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Figure S1 Rarefaction curve (A, B) and rank abundance curve (C, D) of bacterial (A, C) and fungal (B, D) OTU of

9 soil samples
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Figure S2 Principal coordinate analysis (PCoA) (A, B) and Nonmetric multidimensional scaling analysis (NMDS)
(C, D) based on Bray-Curtis for bacterial (A, C) and fungal (B, D) community composition in the five soil groups.



A g R
T 8388 32F 23
Proeabacieria O @ 0 O @O © 0 @O ©
Actinobacteria . .. . . . . . . :‘:
chiorofiexi @ @ @ . 0000060 0v4
Fimicues @ @ © @ e 000 0.2
Bacteroidetes . . . . . l;
Patescibacteria . . . ' . . 02
Acidobacteria
Planctomycetes . . . . . . 7::
Gemmatimonadetes . . . . .
Verrucomicrobia . . . . 70;8
C 9 I
I 88 FEEZ2E 2
Massilia C 1) [ J[ )
Chujaibacter @ @ @ . . 000 .. o ::
Bacillus . . . . ' ‘ 0l4
Streptomyces .”. . ‘. [ ) . 0l2
Sphingomonas @ @ @ @ ®e [ (;
Nocardioides .

Rhodanobacter @ @ © @ . . o0 . . o 72?
Jatrophiha'bitans [ ] . o o0 [ J 0.6
Nkinispgar 00 00 - 000000 §
Mizugakiibacter @ @ ... .“

-1

Figure S3 Spearman’ s correlation analyses between the soil properties and abundance of the top 10 bacterial phyla
(A), fungal phyla (B), bacterial genera (C) and fungal genera (D). The colors in the figure indicate the strength of
the correlation. The closer the color is to blue, the stronger the positive correlation, while the closer the color is to

red, the stronger the negative correlation. * indicates a significant correlation (* indicates P < 0.05; ** indicates P

<0.01; and *** indicates P < 0.001).
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