infected with the pigmented LUMC16
and the non-pigmented LUMC16AcyIX-K GBS strains at MOI 0.1, MOI 1.0, and
MOI 10 or with the pigmented STSS/NF HH and the non-pigmented STSS/NF HH
at MOI 0.1. (A) Gating strategy of infected platelets. To exclude overlapping of
bacteria and platelets in SSC/FSC scatter plot, platelets were labelled with CD42a.
Activation of CD42a-positive cells was analyzed via CD62P PE/Cy5 staining. (B
and C) Representative histograms for each platelet treatment/infection condition.
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Figure S2. Washed human platelets were infected with the pigmented LUMC16
and the non-pigmented LUMC16AcylX-K GBS strains at MOI 0.1 or treated with
increasing concentration of pigment and/or the respective buffer control. Shown
are representative histograms for (A) CD62P dependent platelet activation, (B)
caspase 3/7 activity, (C) phosphatidylserine positivity, and (D) changes of the
inner mitochondrial membrane potential.



