Acc. number Gene name Sequence (5' - 3")
AY 049040 F (wheat) 18S ribosomal RNA gtgacgggtgacggagaatt
AY 049040 R (wheat) gacactaatgcgcccggtat

XM 026559244.1 F
XM 026559244.1 R

PrGSTU MW306747.1 F
PrGSTU MW306747.1 R

SRR7345723. 25110F
SRR7345723.25110 R
SRR7345723.22480 F
SRR7345723.22480 R
SRR7345723.6320 F
SRR7345723.6320 R
SRR7345723.100827 F

SRR7345723.100827 R

AY049040 F
AY049040 R

EF 1 (AK334915)F
EF 1 (AK334915)R
AJ414698 F
AJ414698 R
AJ414700 F
AJ414700 R
AJ414701 F
AJ414701 R
AJ440796 F
AJ440796R
AJ440792 F
AJ440792 R
AJ441055 F
AJ441055 R

Elongation factor 1 o subunit

PrGSTUI

PrGSTU2

PrGSTU3

PrGSTU4

PrGSTF

188 ribosomal RNA

Elongation factor 1 a subunit

TaGSTUI1B

TaGSTU2

TaGSTU3

TaGSTF1

TaGSTEF3

TaGSTF6

cctccaactcaaaggatgaccctg

gcataaccgttaccgatctgacca

gtttggtcttctgetggteca
tgtaggttgcccagaaacga
tgggtgttatgttgottoga
cgggaacttttgtttcatca
tgggcttcttctggteatte
tggetgettttetttcttetg
atgcttccattgctcgtttc
tggctgcttttctttcttetg
ggtgaactggatggaagtcg
caagccaaagccgatgatac
gtgacgggtgacggagaatt
gacactaatgcgeecggtat
aacttcacctcccaggtcat
gtcaccagctcagcaaactt
cggagggaaggaacaaataa
cactgactgacccaaccaac
ccgtgetegettggat
ggcctgagtetgtgtgtttgt
ccgcectatgtgaacgacaa
gggtctectecatettaceg
gtgecttatccaatge
aggaagtctccagccaggta
caagaaggtgctggaggtot
aaggggaagtggetgaggt
caagaagccgtgatttgcta

gcgacaccaacaagaaaaga



>gnl|SRA|SRR7345723.25110 25110
AATTTAAGGAATCATTTCATTATTTCAAATAAGAAATTACAGTCAGGTCTTCCTAATGTT
GTTCAGATGAATCCGGACCTCATTCCTCCAAAGCCGAGACAGGCTTAAAGGCACACAAAA
CCACCAAGACAATATTTAACATTTGAGTTCACCTCGAATCCTCGATTACGTTTCTTGATT
CTCTCCCCGCCTGTTTTCATACAGAAGTTCGTCACTTCATACCTCAGCCAATATTTAGAG
CATTACTCCGTCCTTTCACACTCCAACAACATATTCAACCCTATTATAACCACAAAGACC
CCTAACTTTTCACCACACACTTTCAGGGTTCATAAATATCAAAAATCAAAGAAAAAGAGA
GAAAAACTAGATCTAAGTATTTTCTTGTTCTATCAGAAAAAAATCACTAAGTTTAGTCAT
GGCAGGATCAGGAAGTGAAGATGTGAAGATTTTAGGTGGATGGCCAAGTCCATTTGTGAT
GAGGCCTAGAATTGCACTCAACATTAAATCAGTCAAGTATGATTTTCTCGAAGAGACATT
TGGCAGCAAAAGTGAACTTCTTCTGAAATCAAATCCTGTCTACAAGAAGATTCCTGTTAT
GATTCATGGCGATAAACCCATCTCTGAATCAATGATCATTGTTCAGTACATTGATGATGT
TTGGTCTTCTGCTGGTCATTCTATCATCCCTTCTGATCCTTATGATGCTTCCATTGCTCG
TTTCTGGGCAACCTACATTGATGACAAGTTCTTTCCGTCTTTATTTGCGATTGCCAAAAG
TAAGGATGAAGAAGAAAGAAAAGCAGCCATTGAACAAGTGATTGCAGCTTTTGGTATACT
GGAAGAAGCGTATCAGAAAACTAGTAAAGGAAAAGACTTCTTTGGTGGAGAGAAAATTGG
GTATATTGATATCTCATTTGGGTGTTATGTTGGTTGGATTAAAGCTTCAGAGAAAATGAA
TGGAATCAAACTGTTTGATGAAACAAAAGTTCCCGGACTTACAAAATGGGCTGACAAGTT
TTGTGCAGATGAGTCAGTTAAATCTGTTATGCCTGAAGCGGATGCTCTCATAGAGTTCGC
CAAGAAGATCTTTGGATCTAAACCTCCTCCTTCAAACTAAAAAAGCTGTAAACGATCTTA
GAGATCTTTCAGATTGTGGTTTTTTTCCCTTTCAAATGTTGTTTGTAGTAGTGTTAAAGA
ACTAGTGATGGTCTAATTTTGTTTTTCATAATAAAATGTATGCACT

>gnl|SRA|SRR7345723.22480 22480
ACCACACACTTTCAGGGTTCATAAATATCAAGAATCAACCAAGAAAAACTAAAGGAAAAC
TAGATCAAAACTTTCTTCTTCCATCAGAAAAAAATCACTAAGTTTAGTCATGGCAGGATC
AGGAAGTGAAGAGGTGAAGATTTTAGGTGGATGGCCGAGTCCATTTGTGATGAGGCCTAG
AATTGCACTCAACATTAAATCAGTCAAGTATGATTTTCTTGAAGAGACATTTGGTAGCAA
AAGTGAACTTCTTCTGAAATCAAATCCTGTCTACAAGAAGATGCCTGTAATGATTCATGG
TGATAAACCCATCAATGAATCAATGATCATTGTTCAGTACATTGATGATGTTTGGGCTTC
TTCTGGTCATTCTATCATCCCTTCTGATCCTTATGATGCTTCCATTGCTCGTTTCTGGGC
AACCTACATTGATGACAAGTTCTTTCCATCTTTAACTGGTGTTGCAAAAAGCAAGGATGC
AGAAGAAAGAAAAGCAGCCATTGAACAAGTGATTGCAGGGTTTGCTCTAATTGAAGAAGC
ATATCAGAAAATTAGTAAAGGAAAAGACTTTTTTGGTGGAGAAAAAATTGGATACATTGA
TATTGCATTTGGTTGTTACATAGGTTGGATTAGAGTTACAGAGAAGATGAACGGAATCAA
ATTGTTCGATGAAGAAAAAGTTCCAGGGCTTACAAAATGGGCTGAGAAGTTCTGTGCCGA
TGAGACAGTTAAATCTGTCATGCCTGAAACTGATGCTCTCATGGAGTTTGCTAAGAAGAT
CTTTGGACCAAAGCCTCCTCCTTCAAACTAGAAAAGTTGTTAACAATGAAATATCTTAGA
GATGTTTTTTTTTTTTTTTTTCCTGTGTTGTGTGTAATGCGTAAGAACTGTTTGTAGTAA
TGATTCAGAACAGTAACTGTAGTAATGGTGTAATTGAGTTTTGATAATAAATTTTAGTAG
TATGTACTACTGTTTAATGAAGTAGAGAACACTGTGTTATGG

>gnl|SRA|SRR7345723.6320 6320

ACCACACAACTTTCAGGGTTCATAAATATCAATTCCAGAACTTAGGTCAAAACTAGATCA
AAACTTTCTTGTTCCATCGGAAGAAAAATAAACACCAAGTTTAGTCATGGCAGGATCAGG
AAGTGAAGAGGTGAAGATCTTAGGTGGATGGCCAAGTCCATTTGTGATGAGGCCTAGAAT
TGCACTCAACATTAAATCAGTCAAGTATGATTTTCTTGAAGAGACATTTGGTAGCAAAAG
TGATCTTCTTCTGAAATCAAATCCTGTCTACAAGAAGATGCCTGTAATGATCCATGGTGA
TAAACCCATCAATGAATCAATGATCATTGTTCAGTACATTGATGATGTCTGGTCTTCTTC
TGGTCATTCTATCATCCCTTCTGATCCTTATGATGCTTCCATTGCTCGTTTCTGGGCAAC
CTACATTGATGACAAGTTCTTTCCATCTTTAACTGGTGTTGCAAAAAGCAAGGATGCAGA



AGAAAGAAAAGCAGCCATTGAACAAGTGATTGCAGGGTTTGCTCTAATTGAAGAAGCTTA
TCAGAAAATTAGCAAAGGAAAAGATTTTTTCGGGGGAGAAAAAATTGGATACATTGATAT
TGCATTTGGGTGTTACATAGGTTGGATTAGAGTCACAGAGAAAATGAATGGAATCAAATT
GTTCGATGAAACAAAAGCTCCCGGACTTACAAAATGGGCTGAGAAGTTCTGTGCCGATGA
GACAGTTAAATCTGTTATGCCTGAAACTGATGCTCTCATGGAGTTTGCTAAGAAGATCTT
TGGATCGAAGCCTCCTCCTTCAAACTAGAAAAGTTGTTAACAATGAAATATCTTAGAGAT
GTTTAAGCTTTGTGGGTTTTTTTTTTTCCAGTGTTGTGTGTAACGCGTAAGAACTGTTTG
TAGTAATGATTAAGAACAGTAACTGTAGTAATGGTGTAATTGAGTTTTTGGTAATAAATT
TAGTAGTATGTACTACTGTTT

>gnl | SRA|SRR7345723.100827.1 100827

ACCTTATTTCTTCTTCTTCCCCTCTATGTTATGCTTCTTCGTTGGCGGAACTGCTTCGAAAT
TGACATCAAGGTTATTGATCAACAAGGATTTGAAGGTACACTCTTGAGTACACGGAAGTTTT
GAGCAAGGCGCATAGTGCAACATTTACTGTATCTCCCAAGTTCTTGGCACTTCTAATGAAAG
AAGAAACTCACTGGGGAATTAGCATGTGGTGTTCTATTTGATAAATTTCACGCAAGTGATAA
GAAGTTGTTAAAACAATGACAGATCCGTCTTTTCTCAATAGCCCGAGAAGAACACTGAGTTT
ATCAAAGAAGAGAGCGTCTGTGTCTTTTACAGACCCCGATGACAAGGTTTCTGGATTTCCTG
TATCTGAAGAACATGGTGCAAAGCCCTCAGAGGTATATGGCTTTGTGGGGTCTATTGCGACC
ATCATGGCTACAGTTATCTACCTGATATGGGCCTACACTCCTGAACCTTGGCTTCATTCTGT
AGGGATCACTTACTATCCTAGCAGGTACTGGGCATTGGCATTGCCATCTTATGCTATGGTTA
CCATAGCATTAGCAATCACATTTTACATTGGTCTGAACTTCATGGCAACAGCTCCTCCAACC
TCCTTCAACACCATATATGACGAATTCAGTAGAGAACAATCTGTTTCTCAGGTTTCAAAGGA
AGGAGATGAGCAACCTATCGAACCTATATCAGATATTGGGATCCATCAAGTCAACGATCTCA
TGTTTAACCATAGGCAAATTGATGCGTAGGAACTCTTTGACTTCATTTGTATATAAACCCAA
AGACACAAGACTTGCCAATCCTACCCTGTTCTTGAATTTCCAGTCCTTCTAACACAACCTCT
GAATATGTTGGTGCATACTGCAGGCAGCCTCCGATTTGACTATTTTCACCATCTCATATTCT
CATTTGGATAAGGAATTGCAATTAGGAAAGCACTAACAATGTTGGTGCATCAATAGATCACT
CTTCATCCAACTATTTTGCAGCTCTAGCCAGTGAGTCCTGAAGCAAGTAATTGAATTTGTTA
GGCACCTCATGACCTGGAATCAGACTAGGAGGTATAGCAACTTAAACTCCAAACTGTTTGCA
CTCTAAATTGCGCGACTGTTCTACAGGTTCTTCCTATGTGTCACAAAATTCAATTCCATTCC
CTCTCCGATAACCTGTGACTTCTCGCTGATTGCCTCTTGGATAGGAGATAAGAGTAATAAGA
TAAGAGTAATATTATCCTGCTGTGATTGGGGCTTTTTGGCAATGACTAATGCTGTCATGCTA
GTTCAGTAGTTCTTACACCTAGGTTTTTGTTCAGAGAAAGCAACGTCCAATGCATCATGTGC
CTTAACTGTTACTTCTCCCTCGTGGATCCATGAATGTTAACCTTACATCCACTATGTGTTCA
TTGTTTTCTTTTGTCTGTCATGAAACTCAAGAACATCATGGACAGTGTCCCTAATGTTCACC
CTCTGTACCATGCAATTTAAAAAAATTTCCTTCTTTAGAGTCAGACAGAAGCAATAAGAAAC
TCTACTAATCCCTTTGAACTGAAGTTGCTTTTTTTATATAGGTTCGATATCATTAGAAACAT
CAATCCCGTAGAGTTCTCCCTGTAATTGGTCTTGCTAGAATCCTTGATTTCGCTACTTGCAG
TCCATAAAGAGAGTGAAAAATAACTTAGCAACCTACTGTATGTTTAGGAACCCAAATGGCCG
TAGACGCGATGCAATAACCGCACCTAGAAGTAGATGCCTGAAGCTTCCATTTGATGCGTTTT
GAACTTTTGATAGGTGAAGCCACGGAGGGAGAACTACCAAGTTCCTTGGAACTTGCAAGAGG
TCATGCAGTACGTCACAGTACGGATAATTGGTATAAAACTTCAAATGTCATTTAAAATTTTG
CCAAAACTTTCTCGGATGATTAAATGTGATTTGCATAACAAAGTGATTATATGCTTCAATTA
ATTTTCATAGCATATAGAATCAAATATAAATATCCGAAAGTGATCTCCATCTTAAAGAATAC
AACATTGACTGAAGAAGACATATCGTGTTAATCATGCTAGCATTCGTGGACCATCCATCGTC
CCACTTCAATATTAATTCTAATTCCTTGTCTCTTCTTCTTTTCTTTTTAGATTTTTGGATTT
TTTAATTAACAGTCGTGTACAGTCTATTATTATCTCGAAGCTTCTGTGCCTCACAATCCATT
CCCACGATGAAGCACCCTAAAGTGGAAAAGAATTAGGCTAGAACCCCGTTTGAAAATTTTAT
GAGAAATCAACAATGCTGTACCTGTTTATACTCTGCAAATTTGTATTCGGCTAAATTATCAT
TAAAAAAAAGTTTACATGAGCTGACACAAGATTTGGGTCTGAGCCTAGATTATCATTTAAAA



AAGTTTTACATGAGCTGACACAATATTTGGGTCCGAGTCAAATCCTTACTTCGACCCATTTA
AGTCAGGTAAAAAAACACTCTTGCCGGTGCCACTGTAGTACAGTGGTAAAGTCACTGGGGTG
ATGATACCAGTGACCTGAGTTAGAATCTCGCTAGCAACCATAATTCTTTACCGATCCAATAA
AAAAAAGAAAAAAAAACTCTTGATTCAAGGAACCAAACCACTGGTTCGCACATTTTTGAGTC
ACATTAGTTAAATTCAACTCAAAACAAACCTATCGAATTAGATCCAGATGAATTAGGTGATT
TCACTCGGATTCGGACAACTCATATAAACCAAAAATAAACACTCGAATCCACACCAGTCAGA
TGATGAGTCAGGACCGAACAAACATAGTGCAAGTTTTCTTTTGTTTTCATCCACGCATATAT
ACAGAAATCATCCAGCACATGGGACTTCCCACCTGAACTCACACATGGTAGCTCACTTACCG
GTTAGCTGCTGGAAGCGTGTGTAACCCCCATATCCTTTTTCACACAAAAATCTTGACACACC
GGTCAATTTCATGTCGCAACAACTTATACCATATACCACATTCATTCATCGACATTAAAAGC
CGCATCGTTTTTCCACACAGCGCTGCACTCTTCCTACCACGTGTCTGTGTTTGGTAGAAAGA
GAGGACAAGGTGGTGTAGATAGTAGACTTTATGACACTGGATTAAATGATAGTGGATTACTG
GATAAATTAAACATATGACAGACTCCGCATTTAGACACAATTAGTACCAAAATAACGAAAAT
GCCACTATACTGACAAGCTGCTCAAACTTCCACAGCCATCCTCTAGGGGTGTCAACTGTAAT
AAACACACCACTTTGTTCAATTTCCCAAGACAGAGAACTTTGAATTCATTTTCATCGCTCTA
TTATAAATTGGCATCAAACCTTTCACTCTCTGCATAGAAATCAAAATAAGATCATCATTTTC
TTGAAAACTCACTGGATAATTAATGGCTGTTCTCAAGGTTCATGGAAGTGCAATTTCAACTG
CAACTCAAAGAGTTATTGCTACTATTCTCGAAAAGGGTCTTGATTATGAACTAGTTCTTGTC
AATTTACGTGAAGGTGAACACAAGAGAGAACCCTTCATCTCTCTCAACCCATTTGGTCAAGT
TCCAGCCTTTGAAGATGGAGATTTGAAGCTTTTCGAATCAAGAGCCATCACACAGTACATCG
CACATGACTATGCAAGCAGCGGAACCCCGTTGATTTCGTTCGAGAAGATGCCGGTAATGGTG
AACTGGATGGAAGTCGAGGCACACCATTTTGAGCCGGTATCATCGGCTTTGGCTTGGGAGTT
GGTGTTTAAGCCGATGTTTGGTATGACTACGGACGCAGCTGCTGTTGAGGAAAATGAAACCA
AGCTGGGTAAAGTCTTGGATGTGTATGAAAAAAGACTTAGCCAGTCCAAGTATTTGGCTGGA
GATGAGTTTACTTTGGCTGATCTTCATCATCTTCCTAATCTTCAGTGTTTGATGGGTACACC
AGTTAAGAAGTTTTTTGAGTCTAGACCTCGTGTTTCTGCCTGGTCTGAGGATATCTTAGCTA
GACCTTCCTGGGCTAAAGTTCTTGATTTGCAGAAGAACCACTAAAAGGAATTGGGTGTGTCG
CAAATCTAATATTTATTTCAAAACTAGTGGTTGTTCTTGTGTTTGAGTTCTAGATCAGGAAC
AGAAAAATCCATACAGAATTTTTCTGATTAATAAATGATTGTAAGTTTGTTGTTTAGCATAA
TGTCGAATGCTTGTGTGATTGTTTGAAAACTACGGATTGGAGCAATTG



