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Abstract: Proper seed germination is important for seedling establishment and growth in fields under
drought caused by climate change. In the present study, the beneficial effects of hydrogen peroxide
on seed germination were investigated by proteome analysis. Sorghum seeds were subjected to
drought stress adjusted to the various water potentials of 0, −0.2, and −0.5 MPa using polyethylene
glycol (PEG) 6000 and treated with hydrogen peroxide at different concentrations (0, 10, 20, 50, and
100 mM). Germination percentage and seedling growth were determined at 6 days after imbibition,
and proteins from embryos were analyzed. As a result of the study, it was found that the reduced
germination percentage and seedling growth under drought stress were alleviated by hydrogen
peroxide treatment. Proteins induced in hydrogen peroxide-treated embryos included glycolysis-
related enzymes (25%) and stress-defense proteins (30%). Among the glycolysis-related enzymes,
fructokinase-1 was higher only under drought and 0 mM H2O2 treatment, and phosphoglycerate
kinase was higher than control under drought and 100 mM H2O2 treatment. Hydrogen peroxide
treatment also increased the expression of antioxidant enzymes related to stress defense. The results
that hydrogen peroxide treatment increases germination rate and seedling growth by increasing
energy production and defense activity suggest a practical application of H2O2 at 100 mM for
reducing the drought stress in sorghum.

Keywords: drought; hydrogen peroxide; proteome; seed germination; Sorghum bicolor

1. Introduction

Sorghum (Sorghum bicolor) is a representative C4 plant, and it is a crop with increasing
production around the world due to its high use as a bioethanol material and feed crop.
Sorghum is often grown in arid and semi-arid regions, where drought is the main limiting
factor for crop cultivation. Bayu et al. [1] reported that the germination and seedling growth
of sorghum were inhibited at 60% field capacity (weak drought) and 40% field capacity
(strong drought). Seed germination of sorghum is reduced soil at a water potential of 0 MPa
to −0.8 MPa due to the inhibition of radicle cell division and elongation [2,3]. Drought
tolerance of crops is important in agricultural fields where the threat of drought in relation
to the field emergence of plants is increased by climate change. The strong drought tolerance
of sorghum increases the likelihood of growing this crop in water-scarce conditions, and it
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also shows the need to study the drought resistance of this plant. Sorghum is often used as
an experimental crop to study the physiological mechanisms of drought tolerance [4,5].

The seed stores nutrients used for the growth of seedlings [6,7], as well as for emerg-
ing radicle and plumule from embryos through digestion and assimilation of the stored
nutrients [8]. Germination is a sensitive period to abiotic stress [9]. Drought stress imposed
at the beginning of germination harms not only germination but also seedling growth due
to the hydrolysis of stored nutrients limited by drought stress [10]. The osmotic regulator is
used for controlling the water potential in germination experiments under drought stress.
Among the osmotic substances, polyethylene glycol (PEG) is often used in germination
experiments because it successfully mimics drought stress and easily controls the water
potential [11].

The levels of reactive oxygen species (ROS) such as hydrogen peroxide, hydroxyl
radicals, and superoxide radicals change in embryos during germination and influence
the appearance of radicle and plumule [12–15]. In particular, hydrogen peroxide had a
positive effect on seedling growth by promoting the germination of dormant seeds [16–18]
and survival rate [19] of seedlings, and it lowered the inhibitory effect of salt stress on
germination when sunflower seeds were treated with hydrogen peroxide [20]. Hydrogen
peroxide treatment increases seedling growth via interaction with plant hormones related
to the proteins that participate in crop growth, cell signaling, and cycle regulation [21].
Although there are many results of the beneficial effect of hydrogen peroxide on germina-
tion and dormancy breaking [17,19,21,22], there are fewer reports on germination under
water stress conditions. Although ROS play an important role in germination [13,15,18–20],
there is little study on stress mitigation by hydrogen peroxide during germination under
water stress.

Proteomic analysis can compare proteins and obtain information on individual pro-
teins related to physiological functions during germination [23–25]. It is possible to simulta-
neously classify the pattern of proteins that occurs within the complex germination process
in various plants such as Arabidopsis [26], rice [27,28], tomato [29], and soybean [30,31].
Proteomic analyses to identify the effect of chemical treatment that increases stress or stress-
tolerant crop under environmental stress have been conducted [32,33], but there are few
studies on protein analysis according to hydrogen peroxide treatment in seed germination.

The purpose of this study was to clarify the effect of hydrogen peroxide treatment
on germination under water stress conditions, becoming a frequent event critical to the
emergence and seedling establishment at the beginning of growing in sorghum fields. The
beneficial effects of hydrogen peroxide can be applied to improve the drought tolerance
in arable fields of not only arid or semi-arid regions but also presumably dry regions
threatened by climate change.

2. Materials and Methods
2.1. Experimental Materials and Germination Conditions

Seeds of sorghum (cv. Hwangeumchal) were subjected to solutions with different
water potentials adjusted to 0 (wet), −0.2 (weak water stress), and −0.5 MPa (strong water
stress) using PEG 6000 [34], along with hydrogen peroxide concentrations in the medium
of 0, 10, 20, 50, and 100 mM. Seeds were placed on filter paper (Whatman No. 1) lined
in a 15 cm plastic petri dish containing 3 mL of medium. All treatment combinations
were replicated four times. One hundred seeds of each treatment per replication were
subjected to different water potentials and hydrogen peroxide concentrations under dark
conditions at a constant temperature of 25 ◦C in a growth chamber. The seeds observed
with a protrusion of radicle by at least 2 mm were considered germinated seeds. The
germination test was performed for 120 h, and germinated seeds were counted every
6 h. The average germination percentage and the length of the radicle and plumule were
measured on the last day of the germination test. The imbibition percentage was measured
at 24 h after treatment as follows: imbibition (%) = (FW − DW)/DW × 100, where FW
is the fresh weight of the seeds 24 h after the treatment, and DW is the dry weight of the
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seeds at 0 h [35]. The embryos treated with hydrogen peroxide were dissected with a razor
blade, collected in liquid nitrogen, and stored at –80 ◦C for the analysis of oxygen radical
absorbance capacity (ORAC) and protein analysis (2DE).

2.2. Antioxidant Capacity (ORAC) Assay

After 24 h of imbibition, the embryos were cut out with a razor blade and stored
at −80 ◦C until use. The antioxidant activity of embryos was measured by ORAC assay
according to the previously described method [36]. The antioxidant capacity of a substance
can be directly estimated by comparison to the standard curve of Trolox.

2.3. Protein Extraction and Two-Dimensional Electrophoresis

A frozen sample powder of embryos collected at 6 days after imbibition was put into
a 15 mL tube, and the protein was extracted using the method of Wang et al. [37]. After
extraction, lysis buffer (7 M Urea, 2 M Thiourea, 4% CHAPS, 40 mM DTT) was added to
the dried protein pellet and reacted for 1 h at room temperature; after centrifugation, the
supernatant was transferred to a 1.5 mL tube and stored at −80 ◦C until use. The extracted
protein was quantified using the Bradford method [38], and the proteins (900 µg) were
rehydrated and focused using a Protean IEF Cell (Bio-Rad) according to the method of
Kim et al. [39]. After equilibrating the focused protein, the strip was placed on a 12.5%
SDS gel (185 × 200 × 1.0 mm) and subjected to electrophoresis using a Protean II XI
electrophoresis device (Bio-Rad). The proteins were stained for 24 h in Coomassie brilliant
blue G-250 (Genomic Base) solution.

2.4. Protein Identification Using Mass Spectrometry (MALDI-TOF/TOF Mass Spectrometry)

Protein spots stained with Coomassie brilliant blue were visualized using a digital
scanner (Epson Perfection V800 Photo, Japan). For the accuracy of the data, the 2-DE analy-
sis was performed through three replications. The gel image was analyzed using PDQuest
version 7.2.0 software (Bio-Rad). After the image analysis, spots with statistically significant
differences (p < 0.05, Student’s t-test) of more than 1.5 times were used for protein analysis,
and then different protein spots were separated from the gel. The gel piece containing
stained protein was separated according to the method of Liu et al. [40]. In-gel digestion
and tryptic peptide extraction were performed using the method of Shevchenko et al. [41].
The gel pieces were repeatedly washed and destained using water and acetonitrile at 20 ◦C.
The proteins in the gel piece were reduced with 10 mM DTT in 100 mM NH4HCO3 at 56 ◦C,
and then incubated with 55 mM iodoacetamide in 100 mM NH4HCO3 for 30 min at 20 ◦C.
For digestion, the gel pieces were rehydrated in 50 mM NH4HCO3 with 10 ng of trypsin
on ice for 45 min and then incubated overnight at 37 ◦C. After digestion, peptides were
sequentially extracted using 5µL of 5% (v/v) trifluoroacetic acid (TFA) followed by 50µL
of 50% (v/v) acetonitrile with 2.5% (v/v) TFA. Each sample was sonicated for 5 min before
removing the supernatant. Peptides were desalted using a column of POROS R2 resin (AB
Sciex, Foster City, CA, USA), and then the samples were spotted on a MALDI target plate.
Samples were then analyzed using an AB Sciex 4800 Plus MALDI-TOF/TOF mass spec-
trometer (Applied Biosystems, Franklin Lakes, NJ, USA). The peptide mass fingerprints
(PMFs) obtained were searched against sorghum in the Swissprot and/or NCBI databases
using the MS-Fit program (http://prospector.ucsf.edu, accessed on 15 October 2020), and
PMFs were identified by first searching in the Swissprot and NCBI databases. The possible
functions of identified proteins were determined according to the information from UniProt
on sorghum (http://www.uniprot.org, accessed on 15 October 2020).

2.5. Statistical Analysis

Data were subjected to analysis of variance (ANOVA) using SAS software (ver. 9.4.
SAS Inst., Cary, NC, USA). One-way ANOVA was applied to compare the means between
different treatments. When the p-value was <0.05, Tukey’s HSD test was applied for
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pairwise analysis. Each treatment value was presented as the arithmetic mean ± standard
error (n = 4) in graphs.

3. Results
3.1. Hydrogen Peroxide Effects on Seed Germination under Drought Stress

The germination percentage was more than 70% in all hydrogen peroxide concentra-
tions examined until 120 h in the control condition (0 MPa), but there was no difference
between the concentrations of hydrogen peroxide (Figure 1). However, the germination
percentage by the hydrogen peroxide concentration increased after 36 h in the weak water
stress condition (−0.2 MPa) and 60 h after the commencement of germination in the strong
drought stress condition (−0.5 MPa) (Figure 1). Hydrogen peroxide at low concentrations
(10 mM and 20 mM) showed a lower germination rate than the control at −0.2 MPa, but
hydrogen peroxide of 50 mM and 100 mM increased the germination rate. Under strong
water stress (−0.5 MPa), hydrogen peroxide promoted germination at all concentrations
treated. After 120 h, the average germination rate was 4.0% higher in weak water stress
conditions and 20.0% higher in strong water stress conditions in 100 mM H2O2 treatment
as compared to the 0 mM H2O2 treatment.

Agronomy 2023, 13, x FOR PEER REVIEW 4 of 14 
 

 

with 10 ng of trypsin on ice for 45 min and then incubated overnight at 37 °C. After diges-

tion, peptides were sequentially extracted using 5 μL of 5% (v/v) trifluoroacetic acid (TFA) 

followed by 50 μL of 50% (v/v) acetonitrile with 2.5% (v/v) TFA. Each sample was soni-

cated for 5 min before removing the supernatant. Peptides were desalted using a column 

of POROS R2 resin (AB Sciex, Foster City, CA, USA), and then the samples were spotted 

on a MALDI target plate. Samples were then analyzed using an AB Sciex 4800 Plus 

MALDI-TOF/TOF mass spectrometer (Applied Biosystems, Franklin Lakes, NJ, USA). The 

peptide mass fingerprints (PMFs) obtained were searched against sorghum in the Swis-

sprot and/or NCBI databases using the MS-Fit program (http://prospector.ucsf.edu, ac-

cessed on 15 October 2020), and PMFs were identified by first searching in the Swissprot 

and NCBI databases. The possible functions of identified proteins were determined ac-

cording to the information from UniProt on sorghum (http://www.uniprot.org, accessed 

on 15 October 2020). 

2.5. Statistical Analysis 

Data were subjected to analysis of variance (ANOVA) using SAS software (ver. 9.4. 

SAS Inst., Cary, NC, USA). One-way ANOVA was applied to compare the means between 

different treatments. When the p-value was <0.05, Tukey’s HSD test was applied for pair-

wise analysis. Each treatment value was presented as the arithmetic mean ± standard error 

(n = 4) in graphs. 

3. Results 

3.1. Hydrogen Peroxide Effects on Seed Germination under Drought Stress 

The germination percentage was more than 70% in all hydrogen peroxide concentra-

tions examined until 120 h in the control condition (0 MPa), but there was no difference 

between the concentrations of hydrogen peroxide (Figure 1). However, the germination 

percentage by the hydrogen peroxide concentration increased after 36 h in the weak water 

stress condition (−0.2 MPa) and 60 h after the commencement of germination in the strong 

drought stress condition (−0.5 MPa) (Figure 1). Hydrogen peroxide at low concentrations 

(10 mM and 20 mM) showed a lower germination rate than the control at −0.2 MPa, but 

hydrogen peroxide of 50 mM and 100 mM increased the germination rate. Under strong 

water stress (−0.5 MPa), hydrogen peroxide promoted germination at all concentrations 

treated. After 120 h, the average germination rate was 4.0% higher in weak water stress 

conditions and 20.0% higher in strong water stress conditions in 100 mM H₂O₂ treatment 

as compared to the 0 mM H₂O₂ treatment. 

 

Figure 1. Effect of hydrogen peroxide on germination of sorghum seeds under different drought 

conditions imposed with various water potentials of 0, −0.2, and −0.5 MPa controlled with PEG 6000. 

0

20

40

60

80

100

0 12 24 36 48 60 72 84 96 108 120 132 144

Germination period (h)

−0.2 MPa

0

20

40

60

80

100

0 12 24 36 48 60 72 84 96 108 120 132 144

G
er

m
in

at
io

n
 p

er
ce

n
ta

g
e 

(%
)

0 MPa

0 mM H₂O₂ 10 mM  H₂O₂

20 mM  H₂O₂ 50 mM  H₂O₂

100 mM  H₂O₂

0

20

40

60

80

100

0 12 24 36 48 60 72 84 96 108 120 132 144

−0.5 MPa

Figure 1. Effect of hydrogen peroxide on germination of sorghum seeds under different drought
conditions imposed with various water potentials of 0, −0.2, and −0.5 MPa controlled with PEG 6000.
Hydrogen peroxide was treated at the rate of 0, 10, 20, 50, and 100 mM in PEG solution. All values
are the means ± SE of three replicates of 30 seeds each. The protrusion of a 2 mm radicle was used as
the criterion for the completion of germination. All values are the means ± SE of four replicates of
30 seeds each.

3.2. Hydrogen Peroxide Effects on Seed Imbibition

The imbibition of seeds and the antioxidant ability of the embryo were investigated
in 100 mM H2O2 at which the germination percentage and seedling length were greater
under strong drought stress conditions. Imbibition percentage was the highest at 40.1% in
seeds with 0 mM H2O2 treatment under optimum moisture conditions, but the imbibition
between seeds treated with 0 mM H2O2 and 100 mM H2O2 was similar under strong
drought stress conditions (Figure 2).
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Figure 2. Effect of hydrogen peroxide treatment on the water absorption percentage of seeds at 24 h
after imbibition under different water potentials. Seeds were imbibed with distilled water (0 MPa)
without H2O2 and PEG solution (−0.5 MPa) with or without 100 mM H2O2. Columns with the same
letters are not significantly different between treatments by Tukey’s test (p < 0.05).

3.3. Hydrogen Peroxide-Induced Seedling Growth Response under Drought Stress

At 120 h after imbibition, the sorghum seedlings germinated and grown under each
moisture condition were divided into plumule and radicle, and the length was measured
(Figure 3). As a result of comparing the lengths of plumules and radicles according to
the concentration of hydrogen peroxide under optimum moisture conditions (0 MPa),
the lengths of plumules and radicles without hydrogen peroxide treatment were 27.9 cm
and 38.2 cm, respectively. However, under weak drought stress conditions, the length of
plumules and radicles treated with 20 mM H2O2 was 7.7 cm and 10.4 cm, respectively.
Plumules were longer in the 10 mM H2O2 treatment (1.7 cm) and 100 mM H2O2 treatment
(1.6 cm), and the radicle was the longest at 2.4 cm in the 10 mM H2O2 treatment and
100 mM H2O2 treatment under strong drought stress conditions (Figure 3).
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Figure 3. Effects of hydrogen peroxide on the growth of plumule and radicle from the embryonic axis
of sorghum seed under various water potentials. Plumule and radicle lengths were measured after
120 h of imbibition. All values are the means ± SE of three replicates of 30 seeds each. Columns with
the same letters are not significantly different between treatments according to Tukey’s test (p < 0.05).
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3.4. Antioxidant Activity under Drought Stress

Antioxidant activity (ORAC) of the embryos treated with 0 mM H2O2 was higher by
496.8 µM Trolox·g−1 FW than embryos treated with 100 mM H2O2 under strong drought
stress conditions. However, The ORAC values were similar between the embryos treated
with 0 mM H2O2 under optimum conditions and embryos treated with 100 mM H2O2
under strong drought stress conditions (Figure 4).
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Figure 4. Effect of hydrogen peroxide treatment on the antioxidant activity of seeds at 24 h after
imbibition under different water potentials. Antioxidant activity is expressed as micromoles of Trolox
equivalent per gram based on the fresh weight. Seeds were imbibed with distilled water (0 MPa)
without H2O2 and PEG solution (−0.5 MPa) with or without 100 mM H2O2. Columns with the same
letters are not significantly different between treatments according to Tukey’s test (p < 0.05).

3.5. Identification of Differentially Abundant Proteins and Their Functional Classification

The numbers of proteins detected in 2-DE gel were 403, 348 and 415 for control (0 MPa
+ 0 mM H2O2), drought without H2O2 (−0.5 MPa + 0 mM H2O2), and drought with H2O2
(−0.5 MPa + 100 mM H2O2), respectively. Up- and downregulation occurred differently
according to H2O2 concentrations (Figure 5). To know the effect of hydrogen peroxide
treatment on sorghum seed proteins during germination under drought conditions, a total
of 40 proteins from the embryos were identified by MALDI-TOF/TOF MS analysis (Figure 5;
Table 1). As a result of classifying the identified proteins, stress defense (30%), energy
metabolism (25%), amino-acid metabolism (15%), storage protein (12.5%), cell-wall and
plant cytoskeletal structural proteins (10%), and other proteins (7.5%) appeared (Figure 6).
Among the most identified stress defense proteins, spots 5, 6, 9, 10, 14, 17, 29, and 31 were
high in the embryos treated with strong drought and 100 mM H2O2 and spots 26, 27, 28,
and 41 were high in optimal conditions and 0 mM H2O2 treatment. Specifically, the VOC
domain-containing protein (spot 2) was strongly induced in the embryos with 0 mM H2O2
treatment under strong drought conditions (Figure 5; Table 1). Protein spots 18, 21, 24, 34,
35, 36, 38, and 40 related to energy metabolism showed a high intensity under optimum
moisture conditions with 0 mM H2O2 treatment and the strong drought with 100 mM
H2O2 treatment. Fructokinase-1 (spot 16), however, was higher in the embryos treated with
0 mM H2O2 under strong drought conditions.
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Figure 5. The 2DE-images of seed proteome extracted at 24 h after germination. Protein extracts
of embryos from control (A, 0 MPa + 0 mM H2O2) and drought stress-treated sorghum seeds
(B, −0.5 MPa + 0 mM H2O2), and drought stress and hydrogen peroxide treated seeds (C, −0.5 MPa
+ 100 mM H2O2) were separated by 2DE (pH 4–7, 12.5% SDS-PAGE).

Table 1. Differentially expressed proteins identified in sorghum seed embryos at 24 h after treatment.

Spot No. Accession
No. Protein Name Score a Mr b

(kD) pI c SC d Category
Fold Change
(−0.5 MPa +

0 mM
H2O2)e

Fold Change
(−0.5 MPa +

100 mM
H2O2)f

2 C5WPE0 VOC domain-containing
protein 107 15,336 5.00 66 Stress

defense +1.58 +1.69

5 XP_002439542 Superoxide dismutase [Mn]
3.4, mitochondrial 189 25,341 6.71 27 Stress

defense +2.04 +5.56

6 AAA33469 Glutathione S-transferase I 172 24,003 5.44 34 Stress
defense −1.24 +1.42

9 XP_002461098 1-Cys peroxiredoxin PER 1 133 24,283 6.17 46 Stress
defense +1.74 +1.72

10 XP_002463881 Late embryogenesis
abundant protein D-34 296 27,709 5.87 48 Stress

defense +1.12 +1.35

14 XP_002465829 Late embryogenesis
abundant protein D-34 123 27,937 4.77 32 Stress

defense +2.29 +2.32

17 B6T887 Salt tolerance protein 219 35,239 4.90 37 Stress
defense +1.33 +1.87

26 ABP88739 Protein disulfide isomerase 182 56,921 5.01 20 Stress
defense −1.68 +2.27

27 G7KWU8 Heat-shock cognate 70 kDa
protein 96 71,260 5.07 23 Stress

defense −1.83 −1.61

28 XP_002465468 Heat-shock cognate 70 kDa
protein 459 71,756 5.19 54 Stress

defense −2.77 −1.69

29 AAA33450 Chaperonin CPN60-1,
mitochondrial 161 61,484 5.68 41 Stress

defense +1.06 +1.41

41 C5Z1B4 Uncharacterized protein 321 101,354 5.75 34 Stress
defense −2.16 +1.14

16 Q6XZ79 Fructokinase-1 569 34,840 4.87 64 Energy
metabolism +2.20 +1.94

18 Q9XGC6 Adenosine kinase 204 36,465 5.23 45 Energy
metabolism −1.65 +1.02

21 A0A1Z5RCS5 Uncharacterized protein 126 33,525 5.43 53 Energy
metabolism −1.68 +1.15

24 NP_001142404 Phosphoglycerate kinase 207 42,470 5.64 16 Energy
metabolism −1.24 +1.06

31 C5 × 1M7 Lactamase_B
domain-containing protein 123 29,012 5.80 59 Energy

metabolism −1.64 −1.26

34 P93805 Phosphoglucomutase,
cytoplasmic 2 205 63,230 5.47 41 Energy

metabolism −1.44 +1.29

35 NP_001167944
2,3-Bisphosphoglycerate-

independent
phosphoglycerate mutase 1

312 60,423 5.47 35 Energy
metabolism −1.14 +1.02

36 XP_002465414 Pyruvate decarboxylase 2 473 66,424 5.67 41 Energy
metabolism −1.73 −1.19
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Table 1. Cont.

Spot No. Accession
No. Protein Name Score a Mr b

(kD) pI c SC d Category
Fold Change
(−0.5 MPa +

0 mM
H2O2)e

Fold Change
(−0.5 MPa +

100 mM
H2O2)f

38 Q09EM2 ATP synthase subunit alpha 337 55,933 5.71 43 Energy
metabolism −1.90 −1.13

40 XP_002467922
2,3-Bisphosphoglycerate-

independent
phosphoglycerate mutase

520 61,995 5.83 44 Energy
metabolism −1.56 −1.24

15 AAG23220 Glycine-rich RNA-binding
protein 166 16,729 6.59 90

Amino
acid

metabolism
−1.47 −1.03

30 C0PC62 Uncharacterized protein 437 57,479 5.46 50
Amino

acid
metabolism

−1.31 +1.32

33 C5YW13 Ketol–acid
reductoisomerase 338 63,644 5.88 45

Amino
acid

metabolism
−1.12 +1.02

39 C0PHR4 Adenosylhomocysteinase 212 53,898 5.63 37
Amino

acid
metabolism

−1.78 −1.33

42 AAL33589 Methionine synthase,
partial 452 84,742 5.73 36

Amino
acid

metabolism
−1.74 −1.12

43 B6TCM9 Spermidine synthase 1 258 39,860 5.66 23
Amino

acid
metabolism

−1.44 +1.15

7 C5WUN6 Uncharacterized protein 548 75,423 6.24 20 Storage
protein −1.15 +1.54

8 C5WUN6 Uncharacterized protein 280 75,423 6.24 23 Storage
protein −1.37 +1.22

11 A0A1Z5S5M9 Uncharacterized protein 170 69,817 7.41 15 Storage
protein +1.26 +1.43

12 A0A1Z5S5M9 Uncharacterized protein 264 69,817 7.41 18 Storage
protein +1.04 +1.32

32 C5 × 0T3 Uncharacterized protein 284 58,174 5.94 27 Storage
protein −1.54 +1.30

19 NP_001130463 Putative actin family
protein isoform 1 257 41,927 5.24 51 Cytoskelecton −1.08 +1.21

20 EOY34051 Actin-11 isoform 1 362 41,870 5.31 63 Cytoskelecton −1.08 −1.21
22 C5WT90 Uncharacterized protein 307 41,964 5.6 51 Cell wall −1.17 +1.13

23 P80607
Probable

UDP-arabinopyranose
mutase 1

225 41,691 5.75 43 Cell wall −1.82 +1.48

4 C5 × 972 Nucleoside diphosphate
kinase 1 126 16,908 6.30 48 Other

protein +1.18 +1.40

13 C5YTT7 PKS_ER domain-containing
protein 509 38,996 5.8 78 Other

protein −1.43 +1.09

25 XP_002438954 Eukaryotic initiation factor
4A-3 464 47,222 5.30 66 Other

protein −1.20 +1.12

Note: a Protein match score. b Nominal mass. c Isoelectric point. d Sequence coverage. e Expression character
(fold): the intensity ratio of (−0.5 MPa + 0 mM H2O2)/(0 MPa + 0 mM H2O2). f Expression character (fold): the
intensity ratio of (−0.5 MPa + 100 mM H2O2)/(0 MPa + 0 mM H2O2.
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Figure 6. Function-based categorization of proteins expressed differentially in sorghum seed at 24 h
after treatment.
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Proteins involved in amino-acid metabolism (spots 15, 30, 33, 39, 42, and 43) were
highly induced both in the embryo treated with 0 mM H2O2 under optimum moisture
conditions and in the embryo treated with 100 mM H2O2 treatment under strong drought,
but less induced in embryo treated with 0 mM H2O2 under strong drought. Storage proteins
of spots 7, 8, 11, 12, and 32, albeit were not identified by mass spectrometry, were highly
induced in the embryos treated with 100 mM H2O2 under strong drought. Spots 19, 20, 22,
and 23 identified as proteins related to cell-wall and cytoskeletal structural proteins were
highly induced both in the embryos treated with 0 mM H2O2 under optimum moisture
conditions and in the embryo treated with 100 mM H2O2 under strong drought conditions.
Nucleoside diphosphate kinase 1 (spot 4) was induced in the embryo treated with 100 mM
H2O2 treatment under strong drought.

4. Discussion

As a result of artificial treatment with hydrogen peroxide, drought stress caused in-
hibition of seed germination, and seedling growth was ameliorated, although the effects
were dependent on the hydrogen peroxide concentration. The positive effects of hydrogen
peroxide on germination have been reported in the range of 1 to 100 mM in previous
studies [22,42,43], our experiments also showed positive effects at this concentration range.
Even though there was no significant difference in the germination percentage from 0 to
120 h after imbibition (Figure 1), the percentage was slightly higher in the seeds treated
with hydrogen peroxide than those with no hydrogen peroxide treatment. According to
Masondo et al. [44], moisture condition influences germination and seedling growth differ-
ently depending on the degree of water potential. Even though germination commences
under drought, the embryonic axis does not produce enough energy required for growth
due to a lack of water absorption. Therefore, even if germination occurs well under poor
moisture conditions, it cannot grow into a healthy plant. Our results, however, showed
that hydrogen peroxide treatment showed similar effects on both germination and seedling
growth. Seeds treated without hydrogen peroxide showed low moisture absorption under
strong drought; thus, the germination percentage was lower than those germinated under
optimum moisture conditions, and the length of the radicle and plumule was also short
(Figure 3). However, hydrogen peroxide treatment increased the length of the radicle and
plumule under strong drought compared to the untreated control, indicating that hydrogen
peroxide treatment may induce more energy production in the seed required for seedling
elongation (Figure 3).

It is known that hydrogen peroxide has a positive effect on seeds because it mitigates
the effects of ABA, a germination inhibitor [21]. Our results suggest that hydrogen peroxide
promotes the energy metabolism required for radicle and plumule growth rather than
promoting water absorption in the early stage of germination through an increase in
osmotic regulators including sugars derived from storage starch [45]. Due to growth
promotion of radicles and plumules, sorghum seedlings can absorb more water.

The antioxidant activity of embryos was low when hydrogen peroxide was treated
artificially under drought conditions after 24 h of imbibition, although hydrogen peroxide
concentration was not measured in this study (Figure 4). These results suggest that the
antioxidant activity was increased due to the increase in ROS induced by drought stress,
but there was no difference in the amount of water absorption by the hydrogen peroxide
treatment; therefore, it is thought that hydrogen peroxide does not affect the absorption of
water. Barba-Espín et al. [17] also reported that there was no significant difference between
water absorption and hydrogen peroxide content in pea seeds, which could be due to ROS
production via nonenzymatic reactions such as lipid peroxidation. Many reports have
shown that hydrogen peroxide treatment under abiotic stress such as drought and salt
improves seed germination rate, increases seedling growth, and increases intracellular
antioxidant capacity [22,46–48].

Seeds and seedlings of barley [21], wheat [49], soybean [46], and cotton [50] treated
with hydrogen peroxide under stress conditions were shown to alleviate stress damage by



Agronomy 2023, 13, 330 10 of 14

improving the antioxidant system, stabilizing the cell membrane, reducing the amount of
hydrogen peroxide in the cell, and improving the photosynthetic rate. It is assumed that
reactive oxygen species were accumulated in sorghum embryos due to drought stress, and
it is thought that the antioxidant capacity of seeds was increased to eliminate them. When
seeds do not absorb enough water, germination and seedling growth decrease. On the
other hand, hydrogen peroxide treatment induces drought resistance signaling to prevent
the accumulation of reactive oxygen species up to a toxic level; therefore, it is thought that
the germination and seedling growth of sorghum seeds improved even under drought
conditions. Hydrogen peroxide treatment does not promote water absorption, but it is
thought that the treatment is related to energy supply by respiration. Farooq et al. [51]
showed that the hydrolysis of stored starch into sucrose provides essential energy for
embryo growth. Although we did not analyze the changes in starch and sucrose content in
seeds according to hydrogen peroxide treatment, it can be deduced that available energy
was more plentiful in the hydrogen peroxide-treated seeds considering previous reports that
the starch content decreased and sucrose increased in the seed under salt stress conditions
by hydrogen peroxide treatment [52,53].

In the process of seed germination, respiration greatly increases, energy is produced
through the glycolysis and TCA cycle, and radicle and plumule appear from the embryo
to complete germination [54]. In the results of this study, most enzymes related to energy
metabolism that changed in sorghum seed embryos at 24 h of imbibition were those
involved in glycolysis. Among the identified proteins, fructokinase-1 (spot 16), which is
involved in the process of substrate phosphorylation, was higher in the absence of hydrogen
peroxide under drought conditions. It is an enzyme that converts fructose-6-phosphate
to fructose-1,6-phosphate and is thought to play a role in promoting ATP consumption
in drought stress. The 2,3-bisphosphoglycerate-independent phosphoglycerate mutase
(spots 35 and 40) and phosphoglycerate kinase (spot 24) were increased by hydrogen
peroxide treatment because they promote the production of ATP required for seedling
growth. This result is also supported by the increase in ATP synthase subunit alpha
(spot 38) by hydrogen peroxide treatment. ATP synthesis related to the oxidative reaction
in respiration is limited in drought conditions, but it is consistent with the report of
Logan et al. [55] showing that hydrogen peroxide treatment increases ATP synthesis during
oxidative phosphorylation in mitochondria. When crops are under stress, they produce
toxic aldehydes (e.g., methylglyoxal) [56]. Like ROS, methylglyoxal has a low intracellular
concentration in the absence of environmental stress, but the intracellular concentration
increases rapidly under environmental stress. The expression of a large number of proteins
involved in the first step (VOC domain-containing protein; spot 2) and the second step
(lactamase_B domain-containing protein; spot 31) of the methylglyoxal detoxification
process seems to reduce the damage caused by intracellular methylglyoxal (Figure 5).

Hydrogen peroxide is closely related to antioxidant levels in plants. This relation
can be found in a previous report [47] indicating that hydrogen peroxide treatment on
mustard seeds induced low levels of oxidative stress, thereby inducing the expression of
stress defense proteins. In the protein expression results of this study, antioxidant enzymes
such as superoxide dismutase (SOD), glutathione S-transferase I, and 1-cys peroxiredoxin
PER 1, which are known as stress defense proteins, were induced by hydrogen peroxide
treatment. Increased expression of embryogenesis-abundant protein D-34 (spots 10 and 14),
salt tolerance protein (spot 17), heat-shock proteins (spot 27 and 29), and chaperones (spots
29 and 41), which are highly induced under drought stress, was also confirmed, suggesting
that hydrogen peroxide enhanced amelioration of stress [57,58]. The storage proteins cupin
type-1 domain-containing protein (spots 7, 8, and 32) and globulin-1 S allele (spots 11 and
12) were also induced. The expression of cupin type-1 domain-containing protein (spots
7, 8, and 32) was low without hydrogen peroxide under drought conditions, while the
expression of globulin-1 S allele (spots 11 and 12) was poor under the optimum water
condition. The proteins (spots 15, 30, 33, 39, 42, and 43) related to amino-acid metabolism
were induced by hydrogen peroxide treatment in drought conditions. This implies that
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hydrogen peroxide treatment contributed to the production of free amino acids through
the degradation of the stored protein.

The increased level of free amino acids coming from storage proteins may benefit the
creation of new tissues during seedling formation and growth. Other proteins, such as
PKS_ER domain-containing protein (spot 13), a protein involved in the synthesis of polyun-
saturated fatty acids, and eukaryotic initiation factor 4A-3, were induced by hydrogen
peroxide treatment under drought conditions. The probable UDP-arabinopyranose mutase
1 (spot 23) related to the synthesis of pentose complex and involved in the biosynthesis of
cell wall non-cellulosic polysaccharides was reduced in the absence of hydrogen peroxide.
This result suggests that hydrogen peroxide enhances physical structure through cell-wall
formation. Tubulin proteins [59,60], which are highly associated with the radicle cell growth
stage, were not identified in this study, but putative actin family proteins isoform 1 (spot
19) and actin-11 isoform 1 (spot 20) were identified. The increased physical strength due to
induction of proteins related to the cell wall and cytoskeleton could lead to more adaptive
changes against drought stress, which results in a wilting and mechanical weakening of
tissues. Nucleoside diphosphate kinase 1 (spot 4), which is associated with the elongation
of coleoptile, was increased by hydrogen peroxide treatment under drought. Proteome
analysis suggested that hydrogen peroxide has a promoting effect on proteins related to
tissue formation, tissue strength, and defense in an adverse environment under drought
stress conditions rather than optimum water conditions during germination [61,62].

In agriculture, countermeasures against drought can be divided into cultivation
of drought-resistant varieties, irrigation, and enhancement of soil moisture retention.
This study shows that the improvement of drought resistance by treatment with low-
concentration hydrogen peroxide can be used practically in agricultural fields; for example,
the application of K as a fertilizer, which is effective in controlling the water status in plants,
can be one of the countermeasures.

5. Conclusions

Sorghum seed germination and seedling growth under drought stress were increased
by hydrogen peroxide treatment; however, the hydrogen peroxide treatment did not show
a remarkably beneficial effect in normal conditions. Hydrogen peroxide treatment seemed
to have a greater effect on the reduction of oxidative stress by ROS than the increase of
water absorption in sorghum seeds under drought conditions. Proteomic changes induced
with hydrogen peroxide treatment showed an increase in enzymes related to glycolysis.
Proteins associated with stress defense and antioxidant enzymes were also higher in the
embryos treated with hydrogen peroxide. Therefore, hydrogen peroxide treatment under
drought conditions showed beneficial effects on seed germination and seedling growth by
reducing oxidative stress in germinating seeds, inducing drought tolerance, and increasing
enzymes related to energy metabolism.

Author Contributions: Conceptualization, K.E.S., e.S.H.H. and S.S.; methodology, K.E.S. and J.W.J.;
software, H.R.H.; validation, K.E.S., W.J.J. and S.S.; formal analysis, K.E.S. and H.R.H.; investigation,
K.E.S.; resources, S.S. and e.S.H.H.; data curation, H.R.H.; writing—original draft preparation, K.E.S.
and H.R.H.; writing—review and editing, P.K., W.J.J., J.W.J. and S.S.; visualization, K.E.S.; supervision,
S.S.; project administration, S.S.; funding acquisition, e.S.H.H. All authors have read and agreed to
the published version of the manuscript.

Funding: This research was funded by the Korean Ministry of Environment, grant
number 2021002270004.

Data Availability Statement: The data analyzed during this study are available from Sangin Shim
upon reasonable request.

Conflicts of Interest: The authors declare no conflict of interest.



Agronomy 2023, 13, 330 12 of 14

References
1. Bayu, W.; Rethman, N.; Hammes, P.; Pieterse, P.; Grimbeek, J.; Van Der Linde, M. Water stress affects the germination, emergence,

and growth of different sorghum cultivars. Ethiop J. Sci. 2005, 28, 119–128. [CrossRef]
2. Oliveira, A.B.D.; Gomes-Filho, E. Germination and vigor of sorghum seeds under water and salt stress. Rev. Bras. Sementes 2009,

31, 48–56. [CrossRef]
3. Queiroz, M.S.; Oliveira, C.E.; Steiner, F.; Zufo, A.M.; Zoz, T.; Vendruscolo, E.P.; Silva, M.V.; Mello, B.; Cabra, R.; Menis, F.T.

Drought stresses on seed germination and early growth of maize and sorghum. J. Agric. Sci. 2019, 11, 310–318. [CrossRef]
4. Krupa, K.N.; Dalawai, N.; Hashidhar, H.E.; Harinikumar, K.M. Mechanisms of drought tolerance in Sorghum: A Review. Int. J.

Pure Appl. Biosci. 2017, 5, 221–237.
5. O’Brien, D. Domestic and international sorghum marketing. In Sorghum: A State of the Art and Future Perspectives; Ciampitti, I.,

Prasad, V., Eds.; Agronomy Monographs 58 ASA and CSSA: Madison, WI, USA, 2019; pp. 477–502.
6. Yu, Y.; Zhu, D.; Ma, C.; Cao, H.; Wang, Y.; Xu, Y.; Zhang, W.; Yan, Y. Transcriptome analysis reveals key differentially expressed

genes involved in wheat grain development. J. Crop Prod. 2016, 4, 92–106. [CrossRef]
7. Evers, T.; Millar, S. Cereal grain structure and development: Some implications for quality. J. Cereal Sci. 2002, 36, 261–284.

[CrossRef]
8. Mayer, U.; Ruiz, R.A.T.; Berleth, T.; Miséra, S.; Jürgens, G. Mutations affecting body organization in the Arabidopsis embryo.

Nature 1991, 353, 402. [CrossRef]
9. Rajjou, L.; Duval, M.; Gallardo, K.; Catusse, J.; Bally, J.; Job, D.; Job, D. Seed germination and vigor. Annu. Rev. Plant Biol. 2012, 63,

507–533. [CrossRef]
10. Okçu, G.; Kaya, M.D.; Atak, M. Effects of salt and drought stresses on germination and seedling growth of pea (Pisum sativum L.).

Turk. J. Agric. For. 2005, 29, 237–242.
11. Muscolo, A.; Sidari, M.; Anastasi, U.; Santonoceto, C.; Maggio, A. Effect of PEG-induced drought stress on seed germination of

four lentil genotypes. J. Plant Interact. 2014, 9, 354–363. [CrossRef]
12. Morohashi, Y. Peroxidase activity develops in the micropylar endosperm of tomato seeds prior to radicle protrusion. J. Exp. Bot.

2002, 53, 1643–1650. [CrossRef]
13. Bailly, C.; El-Maarouf-Bouteau, H.; Corbineau, F. From intracellular signaling networks to cell death: The dual role of reactive

oxygen species in seed physiology. C. R. Biol. 2008, 331, 806–814. [CrossRef]
14. Müller, K.; Linkies, A.; Vreeburg, R.A.; Fry, S.C.; Krieger-Liszkay, A.; Leubner-Metzger, G. In vivo cell wall loosening by hydroxyl

radicals during cress seed germination and elongation growth. Plant Physiol. 2009, 150, 1855–1865. [CrossRef]
15. Kranner, I.; Roach, T.; Beckett, R.P.; Whitaker, C.; Minibayeva, F.V. Extracellular production of reactive oxygen species during

seed germination and early seedling growth in Pisum sativum. J. Plant Physiol. 2010, 167, 805–811. [CrossRef]
16. Zeinalabedini, M.; Majourhat, K.; Khayam-Nekoui, M.; Hernández, J.A.; Martínez-Gómez, P. Breaking seed dormancy in

long-term stored seeds from Iranian wild almond species. Seed Sci. Technol. 2009, 37, 267–275. [CrossRef]
17. Barba-Espín, G.; Diaz-Vivancos, P.; Clemente-Moreno, M.J.; Albacete, A.; Faize, L.; Faize, M.; Pérez-Alfocea, F.; Hernández, J.A.

Interaction between hydrogen peroxide and plant hormones during germination and the early growth of pea seedlings. Plant Cell
Environ. 2010, 33, 981–994. [CrossRef]

18. Bahin, E.; Bailly, C.; Sotta, B.; Kranner, I.; Corbineau, F.; Leymarie, J. Crosstalk between reactive oxygen species and hormonal
signalling pathway regulates grain dormancy in barley. Plant Cell Environ. 2011, 34, 980–993. [CrossRef] [PubMed]

19. Wojtyla, Ł.; Lechowska, K.; Kubala, S.; Garnczarska, M. Different modes of hydrogen peroxide action during seed germination.
Front. Plant Sci. 2016, 7, 66. [CrossRef]

20. Silva, P.C.C.; Azevedo Neto, A.D.D.; Gheyi, H.R. Mobilization of seed reserves pretreated with H2O2 during germination and
establishment of sunflower seedlings under salinity. J. Plant Nutr. 2019, 42, 2388–2394. [CrossRef]

21. Çavusoglu, K.; Kabar, K. Effects of hydrogen peroxide on the germination and early seedling growth of barley under NaCl and
high temperature stresses. EurAsian J. BioSci. 2010, 4, 70–79. [CrossRef]

22. Gondim, F.A.; Gomes-Filho, E.; Lacerda, C.F.; Prisco, J.T.; Azevedo Neto, A.D.; Marques, E.C. Pretreatment with H2O2 in maize
seeds: Effects on germination and seedling acclimation to salt stress. Braz. J. Plant Physiol. 2010, 22, 103–112. [CrossRef]

23. Job, C.; Rajjou, L.; Lovigny, Y.; Belghazi, M.; Job, D. Patterns of protein oxidation in Arabidopsis seeds and during germination.
Plant Physiol. 2005, 138, 790–802. [CrossRef]

24. Rajjou, L.; Lovigny, Y.; Groot, S.P.C.; Belghazi, M.; Job, C.; Job, D. Proteome-wide characterization of seed aging in Arabidopsis: A
comparison between artificial and natural aging protocols. Plant Physiol. 2008, 148, 620–641. [CrossRef]

25. Miernyk, J.; Hajduch, M. Seed proteomics. J. Proteom. 2011, 74, 389–400. [CrossRef] [PubMed]
26. Gallardo, K.; Job, C.; Groot, S.P.C.; Puype, M.; Demol, H.; Vandekerckhove, J.; Job, D. Proteomics of Arabidopsis seed germination.

A comparative study of wild-type and gibberellin-deficient seeds. Plant Physiol. 2002, 129, 823–837. [CrossRef] [PubMed]
27. Yang, P.; Li, X.; Wang, X.; Chen, H.; Chen, F.; Shen, S. Proteomic analysis of rice (Oryza sativa) seeds during germination. Proteomics

2007, 7, 3358–3368. [CrossRef] [PubMed]
28. He, D.; Yang, P. Proteomics of rice seed germination. Front. Plant Sci. 2013, 4, 246. [CrossRef] [PubMed]
29. Sheoran, I.S.; Olson, D.J.; Ross, A.R.; Sawhney, V.K. Proteome analysis of embryo and endosperm from germinating tomato seeds.

Proteomics 2005, 5, 3752–3764. [CrossRef]

http://doi.org/10.4314/sinet.v28i2.18248
http://doi.org/10.1590/S0101-31222009000300005
http://doi.org/10.5539/jas.v11n2p310
http://doi.org/10.1016/j.cj.2016.01.006
http://doi.org/10.1006/jcrs.2002.0435
http://doi.org/10.1038/353402a0
http://doi.org/10.1146/annurev-arplant-042811-105550
http://doi.org/10.1080/17429145.2013.835880
http://doi.org/10.1093/jxb/erf012
http://doi.org/10.1016/j.crvi.2008.07.022
http://doi.org/10.1104/pp.109.139204
http://doi.org/10.1016/j.jplph.2010.01.019
http://doi.org/10.15258/sst.2009.37.2.01
http://doi.org/10.1111/j.1365-3040.2010.02120.x
http://doi.org/10.1111/j.1365-3040.2011.02298.x
http://www.ncbi.nlm.nih.gov/pubmed/21388415
http://doi.org/10.3389/fpls.2016.00066
http://doi.org/10.1080/01904167.2019.1659349
http://doi.org/10.5053/ejobios.2010.4.0.9
http://doi.org/10.1590/S1677-04202010000200004
http://doi.org/10.1104/pp.105.062778
http://doi.org/10.1104/pp.108.123141
http://doi.org/10.1016/j.jprot.2010.12.004
http://www.ncbi.nlm.nih.gov/pubmed/21172463
http://doi.org/10.1104/pp.002816
http://www.ncbi.nlm.nih.gov/pubmed/12068122
http://doi.org/10.1002/pmic.200700207
http://www.ncbi.nlm.nih.gov/pubmed/17849412
http://doi.org/10.3389/fpls.2013.00246
http://www.ncbi.nlm.nih.gov/pubmed/23847647
http://doi.org/10.1002/pmic.200401209


Agronomy 2023, 13, 330 13 of 14

30. Hajduch, M.; Ganapathy, A.; Stein, J.W.; Thelen, J.J. A systematic proteomic study of seed filling in soybean: Establishment of
high-resolution two-dimensional reference maps, expression profiles, and an interactive proteome database. Plant Physiol. 2005,
137, 1397–1419. [CrossRef] [PubMed]

31. Cheng, L.; Gao, X.; Li, S.; Shi, M.; Javeed, H.; Jing, X.; Yang, G.; He, G. Proteomic analysis of soybean [Glycine max (L.) Meer.]
seeds during imbibition at chilling temperature. Mol. Breed. 2010, 26, 1–17. [CrossRef]

32. Alvarez, S.; Roy Choudhury, S.; Pandey, S. Comparative quantitative proteomics analysis of the ABA response of roots of
drought-sensitive and drought-tolerant wheat varieties identifies proteomic signatures of drought adaptability. J. Proteome Res.
2014, 13, 1688–1701. [CrossRef]

33. Sharma, M.; Gupta, S.K.; Majumder, B.; Maurya, V.K.; Deeba, F.; Alam, A.; Pandey, V. Salicylic acid mediated growth, physiological
and proteomic responses in two wheat varieties under drought stress. J. Proteom. 2017, 163, 28–51. [CrossRef]

34. Michel, B.E.; Kaufmann, M.R. The osmotic potential of polyethylene glycol 6000. Plant Physiol. 1973, 51, 914–916. [CrossRef]
35. Govender, V.; Aveling, T.A.S.; Kritzinger, Q. The effect of traditional storage methods on germination and vigour of maize (Zea

mays L.) from northern KwaZulu-Natal and southern Mozambique. S. Afr. J. Bot. 2008, 74, 190–196. [CrossRef]
36. Gillespie, K.M.; Chae, J.M.; Ainsworth, E.A. Rapid measurement of total antioxidant capacity in plants. Nat. Protoc. 2007, 2,

867–870. [CrossRef]
37. Wang, W.; Tai, F.; Chen, S. Optimizing protein extraction from plant tissues for enhanced proteomics analysis. J. Sep. Sci. 2008, 31,

2032–3029. [CrossRef] [PubMed]
38. Bradford, M.M. A rapid and sensitive method for the quantitation of microgram quantities of protein utilizing the principle of

protein-dye binding. Anal. Biochem. 1976, 72, 248–254. [CrossRef]
39. Kim, S.T.; Wang, Y.; Kang, S.Y.; Kim, S.G.; Rakwal, R.; Kim, Y.C.; Kang, K.Y. Developing rice embryo proteomics reveals essential

role for embryonic proteins in regulation of seed germination. J. Proteome Res. 2009, 8, 3598–3605. [CrossRef]
40. Liu, S.J.; Xu, H.H.; Wang, W.Q.; Li, N.; Wang, W.P.; Møller, I.M.; Song, S.Q. A proteomic analysis of rice seed germination as

affected by high temperature and ABA treatment. Physiol. Plant. 2015, 154, 142–161. [CrossRef] [PubMed]
41. Shevchenko, A.; Wilm, M.; Vorm, O.; Mann, M. Mass spectrometric sequencing of proteins from silver-stained polyacrylamide

gels. Anal. Chem. 1996, 68, 850–858. [CrossRef] [PubMed]
42. Guler, N.S.; Pehlivan, N. Exogenous low-dose hydrogen peroxide enhances drought tolerance of soybean (Glycine max L.) through

inducing antioxidant system. Acta Biol. Hung. 2016, 67, 169–183. [CrossRef] [PubMed]
43. Andrade, C.A.; de Souza, K.R.D.; de Oliveira Santos, M.; da Silva, D.M.; Alves, J.D. Hydrogen peroxide promotes the tolerance of

soybeans to waterlogging. Sci. Hort. 2018, 232, 40–45. [CrossRef]
44. Masondo, N.A.; Kulkarni, M.G.; Finnie, J.F.; Van Staden, J. Influence of biostimulants-seed-priming on Ceratotheca triloba

germination and seedling growth under low temperatures, low osmotic potential and salinity stress. Ecotoxicol. Environ. Saf. 2018,
147, 43–48. [CrossRef] [PubMed]

45. Verma, G.; Mishra, S.; Sangwan, N.; Sharma, S. Reactive oxygen species mediate axis-cotyledon signaling to induce reserve
mobilization during germination and seedling establishment in Vigna radiata. J. Plant Physiol. 2015, 184, 79–88. [CrossRef]
[PubMed]

46. Ishibashi, Y.; Yamaguchi, H.; Yuasa, T.; Iwaya-Inoue, M.; Arima, S.; Zheng, S.H. Hydrogen peroxide spraying alleviates drought
stress in soybean plants. J. Plant Physiol. 2011, 168, 1562–1567. [CrossRef] [PubMed]

47. Hossain, M.A.; Bhattacharjee, S.; Armin, S.M.; Qian, P.; Xin, W.; Li, H.Y.; Burritt, D.J.; Fujita, M.; Tran, L.S.P. Hydrogen peroxide
priming modulates abiotic oxidative stress tolerance: Insights from ROS detoxification and scavenging. Front. Plant Sci. 2015, 6,
420. [CrossRef]

48. Ashraf, M.A.; Rasheed, R.; Hussain, I.; Iqbal, M.; Haider, M.Z.; Parveen, S.; Sajid, M.A. Hydrogen peroxide modulates antioxidant
system and nutrient relation in maize (Zea mays L.) under water-deficit conditions. Arch. Agron. Soil Sci. 2015, 61, 507–523.
[CrossRef]

49. He, L.; Gao, Z. Pretreatment of seed with H2O2 enhances drought tolerance of wheat (Triticum aestivum L.) seedlings. Afr. J.
Biotechnol. 2009, 8, 6151–6157.

50. Santhy, V.; Meshram, M.; Wakd, R.; Kumari, P.V. Hydrogen peroxide pre-treatment for seed enhancement in cotton (Gossypim
hirsutum L.). Afr. J. Agric. Res. 2014, 9, 1982–1989.

51. Farooq, M.; Basra, S.M.A.; Ahmad, N.; Hafeez, K. Thermal hardening: A new seed vigor enhancement tool in rice. J. Integr. Plant
Biol. 2005, 47, 187–193. [CrossRef]

52. Monerri, C.; Garcia-Luis, A.; Guardiola, J.L. Sugar and starch changes in pea cotyledons during germination. Physiol. Plant. 1986,
67, 49–54. [CrossRef]

53. Gupta, A.K.; Singh, J.; Kaur, N.; Singh, R. Effect of polyethylene glycol-induced water stress on germination and reserve
carbohydrate metabolism in chickpea cultivars differing in tolerance to water deficit. Plant Physiol. Biochem. 1993, 31, 369–378.

54. Nkang, A.; Chandler, G. Changes during germination in rainforest seeds with orthodox and recalcitrant viability characteristics. J.
Plant Physiol. 1989, 134, 9–16. [CrossRef]

55. Logan, D.C.; Millar, A.H.; Sweetlove, L.J.; Hill, S.A.; Leaver, C.J. Mitochondrial biogenesis during germination in maize embryos.
Plant Physiol. 2001, 125, 662–672. [CrossRef] [PubMed]

56. Mano, J.I. Reactive carbonyl species: Their production from lipid peroxides, action in environmental stress, and the detoxification
mechanism. Plant Physiol. Biochem. 2012, 59, 90–97. [CrossRef] [PubMed]

http://doi.org/10.1104/pp.104.056614
http://www.ncbi.nlm.nih.gov/pubmed/15824287
http://doi.org/10.1007/s11032-009-9371-y
http://doi.org/10.1021/pr401165b
http://doi.org/10.1016/j.jprot.2017.05.011
http://doi.org/10.1104/pp.51.5.914
http://doi.org/10.1016/j.sajb.2007.10.006
http://doi.org/10.1038/nprot.2007.100
http://doi.org/10.1002/jssc.200800087
http://www.ncbi.nlm.nih.gov/pubmed/18615819
http://doi.org/10.1016/0003-2697(76)90527-3
http://doi.org/10.1021/pr900358s
http://doi.org/10.1111/ppl.12292
http://www.ncbi.nlm.nih.gov/pubmed/25270993
http://doi.org/10.1021/ac950914h
http://www.ncbi.nlm.nih.gov/pubmed/8779443
http://doi.org/10.1556/018.67.2016.2.5
http://www.ncbi.nlm.nih.gov/pubmed/27165528
http://doi.org/10.1016/j.scienta.2017.12.048
http://doi.org/10.1016/j.ecoenv.2017.08.017
http://www.ncbi.nlm.nih.gov/pubmed/28826029
http://doi.org/10.1016/j.jplph.2015.07.001
http://www.ncbi.nlm.nih.gov/pubmed/26241759
http://doi.org/10.1016/j.jplph.2011.02.003
http://www.ncbi.nlm.nih.gov/pubmed/21377755
http://doi.org/10.3389/fpls.2015.00420
http://doi.org/10.1080/03650340.2014.938644
http://doi.org/10.1111/j.1744-7909.2005.00031.x
http://doi.org/10.1111/j.1399-3054.1986.tb01261.x
http://doi.org/10.1016/S0176-1617(89)80194-4
http://doi.org/10.1104/pp.125.2.662
http://www.ncbi.nlm.nih.gov/pubmed/11161024
http://doi.org/10.1016/j.plaphy.2012.03.010
http://www.ncbi.nlm.nih.gov/pubmed/22578669


Agronomy 2023, 13, 330 14 of 14

57. Chakrabortee, S.; Boschetti, C.; Walton, L.J.; Sarkar, S.; Rubinsztein, D.C.; Tunnacliffe, A. Hydrophilic protein associated with
desiccation tolerance exhibits broad protein stabilization function. Proc. Natl. Acad. Sci. USA 2007, 104, 18073–18078. [CrossRef]

58. Candat, A.; Paszkiewicz, G.; Neveu, M.; Gautier, R.; Logan, D.C.; Avelange-Macherel, M.H.; Macherel, D. The ubiquitous
distribution of late embryogenesis abundant proteins across cell compartments in Arabidopsis offers tailored protection against
abiotic stress. Plant Cell 2014, 26, 3148–3166. [CrossRef]

59. Mayer, U.; Jürgens, G. Microtubule cytoskeleton: A track record. Curr. Opin. Plant Biol. 2002, 5, 494–501. [CrossRef]
60. Wasteneys, G.O. Microtubule organization in the green kingdom: Chaos or self-order? J. Cell Sci. 2002, 115, 1345–1354. [CrossRef]
61. Yano, A.; Umeda, M.; Uchimiya, H. Expression of functional proteins of cDNA encoding rice nucleoside diphosphate kinase

(NDK) in Escherichia coli and organ-related alteration of NDK activities during rice seed germination (Oryza sativa L.). Plant Mol.
Biol. 1995, 27, 1053–1058. [CrossRef]

62. Pan, L.; Kawai, M.; Yano, A.; Uchimiya, H. Nucleoside diphosphate kinase required for coleoptile elongation in rice. Plant Physiol.
2000, 122, 447–452. [CrossRef] [PubMed]

Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual
author(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to
people or property resulting from any ideas, methods, instructions or products referred to in the content.

http://doi.org/10.1073/pnas.0706964104
http://doi.org/10.1105/tpc.114.127316
http://doi.org/10.1016/S1369-5266(02)00302-3
http://doi.org/10.1242/jcs.115.7.1345
http://doi.org/10.1007/BF00037032
http://doi.org/10.1104/pp.122.2.447
http://www.ncbi.nlm.nih.gov/pubmed/10677437

	Introduction 
	Materials and Methods 
	Experimental Materials and Germination Conditions 
	Antioxidant Capacity (ORAC) Assay 
	Protein Extraction and Two-Dimensional Electrophoresis 
	Protein Identification Using Mass Spectrometry (MALDI-TOF/TOF Mass Spectrometry) 
	Statistical Analysis 

	Results 
	Hydrogen Peroxide Effects on Seed Germination under Drought Stress 
	Hydrogen Peroxide Effects on Seed Imbibition 
	Hydrogen Peroxide-Induced Seedling Growth Response under Drought Stress 
	Antioxidant Activity under Drought Stress 
	Identification of Differentially Abundant Proteins and Their Functional Classification 

	Discussion 
	Conclusions 
	References

