Supplement data

Supplement tables

Supplement table 1. Relationship between the CNV of KLF5 and the molecular subtypes of gastric
cancer. Number in the parenthesis is the percentage of all patients.

Copy -2 -1 0 1 2
CIN 1(0.3) 30(10.2) 41(14) 71(24.2) 4(1.4)
EBV 0 1(0.3) 18(6.1) 7(2.4) 0
GS 0 0 38(13) 19(6.5) 0
MSI 0 1(0.3) 46(15.7) 12(4.1) 4(1.4)

Supplement table 2. Relationship between KLF5 copy number and TP53 mutation status. Number in the
parenthesis is the percentage of all patients.

KLF5 Copy CNV Diploid
TP53 Wildtype 59(20.5) 93(32.4)
TP53 Mutated 86(30) 49(17.1)

Supplement table 3. Multivariate logistic regression analysis for KLF5 expression in gastric cancer.

Estimate SD OR (95% Cl) z P(>]z])
Lauren Class (Diffuse) -1.11 0.39 0.33(0.15,0.71) -2.83 0.005**
Lauren Class (Mixed) 1.27 0.79 3.55(0.92,23.5) 1.61 0.11
TP53 mutation (Mutation) -0.99 0.38  0.37(0.17,0.77) -2.57 0.01%*
Molecular Subtype (EBV) -0.46 0.59 0.63(0.2,2.06) -0.79 0.43
Molecular Subtype (GS) -0.49 0.49 0.61(0.23,1.62) -0.99 0.32
Molecular Subtype (MSI) 1.98 0.64  7.24(2.37,31.63) 3.10 0.002**

Abbreviation: OR, odds ratio; Cl, confidence interval. *P < 0.05, **P < 0.01.

Supplement table 4. Public datasets analyzing the whole transcriptome of KLF5 knockout mice

Author Model Platform  Accession Information Reference
2017 Azami T Mouse embryos E3.0 Microarray GSE65020 embryo [1]
2014 Xing C Mouse adults Microarray GSE58719  prostate [2]
2012 Bell SM Mouse embryos E14.5  Microarray GSE39624  intestine
2011 Bell SM Mouse embryos E14.5  Microarray GSE27014 bladder [3]

2016 Noah F Mouse adults RNAseq GSE79758 intestine




Supplement table 5. Top 84 differentially expressed genes comparing wildtype and KIf5 knockout mouse
across 4 datasets.

Gene

symbol Gene Name logFC AveExpr t P Value adj.P.val

EIf3 E74-like factor 3 -3.28 9.53 -29.35 7.48E-10 1.20E-06
mannoside
acetylglucosaminyltransfe

Mgatda rase 4, isoenzyme A -2.21 9.93 -23.49 4.88E-09 3.70E-06

MpzI2 myelin protein zero-like 2 -1.68 10.32 -22.70  6.51E-09 4.26E-06

Eps8I2 EPS8-like 2 -1.37 9.63 -20.14 1.77E-08 7.74E-06
BAll-associated protein 2-

Baiap2I1 like 1 -1.40 9.25 -17.86  4.81E-08  1.34E-05
acyl-CoA synthetase
medium-chain family

Acsm3 member 3 -1.91 7.43 -17.65 5.30E-08 1.36E-05
peptidoglycan recognition

Pglyrpl protein 1 -1.19 7.91 -16.28 1.04E-07 2.16E-05
creatine kinase,
mitochondrial 1,

Ckmtl ubiquitous -1.82 8.39 -16.24 1.06E-07 2.18E-05
receptor accessory

Reepb protein 6 -1.55 11.36 -15.60 1.47E-07 2.79E-05
diacylglycerol O-

Dgat2 acyltransferase 2 -1.15 9.91 -15.31  1.72E-07 2.92E-05

BC025446 cDNA sequence BC025446 -1.56 7.07 -14.43  2.80E-07 3.88E-05
GH regulated TBC protein

Grtpl 1 -1.24 9.68 -14.21  3.18E-07 4.29E-05

KIf5 Kruppel-like factor 5 -1.32 11.02 -14.14  3.32E-07 4.43E-05
lectin, galactose binding,

Lgals9 soluble 9 -1.52 9.91 -13.71 4.26E-07 5.02E-05
small proline-rich protein

Sprr2a3 2A3 -1.24 8.59 -13.64  4.44E-07 5.07E-05
plasma membrane

Plip proteolipid -1.67 7.79 -13.35 5.29E-07 5.52E-05

Tjp3 tight junction protein 3 -1.18 9.16 -13.28 5.55E-07 5.63E-05
G protein-coupled
receptor, family C, group

Gprc5a 5, member A -0.87 8.36 -12.83 7.33E-07 6.86E-05

Tspan8 tetraspanin 8 -1.57 8.97 -12.14  1.15E-06  9.82E-05
membrane bound O-
acyltransferase domain

Mboat1 containing 1 -1.13 10.06 -12.06  1.21E-06  9.99E-05

Sh2d4a SH2 domain containing 4A -1.34 8.19 -12.05 1.22E-06  9.99E-05
small cell adhesion

Smagp glycoprotein -1.12 9.20 -12.07 1.21E-06  9.99E-05

small proline-rich protein
Sprr2al 2A1 -1.68 9.26 -12.09 1.19e-06  9.99E-05
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Atrnll attractin like 1 0.48 10.85 5.82 3.12E-04 4.66E-03
ST8 alpha-N-acetyl-
neuraminide alpha-2,8-

St8sial sialyltransferase 1 0.74 9.15 5.73 3.49E-04 5.05E-03

Sulf2 sulfatase 2 0.29 12.49 3.91 3.95E-03 0.03
$100 calcium binding

S100a14 protein Al14 -0.29 6.07 -2.69 0.03 0.08

Gsn gelsolin 0.19 10.77 2.60 0.03 0.09

solute carrier family 28
(sodium-coupled
nucleoside transporter),

Slc28a3 member 3 0.17 6.38 1.77 0.11 0.23
transmembrane protease,

Tmprss2 serine 2 -0.07 10.00 -0.71 0.49 0.65
stearoyl-Coenzyme A

Scdl desaturase 1 0.09 10.18 0.70 0.50 0.66
hydroxysteroid (17-beta) Unavaila Unavaila Unavaila Unavaila Unavaila

Hsd17b14 dehydrogenase 14 ble ble ble ble ble

*NOTE: All statistics are from dataset GSE39624.

Supplement figure

Supplement figure. The relation between KLF5 and cell proliferation.

A
KLF5 GRPCS5A CDKN1C MPZL2 RASSF7
I N a I
o 07s . o
& L5
o ne I 104 o
ks
w 0.25
=L,
Group CON-=i SKLF5-2
B
CON FBS
KLF5 —

GAPDH e e

C

CON-si SIKLF5-1

Supplement figure. The relation between KLF5 and cell proliferation. A, KLF5 silencing by siKLF5-2 and its
effect on the expression of four genes. B, starvation assay showed that the expression of KLF5 increased



significantly upon FBS induction. C, clone formation assay showed SGC7901 formed much fewer clones
after treatment with KLF5 siRNA.
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