
Table S1. List of primers used in this study. 

 
  



Table S2. Subcellular localization analysis of CsARAD1 and CsARAD2. 

 
 
 
  



 
Figure S1. Cloning strategy and primers positions on CsARAD1 and CsARAD2.  
Specific primers were designed on the open reading frame of CsARAD1 and 
CsARAD2. AUG: start codon. UGA: stop codon. CDS: coding sequence. UTR: 
untranslated regions. 
  



 
Figure S2. The correspondence table of the nucleotide sequence and deduced 
amino acid sequence of tea tree CsARAD1 and CsARAD2.  
(A) The coding sequence of CsARAD1 contained 1503 nucleotide sequences, and 500 
amino acid sequences were translated. (B) The coding sequence of CsARAD2 
contained 1443 nucleotide sequences, and 480 amino acid sequences were translated. 
The translation initiation codon is ATG, the translation stop codon is TGA, and the 
asterisk (*) represents the stop codon. The red box indicated the conserved sequence 
of GT47 family. 
  



 
Figure S3. The meteorological data of Nantou during 2019 and 2020. 
(A) The average monthly temperature of Nantou in 2019 and 2020. (B) The monthly 
relative humidity of Nantou in 2019 and 2020. (C) The monthly accumulated 
precipitation of Nantou in 2019 and 2020.  
 


