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Figure S1: Nitrate nitrogen (a) and available phosphate (b) release from organic materials, ® rapeseed oil

cake, A Liquid food waste material (LFM)
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Figure S2: Thirty one strains isolated from liquid food waste material belong to genus Bacillus. type a closely
related to Bacillus velezensis strain FZB42, type b closely related to Bacillus amyloliquefaciens strain MPA 1034,
type c closely related to Bacillus vallismortis strain NRRL B-14890, type d closely related to Bacillus subtilis
subsp. inaquosorum strain BGSC 3A28, type e closely related to Bacillus wiedmannii strain FSL W8-0169, type
f closely related to Bacillus velezensis strain NTGB-29, and type g closely related to Bacillus vallismortis strain

DSM 11031.



Oder level Family level

100% — N — o E m Subgroup_10 100% — — — — — ® Coriobacteriaceae
. . . . Streptomycetales | ] . - - - Cytophagaceae
= — - Methanosarcinales e | ] Hydrogenophilaceae
98% I | ] u Micrococcales 08% I I I  Syntrophaceae
= Enterobacteriales B = Elev-165-1332
H Cytophagales M Bacillaceae
96% m Sphingomonadales M Rhodospirillaceae
m Vibrionales 96% | Streptomycetaceae
| Propionibacteriales M Chitinophagaceae
94% m Solirubrobacterales B Methanosaetaceae
M Sphingobacteriales M Enterobacteriaceae
® Flavobacteriales 54% M Syntrophomonadaceae
9% m Rhodocyclales M Syntrophobacteraceae
Clostridiales Nocardioidaceae
m Bacillales 92% = Vibrionaceae
B Syntrophobacterales W Aerococcaceae
90% m Rhodospirillales M Carnobacteriaceae
m Burkholderiales W Flavobacteriaceae
W Acidimicrobiales 90% B Xanthomonadaceae
88% W Rhodobacterales M Rhodocyclaceae
W Rhizobiales B Rhodobacteraceae
W Chromatiales 88% M Ectothiorhodospiraceae
86% W Synergistales M Synergistaceae
H Alteromonadales u Shewanellaceae
W Xanthomonadales B Moraxellaceae
gay, L B BEN 0 0OBSN 0B B | g Anaerolineales 86% MR BB wAnaerolineaceae
@,S\ \0,\& \&* \@;} (502( m Pseudomonadales @'b* \0'\3' \&* = Pseudomonadaceae
Aa zQ@ ® Mycoplasmatales = Mycoplasmataceae

M Lactobacillales M Lactobacillaceae

Figure S3: Top 30 of bacterial composition in different taxonomic level.



