Table S1. Plant material description and sourced of samples
	Variety
	Accession
	Sample name in the original manuscript
	Maintained / sourced
	Sample ID used in this study
	Data available
	Reference from the original manuscript

	M82
	LA3475
	M82
	The Ohio State University (OSU)
	M82-OSU
	SNP genotyping
	Blanca et al. 2015 z

	UC 82
	LA1706
	UC-82
	
	UC 82-OSU
	
	

	UC 82
	LA1706
	UC-82_comav
	Genebank of the Institute for the Conservation and Improvement of Agricultural Biodiversity (COMAV)
	UC 82-COMAV
	
	

	M82
	-
	TS-3
	Israel
	M82-TS3
	Whole genome re-sequencing
	Lin et al. 2014 y

	M82
	-
	TS-228
	Unlisted
	M82-TS228
	
	

	UC 82
	-
	TS-171
	United States
	UC82-TS171
	
	

	M82
	LA3475
	ERS484046
	Charles Rick Tomato Genetics Resource Center (TGRC)
	M82-ERS484046
	
	Bolger et al. 2014 x


z Blanca, J.; Montero-Pau, J.; Sauvage, C.; Bauchet, G.; Illa, E.; Díez, M.J.; Francis, D.; Causse, M.; van der Knaap, E.; Cañizares, J. Genomic variation in tomato, from wild ancestors to contemporary breeding accessions. BMC Genomics 2015, 16, 1–19.
y Lin, T.; Zhu, G.; Zhang, J.; Xu, X.; Yu, Q.; Zheng, Z.; Zhang, Z.; Lun, Y.; Li, S.; Wang, X.; et al. Genomic analyses provide insights into the history of tomato breeding. Nat. Genet. 2014, 46, 1220–1226.
x Bolger, A.; Scossa, F.; Bolger, M.E.; Lanz, C.; Maumus, F.; Tohge, T.; Quesneville, H.; Alseekh, S.; Sørensen, I.; Lichtenstein, G.; et al. The genome of the stress-tolerant wild tomato species Solanum pennellii. Nat. Genet. 2014, 46, 1034–1038
.
Table S2. Pairwise comparison by chromosome (Ch) using a set of 32,352 robust SNPs for ʻM82ʼ sequence samples: M82-ERS484046, M82-TS228, M82-TS3.
	Sample comparison
	Ch
	Number of SNPs
	% of SNPs

	
	
	shared
	different
	shared
	different

	M82-ERS484046 
vs M82-TS228
	1
	324
	3
	99.08
	0.92

	
	2
	564
	0
	100.00
	0.00

	
	3
	593
	6
	99.00
	1.00

	
	4
	9,411
	6
	99.94
	0.06

	
	5
	12,207
	12
	99.90
	0.10

	
	6
	189
	2
	98.95
	1.05

	
	7
	418
	4
	99.05
	0.95

	
	8
	156
	2
	98.73
	1.27

	
	9
	306
	3
	99.03
	0.97

	
	10
	658
	6
	99.10
	0.90

	
	11
	6,090
	3
	99.95
	0.05

	
	12
	1,386
	3
	99.78
	0.22

	
	Total
	32,302
	50
	99.85
	0.15

	M82-ERS484046 
vs M82-TS3
	1
	324
	3
	99.08
	0.92

	
	2
	563
	1
	99.82
	0.18

	
	3
	597
	2
	99.67
	0.33

	
	4
	9,415
	2
	99.98
	0.02

	
	5
	12,216
	3
	99.98
	0.02

	
	6
	190
	1
	99.48
	0.52

	
	7
	389
	33
	92.18
	7.82

	
	8
	154
	4
	97.47
	2.53

	
	9
	271
	38
	87.70
	12.30

	
	10
	656
	8
	98.80
	1.20

	
	11
	6,075
	18
	99.70
	0.30

	
	12
	1,385
	4
	99.71
	0.29

	
	Total
	32,235
	117
	99.64
	0.36

	M82-TS3 vs
M82-TS228
	1
	321
	6
	98.17
	1.83

	
	2
	563
	1
	99.82
	0.18

	
	3
	593
	6
	99.00
	1.00

	
	4
	9,409
	8
	99.92
	0.08

	
	5
	12,204
	15
	99.88
	0.12

	
	6
	188
	3
	98.43
	1.57

	
	7
	385
	37
	91.23
	8.77

	
	8
	152
	6
	96.20
	3.80

	
	9
	268
	41
	86.73
	13.27

	
	10
	650
	14
	97.89
	2.11

	
	11
	6,072
	21
	99.66
	0.34

	
	12
	1,382
	7
	99.50
	0.50

	
	Total
	32,187
	165
	99.49
	0.51





[bookmark: _GoBack]Table S3. Pairwise comparison by chromosome (Ch) using a set of 32,352 robust SNPs for ʻM82ʼ and ʻUC82ʼ sequence samples: M82-ERS484046, M82-TS228, M82-TS3 and UC82-TS171.
	Sample comparison
	Ch
	Number of SNPs
	% of SNPs

	
	
	shared
	different
	shared
	different

	M82-ERS484046
vs UC82-TS171
	1
	257
	70
	78.59
	21.41

	
	2
	563
	1
	99.82
	0.18

	
	3
	593
	6
	99.00
	1.00

	
	4
	9,408
	9
	99.90
	0.10

	
	5
	12,216
	3
	99.98
	0.02

	
	6
	190
	1
	99.48
	0.52

	
	7
	419
	3
	99.29
	0.71

	
	8
	152
	6
	96.20
	3.80

	
	9
	272
	37
	88.03
	11.97

	
	10
	653
	11
	98.34
	1.66

	
	11
	6,012
	81
	98.67
	1.33

	
	12
	1,388
	1
	99.93
	0.07

	
	Total
	32,123
	229
	99.29
	0.71

	M82-TS228 vs 
UC82-TS171
	1
	254
	73
	77.68
	22.32

	
	2
	563
	1
	99.82
	0.18

	
	3
	589
	10
	98.33
	1.67

	
	4
	9,402
	15
	99.84
	0.16

	
	5
	12,204
	15
	99.88
	0.12

	
	6
	188
	3
	98.43
	1.57

	
	7
	415
	7
	98.34
	1.66

	
	8
	150
	8
	94.94
	5.06

	
	9
	269
	40
	87.06
	12.94

	
	10
	647
	17
	97.44
	2.56

	
	11
	6,009
	84
	98.62
	1.38

	
	12
	1,385
	4
	99.71
	0.29

	
	Total
	32,075
	277
	99.14
	0.86

	M82-TS3 vs
UC82-TS171
	1
	258
	69
	78.90
	21.10

	
	2
	562
	2
	99.65
	0.35

	
	3
	595
	4
	99.33
	0.67

	
	4
	9,408
	9
	99.90
	0.10

	
	5
	12,215
	4
	99.97
	0.03

	
	6
	189
	2
	98.95
	1.05

	
	7
	388
	34
	91.94
	8.06

	
	8
	156
	2
	98.73
	1.27

	
	9
	308
	1
	99.68
	0.32

	
	10
	661
	3
	99.55
	0.45

	
	11
	5,996
	97
	98.41
	1.59

	
	12
	1,386
	3
	99.78
	0.22

	
	Total
	32,122
	230
	99.29
	0.71



